Amphimedon Queenslandica GPCRs

Glutamate like GPCRs

>PAC:15699247 pep:novel scaffold:Aqul:Contig2107:184:1032:1
gene:Aqul.200719 transcript:PAC:15699247 description:""
IRIWLEFSLGYNLCEGVILSKTWRVYYIFNNPKPNKKGVKDWVLLVIILIVVAIDLAITLV
GFIIPMSRLKSSEEEDTIHPONINDEGKLODHYILICNQSATVIWLALSFGYKGLLQVSA
IFMAFHTRRVKVKILNESKETAATIYINSIVLVLLAASEFTLATHHEHNAYAALFGLGLLTE
ATLFLGLIFIPKMVRLYLDPEGEKIFTRSDAPVTSTLQTIASTIDKK

>PAC:15700473 pep:novel scaffold:Aqul:Contig4813:448:1516:-1
gene:Aqul.201945 transcript:PAC:15700473 description:""

MHSFSLRVTKLSNVKINVVLLEFGCTVLYSTGPLYTNSEFSGEFNETLQQOSVLCNFRVWVEST
GYMLSEFTVIMAKAWRSVTIVHPITASSNSOQNVKDWMLYLIILILSVIDVEFIIFVEAVNPQT
RINAKILYDGQIITENSTVVKEYYFECTRNKITIVATSLSYRSFLOLMCIFFVYHTRRVEV
SALNEAKQTSVIIYTNSIFMVLSGVIQFTLDHEINSVLIPVLLILQPTLFLAMIFIPLLL
LIYIGDRYFAKSENEGHSNNISSNDEENTOMNKKETTAKLQARIKELENEVTEMSMTMRR

>PAC:15703535 pep:novel scaffold:Aqul:Contig9669:19:3751:-1
gene:Aqul.205007 transcript:PAC:15703535 description:""
MEFAYIFGHYLSTLQISYSVTSVLLDNNRRYPYFHTTIPNDEYYSVVLSKLLDHEDWQKVA
IISTFDKQSALVLQSIFRALAHHNEQAHIFEPVKDLVSAELVLKSAKLVLSDFFVKSKSY
FVIKSKRIFTKSRNLFEVGLCINNYFYSLYYLKDGKECIIGYYDSTNSTHHLQECETEYC
CNVTWKDGEITRSSPIFNATIITFGCTLGYISCLLFLGNYYIGLTGKGKLGPICNVAMSST
SLSFLLIFSTILIKNWRIFQIFHNPSQODRKYLSNTVLYIWMVIICAPVIIILILIHLFK
PLKVYQVSFPDHNCPGYPDNIESSLIEDHCIEASSFGWGAATIPVYFVILLIMITIYLGSWN
CRITRHYKSEGELAILTATVSIMIYIFNYGISLIATYGYTEAGMIKFILRYSIGTLEFVYF
SFILAALYGFKVVQLLRDKKAHSRPVKRSRSTLRKKFLELSDEIFTLKCKLEKMNTSAVA
LEQ

>PAC:15708328 pep:novel scaffold:Aqul:Contigl2544:3941:5081:1
gene:Aqul.209800 transcript:PAC:15708328 description:""
IIKLTSYKLNYIVILGSGLLYTSVFEFYSLSLONPTIQTIFCNGVRDWHLLLIIFSIVAID
VVIILVGSTLPQSRLTSFQAVDGEHPQVVNEEGKVQRNYVYVCNKQIGTIIWLGVSEFGYK
GILQVLAIFMAFHTRRVKVKLLNESMETATITIYINSITIVSLIVTEFTLPTHHNIYSALF
GLGLLIEATLFVGLIFIPKMIRLYFDPQGDNIFPONTTVAPATLTNNILDEKESSEVVLN
LKKRVKELERQLVELK

>PAC:15713370 pep:known
scaffold:Aqul:Contigl3185:55705:62564:1 gene:Aqul.214842
transcript:PAC:15713370 description:""
MLYFSFFLSSLLLSSSIIQTDGNANKTPLRLOILVPAEKNPTYWDGGVIPAMLMALDDVN
NASHILSNYTLTANISDTKSYVISEPTAALTGRLYKIPQVSYASYSPVLSDQSMYPLFLR
TAPSDLLMNRPRFALMATYDWCYVATLHQTANLESLAVODFHESFKSTLGTGPTGTCSGR
ADNDNPVLFSFTGDPQIPLMQIKSKKIRIIYGFFYEDKAVLVMCYARKLGLTTNNHLWIL
PGWESESWMDSANTLDWSPYNCSCNSDEIMEAAKYSLLVDAFSQLTDATLVSDSGYCQYC
HSSSQTNASYFKEYYSRRDSYFNITNATPSYDIPIELSSNAMYDAVWATALSLNATETKL
QSMGRNLSEFEYSDSTEFTEFLRDTEFSSNISKMVTENMKNLDETGVSGRVTEDGNGTRLTYT
QISQYVPGTRMINGTERDVLNTVRLATIYNETETGLDITYVVEPKWRLGRPPTDRSRPVST
LISPAVIYTMDTVLAIGIITIAVVLLVFQIVTIRKPLMANSAPYINITLITGCIVMMGSST
LLGIDSGTPQVTDGDRDKILDETIGPSAKNRYATIICMTRVWLLTIGFTLSEFGSLFAKTWQV
YRVYTKADLGKOQPFKMWNEFEFIIMAIQLTIDAIFLSIWIGVFRFSHRIYEEDNEAENATRK
HEYCYCDNFSYLVGSLYVYKGLLVVFGLFLAYESRNVKYTFINDSREFVSIAMYIVVVLIA
ISAPLSLVLADQHFIIDPSYATAVLLIFITCMSCLMILYIPKFYYLAKGADTMVPSSKNE
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AFLPVDNLQLGHTDVNPEDVQSAEQKIKQLKEQVKQREIELLSLARRASDQDSGVLCAST
EDTGADGSNRGSESPATMQTLODTVTTVSSEGNGGDT INNNDVEEEENEGEREGERHEKL
POEMEEGRQEKDVKERGDDDEEDINVAPLTRKKTVTIADVEEIEL

>PAC:15713374 pep:known
scaffold:Aqul:Contigl3185:68034:70195:1 gene:Aqul.214846
transcript:PAC:15713374 description:""
MATLTSRPLINLSGEFTYKPPLPGNYSTKRMOPSGCYNINAIETRETDTEILMANSAPYT
NITLITGCIVMMGSSILLGIDSGTPQVTDGNRDNILDEINDSAKNRYATICMTRTWLLTI
GFTLSEFGSLFAKTWQVYRVYLDERKKNKPLKMWNFLLIMVIQLIVDVIFLSIWTGLFRER
HGIDTVKDNNNINYSKFEKCECNGFIYLIGTLCAYKGLLLVEFGLFLAYESRNVKYTFEFIND
SREVSIAMYIVVVLIAISAPLSLVLANQHFIDHAYVVAVLMITIASLSCLLVLYVPKFFEY
LAKGLDAMVSNNKAEVFTPVDNLKLGYQEETDTTTCNTPNSDNQTTNVTSESTSPGTTQP
NTPADIMTTGDSCGSSVPSSSEKEDFEFRQDERP

