List of atom-atom interactions across protein-protein interface

Hydrogen bonds
[bookmark: _GoBack]       <----- A T O M   1 ----->       <----- A T O M   2 ----->
       Atom Atom Res  Res              Atom Atom Res  Res
        no  name name  no  Chain        no  name name  no  Chain  Distance
    1   210  NH2 ARG  606    B    ---    88  O   PHE  373    A     2.772
    2   126  NH2 ARG  368    A    ---   103  OE1 GLU  605    B     2.709
    3   123  NE  ARG  368    A    ---   103  OE1 GLU  605    B     2.904
    4    78  N   PHE  373    A    ---    67  OE2 GLU  603    B     2.953
    5   275  OG1 THR  372    A    ---    67  OE2 GLU  603    B     2.883
    6   170  NH2 ARG   87    B    ---    46  OE1 GLU  406    A     2.771
    7   167  NE  ARG   87    B    ---    47  OE2 GLU  406    A     2.872
    8    26  NH1 ARG    3    A    ---   269  OD2 ASP   84    B     2.821
    9    27  NH2 ARG    3    A    ---   359  OG  SER   62    B     2.883
   10    24  NE  ARG    3    A    ---   226  OD2 ASP   60    B     3.035
   11   218  ND2 ASN  150    A    ---    75  OD2 ASP   50    B     2.939
   12   340  NZ  LYS   47    B    ---   217  OD1 ASN  150    A     2.644
   13    57  NH1 ARG  465    A    ---    18  O   GLU   42    B     2.766
   14   346  OG  SER  424    A    ---    18  O   GLU   42    B     2.934
   15   179  NZ  LYS  407    A    ---    16  OE2 GLU   42    B     2.473
   16   159  OG  SER  463    A    ---   155  O   MET   41    B     2.749
   17   237  NH2 ARG  464    A    ---   196  OE1 GLN   39    B     2.665
   18   236  NH1 ARG  464    A    ---   196  OE1 GLN   39    B     2.798
   19   145  ND2 ASN   55    A    ---   253  OD1 ASN   35    B     2.852
   20   145  ND2 ASN   55    A    ---   188  OE2 GLU   31    B     3.198
   21   136  NH1 ARG  383    A    ---   187  OE1 GLU   31    B     2.869
   22   289  SG  CYS  461    A    ---   285  O   PRO   28    B     3.135
   23   114  NH1 ARG  361    A    ---    94  OE1 GLU   27    B     2.764
   24   300  NH2 ARG   56    A    ---   331  OG  SER   25    B     2.739
   25   137  NH2 ARG  383    A    ---     7  OE2 GLU   24    B     2.801
   26    38  NH2 ARG  144    A    ---     6  OE1 GLU   24    B     2.791

Non-bonded contacts
       <----- A T O M   1 ----->       <----- A T O M   2 ----->

       Atom Atom Res  Res              Atom Atom Res  Res
        no  name name  no  Chain        no  name name  no  Chain  Distance
    1    87  C   PHE  373    A    ---   210  NH2 ARG  606    B     3.280
    2    80  CB  PHE  373    A    ---   210  NH2 ARG  606    B     3.300
    3    79  CA  PHE  373    A    ---   210  NH2 ARG  606    B     3.500
    4    88  O   PHE  373    A    ---   208  CZ  ARG  606    B     3.610
    5   416  CE1 PHE  374    A    ---   207  NE  ARG  606    B     3.474
    6   416  CE1 PHE  374    A    ---   206  CD  ARG  606    B     3.864
    7   416  CE1 PHE  374    A    ---   205  CG  ARG  606    B     3.671
    8   124  CZ  ARG  368    A    ---   103  OE1 GLU  605    B     3.232
    9   126  NH2 ARG  368    A    ---   102  CD  GLU  605    B     3.424
   10   123  NE  ARG  368    A    ---   102  CD  GLU  605    B     3.605
   11   126  NH2 ARG  368    A    ---   101  CG  GLU  605    B     3.392
   12   124  CZ  ARG  368    A    ---   101  CG  GLU  605    B     3.828
   13   123  NE  ARG  368    A    ---   101  CG  GLU  605    B     3.616
   14   505  CG  PRO  371    A    ---   100  CB  GLU  605    B     3.673
   15    82  CD1 PHE  373    A    ---    67  OE2 GLU  603    B     3.530
   16   277  C   THR  372    A    ---    67  OE2 GLU  603    B     3.821
   17   274  CB  THR  372    A    ---    67  OE2 GLU  603    B     3.429
   18   273  CA  THR  372    A    ---    67  OE2 GLU  603    B     3.660
   19    82  CD1 PHE  373    A    ---    66  OE1 GLU  603    B     3.214
