
The nodes annotated with red dots are the gene duplication nodes. The names of leaves affected by the 

phylogenetic incongruence between Tree 2, Tree 3 and the species tree are labeled in colors other than 

black on Tree 1. 

A) Tree 1 

The sequence tree of STIMATE gene family inferred by BEAST. 

 

Chlorocebus_sabaeus, ENSCSAG00000013113

Saccharomyces_cerevisiae, YPL162C

Oryzias_latipes, ENSORLG00000007776

Ornithorhynchus_anatinus, ENSOANG00000004775

Ochotona_princeps, ENSOPRG00000018201

Xenopus_tropicalis, ENSXETG00000025403

Tetraodon_nigroviridis, ENSTNIG00000012642

Pongo_abelii, ENSPPYG00000013793

Otolemur_garnettii, ENSOGAG00000033993

Xenopus_tropicalis, ENSXETG00000009368

Ictidomys_tridecemlineatus, ENSSTOG00000021640

Gorilla_gorilla, ENSGGOG00000005757

Meleagris_gallopavo, ENSMGAG00000004243

Gallus_gallus, ENSGALG00000001720

Taeniopygia_guttata, ENSTGUG00000013661

Anas_platyrhynchos, ENSAPLG00000014632

Xiphophorus_maculatus, ENSXMAG00000010392

Anolis_carolinensis, ENSACAG00000008201

Taeniopygia_guttata, ENSTGUG00000005538

Sus_scrofa, ENSSSCG00000011452

Gadus_morhua, ENSGMOG00000019310

Pelodiscus_sinensis, ENSPSIG00000011506

Poecilia_formosa, ENSPFOG00000002441

Sarcophilus_harrisii, ENSSHAG00000002440

Macaca_mulatta, ENSMMUG00000014526

Procavia_capensis, ENSPCAG00000011976

Ailuropoda_melanoleuca, ENSAMEG00000008091
Felis_catus, ENSFCAG00000028183

Tursiops_truncatus, ENSTTRG00000002290

Oryctolagus_cuniculus, ENSOCUG00000024197

Ciona_intestinalis, ENSCING00000002252

Dipodomys_ordii, ENSDORG00000009146

Meleagris_gallopavo, ENSMGAG00000000938

Canis_familiaris, ENSCAFG00000008815

Loxodonta_africana, ENSLAFG00000020786

Ovis_aries, ENSOARG00000000541

Oryzias_latipes, ENSORLG00000016913

Nomascus_leucogenys, ENSNLEG00000007196

Gallus_gallus, ENSGALG00000026622

Lepisosteus_oculatus, ENSLOCG00000015671

Gasterosteus_aculeatus, ENSGACG00000020100

Mustela_putorius_furo, ENSMPUG00000016811

Myotis_lucifugus, ENSMLUG00000023700

Ornithorhynchus_anatinus, ENSOANG00000015448

Poecilia_formosa, ENSPFOG00000013580

Ciona_savignyi, ENSCSAVG00000007891

Xiphophorus_maculatus, ENSXMAG00000002976

Ficedula_albicollis, ENSFALG00000003522

Taeniopygia_guttata, ENSTGUG00000005534

Danio_rerio, ENSDARG00000013694

Monodelphis_domestica, ENSMODG00000010790

Gasterosteus_aculeatus, ENSGACG00000009563

Homo_sapiens, ENSG00000213533

Takifugu_rubripes, ENSTRUG00000004083

Latimeria_chalumnae, ENSLACG00000002193

Petromyzon_marinus, ENSPMAG00000007828

Choloepus_hoffmanni, ENSCHOG00000013773

Oreochromis_niloticus, ENSONIG00000020341

Vicugna_pacos, ENSVPAG00000000867

Oreochromis_niloticus, ENSONIG00000017908

Pelodiscus_sinensis, ENSPSIG00000017876

Astyanax_mexicanus, ENSAMXG00000016376

Pan_troglodytes, ENSPTRG00000015018

Taeniopygia_guttata, ENSTGUG00000002074

Cavia_porcellus, ENSCPOG00000019621

Pteropus_vampyrus, ENSPVAG00000012607

Macropus_eugenii, ENSMEUG00000009215

Takifugu_rubripes, ENSTRUG00000011728

Latimeria_chalumnae, ENSLACG00000011866

Anas_platyrhynchos, ENSAPLG00000014904

Equus_caballus, ENSECAG00000018596

Gadus_morhua, ENSGMOG00000001029

Ficedula_albicollis, ENSFALG00000001804

Papio_anubis, ENSPANG00000024526

Mus_musculus, ENSMUSG00000006526

Bos_taurus, ENSBTAG00000011344

Danio_rerio, ENSDARG00000045518

Callithrix_jacchus, ENSCJAG00000031804

Rattus_norvegicus, ENSRNOG00000017051

Dasypus_novemcinctus, ENSDNOG00000033582

Anolis_carolinensis, ENSACAG00000004944

1

0.98

0.5

1

0.78

0.27

1

0.91

1

0.96

1

1

1

1

1

1

1

0.86

1

0.79

0.98

1

1

1

1

0.96

1

0.92

1

0.55

0.34

0.8

0.63

0.9

0.87

0.84

0.86

1

1

0.8

1

0.59

1

0.65

0.89

0.74

1

1

0.94

1

1

0.46

1

1

0.75

1

0.92
1

1

1

1

1

1

0.97

0.96

1

0.51

1

0.87

1

0.92

0.84

1

1

0.75

0.97

1

0.97

0.39

0.6

ST
IM

AT
EL
(T
M
EM

11
0L
)

S
TI

M
AT

E
(T

M
E

M
11

0)

Gene trees of STIMATE



B) Tree 4 

The STIMATE gene family tree downloaded from Ensembl. 
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