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Figure S29 Manhattan plot of GWAS analysis: -logio(P) values plotted against the positions of Bos
taurus autosomes for variants associated with heifer conception rate in a) Montbéliarde, b)
Normande, and c) Holstein bulls
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Figure S30 Manhattan plot of GWAS analysis: -logio(P) values plotted against the positions of Bos
taurus autosomes for variants associated with cow conception rate in a) Montbéliarde, b) Normande,
and c) Holstein bulls
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Figure S31 Manhattan plot of GWAS analysis: -logio(P) values plotted against the positions of Bos
taurus autosomes for variants associated with interval calving-All in a) Montbéliarde, b) Normande,
and c) Holstein bulls



—logro(p)

—logro(p)

~logio(p)

Breed 46 - Heifer non-return rate

6 i
5 |
4 el .
. 5
3 o =3 ST <
R
IR
- . Se B
2 if: = !453 ;
1 i $
.
L)
e
0 - I | I
1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 20 21 23 25 27 29
Chromosome
Breed 56 - Heifer non-return rate
5 -
4 -
3 - 3
e .: -
& .. e
24 RS g
R 1 -
Kl ke
oed
1 — L2
-
L
.
0 - I I
11 12 13 14 15 16 17
Chromosome
Breed 66 - Heifer non-return rate
8 —
6
4 - : : .
< ‘e . : .o, R . . . .
3 ,.i f: ; ik g js _-3
2 - , s, * - 4 i" . ~) ‘gn ‘
04 ﬁ a i

13 14

Chromosome

Figure S32 Manhattan plot of GWAS analysis: -logio(P) values plotted against the positions of Bos
taurus autosomes for variants associated with heifer non-return rate in a) Montbéliarde, b)
Normande, and c) Holstein bulls
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Figure S33 Manhattan plot of GWAS analysis: -logio(P) values plotted against the positions of Bos
taurus autosomes for variants associated with cow non-return rate in a) Montbéliarde, b) Normande,
and c) Holstein bulls
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Figure S34 Manhattan plot of GWAS analysis: -logio(P) values plotted against the positions of Bos

taurus autosomes for variants associated with milk yield in a) Montbéliarde, b) Normande, and c)
Holstein bulls
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Figure S35 Manhattan plot of GWAS analysis: -logio(P) values plotted against the positions of Bos

taurus autosomes for variants associated with fat content in a) Montbéliarde, b) Normande, and c)
Holstein bulls
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Figure S36 Manhattan plot of GWAS analysis: -logio(P) values plotted against the positions of Bos

taurus autosomes for variants associated with protein content in a) Montbéliarde, b) Normande, and
¢) Holstein bulls
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Figure S37 Manhattan plot of GWAS analysis: -logio(P) values plotted against the positions of Bos
taurus autosomes for variants associated with fat yield in a) Montbéliarde, b) Normande, and c)

Holstein bulls
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Figure S38 Manhattan plot of GWAS analysis: -logio(P) values plotted against the positions of Bos
taurus autosomes for variants associated with protein yield in a) Montbéliarde, b) Normande, and c)

Holstein bulls
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Figure S39 Manhattan plot of GWAS analysis: -logio(P) values plotted against the positions of Bos
taurus autosomes for variants associated with somatic cell score in a) Montbéliarde, b) Normande,
and c) Holstein bulls
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Figure S40 Manhattan plot of GWAS analysis: -logio(P) values plotted against the positions of Bos
taurus autosomes for variants associated with clinical mastitis in a) Montbéliarde, b) Normande, and
¢) Holstein bulls
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Figure S41 Manhattan plot of GWAS analysis: -logio(P) values plotted against the positions of Bos
taurus autosomes for variants associated with sacrum height in a) Montbéliarde, b) Normande, and
¢) Holstein bulls