   20    82  CD1 PHE  373    A    ---    65  CD  GLU  603    B     3.600
   21   275  OG1 THR  372    A    ---    65  CD  GLU  603    B     3.557
   22   275  OG1 THR  372    A    ---    64  CG  GLU  603    B     3.680
   23    45  CD  GLU  406    A    ---   170  NH2 ARG   87    B     3.208
   24    47  OE2 GLU  406    A    ---   168  CZ  ARG   87    B     3.385
   25    46  OE1 GLU  406    A    ---   168  CZ  ARG   87    B     3.737
   26    45  CD  GLU  406    A    ---   168  CZ  ARG   87    B     3.840
   27    45  CD  GLU  406    A    ---   167  NE  ARG   87    B     3.535
   28    25  CZ  ARG    3    A    ---   269  OD2 ASP   84    B     3.299
   29    27  NH2 ARG    3    A    ---   267  CG  ASP   84    B     2.940
   30    26  NH1 ARG    3    A    ---   267  CG  ASP   84    B     3.647
   31    25  CZ  ARG    3    A    ---   267  CG  ASP   84    B     3.753
   32    27  NH2 ARG    3    A    ---   266  CB  ASP   84    B     3.611
   33    49  O   GLU  406    A    ---   370  CZ  PHE   63    B     3.723
   34    49  O   GLU  406    A    ---   369  CE2 PHE   63    B     3.161
   35    48  C   GLU  406    A    ---   369  CE2 PHE   63    B     3.751
   36    44  CG  GLU  406    A    ---   369  CE2 PHE   63    B     3.735
   37    49  O   GLU  406    A    ---   367  CD2 PHE   63    B     3.806
   38    25  CZ  ARG    3    A    ---   359  OG  SER   62    B     3.583
   39    27  NH2 ARG    3    A    ---   358  CB  SER   62    B     3.402
   40    25  CZ  ARG    3    A    ---   226  OD2 ASP   60    B     3.351
   41    25  CZ  ARG    3    A    ---   225  OD1 ASP   60    B     3.879
   42    27  NH2 ARG    3    A    ---   224  CG  ASP   60    B     2.971
   43    25  CZ  ARG    3    A    ---   224  CG  ASP   60    B     3.868
   44   490  CG2 THR   94    A    ---   529  CZ  PHE   54    B     3.834
   45   245  CE  LYS  149    A    ---    77  O   ASP   50    B     3.582
   46   216  CG  ASN  150    A    ---    75  OD2 ASP   50    B     3.491
   47   245  CE  LYS  149    A    ---    75  OD2 ASP   50    B     3.659
   48   245  CE  LYS  149    A    ---    74  OD1 ASP   50    B     3.800
   49   218  ND2 ASN  150    A    ---    73  CG  ASP   50    B     3.687
   50   246  NZ  LYS  149    A    ---    73  CG  ASP   50    B     2.727
   51   245  CE  LYS  149    A    ---    73  CG  ASP   50    B     3.562
   52   246  NZ  LYS  149    A    ---    72  CB  ASP   50    B     3.627
   53   216  CG  ASN  150    A    ---   340  NZ  LYS   47    B     3.384
   54   217  OD1 ASN  150    A    ---   339  CE  LYS   47    B     3.558
   55   319  O   LYS  462    A    ---   325  CD2 LEU   43    B     3.703
   56   318  C   LYS  462    A    ---   325  CD2 LEU   43    B     3.806
   57   313  CB  LYS  462    A    ---   325  CD2 LEU   43    B     3.628
   58   158  CB  SER  463    A    ---   324  CD1 LEU   43    B     3.806
   59   156  N   SER  463    A    ---   323  CG  LEU   43    B     3.748
   60   319  O   LYS  462    A    ---   323  CG  LEU   43    B     3.564
   61   318  C   LYS  462    A    ---   323  CG  LEU   43    B     3.706
   62   346  OG  SER  424    A    ---   321  CA  LEU   43    B     3.698
   63    56  CZ  ARG  465    A    ---    18  O   GLU   42    B     3.757
   64    57  NH1 ARG  465    A    ---    17  C   GLU   42    B     3.821
   65   346  OG  SER  424    A    ---    17  C   GLU   42    B     3.782
   66    56  CZ  ARG  465    A    ---    16  OE2 GLU   42    B     2.799
   67   180  C   LYS  407    A    ---    16  OE2 GLU   42    B     3.596
   68   178  CE  LYS  407    A    ---    16  OE2 GLU   42    B     3.483
   69   176  CG  LYS  407    A    ---    16  OE2 GLU   42    B     3.831
   70   175  CB  LYS  407    A    ---    16  OE2 GLU   42    B     3.301
   71   174  CA  LYS  407    A    ---    16  OE2 GLU   42    B     3.849
