Table S4. The genomic location and GC content of multi-unique, single-unique and shared variants.

	
	multi-unique
	single-unique
	shared

	% in low complexity region
	0.003
	         0.34
	  0.11

	% in segment duplication region
	7.98
	9.95
	4.17

	% in other 
	92.02
	89.71
	95.72

	% GC content
	58.70
	55.24
	53.70
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