Supplementary File 6: Performance metrics of Cascade PSI-BLAST with SCOP superfamiles 48345 (virus capsid protein alpha helical domain), 47565 (Insect pheromone/odorant-binding proteins) and 55239 (RuBisCO, small subunit)


	Superfamily 48345
	
	
	
	

	Number of sequences = 
	1693
	
	
	

	Members
	PSI_BLAST hits
	Coverage Percentage
	Cascade PSI-BLAST
	Coverage Percentage

	d1bvp11
	244
	14.41229
	1472
	86.94625

	d1qhda1
	283
	16.71589
	803
	47.4306

	d1uf2c1
	21
	1.240402
	21
	1.240402

	Cumulative
	544
	32.13231
	2292
	100



	Superfamily 47565
	
	
	
	

	Number of sequences = 
	2549
	
	
	

	Members
	PSI_BLAST hits
	Coverage Percentage
	Cascade PSI-BLAST
	Coverage Percentage

	d1c3ya
	623
	24.44096
	2045
	80.22754

	d1c3za
	623
	24.44096
	2045
	80.22754

	d1dqea
	698
	27.38329
	2565
	100

	d1ooha
	600
	23.53864
	1956
	76.73597

	d1ow4a
	863
	33.85641
	2562
	100

	d1r5ra
	600
	23.53864
	2243
	87.99529

	Cumulative
	1710
	67.08513
	2586
	100



	Superfamily 55239
	
	
	
	

	Number of sequences = 
	2642
	
	
	

	Members
	PSI_BLAST hits
	Coverage Percentage
	Cascade PSI-BLAST
	Coverage Percentage

	d1bwvs
	549
	20.77971
	578
	21.87737

	d1rbli
	714
	27.02498
	827
	31.30204

	d1svdm1
	962
	36.41181
	1213
	45.91219

	d1wdds
	560
	21.19606
	722
	27.32778

	Cumulative
	1575
	59.61393
	1693
	64.08024


 