>PAC:15713708 pep:novel scaffold:Aqul:Contigl3204:34:819:1
gene:Aqul.215180 transcript:PAC:15713708 description:""
MIFILIGITLCEVVIVIYLIKPSIVVCTLOQRAGLWEFCFSITLSALLVKLVRISRIFMQKT
VITKRPKFISPKYQILFTFILVGIQMILVLISLVASYPKVKKSIVNNEENQNDFPSLVIQC
NSPHTAMIATILMVYYSILLIASNALAILTIRFPONENESKYVAFSTESLGLMWIAFIFTY
LNTADKFQTAVVSFTIQMSAMAVLLCLFAPRVFIVLFLSKHKVYDTDNRKNAMTGEDCKI
KPKVLISSSTQETVTTDEFKNN

>PAC:15715827 pep:novel
scaffold:Aqul:Contigl3301:102911:114579:1 gene:Aqul.217299
transcript:PAC:15715827 description:""
MNSCLLFLLAFTITSSAQPNCSHQPDELRFLEFMASNGSSENSFSSLLGVDIALERINSNS
SILPNFTLSYSNAADSQCLRTPSLSAFLSQRIAPCSNFLAVIGSGCSVATDPVAEIGPEW
GLSHISFASSSVHLRDRDRFKNYFQIYASENNYIPGIASIMTEFYGWSRVVIITEKVTLET
ETEETLFELLTTKSVNATRIDFESDDNPADIPNLFPENERIFFLNMWEPKARQVICEAYK
RGYTDRTKYGWILYGWYSNAWWNLRSKNTTVTCTNEQLYSVLNGALAVQQYPINTNVTKT
AIGNLVDAGIESGLIPAESMRQKSYSEFYELYDARLADNVSYPSHAYLESTYVAHMSYDA
TWTLALALDRTARRIAGGQDPVPECSGTLTPLDQWDNTISTTSCLIRYELGRTSFEGLTV
KTIYGKSAKTAEIVPSKLSEYTGNVSEDDDGIRHNSPTRIYQIRNNEQOQLVARWEEDNEV
YLNNESTETVFPDGVPSDGTPIRIVSTFHLSLVVIFYTISFAGLVFCIICLVETEFYEFRNK
KLIKLISPNLNYFITAGTSMVFLSIFLRIFPEFDTSDEERFKKTRLLLCYISLYLDFIGYT
IAFGTILSKMWRIYYIFHNPSPNKKILTDWHLIGLTILLTITAGMAATILIIGSVIPQTRLKL
SLESDRENSNKEFDERGVPLDYYVYHCEFTTASEFVWLIFLYIYLGMLOQITALILATIQTRKVR
IKILNDSKEVATIIYITSIVLVELMYRLYKDPKGESCETSQTMSSIEFGRSGALTVVSDK
ERIDQLONKVLELQSQLEGKRVLNAENGDRKGPVTFIETSMVASITETIETAVKSTETA

>PAC:15715835 pep:novel scaffold:Aqul:Contigl3302:5423:12089:
1 gene:Aqul.217307 transcript:PAC:15715835 description:""
MNFFLEFFSLLAFTITANAQLNCSHEPDELQFLFMASNGSSENTYSSLVGVDMALERINSN
SSLLSNFTLSYSDAVDSQCLRTPSLSEFLSQITAPCSNFLAVIGSGCSVATDPVAEIGPFEF
WGLSQVSYSSSSVHLRDRNREFKNYFQIYVSESNYIPGIAAIMTHYEWSRVVIITEKVTLE
TETEESLIELLNTKSIVATKISFESDEDPANISDLFPESGRIFFLNMWEPKARQVICEAY
KRRLTDRRKYAWILYGWYSNOQWWTIPSTETPNDPFACTSDQLYSVLNGALAVQQYPINTN
VTKRVIGDLSYNDEFYALYNARLNSSNSSYRNFQPTYVAHMAYDATWSLALALDKTAKRIA
EGOGPGPDCNGTLTPLDOWSNTITTTSCVIRYELGRTSFEGLSGNVSFDEDGIRPNSRTR
IYQIRNNEQLLVASWFQDEFIYLNNONTETVEPDGVPSDGTPIRITISTFHASLVVIFYTI
SEVGLVFCAICLIFTFYFRNKKLIKLISPNLNYFITAGTSMVFLSIFLRTFPFDTSNEEE
FKSTRLVFCYISLYLDFIGYTIAFGTILSKMWRIYYIFHNPSPNKKERGVPLDYYVYHCF
TTASYVWLIFLYIYLGMLOQITATILAMQTRKVRIKILNDSKEVATIIYITSIVLVELVIV
SFALSSFYNTHEVLYDIGLLIVAFAILLVIFAPKMYRLYKDPEGEKCDTTQITSTVEFGK
SGAFTVVSDKEKIDRLONEVMELKSQLDGRRASSSTYAENGDRKLSVSEFIETSMVSLPIV
ETNN



>PAC:15715878 pep:known
scaffold:Aqul:Contigl3303:122284:125316:1 gene:Aqul.217350
transcript:PAC:15715878 description:""
MKVDSFIFFGLLFLFYQSPILLAESNTEYVNSGGDVYLAGLFPVHANPGSSVRCGKILDL
GVQRLEAMVHAVELVNNDTELLPGIQLGFSIKDTCINSNYALEQSLSYVTSDIHEFDTGNG
TTLRGVSGVIGAASSSVSIAVASLFRLEFDLPQISYASTARFLSDKTREFDYFLRTIPPDLF
QAQVMVDIVVNYNWSYVIAIGTDDTYGQEGIKAFTEELGNSVSSTNKTEFSVATTIKLQVT
ATEEDYDAAVVRMNDEWIRNSTVVVLEGQLATAEGVLRAVSRYANHRLMNEFIVSDAVGDQ
LPSQYRSMGHSMISVLPRYYESQSENEYFTSLLPSNNPNPWEFKEYWSALENCSFAANSTQ
QCNPEKERSTLISRYKQNSKVPEFVIDAVYAFAHALONLMLNVCGEIKLCDRIISYRDHGV
IINGELLLQYIKNVSFHGVSSEITEFDSSGDVHGWYWIKNLQRKPNTVNEFWELPVGSWNG
GTLNLTDDIEWATDKVPVSICSTDCTSGQFPQRVEGQASACWICVECPRKNEVSTGKKCT
VCPKGEF SPNPDKDNCDVNPLVYLRWGHFFSITIILLLTLGGLIVTSITGIVFIVNYNHSTV
KASSRELSTVLLIGLILCYLLPFFSIGEPTIAVTICGIRRFGEFGFSFSLCYAALLVKVNRIH
RIFNRORTSGORPPLISPHSQLLFTGLLVLIQVILSASWLIVQIPGRKEFVYYENTTEVTC
KATAYFGEFVISLGYNFLLLITISTYYAFRTRKIPONFNEARFINLTLYSIITIWLAFVPAT
VGISQLGTVYETGAQVFAIVLSATATLCCIFFSKLYFMEFSSKRKEGNEYQAGNNDRREST
MQGENRINIFITPPTGQRSTGNASNLSPNLSPNLTPNISPNISPNVSPNVSPNVSPKASP
KKK

