Table S2. The composition of Tier 1, 2 and 3 variants in BWA-unique, Novo-unique and shared variants. 

	
	BWA-unique
	Novo-unique
	Shared

	% Tier1
	1.83
	1.79
	1.31

	% Tier2
	61.43
	60.45
	56.73

	% Tier3
	36.73
	37.76
	41.96


Tier 1 includes variants that disrupt the start or stop codon, or cause splicing events; Tier 2 includes variants that cause non-synonymous changes, and Tier3 includes all other types of SNVs.
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