Table S1. The genomic location and GC content of BWA-unique, Novo-unique and shared variants.

	
	BWA-unique
	Novo-unique
	Shared

	% in low complexity region
	0.15
	          0.14
	   0.11

	% in segment duplication region
	6.78
	         12.76
	    2.95

	% in other 
	93.07
	87.1
	96.94

	% GC content
	54.64
	53.60
	53.64
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