>PAC:15716471 pep:novel
scaffold:Aqul:Contigl3322:137731:141318:1 gene:Aqul.217943
transcript:PAC:15716471 description:""
MKCFLLWSTFWLFEFNTADAQRTTLYMGYITTITGSFQASGGRPAVDMALELINERDDILQ
NYTLTYTDVLDSGCNHTKGLDVLIELMNRDITYISLLGCGCSTSTISVAEISHYWNIPQL
AYAAGANVLNDKTRFKYFFRTLVSFRYVSQSLGQLMREFGWROMSVITQDEPLESRVTDE
LASTIFKDEGWILDRYDVPSGHNPLPFFDRSETQRFRITHINSYPDIAYPVLCETSGEYL
SNYTDLLTNEPMYENLTALAISGVAFDGVWTIATALDIASKKILSRNESGCENVPGDIVP
LEQFNYTNMKLGCILRQSEFSEVNEFLGVTGQIKEFNRYGSRNDNVILYQQYRVINGEVGRYF
IGYVTIFETPWKEGFFEFATGESMGTLWSDGVLPYDGFPIRVWLESLGYNLCFGVILSKTW
RVYYIFNNPKPKKKGVKDWVLLEIILLITAIDITIITILVGSTVPQSRLTSFEVVDSGNPQE
INEDEKFONNEFILVCNTRVGTLIWLGISFGYKGILQVLATFMAFHTRHVKIKILNESKET
AAFTIYINSITLVLLIVTEFTLSIYHNTYAALFGLGLLIEASLFLGLIFIPKASALNTE

>PAC:15716472 pep:novel
scaffold:Aqul:Contigl3322:146333:149576:1 gene:Aqul.217944
transcript:PAC:15716472 description:""
MCLNTVVSQRIPLNFGYITTLTGSFIGDGGIPVVDMALRLINERNDVLONYTLNYTDVLD
SACDRTMSLNQFFELINRNTTYISLLGCGCSPATIPVAELSHYWNIPQLSVVSAANSLDN
RIKFRNFYRTSVPFHDVGESLGQLMREFGWROMSITTQDESLEFSLVTENISNIFNNEGWT
LDRYDSETGSFRIFHINAYQODMAYQLLCEAYHRGMTGSDYLWITPMWYNDNWWMSSSPTS
STNPSCTDAIMMEVITGTIGWIPRKYLTLNESITTFSGLTPNAYLGNYTALLQESRYRNT
TKFGFSGVVEDGVWAIAIGLDIASKKISSGNDSGCENVPGDLVPLEQFNYANTKLGCIFK
KSEFNEIDFVGVTGQVKENEFGSRNDEFIQYQQYRLSNSRLTKVHFGSVYVEGQRSSFEFVES
SGESNSTLWKDGIPPYDGIPERGLDONSTIALIVIYDILAGFGIIFAAVCEF IFNVVFRNKK
YAMMYKTTEAVECNVRVWLESLGYCLCEFGVILSKTWRVYHIFNNPKPTKKGVKDWELFLT
VSFIIATIDVFIILIGTIVPQSRLTSFEVVDGENPQIINDDGKLONNEFVVVCNTRTETLIW
EGLSFGYKGILQVLAIFMAFHTRGVKVRILNESKETAATIYINSIVLLLLTVTEFTLATR
HNTYSALFGLGLLIEASLFLGLIFIPKASAVALK

>PAC:15716474 pep:known
scaffold:Aqul:Contigl3322:158027:161584:1 gene:Aqul.217946
transcript:PAC:15716474 description:""
MLENKRRAKIETKMQHIAFIFQCWMSSFITITVTISTKSPLHFGYITTLTGSFIASGGIPAV
DLALKLINERKDILONYTLSYTDILDSKCNRTAGLDKFFELVNRDVTYVSLLGCGCSIST
IPVAETISHYWNIPQLSYATGADVLTDRNRFRNFFRTLVSFHYVGISLAHLMREFGWRQMS
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IITODESLFTGHVASNICDCEFDLSEAQRFRITHINTYPDIAYQLLCEVFLKAYYRGMTSP
DYLWIIPMWYNDDWWMPSSLSSYKNSSCTDAIMIKAVSGSIGEFILDVELTLONKSLVTES
GLTPOMYFSTYTALLKDPKYENLTELGLSGVAFDGVWAIAIGLDIASKKISSGSDSGCEN
VPGDIVPLEQEFNYTNTKLGCILROSESEINFLGITGOIQFNENGSRNENIVECQQYRTTT
DSSMARVTEFGDVTIKPKGSIFVLKKEESNSTLWORHGSLOPPYDGFPESNIHQNNMVLII
VYDIAAVCGLVEVVICFIFNIAFRSKKVVKMTSPNLNYIIILGSAMLYTCIFFYSHSSTT
KSMQSIFCNIREWMVSLGYSLCEFGVILSKTWRVYYIFNNPKPNKKGIKDWVLELIVEVVV
AIDFVIILVGSAIPQOSKLASFKEVDHEHLQOANEKNRIQYNEFILTCSQKTGTVVWLAESE
GYKTMLQLLATFMAFHTRRVKVRILNESKETAAITYINSTILVLLTVTEFTLANHHNTFA
ALFGLGLLTDASLFLGLIFIPKVNHAVLOIFKMIRLYRDPOGEKIFSDAENTCNTGASHA
VINKVNTIQMVKEDGARTGNTNRSCSIRLYLLDK

>PAC:15716750 pep:known scaffold:Aqul:Contigl3334:8139:11806:
1 gene:Aqul.218222 transcript:PAC:15716750 description:""
MLTPQQSIDKKAKSYGEILFDCFIEMANKSDVVSENGPVSFTSDGIRTVKRLRVLQYRNG
TLOQETAATIVNQDNSLOEFNYIENESDATVWPLGVPYDGVATNVTVSVSISITVIYSLLAG
CGIGFTVVCLIFNIFFRKNKLIRLSSPKLNYFITAGATIMYMSVIVYTLPSESELGNTVL
CNLKPRLFSLGYSLCEFGTILAKMWRVYYIFTNPNMKKKSGIKDWHLSLEFVLVVMIIDLLL
ITIPTAFEDARNTAKLIERKENPSEEEGVSYRTDYYTYICESRGRDIWLGVLYGFKGVLQ
VAALFLAFGTRRVKVKGLNESKFVAAIIYITSVVLAIKITAAITLNEYVNVESFLFATCI
LITATTTLGLIFIPOQMIGLYRDPTGANIFYRESAAPSSAAAVAATETFKTMSLTGEKETIE
ISNDPFLSDKEKIEMLTKKIKELEKNSNEVSTKE

>PAC:15717728 pep:known
scaffold:Aqul:Contigl3360:98899:101753:-1 gene:Aqul.219200
transcript:PAC:15717728 description:""
MICOQLTLLFLLTSLPPKTLGIQYQYESQPVILKSDGDTRISGIQDRIGKDIVLGGLEFTVY
YSSGGTGVGSCGDEIWEDGMEMLEAMLFATIDSVNSDPTLLPNLTLGYDIRDTCKRENVAM
DETIDIVLSSGDLELESCAVVNTSTSEQVPVSVIIGAFESFITTPMAGLLRLEFQKSQISY
GSSSTALSNRELYSYFFRTFPPDDKQAQAMVDLIVHYGWDHISTINSNNLYGQRGIEEVK
KHAAASSICIDFDAIITDEFKIADYANLASELLNSSANVVVLFASVHHVRSLEFTELDRIQ
TLNSNERREFVWIASDTWAELTDREFNNVTAGKFGFAAFSENLDSEFDVYYSQLLPSTNKRN
PWFPPYYEQYHKCKIDGIPVCDNTSVINTSEYKQFSVVPLVMDAVYAAAHATIDNEF IQDNC
DOPVOWYPGNQSCRGYNQSLNGDVLFRYISKVNETSPSNNMVNEDSLGNIAVAKYSTIENY
QLIKCTSNDCPPLSLVNIGTWDSSVSNNRLOLYPNVRSQFGITSSGEGEYMPVLTLKSQC
QVCSPGHIKRIVVSSCCGTCDPCLGONYTNASLTNTSCQTCPSDMWGNNPLTGSTGCVDI
SHSYLKPTDAWGIVLIVLSAVGLIAVVEVTCAFIWEFWNTPIVKSSGREQMILLLIGLTLC
FLVTIVFLLKPSPVSCGFQRVGLWEFCFSLVLSALLVKLIRISRIFLHKSISNRPKYTGST
HOILFTFLLVGVQMSEFVLVSMIVVHPDTITSTKLDENNHNDYPTLILKCTSPHIALITILQ
MLYFSALLIASNALAVLTIRFPANFNESKYVSESTEFSLGLMWELEFILSYIATNDSTIQTA
VISSTIQLSALAVLFCLFGPRVVIMIFWPQONVLETAMPTQPTLLNSFPKADHKDGGSIN
LAKRTV

