
Supplementary Material 

Supplementary Table S1. List of real time RT-PCR primer pairs. Melting temperature and 
references are indicated. 
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Locus 
(Name) 

Primer pairs (5’-3’) 
Tm 
(°C) 

Reference 

AT2G14610 
(PR1) 

F:  GTGGGTTAGCGAGAAGGCTA 
R:  ACTTTGGCACATCCGAGTCT 

59 [1] 

AT5G44420 
(PDF1.2) 

F: CTTGTTCTCTTTGCTGCTTTCGAC 
R: ATGCATTACTGTTTCCGCAAACC 

61 [2,3] 

AT3G56400 
(WRKY70) 

F: CGTCATCATGGTTCGTCCA 
R: CCACCTCCAAACACCATGAGAT 

60 [4] 

AT2G40750 
(WRKY54) 

F:  CGGAAAAGACATTGGCTGCT 
R:  CCTGCGTCTATTGCTGTCAC 

60 Designed in this study 

AT2G38470 
(WRKY33) 

F:  CTTGACGACGGTTACAGATG 
R:  GTGTTTCCCTTCGTAGGTTG 

60 [5] 

AT1G32640 
(MYC2) 

F: GATGAGGAGGTGACGGATACGGAA 
R: CGCTTTACCAGCTAATCCCGCA 

62 [6,7] 

AT3G23240 
(ERF1) 

F:  TCGGCGATTCTCAATTTTTC 
R:  ACAACCGGAGAACAACCATC 

58 [8] 

AT3G45140 
(LOX2) 

F: ATCAACGCTCGTGCACGCCA 
R: CCGCGGGTAAGCCTTCCTGG 

62 [3] 

(AT2G28390) 
(SAND) 

F: AACTCTATGCAGCATTTGATCCACT 
R: TGATTGCATATCTTTATCGCCATC 

59 [9] 
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