Additional Files

Additional file 1 — Overlap of public genomic tracks with genome assembly gaps of
hgl9 and hg38

Overlap of public genomic tracks with assembly gaps and average segment length of
the tracks (a) for DNase I hypersensitive sites (hgl9) (b) for histone modifications
(hgl9) (c) for TFBS in K562 (hgl9) (d) for DNase I hypersensitive sites (hg38).
Overlap of public genomic tracks with assembly gaps increased with an increase in

the average segment length of the tracks.

o overlap = avertap - rend * averlap = overing - rend

Figure S1
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