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Supplementary Figure 1. Analysis of the single lncRNA in the model. In the model, nine lncRNAs showed differences among the high- and low-risk groups. In order, they were AC008735.2, AC073283.1, AC104823.1, AL136115.2, AL442125.2, LINC02474, AC007128.1, AC021218.1, and PIK3IP1-AS1. (* : p < 0.05, ** : p < 0.01, *** : p < 0.001).
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Supplementary Figure 2. Analysis of differences in EGFR and APC between high- and low-risk groups. Left, EGFR;Right, APC.(* : p < 0.05, ** : p < 0.01).
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