>PAC:15719126 pep:known
scaffold:Aqul:Contigl3402:72118:74790:1 gene:Aqul.220598
transcript:PAC:15719126 description:""
MNWOQLSPLLLLTIFSFLSTIKAFGRIQHQYQVPSDVLRSDGGTRISGIQDRIDKDIVLGGLFE
TVYFSSGGSNVGSCGDVIWEDGMEMLEAMLYATIDSVNSDPTLLPNLTLGYDIRDTCKREN
VAMDETIDITILSSGDLELESCAVVDTSISDQVPVSVILGAFESFITIPMAGLLRLFKKPQ
ISYGSSSTALSNRELYSYFFRTFPPDDKQAKAMVDLIVHYGWDHISTINSNNLYGQORGIE
EVKKHAAANSICIDFDAIITDEFKIANYTNLANELLNSLANVVVLFASVHHVRSLLTELD
RIQTENNNERHEFVWIASDTWAELTDEEFNNVTAGKFGFAAFSENLDSEDNYFSQLLPSTN
NRNPWEFSAYYEQYYDCKLNGTSVCDNSSITDASDYKQSSVVPLVTDAVYAAAHAINNETIQ
DNCIQPVOWYPNNQSCYGYNQSLNRDALEFDYISKVNESSPSNNWVNENSQGNIAAAKYST
FNYQLINCTANDCPSEFSLVNIGTWDSSVDNRLLLDPNATSQFGIASSPTGEYVPIMALKS
QCKVCGPGQIKRIVVSSCCGTCDPCLGOSYTNASLTNVTLCQTCPNDMWGNNPLTGSTGC
VDISHTYLKPTDAWGIVLIVICAVGLIAVVFVSCVEVRFWNTPIVKSSGREQMILLLIGL
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ALCFLVIVAFLLKPSPIICGCQRVGLWFCEFSLVLSALLVKLIRISRIGFHKSMSNRPKCI
GPIYQILFTFLLVSVOMSLVLVSMIIVHPDTTTSIKLDENNHNDNPTLILOCTSPHIALI
ILOMLYISALLTIASNVLAVLTIRFPANFNESRYVSESTFSLGIMWELFLLSYIATDDSTI
QTAVISSTIQLSALAVLGCLEGPRVEFIMIFWPKONDQGTVAPDLPTAYEV

>PAC:15720535 pep:novel
scaffold:Aqul:Contigl3434:222716:228112:1 gene:Aqul.222007
transcript:PAC:15720535 description:""
MEFLAAVLLSSLSLALSLDSRPKDIYFSYITTATGPFLSSGALPIIDYALDEINKNEDILT
NYTLSYGEVMDSKCQWKRSVDVEMDOQFLNKSKETYLSLIGCGCNIATQPVADISHYWSIP
QIEFASSSSSLCHQTVCKSEFFQSVGSFQFTASSLVSLAVEMEWRQFAVLTEDNVYEFTVIT
QOLNELFTNNEINIDSSILLTNNNNNNYRNEFENWTINGAVORLIFINTYSPLAYQILCESY
SNDNYPFIAAKGYKNKMLYPEYVWITYDNYHDDWWAVNTKCDPSEMKNMINGSLSIIPED
YYPLLNESYNQTISGLSPALFHSAYANISQQGYTHQPVTSLSGSAYDTLWLLALGLNEAA
LRTASGDDTGCTSVSGSLVPLERFSYQONKKMGCVLOESTAQVTENGITGPFEFNEDRGRD
TINSIITFQYRINYNGELVKVPVIRTSHDDITNSSNINFIQSVYRIWGRKCHHITIITIVV
VVVGIPYDGYPTERIVVLAPALRILFSVLTFFGIIFAGGCLEFINTCCRKEKVTKLSNVKI
NVVLLFGCTVLYSTGPLYTSSEFSGEFNETLQQSVLCNFRVWVESIGYMLSEFTVIMAKAWRS
VIVHPITASSTSONVKDWMLYLITILILSIIDVEFIIFVEAVNPQTRINAKILYDGQIITEN
STVVKEYYFECTRNKIIVATSLSYRSFLOLMCIFFVYHTRRVEVSALNEAKQTSVIIYTN
SIFMVLYGVIQFTLDHEINSVLIPVTLILQPTLFLAMIFIPLLLLIYIGDRYFAKSETEG
HSNNISSNDEENTOMNKKETTAKLQARIKELENEVTEMSMTMRRVSVLNPINEFDSITEEQ
SYVEITIYNN

>PAC:15721151 pep:known
scaffold:Aqul:Contigl3446:222124:224847:1 gene:Aqul.222623
transcript:PAC:15721151 description:""
MSLAVAALLFLVSEFSASESKYQFRNHPETVLYSNNGTRVSGIQDHFQKDIVLGGLETVYY
DLGGTGEGSCGNVIFEAGIEMLEAMLHATIDSINSDONLLPNMTLGYDIRDTCKRENIALD
ETIDMLESSTDIQLDSASCONSNMTLOSPVSVIVGAYESFLSIPVASLLRLEFKKPQISYG
SSSTALSNREFYSYFYRTFPPDDQQAQAMIDLILHFGWDHISTINSNNLYGQRGIEEVKK
HAAANGICIDFDGFITNEFKIPDYIALARRLLNSSSDVVILFASLHEAETFLKELSKLHS
SLKSNRHFLWIASDAWAELTDEDENNITSGKFAFPVYSKIYGSENSYFSQLSPSVNLRDP
WESRYYEQYCKENNCIHNSSITDTPGFRQFSVVPLVTDAVYAAAHATINNEF IQDNCPHPLH
WOPHNQSCIGYNKSLDSETLRQYINRVNEFTSPTGNRVAFDEFGNVQAKYTILNYQLVTSL
SCQSLKCSQDFELREVGVWDGSALGDRLEIFSNFTKQFGINQTTGDVLESLNSYCQSCSL
GYFKRVVTSSCCGTCDPCLGSNYTNTNSSTMCMTCPDNMWGNNPLTGNTHCIDIDESYLK
PSDAWGIVLITILAIIGLIAVVSVTISVF IWFWNTPIVKSSGREQMMLVLIGITLCLLSALL
FLIKPSPTVCGLQRISLWESSSLILSALLVKLIRITRIFMOQRKVTTRPMEFTIAPAYQILFET
FILVGFOQMLLVIISLSVAPPNIKQTKQYNSENYNDYPTLTLOQCTLPHTATIVLOMLYYST
LLITSNVLAVFTIRFPANFNESKYVSFATFSLTFLWLVEFIPSYTIITANTATQGYVMSEMI
OMSSIVTLLCLEFGPRSEFIMIFLPKMNVNKLOPTPNIKGFDKGIALKANIDSPANTVTKGT
ILDSQKE

