	Pathway name
	Pathway ID
	pvalue
	adjusted p-value **

	Systemic lupus erythematosus
	path:hsa05322
	1.94E-22
	6.40E-20

	Allograft rejection
	path:hsa05330
	4.25E-15
	7.01E-13

	Antigen processing and presentation
	path:hsa04612
	1.62E-14
	1.75E-12

	Autoimmune thyroid disease
	path:hsa05320
	2.13E-14
	1.75E-12

	Type I diabetes mellitus
	path:hsa04940
	2.69E-14
	1.78E-12

	Graft-versus-host disease
	path:hsa05332
	4.34E-13
	2.39E-11

	Viral myocarditis
	path:hsa05416
	2.44E-12
	1.15E-10

	Asthma
	path:hsa05310
	1.43E-11
	5.89E-10

	Staphylococcus aureus infection
	path:hsa05150
	2.54E-11
	8.87E-10

	Herpes simplex infection
	path:hsa05168
	2.69E-11
	8.87E-10

	Intestinal immune network for IgA production
	path:hsa04672
	1.04E-10
	3.13E-09

	Phagosome
	path:hsa04145
	7.98E-10
	2.19E-08

	Alcoholism
	path:hsa05034
	1.24E-09
	3.14E-08

	Inflammatory bowel disease (IBD)
	path:hsa05321
	2.62E-09
	6.18E-08

	Cell adhesion molecules (CAMs)
	path:hsa04514
	3.27E-09
	7.19E-08

	Epstein-Barr virus infection
	path:hsa05169
	6.76E-09
	1.39E-07

	Th1 and Th2 cell differentiation
	path:hsa04658
	1.12E-07
	2.17E-06

	Leishmaniasis
	path:hsa05140
	1.34E-07
	2.46E-06

	Human T-cell leukemia virus 1 infection
	path:hsa05166
	1.54E-07
	2.67E-06

	Viral carcinogenesis
	path:hsa05203
	2.96E-07
	4.89E-06

	Th17 cell differentiation
	path:hsa04659
	5.34E-07
	8.39E-06

	Rheumatoid arthritis
	path:hsa05323
	8.73E-07
	1.31E-05

	Toxoplasmosis
	path:hsa05145
	9.28E-07
	1.33E-05

	Hematopoietic cell lineage
	path:hsa04640
	1.76E-06
	2.42E-05

	Influenza A
	path:hsa05164
	9.36E-06
	1.24E-04

	Tuberculosis
	path:hsa05152
	7.67E-05
	9.73E-04

	Human cytomegalovirus infection
	path:hsa05163
	2.08E-03
	2.54E-02
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