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AAindex (Amino Acid index database)
( http://www.genome.jp/aaindex/)
Methods and Software Packages Used in this Study
Bayesian network methods
Naive Bayes (NB) (via Java package from Dr. Gregory Cooper group)
Feature Selection NB (FSNB) (via Java package from Dr. Gregory Cooper group)
Model Averaged NB (MANB) (via Java package from Dr. Gregory Cooper group)
Efficient Bayesian Multivariate Classifier (EBMC)) (via Java package from Dr. Gregory Cooper group; Java official package available in Weka)
Regression methods
Support Vector Machine (SVM) (via LIBLINEAR package in MATLAB)
Logistic Regression (LR) (via LIBLINEAR package in MATLAB)
Least Absolute Shrinkage and Selection Operator (LASSO) (via lasso4j package in Java) 
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