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	10-fold
	Number of positive samples
	Number of negative samples per iteration

	
	Ubiquitination
	SUMOylation
	

	1 
	3359
	13104
	16463 out of 208422

	2
	3389
	12745
	16134 out of 208920

	3
	3388
	13563
	16951 out of 207864

	4
	3393
	13537
	16930 out of 208731

	5
	3422
	12638
	16060 out of 208409

	6
	3305
	13102
	16407 out of 208230

	7
	3370
	12827
	16197 out of 208128

	8
	3395
	13357
	16752 out of 208503

	9
	3325
	13258
	16583 out of 208719

	10
	3349
	12715
	16064 out of 208294



