G0:0050801~ion homeostasis
G0:0001501~skeletal system development
G0:0042391~regulation of membrane potential
G0:0055082~cellular chemical homeostasis
G0:0006873cellular ion homeostasis
G0:0009628™response to abiotic stimulus
G0:0006633~fatty acid biosynthetic process
GO:0042592~homeostatic process
G0:0051216~cartilage development
G0:0019725~cellular homeostasis
GO:0006631~fatty acid metabolic process
G0:0001508~regulation of action potential
G0:0019228"regulation of action potential in neuron
G0:0016053organic acid biosynthetic process
G0:0046394carboxylic acid biosynthetic process
G0:0007272~ensheathment of neurons
G0:0009612"response to mechanical stimulus
G0:0008366~axon ensheathment

GO:0042552~myelination

BP00286:Cell structure

BP00124:Cell adhesion

BP00285:Cell structure and motility

BP00172:Other neuronal activity

PTHR19290~BASIC HELIX-LOOP-HELIX
PROTEIN NEUROGENIN-RELATED

PTHR19282~TETRASPANIN

structural protein

MF00178:Extracellular matrix

P00019:Endothelin signaling pathway

P00005:Angiogenesis

P00047:PDGF signaling pathway
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