>PAC:15721156 pep:novel
scaffold:Aqul:Contigl3446:249055:251713:-1 gene:Aqul.222628
transcript:PAC:15721156 description:""
MEQPFLTSRVLEFLSILLSMSDCAIQYDHTSPPERVLYSRTSDRITGFKDTLDKDVILGGL
FPVHVSQSMGGQCSDRFRSSGFQRMEAMLFAIDSINSNSSLLPGMSLGYDIRDTCVSENT
ALDESIDFVLESDQLEVESCGGMSNGNASDRVKVSSVIGASSSSVSIPVASLLRLEFRVPQ
ISYASSSSALNNRDRYEYFLRTVPPDNQQAMAMIDLIERANWSEVSTIYSDNLYGEPGIN
QFHELAHRRGICIDLNLPIKESFLDYEYQYVADRLANSTANVIVLFTSFEHADMLLRTMT
NSNRSINKAGKVWIASDSTASTVLAANYAQVASELWGVLPATNLHAPFDDYYRQLSTSSN
KRNPWTQDAFKQLYNCAHNDCNVSSDYSQNEKVPLVIDAVYSIAYALKEFTISDKCSAPLV
WYANNQSCQSHNGRTAVLNGSVLLQHLMNVSEFTSPTGNEVSENENGTVKAIYNIAVLKVE
QETSSYVLENVGYWNENLPIANRLHEFYATONENELFDDFTSQCQKCPPGQFKRAVTSSCC
GTCDPCLGSNFTNTNSSTMCMTCPDNMWGNNPLTGNTHCIDIDESYLKPSDAWGIVLITIL
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ATIIGLIAVVEVTISAFIWEWNTPIVKSSGREQMILVLIGITLCFVSTLEFFLLKPSPAITRI
FMOOSISSRPREFITPPYQIIFTEFLLVACQOMMLVEISLLVVNPGVKKELHHNKTNDNNEPT
LILQCTTPHIALVVLOMLYNTALLTITSNALAVVTIRFPANFNESRYVAFSTFSLGLMWEL
FILSYVATNGSTIQTAVLSSTIQLSALSVLLCLEFGPRVEFIMIFWPSHNSSESGMKPAGTK
DLESLPQRVPKSQTGVTVE

>PAC:15721157 pep:known
scaffold:Aqul:Contigl3446:253981:257698:-1 gene:Aqul.222629
transcript:PAC:15721157 description:""
MVLLSSLLLLHSLLLCISGANYGYRDASETVTLSGNRIRGARNRTDVDIVLGGLEFPVHSV
DDGGARCGSIRLERGLERMEAMLYALDIINSNASLLHGLKLGYDIRDTCSSENIGLDEST
DLVVSGQQLDLESCPTSDDTEYESANDSSEAALPTSTVIGAASSGVSVPVATLLRLFRIP
QISYASSSARLDNRDRYGYFYRTISPDSLOQAEAMIDLCMEFNWTYVSTVYTNDEFYGEPGT
DOFRKRAGETGICIDVDEGINSDSDDDDF SRIASLLLASSTNVVVLFANQGNARSLESST
EAINTANGTNKRFLWIASDAWARSISIVSLEFNESLAGLFGFAPYTDESQGFQDYYSQLTL
ESNQRNPFFPEFYQSYENCTINKTCNNTKPVTSHPRYQQOGTFIPLVIDAVYSIAFAIRDY
LNDNCKQPIQWNRRTLSCDGNSDRLNGSVLLRYLNNVSFISPTGRHITEFNPETGNAAGGQ
YOIVNYQRFLNKSYGEVPVGIWNGDNPNKRLSINHSISQFGLELINGQEVLLSRPRQSQC
TVCTAGQYIVEVEGSCCGTCSNCTGQEYSNTSSSSSCSTCPDRYWGNNPITIGSTSCVALE
ESYLRYRDAWSIVLMIMAIIGLISVVEVSVALGLYWNTPIVKSSGREQMILLLVGIALTEF
LTTFFEVSKPSTEFVCEFFQRSSLWEFCISFTILASLLVKLIRISRIFLRQGSAASRPKEFTEPR
YOILFTLLIVSIQFIVVLISMIVVYPLASEEQVESNMAGGPPIIQVTCDSPHLAPLTIILA
LYHTALTITIFCNILAVVTIRFPENFNESKYVAFSTEFSIGLIWLAFTQTYIATSNEDRTAVV
SFALNLSCFAVLLCMFGPRIVIMIFFPERNVTQFTTOQPKSRGSTDINAQFDTGYITTLDP
SLSVPTPKGSPRPTRVTLNLSDTQQOKSGNGSEDDNSTKL

>PAC:15721274 pep:novel
scaffold:Aqul:Contigl3448:89589:93983:-1 gene:Aqul.222746
transcript:PAC:15721274 description:""
MSTFHHLRLEFVLLISAVLRSESQKIYSGERVVRFLALVQWRDEFNRTHSGWDTGPDMLAA
GRVAVQEINNRTDILTNYTLEMIEGRHEACGLTEANLGIKELASKGIGRENGSVVAVLGL
FCSTSAQHIAPVAGRAGLIQLSAANSPLESRDLEKFPHLWRILVSAKAYTDMMLSLMRHFE
GWEKVGLFQDLNTLFHSGIAESFIDLINKTNDKYTITYHGGILHTREELIDTALENIKTT
GTRIVFLOTTGPQTAKFLCAAANKNMVYPNYLWITITDFFLTGLIGELKGLSNCNEELLRK
GINGSLIGFFDLOQDTEAVETNASVAALNFLLLRHLTTKMIYSKPVLWYLTGLSLLLLTLA
SNGRDLOSEEGKEEERPVIRFLALVOWRDEFNRTHSGWDTGPDMLAAGRVAVQEINNRTD
ILTNYTLEMIEGRHEACGLTEANLGIKELASKGIGRENGSVVAVLGLFCSTSAQHIAPVA
GKAGLIQLSAANSPLESSDLHNFPHLWRILVSAKAYADMMLSLMKRFGWRKVGVVQDLGT
IFHSGIAESFIDLIQODNDEYTINYHGGIIHARDELINSALDNIKATRTRIVFLQTTGPQT
AKFLCAAANKNMFYRDYLWIITDYFLTGLIKELEGLSNCNEELLRKGINGSLIGFEFDLQD
TDAVFTNASGFNYSEYEHKYEEELNETRKEYYSSDDDVGDLLYAGLLYDQVWALALAINN
ATELYNVSMEDYSYDQYEVTDKIEKSLGRVSFRGATGHIMFSEDREVSTPINIYQYDTVH
ITAYFDPPPDSPESEMVPLSLYCAISLYVATLVVIVIVTIILICLLYMRSKPQIKASSLL
FSLIMFIGCYLICATCIVRITYAAFPSSEIIFEILCNVQSVFFENGEFSLVEFVTLFIRLLR
IKKIFGNKSLTKYLGCCWTNKAMTLVVIVITITIPNLMLVGWIGFDRLKRETVNVTVDVEP
LVYNEEYFMCTSQLMYLWYAMVFTYTAFTILLLIVILAACTRKIKHRDFKDTKKVNAFIFT
FVLTFTITGICLWLFREINQINVGHTVIISGLLLLVLECQVMLEFLPKIMECNRRRHRSYS
VTENVMTLFSFDKHEKH