   72    56  CZ  ARG  465    A    ---    15  OE1 GLU   42    B     3.678
   73   178  CE  LYS  407    A    ---    15  OE1 GLU   42    B     3.265
   74    58  NH2 ARG  465    A    ---    14  CD  GLU   42    B     3.350
   75    57  NH1 ARG  465    A    ---    14  CD  GLU   42    B     3.226
   76    56  CZ  ARG  465    A    ---    14  CD  GLU   42    B     3.379
   77   179  NZ  LYS  407    A    ---    14  CD  GLU   42    B     2.820
   78   178  CE  LYS  407    A    ---    14  CD  GLU   42    B     3.453
   79    57  NH1 ARG  465    A    ---    12  CB  GLU   42    B     3.535
   80   158  CB  SER  463    A    ---   155  O   MET   41    B     3.607
   81   157  CA  SER  463    A    ---   155  O   MET   41    B     3.686
   82   159  OG  SER  463    A    ---   154  C   MET   41    B     3.638
   83   426  CD2 HIS  410    A    ---   153  CE  MET   41    B     3.518
   84   424  CG  HIS  410    A    ---   153  CE  MET   41    B     3.794
   85   423  CB  HIS  410    A    ---   153  CE  MET   41    B     3.850
   86   476  CE1 HIS  411    A    ---   152  SD  MET   41    B     3.485
   87   473  ND1 HIS  411    A    ---   152  SD  MET   41    B     3.510
   88   159  OG  SER  463    A    ---   149  CA  MET   41    B     3.826
   89   158  CB  SER  463    A    ---   201  O   GLN   39    B     3.783
   90   235  CZ  ARG  464    A    ---   196  OE1 GLN   39    B     3.145
   91   237  NH2 ARG  464    A    ---   195  CD  GLN   39    B     3.850
   92   236  NH1 ARG  464    A    ---   195  CD  GLN   39    B     3.808
   93   464  CE1 PHE   54    A    ---   254  ND2 ASN   35    B     3.384
   94   462  CD1 PHE   54    A    ---   254  ND2 ASN   35    B     3.562
   95   143  CG  ASN   55    A    ---   253  OD1 ASN   35    B     3.696
   96   142  CB  ASN   55    A    ---   253  OD1 ASN   35    B     3.856
   97   141  CA  ASN   55    A    ---   253  OD1 ASN   35    B     3.298
   98   145  ND2 ASN   55    A    ---   252  CG  ASN   35    B     3.654
   99   446  CA  ALA   19    A    ---   353  CG  PRO   34    B     3.845
  100   445  N   ALA   19    A    ---   353  CG  PRO   34    B     3.875
  101   388  O   ALA   18    A    ---   353  CG  PRO   34    B     3.533
  102   387  C   ALA   18    A    ---   353  CG  PRO   34    B     3.749
  103   387  C   ALA   18    A    ---   350  CD  PRO   34    B     3.899
  104   386  CB  ALA   18    A    ---   350  CD  PRO   34    B     3.570
  105   398  CB  LEU   14    A    ---   518  CG2 VAL   33    B     3.747
  106   375  CB  PHE   15    A    ---   395  O   VAL   32    B     3.757
  107   374  CA  PHE   15    A    ---   395  O   VAL   32    B     3.296
  108   402  C   LEU   14    A    ---   395  O   VAL   32    B     3.509
  109   398  CB  LEU   14    A    ---   395  O   VAL   32    B     3.711
  110   379  CE1 PHE   15    A    ---   190  O   GLU   31    B     3.499
  111   377  CD1 PHE   15    A    ---   190  O   GLU   31    B     2.973
  112   143  CG  ASN   55    A    ---   188  OE2 GLU   31    B     3.854
  113   455  CD2 LEU   22    A    ---   188  OE2 GLU   31    B     3.793
  114   455  CD2 LEU   22    A    ---   187  OE1 GLU   31    B     3.614
  115   158  CB  SER  463    A    ---   483  CG2 VAL   30    B     3.754
  116   289  SG  CYS  461    A    ---   483  CG2 VAL   30    B     3.715
  117   289  SG  CYS  461    A    ---   513  O   CYS   29    B     3.856
  118   158  CB  SER  463    A    ---   285  O   PRO   28    B     3.638
  119   290  C   CYS  461    A    ---   285  O   PRO   28    B     3.744
  120   313  CB  LYS  462    A    ---   282  CB  PRO   28    B     3.741
  121   312  CA  LYS  462    A    ---   282  CB  PRO   28    B     3.860
  122   311  N   LYS  462    A    ---   282  CB  PRO   28    B     3.297
  123   113  CZ  ARG  361    A    ---    95  OE2 GLU   27    B     3.260
