
Additional Figure 1: Dotplots of species mitogenomes, where sequence conservation is represented by a diagonal unique line, and variations, 
including repeat copies, are shown as deviations from the diagonal. The Y-axis represents mitogenomes assembled by MitoHiFi, while the X-axis 
represents INSDC mitogenome IDs for the same species assembled using alternative sequencing technologies and by di�erent research groups.