>PAC:15721275 pep:novel
scaffold:Aqul:Contigl3448:100190:102436:1 gene:Aqul.222747
transcript:PAC:15721275 description:""
MITIVILLLCLSTFTETNKVVNLLALVPWPDDRESAGWDTGKVLLPAGRVAVKHVNNHKY
ILPGYSLRLIEDGHEACGLTEASKTIINFVRFASSPPHNTVAAVLGLYCSTSSIVLAQLK
EPVVLKLSASNSPVFKTHSYPNFWRFLVSAGIYGDMMIGLMNKEDWKRIATVQDLETTEFH
SATAEELAKKILATSGEKEVVYHCGMVHTVDQFANDCINGIIDRKARITIFVSATGPQTAK
ILCLAGORDMSYPFFLWITIIDFLVSSIIDEAGHIEDCDLSSLHYILENSLVAYFSLENTN
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DLDSSENVSIDDYLTAYRNELEADNITNPLKHDELYAGLLYDQVWAIALALNSSISKLEG
MNISIDTIGENQPHVTQIVEESLSRISFHGVTIGHIRFTSDNEVAGSVHIYQVSNSLEGLL
CHYEFQPLTNNYSEVNCQLSFSEEFDDDIPIQLLLLEAPIVISMEFTGTCILIIFITIILL
LMAKCKNEPEIKAFSEFSMNILIFLSCYVLCGTQLLSTVMAGVNIQSELAYSVICNIQVIG
TYSSICLVEVTILFMQLFRINRIFHNKRLSHLSCLYNNRVLFITTLLLQILPVVLQIVEVA
VIPFKLOLSESYEVVGSKTTLIRQRCCEIDSSTKNQLIFRFIFTLYEFVEFLVLNTILASK
TSTISHRQFRNAKTVNVEMASVIIVQATSLSALYVLKQGSSSAMRYAELIVYIDSYLVTL
LCOALLFMPKILSVISRKSKOSLQSKHV

>PAC:15721588 pep:novel
scaffold:Aqul:Contigl3453:253962:257791:1 gene:Aqul.223060
transcript:PAC:15721588 description:""
MERWWCLPISLFALIVEVVKASSLSCNPDSQTTLSLVGFFPCLRDAPASQLSHCDLMILG
SVELATIEDINASPAGEYNCFRLNLTHKITNNASEAVDAVKEYGFLNNRFLAQPTHGILGP
YSNQVALDLSYIFGRLENIIQVTYSVIDSRLKDKARYPLLYSITPTDAFLNRLRSEVLRH
FGWRKVAVFSSDSARDTKVAEELADVLYNSTNKMSIMLGSEFGSTAVSLLKIAKSNDVRVE
LPIVSEDKARAIFCEAYQSGLTSPSHVWILPGMSRSNWWKLLDNQTSNCTDEDVONLTLR
VRERLNLPPFDEFKNGYPPSLLHSKMFSAYDAVKLLAITWNDTINHLHNANTSKGLNATDI
IRDPMKDPTLGHLLMEKLIDATHRYTGFTLLGEPMLSMTSTGRGMVTQMEFGNRESIVAVY
RHTIHEGSHFEVCTNGTGCGLSWKGGYQPTDGTSNTEPDHVLEYVIFFVLYFFIFVGGIS
FSIITCICKTNKYLKARTPFFTAILNVCCTGLSVSGIFYLVSNYIGLVQLKHIEVVSPLC
AIGFVVMQLSYVTILATVLVKNWRIYRIFYNPHIKNRKNLSTKDLSLGISAIVVPEFMITI
TIIYSIYPPKEVENCLEMNDCMCLNRLGMWNIFPFLYFTILCIGLVILGISNSQLQSFFR
VEGQLANVVSIMFGLVGASIFIIQLREITSRSVVPSEFSKILMVHVSIFISGEVELIFVNA
PKIRIRQLNTTRHSKSSTSNLVSEDYLEKCKEIVKLKEQILKLS

>PAC:15724014 pep:known scaffold:Aqul:Contigl3489:2642:7036:1
gene:Aqul.225486 transcript:PAC:15724014 description:""
MPAQNDPKAYCGVTNVADKPKEKTKMETKSFQYFCFPLIMSLOLIFLCICALASISHGSFE
PLVYPOPSAESSNATSLYLAVMMSENGTFLSSGTIPGIQIALDLINEQEDLLPGYKLHYT
ALDSRCNHTIALDSLFKQLISDTQRVGVIGAGCSVATEPTAETISHYYNITQVSCASSSHN
LANRVKYKAYFOMLPSAINLVPAIGAICLRYRWRHIGITAQDENLFTOQETRERIVEFLAMY
PGHALTVVCEAYKKNRVYPRYTFIIYGWYSPTWWTSSASSIDCSREEIESVLHYSIAVLQ
HOFGTDRTQSTISGISYDTYHGMYDKRLSSEFGYRYSTHNIQCEFDGVWAFALALNQTINDL
KENETLSRLAQESEGWEDTETEFRIENATYKNNVIQOMMFGHLERTNFLGITGNVSEFTNT
GIRRVNRLRVFQYRYTGNNTFGTVEFASVPALGNYTTLEYYNGESDSTVWPSQVPYDGVA
ETEIVSVPIPISVVFSLLAGAGMIFGVICLVEVIVYKKNKLVRLTSPKLNVLITIGSLIM
YESVILYTLPVYDSFGRTLLCNLEPRVEFSLGYTLSEFSTILAKMWRVYYIFTNPKPNRKAT
KDWHLSLFVLAAVSVDLLLLGLLAGYKGGRPEAYLVRNNENPSDERGTLGYITDYYVYTC
DSHEHSTIFLGIIFGFKAILQVAALFLAFGIRKVKVRGLNDSKEFVGLMVYISSITILTIQTIT
VSVTLNHYQFAFSILFGLSITIINTTVILGLLFFPOMVGVYKDPEGKEVEVGEQMKVKVKT
VLTSNEGAVSNIVSSPFMDDKQKIEALVOKINEMOQENDVDMKDTAT

>PAC:15724377 pep:novel
scaffold:Aqul:Contigl3492:99010:102107:-1 gene:Aqul.225849
transcript:PAC:15724377 description:""
MKLLCLLFLVSLSLSTSVSVEFKKNSSLOQFGYITSLTGSFIASGSIPVVDLALKLINERND
LLENYTLGYTDFLDSKCSYTSSLDQFFKLVNRNATILALLGCGCSTATIPVAEISHYWNI
POQVAFASSSLALFDRHRYRNFFRTITAQRFIGTALAQLMVEFGWKQOMGVITQDEALFQNT
RGLVLNGYVIKTGGSLDPFFARVSKEFFISTIMNDAMNEFRINKINAYPSESYQVLCKAYYRG
MYGSKYVWILPMWYAPDWWKTVSSGNCSCTDDIMLOMLNGIMGVVPEGFFPLENESITSR
IFADQYHFLLOQEPKYENLTELGIAGLAFDAVWATIAVGLDIASKKILFGNETGCEKLSGETI
APLEYFNYTNKKLGCILKQSEFSEVNFLGITVSQTIIGTTVNIMTFGRVIVESQRSGSPPY
DGYPVDRLHSNHIVLVVIYSLTAGCGIVFAVLCLTENIVYSNKKVLMANNAKLNYLIILG
SAVLYISVFFEFSYTPYNPKTQEVECNSRSRLEFSLGYNLCEFGVILSRTWRIYYIFSNIKAK
KKVGIKNWMLLLITIGIVLIDLITIFTGRIKHAIVRDQEHPLVVDDNGRIVHYFVVICNS
SIISELFSFGYKGILQLCAIFMAFHMRNVNVKALNESKETIAATIYINSIVLVMLGVTEFV
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LDRSHNAYAALFGLGLLIDATLFLGEFTFIPKIFNVYFNPHGGKLETNTKIGKSMQSKVAP
ERIQDEDHCKIKNTSCSIGTLQ

