Additional file 2 — Distribution of the observed test statistic and the average test
statistic under the null model for DNase | hypersensitive site (hgl9)

Distribution of the test statistic and p-values of colocalization analysis for a collec-
tion of 838 genomic tracks with 281.47 bp average segment length. (a) and (b) shows
the distribution of p-values of the colocalization analysis with (left) and without
(right) exclusion of assembly gap regions under the null model. (c) and (d) shows
the observed test statistic and the average test statistic of the same tracks with
(left) and without (right) exclusion of assembly gap regions under the null model.

1.5 10
75
1
> >
E E
@ @ [
2 2
a a
a a
05
25
0 0 J— [—
v v v v v v v v v v v v v v v v
= =3 = = = = = = = =3 = = = = = = B
= = e & < in & e = = e & < in & e 3
1 » I 1 I x I 2 I I I 1 i % i 2
A A A A A ~ A A A A A A A ~ A A
s o e e & o s o s o e = = o s o B
54 N & = n 3 S @ = N & = n 3 S @ o
@ p-value @ p-value
(a) (b)
&0 30
@0 20
£ £
& &
=z =z
u u
a a
20 10
— = = ! I ===
v v v v v v v v v v v v v v v v
=2 ek = - st ok, - - =2 ek = - st o a4 = =
£ 5 H 2 2 g T » £ 5 H 2 2 g T o s
I A I v 1 1 A v I A I v 1 1 A v
A & A A A A % A 4 A A A A e A
5 ® g ® B = B 3 5 ® g ® g B 8 ¥ g
@ Forbes coefficient @ Forbes coefficient
@ average Forbes coefficient under null model @ average Forbes coefficient under null model
() (d)
Figure S2

oL >=g0=

B8t <

Page 2 of 5