  124   288  CB  CYS  461    A    ---    94  OE1 GLU   27    B     3.856
  125   287  CA  CYS  461    A    ---    94  OE1 GLU   27    B     3.606
  126   113  CZ  ARG  361    A    ---    94  OE1 GLU   27    B     3.154
  127   115  NH2 ARG  361    A    ---    93  CD  GLU   27    B     3.097
  128   114  NH1 ARG  361    A    ---    93  CD  GLU   27    B     3.225
  129   113  CZ  ARG  361    A    ---    93  CD  GLU   27    B     3.631
  130   136  NH1 ARG  383    A    ---   440  CZ2 TRP   26    B     3.319
  131   300  NH2 ARG   56    A    ---   438  CD1 TRP   26    B     3.778
  132   144  OD1 ASN   55    A    ---   438  CD1 TRP   26    B     3.540
  133   298  CZ  ARG   56    A    ---   331  OG  SER   25    B     2.891
  134   407  OG  SER  146    A    ---   330  CB  SER   25    B     3.636
  135   407  OG  SER  146    A    ---   329  CA  SER   25    B     3.013
  136   407  OG  SER  146    A    ---     8  C   GLU   24    B     3.651
  137   310  O   ILE  143    A    ---     8  C   GLU   24    B     3.638
  138   135  CZ  ARG  383    A    ---     7  OE2 GLU   24    B     3.714
  139    36  CZ  ARG  144    A    ---     7  OE2 GLU   24    B     3.556
  140   308  CD1 ILE  143    A    ---     7  OE2 GLU   24    B     3.862
  141   306  CG2 ILE  143    A    ---     7  OE2 GLU   24    B     3.559
  142   305  CB  ILE  143    A    ---     7  OE2 GLU   24    B     3.224
  143   135  CZ  ARG  383    A    ---     6  OE1 GLU   24    B     3.469
  144    36  CZ  ARG  144    A    ---     6  OE1 GLU   24    B     3.233
  145   137  NH2 ARG  383    A    ---     5  CD  GLU   24    B     3.137
  146   136  NH1 ARG  383    A    ---     5  CD  GLU   24    B     3.558
  147   135  CZ  ARG  383    A    ---     5  CD  GLU   24    B     3.714
  148    38  NH2 ARG  144    A    ---     5  CD  GLU   24    B     3.227
  149    37  NH1 ARG  144    A    ---     5  CD  GLU   24    B     2.973
  150    36  CZ  ARG  144    A    ---     5  CD  GLU   24    B     3.558
  151   310  O   ILE  143    A    ---     5  CD  GLU   24    B     3.739
  152    37  NH1 ARG  144    A    ---     4  CG  GLU   24    B     3.658
  153   310  O   ILE  143    A    ---     4  CG  GLU   24    B     3.419
  154   300  NH2 ARG   56    A    ---     4  CG  GLU   24    B     3.449
  155    37  NH1 ARG  144    A    ---     3  CB  GLU   24    B     3.767
  156   310  O   ILE  143    A    ---     3  CB  GLU   24    B     3.698
  157    37  NH1 ARG  144    A    ---     2  CA  GLU   24    B     3.267
  158   310  O   ILE  143    A    ---     2  CA  GLU   24    B     3.010
  159    36  CZ  ARG  144    A    ---   263  O   PRO   23    B     3.895
  160    34  CD  ARG  144    A    ---   263  O   PRO   23    B     3.436
  161    31  CA  ARG  144    A    ---   263  O   PRO   23    B     3.388
  162    37  NH1 ARG  144    A    ---   262  C   PRO   23    B     2.974
  163   109  CB  ARG  361    A    ---   261  CG  PRO   23    B     3.657
  164    37  NH1 ARG  144    A    ---   259  CA  PRO   23    B     3.747
  165   498  CD1 ILE  363    A    ---   258  CD  PRO   23    B     3.795
  166    34  CD  ARG  144    A    ---   258  CD  PRO   23    B     3.895
  167    36  CZ  ARG  144    A    ---   257  N   PRO   23    B     3.472
  168    34  CD  ARG  144    A    ---   257  N   PRO   23    B     3.634

Salt bridges
       <----- A T O M   1 ----->       <----- A T O M   2 ----->

       Atom Atom Res  Res              Atom Atom Res  Res
        no  name name  no  Chain        no  name name  no  Chain  Distance
    1   225  OD1 ASP   60    B    ---    27  NH2 ARG    3    A     2.771
    2    74  OD1 ASP   50    B    ---   246  NZ  LYS  149    A     2.709
    3    16  OE2 GLU   42    B    ---    58  NH2 ARG  465    A     2.930
    4    94  OE1 GLU   27    B    ---   115  NH2 ARG  361    A     2.757
