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Figures

Fig. S1 (A) The GPR35+G, complex modelled by AlphaFold_multimer. GPR35 is colored green, and G, is colored
yellow. (B) The superimposition between GPR35 modelled by AlphaFold2 and AlphaFold_multimer. GPR35
modelled by AlphaFold_multimer is colored green, and GPR35 modelled by AlphaFold2 is colored cyan.

Fig. S2 The comparison of Pamoic acid-docking pose with AlphaFold_multimer-modelled GPR35 complex (green)
and AlphaFold-modelled GPR35 (cyan).



Fig. S3 The docking results of native (green) and QTY (cyan) variants of GPR37 against (A)Saposin C and (B)
Osteocalcin using AlphaFold_multimer models. The ligands are colored yellow. The residues of native and QTY
GPR37 variants involved in hydrogen bonding interactions are shown in stick and labeled by residues name. The
hydrogen bonds are colored by magenta.

A RMSD Graph of Native-GPR35-Pamoic acid B RMSD Graph of QTY-GPR35-Pamoic acid
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Fig. S4 RMSD change from initial complex models for (A) native and (B) QTY GPR35-pamoic acid complex.
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Tables
Table S1 Z-score values of AlphaFold2 predicted structures for native and QTY variant proteins

Uniprot ID Protein Name Z-score
Q9HC97 Native GPR35 -5.51
QTY GPR35 -4.81
015354 Native GPR37 -3.69
QTY GPR37 -3.05
Q14973 Native SLC10A1 -4.87
QTY SLC10A1 -2.69
Q9UHC9 Native NPC1L1 -12.62
QTY NPC1L1 -11.23
Q86VF5 Native MOGAT3 -5.58
QTY MOGAT3 -6.46




