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Table S1. Yeast strains used in this study

Name Description (source)
BY4741 Mata leu2 A ura3A0 his3-Al metl5A0 (lab stock)
SCU4337 BY4741 vps24::kanMX (EUROSCAREF) [1]
SCU5456 BY4741 vps27::kanMX (EUROSCAREF) [1]
SCU6187 BY4741 vps28::kanMX (EUROSCAREF) [1]
SCU6188 BY4741 vps36::kanMX (EUROSCAREF) [1]
SCU6206 BY4741 YCK3-GFP::HIS3 (Invitrogen) [2]
SCU6207 BY4741 NYVI-GFP::HIS3 (Invitrogen) [2]
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