>PAC:15724469 pep:known
scaffold:Aqul:Contigl3492:452411:460890:1 gene:Aqul.225941
transcript:PAC:15724469 description:""
MVSATALLLYLSSLLLNAASQRLDVYIVYSNSGTYNSTPALLGATDATIAAFSNELLPQYS
LNITPLDDKCNASRGLQETLQYVSRPSPFVSIIGGGCPSTTSPLLETAEYLKIPLISYNP
GLMRYSQNYVQVFPSRVSLVSSLAAVISEYGWSQISVITEVDDNFLKVEYALKLRLKSEN
VKVLDTVHMRPQTNITADLLFRTEARVEFFLNTYONTARRVLCTAHRNNTYYPGYAWLIYD
WYNEDWYLTDDSSGCMQREINEALDRAITIRQHKEIRPSEMDGYAFAYDAMVSLMRGLNR
TOSMIDEGINHNTSCPGGLPSSINETSNISNCVIRSNITESAFQGKSLQTSSLYYMALWQ
HQIGDVSFTSDGIRKTIITYVSQYRESKLIRAEYTLKSNIEEFPISVSAQLVGFYMIPAN
NKHCRLVRITILTITRFKLNYLEDDLVNHCCISSKLAFKGYRVLYNGGQLQVEPFATVNVSES
LENYFSNESNSTVWPDGVPPDGTPIYEFSSEFSIILVIVMYLWSSVGIIFTVICLIFNITIF
RNRKITRLTSPNLNYFITAGAIILYSLPEVTLOPSNAETVSLEVCIANIWMLSLGITSIF
APMLAKMFRIYRIFRNPRANKKVLTDWHLFFEFVFILEGILIFILFLGTAIPFTRPEVSYS
EDPESPPIINEDGIKVIYQGVNCYHAASLVWIFVIYIYILILEATAVVLAAKTRGVKVEA
VNDSKEVVAIVYIVTACSVSVIIIVTIVLSEFTNISEGLYLTAALIGTTSTVTLMFLPKMW
SLYKDPTGENVFEPTTIKSSSGIQSQIHRODSEKIVSLQREVGTLKKILRENSVRLMSVP
EAVNEIDGDESNNKNGGLRGLTNSCSQLPEVFGDPLTPGDEEKTL

>PAC:15724633 pep:known
scaffold:Aqul:Contigl3495:206785:217392:1 gene:Aqul.226105
transcript:PAC:15724633 description:""
MIPLLLSLLCISSLQLPCVKSEDGNITFIFMLSRPSRORDFLLEENTAGVQPAVDMALDY
INDRESLLSDYSLSYGEAAVNSQCDSRVSLRQFFDETIRSSPIKYFLLGAGCSLATENVGE
IANFWEIITMSYASQSSVLNQRSLYRNVFRTVPSSLGIADIVVALFAEYNWNKIVTVTQQ
ESEFEATASATYGSSMMAEQLYFQSDEDVANTVSEGTSSNTRIYLLNMYPPHARRVLCAA
YRNDPNIKYPRYVWLVYGWYPANWWTESVSGYDPMVTCTDEQLQSLLERSLILSNYPLTY
ETDSTPTDVGLTRSQFFAMYRNLTASYNYSESYAAPFAYDALWAVALAINSSIPSLSYNL
SQFDHKSIGRSITSDIANTLYNISFTGVTIGTVSENSNGTRRESEPRVSQYRLTNGELSPV
LTIARINVSLNASGGLAYTWVYLNNENSGSVWSDGVPSDGTPEISIVGILVYVYVPVYILG
VSTIITGIIFAIVNEFIFRSRKITRLTSPNLNYLIVLGCILMSASGLIYSFPTTNYTAVYV
LCYIRAYTQLVGYSLCFGTICAKMWRVYFIFHNPTPKKRKATIKDWHLFAVVLVLCIIDLV
LMSTALGADRQYVPILVDDKERSNTDTNEYGIVYEYKNRVCDSPRSIIWIAIVFLKMFLV
QSAAVFFATIKTRRVKIKVLNDAKWISIIIYVTSFVLAVTLSGALALANFLNADAAVESTG
LIVVSFLVLCILFIPKWYSLYKDPOQGEKIFEKGSQPSFMSAGNNLTAVDHENMVHHIEQL
EKRLGKYEAVTPYQTRKRVLSSGSALDTNNPRLAALKIGNNSREGRSLSYSPGLDVTASL
PVSRLGLARSPAPPSPNNINNSGDSGVNDSSKENSEDKPRPAGNGNMFTLREEAEESNES
NKDLKELNDYKTESQRVLTFEDELHESPF

>PAC:15724634 pep:novel
scaffold:Aqul:Contigl3495:217764:223283:-1 gene:Aqul.226106
transcript:PAC:15724634 description:""
MKASLRSVYLSLLLEFLFTQDGVKAVCPPNTPSPPVPLYFGFMTAVDPQSDYVLAGIIPAV
DLALELINRNTSILPGYELSYNGTIYDSKCDHRQGLNEFFEMISSRTQYVAAVAAGCSAA
TLPVAEISHYWSLPIVSYSSAAAQLSDRTTFPSFFRTYPSDGNEFVPAFVGLVRGLGWKRV
FIFTEESPLEFTGNERSLFEELTAAGIYSQSQTFQSNDTAAGVIRDVINTNGHNGTHIFFT
NAYANSATIATLCOQFYHLNKRYPNYAFITEFGWYQTRWWDIDANPSINVPCTTONLOTQLDR
VLILQQLPLALNGSAPTISGLTADQFDARYRSRLNDTEYINQLPPSVYNPIPDALTAFDA
LWSLALGLDRVQRAVCANETLGCNGGPLTELEDEFMYYNDQVECMINKSMNMTGFEGVSGY
VEFNANGTRVQEAFTIFQYQENTVRVLIGTLSLADNNTFRYRNDTAVWPNGIPPDGTEIK
IINTIHVSLNVIFYTAATLGAVFAIGCLAFNVYFRNKKITKLTSPNLNYTIGAGSLVMYS
SVIFLLLPGLDTYSLHLRCIVGYWLAMIGYITAFSAVLAKMWRVYYIFHNPTASKRTLKD
WHLLVAVGVITSIVCLILIIGESIPQTRHEPTLVVDRETESTTNEFDVVVNYCTYSCYRS
TTSVAFQALIMAMLFLLQAIGIFLAFQTRKVKVKVLNDAKQVTATIIYVTSVCVVLIIMTT
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FALGSFLNTSSAVFSLSIAAASTAFLILIFIPKMYNLYKDPDGENIFTGTHSSAAVPGIA
AGAASILTGVOPGNSFLLRKESIGINMALATLGDDPKATIAVLEAKVLELEEELRNSKMN
PGNPTKRGSLFPGFMSKNGLGNNRSSRDSTTEGSRASVTFEQPKDNLNAANSMTSPPSSV
IRESSEETEEGSDDRDNTNVTSNGMNGNGVSNSGDCVKNNDGGKNEEEGTAKTSRTETNL

