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1 EH1 - 58.00 82.60 2.30 - - 10.0 - - 14.70 0.18 33.50 0.41
1 EH2 - 88.00 126.50 2.00 - - 10.0 - - 24.20 0.19 47.90 0.38
1 EN1 - 201.00 287.50 2.00 - - 10.0 - - 58.80 0.21 115.20 0.40
1 EN2 - 128.00 182.60 2.30 - - 10.0 - - 37.50 0.21 86.90 0.48
1 Ladder1 - 150.00 160.10 - - - - - - 172.70 0.24 378.60 0.52
2 AN1 24 438.63 493.20 3.45 1.47 0.03 9.7 2.69 0.01 65.13 0.13 224.65 0.46
2 AN2 20 372.80 419.51 3.53 1.57 0.03 9.7 1.89 0.00 53.27 0.13 187.79 0.45
2 AN3 14 190.25 213.85 3.92 1.80 0.03 10.0 0.99 0.01 27.65 0.13 108.26 0.51
2 AH1 13 335.42 379.14 2.46 1.16 0.04 9.7 3.53 0.01 70.33 0.19 173.05 0.46
2 AH2 12 201.46 228.33 2.11 0.94 0.04 9.5 2.17 0.01 46.47 0.20 98.08 0.43
2 AH3 9 114.56 131.62 3.02 1.29 0.04 9.9 0.00 0.00 22.04 0.17 66.47 0.51
2 BN1 24 397.02 460.44 3.45 1.39 0.04 9.6 4.13 0.01 61.52 0.13 212.06 0.46
2 BN2 17 353.52 408.47 3.04 1.44 0.04 9.6 4.16 0.01 59.59 0.15 181.22 0.44
2 BN3 14 221.35 258.22 3.24 1.57 0.05 10.0 2.60 0.01 42.37 0.16 137.24 0.53
2 BH1 17 248.78 286.48 2.43 1.19 0.04 9.5 1.37 0.01 49.53 0.17 120.30 0.42
2 BH2 11 172.04 193.78 2.42 1.14 0.04 9.6 0.59 0.00 35.50 0.18 85.82 0.44
2 BH3 11 147.93 172.70 2.85 1.04 0.05 9.9 1.03 0.01 32.20 0.19 91.64 0.53
2 CN1 16 475.88 556.58 2.96 1.43 0.03 9.6 3.23 0.01 79.59 0.14 235.80 0.42
2 CN2 25 509.46 598.71 3.29 1.33 0.03 [9.6] 3.40 0.01 83.13 0.14 273.30 0.46
2 CN3 14 260.32 302.02 3.90 1.66 0.03 10.0 1.57 0.01 46.06 0.15 179.68 0.60
2 CH1 11 232.80 271.91 2.32 1.09 0.04 9.7 2.97 0.01 54.50 0.20 126.51 0.47
2 CH2 13 252.65 294.59 2.39 1.11 0.06 9.7 3.58 0.01 58.49 0.20 139.93 0.48
2 CH3 15 258.26 301.10 2.28 1.12 0.04 9.7 1.81 0.01 58.72 0.20 134.03 0.45
2 DN1 11 115.56 135.51 3.52 1.50 0.06 9.8 1.17 0.01 19.17 0.14 67.50 0.50
2 DN2 14 108.09 126.52 3.21 1.63 0.06 9.9 1.14 0.01 19.40 0.15 62.29 0.49
2 DN3 13 176.47 205.03 3.11 1.39 0.06 9.6 2.00 0.01 30.80 0.15 95.82 0.47
2 DH1 18 125.21 147.58 3.32 1.78 0.04 9.5 0.34 0.00 17.60 0.12 58.49 0.40
2 DH2 12 104.17 119.30 3.18 1.66 0.05 9.7 0.53 0.00 16.71 0.14 53.15 0.45
2 DH3 12 152.23 179.45 2.83 1.51 0.05 9.3 0.25 0.00 23.35 0.13 66.18 0.37
2 Ladder2 - 480.00 539.39 - - - - - - - - - -
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