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A C1: UMI vs s per donor
all negative  pericentral lower; cohort |r| = 0.20
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B C2: Loupe lipid label vs UMI
M2, M3 annotation unavailable
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C C3: mt-fraction trigger
no donor exceeds 0.15
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D C4: composition vs s (cell2location, D13)
max |r| = 0.22 (M6)
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E C5: slide-edge directional artifact
flagged donors (dark border): M2, M4, M6, M8

confound diagnostic resolution status
C1 UMI vs s sensitivity checked OK
C2 lipid vs UMI log-UMI covariate OK
C3 mt-fraction no trigger OK
C4 composition cell2location (D13) OK
C5 slide-edge edge-mask M2/M6 FLAGGED

F Stage A confound resolution


