Figure S1: NJ Tree of the closest homologs found when running BLAST with an e-value cutoff of 1e-4 for the PRK (PF00485.18) domain from proteins Q9NWZ5 and P0A8F4. Note that Q9BZX2 and Q9HA47 only contain one of the domains, and were therefore not included in the discordant list.
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[bookmark: _3w5x1juyh6xn]Figure S2: NJ Tree of the closest homologs found when running BLAST with an e-value cutoff of 1e-4 for the UPRTase (PF14681.6) domain from proteins Q9NWZ5 and P0A8F0. Note that Q96BW1 only contains one of the domains, and was therefore not included in the discordant list.
[bookmark: _8dpwysp8xmue][image: ]
[bookmark: _5fav0ghalkgw]Figure S3: NJ Tree of the homologs found when running BLAST with an e-value cutoff of 1e-4 for the Carb_Kinase (PF01256.17) domain from proteins P31806 and Q8IW45.[image: ]
[bookmark: _57e6s7c084xn]Figure S4: NJ Tree of the homologs found when running BLAST with an e-value cutoff of 1e-4 for the YjeF_N (PF03853.15) domain from proteins P31806, A6XGL0, Q8NCW5 and E7ENQ6.
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[bookmark: _4n29kfa8mz51]Figure S5: NJ Tree of the homologs found when running BLAST with an e-value cutoff of 1e-5 for the DnaJ (PF00226.31) domain from the proteins Q9UBS3 and P08622.
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[bookmark: _4grtvr416rfn]Figure S6: NJ Tree of the homologs found when running BLAST with an e-value cutoff of 1e-4 for the AIRS (PF00586.24) domain from the proteins P22102 and P08178.
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Figure S7: Distribution of ortholog pairs at different alpha-thresholds for the fungal subset of the QFO reference data in relation to InParanoid results.
[image: ]


[bookmark: _GoBack]Figure S8. Average RF distance (vertical axis) and number of completed tree samplings (horizontal axis) from the Generalized species tree discordance test on the Orthology Benchmarking Service of InParanoid enriched with Domainoid at different alpha thresholds.
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