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Additional file 3 — Distribution of the observed test statistic and the average test

statistic under the null model for TFBS in K562 (hg19)

Distribution of the test statistic and p-values of colocalization analysis for a col-

lection of 568 genomic tracks with 3850.15 bp average segment length. (a) and

(b) shows the distribution of p-values of the colocalization analysis with (left) and

without (right) exclusion of assembly gap regions under the null model. (c) and (d)

shows the observed test statistic and the average test statistic of the same tracks

with (left) and without (right) exclusion of assembly gap regions under the null

model.
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