




[bookmark: _GoBack]Supplementary table S1. Pathogenicity (HPAI or LPAI), name (based on year and location of identification), UniProtKb accession number (Ac) and relevant reference are reported for each strain. PAI
viral strain
UniProtKB Ac
Reference
HPAI
A/environment/Hong Kong/437-4/99
Q9EA69 
S1
HPAI
 A/goose/Shantou/5456/2001
B1MPI6
S2
HPAI
A/duck/Guangdong/01/2001
Q6E428 
S3
HPAI
A/Goose/Huadong/1/2000
Q3HRI4  
S4
HPAI
A/duck/Shanghai/13/2001
Q6E421
S5
HPAI
 A/duck/Viet Nam/Ncvd1/2003
A5A5M8
S6
HPAI
A/Chicken/Hong Kong/258/97
O72344
S7
HPAI
A/duck/Shanghai/xj/2002
A0A2D9
S8
HPAI
A/chicken/Jiangsu/cz1/2002
Q068M7
S9
HPAI
A/Goose/Guangdong/1/1996
Q9Q0U6
(PDB 3S11)
S10
LPAI
 A/mallard/Italy/3401/2005
A4K2G6
S11
LPAI
 A/duck/France/05066b/2005
A4Q8E8
S12
LPAI
A/mallard duck/Netherlands/41/2015
A0A2U7NY21
(ASY99634)
S13
LPAI
A/turkey/Ontario/84/1983
C6FDW5
S14
LPAI
A/mallard/Hokkaido/24/2009
D0G888 
S15
LPAI
A/wild duck/Korea/CSM4-12/2009
H6BA05
S16
LPAI
A/wild duck/Korea/SNU50-5/2009
L7P9Y4 
S17
LPAI
A/R(duck/Mongolia/54/01-duck/Mongolia/47/01
Q18N12 
S18
LPAI
 A/wild bird/Korea/A344-2/2009
S4SH83
S19
LPAI
 A/European teal/Novosibirsk/203/2011
T1W4N8
S20
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