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[bookmark: _GoBack]Figure S1 The performance of models with different number of layers. The models with different number of layers are applied to three randomly chosen genomic sequences; the value of recall and number of false positives are calculated.
image1.png
Genomic sequence T Genomic sequence 1T Genomic sequence I

100.00% 10000%

000 o I ot I
o ot o e o P
e T A





