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	Fold
	PAIR
	ECOMB
	ES3DC
	ELOCAL
	E3DC
	E3D
	ZPAIR
	ZECOMB
	ZES3DC
	ZELOCAL
	ZE3DC

	Wildtype
	-7.816
	-123.7
	-9.015
	3264
	-20.79
	-3358
	-2.364
	-4.147
	-1.330
	-3.785
	-2.005

	Mutant
	-3.486
	-186.0
	-1.436
	3213
	-21.65
	-3376
	-1.579
	-4.331
	-0.408
	-4.006
	-2.246