>PAC:15724636 pep:novel
scaffold:Aqul:Contigl3495:224535:230973:-1 gene:Aqul.226108
transcript:PAC:15724636 description:""
MDFKLFLSTFLLFSGVAWAACPGDLPNGTLVPLYFGFMTAVDPHSDYVLAGIIPAVDLAL
ELINNNTSILSGYELSYNDTIYDAQVKTKALICSHRQGRDQFFSMISKRPPDFIALLGAG
CSAATLPVAELAHYWNFPIVSYSSAAPMLSDVSLYPSFFRTYPSDGNFVPAFVGLVRGLG
WKRVFILTEESPLEVONERPLVEALSEAGIYGKSHSFLSGPDVDVAEVVRDVIYKNEHNN
THIFFLNMYSGKARAAFCAFYRLNMFYPNYAFIIPGWYQTGWWNNDAVNVSCSTRDLQTQ
LDRVLILOQLPVALNRSAPTISGLTADEFDTRYRSRLNDREYINRLPGPPSVYYPIPDAL
TAFDALWSLALGLDRVQRAVCANETLGCNGGPLTELEDFMYYNDQVECMVNKSLSMTGFE
GVSVNGIPPDGTEIKIINTIHVSLNVIFYTAATILGAVFAIGCLAFNVYFRNKKIIKLTSP
NLNYTIGAGSLVMYSSVIFLLLPGLDTYSLHLRCIVGYWLAMIGYVIAFSAVLAKMWRVY
YTFHNPTPSKRTLKDRHLLSVMGILTLIVIMILSIGEAVPDTRHEPTLVVDGEKGSTKNE
QDVIVNYCTYTCFSSHDAISYQALIMAYLFLLOQVIGIFLAFQTRKVKVKILNEAKQVTAT
IYVTSVCVVLIIMTTFALGAF INVHATLFCFSIAAASTAFLVLIFIPKMHSLYKDPEGKK
VEFRSSGLKAVPSLVPGGGGGGITTASGTVDSLRKDSLGINIALATLSNDPKATISILNAR
IVELEEELRQSRAENGGEKRGSLLSGFLSPKALPPVNENNIRRTEDSIEQLELSKKNSLS
PPPPPAPPSSRASNGNAAASFTEDSIQ

>PAC:15726655 pep:novel
scaffold:Aqul:Contigl3512:382660:391196:1 gene:Aqul.228127
transcript:PAC:15726655 description:""
MNTCLLFLLAFITITNDAHNCSROPDELQFLEFMASNGSLYNSFGSLLGVDIALEKINSNSS
LLANFTLRYSNAADSQCRRTPSISAFLSQRIAPCSNFLAVIGSGCSVATDPVAEIGPEFWG
LSHVSEFSSSSVHLRDRDREFRNYFQIYASENNYIPATASLITYYGWSRVVIITERVSLETE
TEETLFKLLAAKSVAATRIDFESDEDPADIPNLFPESGRIFFLNMWEPKARQVICEAYKK
GYTDRRRYAWILYGWYNNEWWNIPSHSTPNNTEFTCTSDOQLYSVLNGALTIQQYPININVT
KTAIGNLSYNEFYELYNSRLANHSSYPEYRYILSSYVAHMAYDATWTLALALDRTAKRIA
GGQGPGPECSGTLTPLDEWNNTITATSCLIRYELGRTSFEGLTGNVSEFDDDGIRCKSPAR
IYQIKNNEQLLVARWFQDEFIYLNNQSTSTLFPDGVPPDGTPIRIVSTFHLSLVVIFYAT
SFAGLVFCVVCLIFTFYFRNKKLIKLISPNLNYFITAGTSMVFLSIFVRIFPEFDTSNEKT
FKKTRLLFCYISLYLDFIGYTIAFGTILSKMWRIYYIFYNPSPNKKHSFPQSMLNKLTST
PYELTSTASKCMAYIINSAEQLSTNIVDEPILTDWHLIGLILLITAGMVAILIIGSAVPQ
TRLKLSLESDREHSNKFDERGVPLDYYVYHCFTTASEFVWLIFPYIYLGMLQITALILAIQ
TRKVCIKILNDSKEVAVIIYITSIVLVELVIVSFALSNENNIHEVLYDAGLLIVAFTILL
VIFAPKMYHLYKDPKGENCDTSQSMSSIEFGRSGAFTVVSDKERIDQLOKKVLELQSQLD
GKTVLNGERKSVTFIETSMVASFTEANIDFSKES

>PAC:15727954 pep:novel
scaffold:Aqul:Contigl3519:918308:921002:1 gene:Aqul.229426
transcript:PAC:15727954 description:""
MSPGLYLLTVVIIGPVLASASYNNVSKDQVITIAGLFAYNLSEVAPDRLHMDRTANGSVVE
LAVNMALSEYNESPFSQLRLTLWPYSTECDPARAVWSLTDALRRTDRSEPLVILGPPCED
STNELVRLTSSSTNILTVSYASTTPQLNNATIFRNFFRTVPSFTNLNDALINLLGYFSWE
NVCLILESHPYYNTAAEALSAMNLTIVESIPPALLQYITTNSYCHIFLVYSQPEYLPNIL
COAYNNRLIGQYYOQWIFVGNTEISDLTAEVDSINCSSQELLTAAQSSEFVIGEDDDANNDD
PLVGISRSKENNSLLNVSGVSATSNDLSVAASAYDAMWATIATSLNNSVNRLKERNQTIND
YLPLANKDVSATLENEFQSVNFRGVSTMVNETTMTHNTLKPTIKISQVHONSLVAIGLYKT
DTKLNMDYFGHQVOWIGDGPPRDSPVEFINESVPLWAQI IMFTVSGIGALVLSFFLVINLC
FREKKVIKASSPHINTLILVGCLLGILSVSVYTLSSIESIVIDIRSIFCNSTLWLVNIME
TLSFGALLAKTWRVGAVEFRNPWSKRRIYKDYVLFLIVLVLLAVDVLILTVWMLTSPLYIS
VRMIQSPSAITELSFCSLSGEGVFFGILLMVYKSFLLLLGCFLATQTRGIKATLENDSRFE
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IATAIYIVFLIVIIGLPMATFFLLGRLTITTAAEDYTLQAKLAMTMYYNVTT

>PAC:15728280 pep:novel
scaffold:Aqul:Contigl3521:272963:278358:1 gene:Aqul.229752
transcript:PAC:15728280 description:""
MLHLFYSLEISSLFLSSSSGQGVYGDHENSSSSGDTPIESGSGSDSPATTTMPPTISTAT
PPPTPPPWFPQDCPCPYGKHLVYLVQPSPCYYEHERNSSSVLSLTSPRACDIHTYTGMIA
ADYNEFVYNSQPGAPGLTLLNTFCFEPRSYSVITWYPNGKEDLPTMVRNLYYHYKAGNPLH
GVIAPHDQKLSERINYVVGKNIKRLVMSYSTPGLLONRTVYPYQYTTSPSEIFLNKVRLQ
VLYDENWRRVAIVSTDDAFSSEAAEQLESISRDNTSMDINFPGSFLRDPTAIFEQLKEDD
YRIFVGFFPLKESRYITICKAMRMGLTTSQHVWILPGIYDYMWWHDCTCDNNDKECSCNDC
TEEEMKSAIQGMLEFIDASNLOITNVTETODOQITHWFHELENFTRDFFIFPSIVNITEEDRQ
YLIHSRGTNAYDATIGLFYSTWHAAAQRLLSSTNDVTAICDSMSKPIRDSNDQLDLLSKTM
VDILETHVEFCGVSGYYNYKGKNNNDEFGQAKVTQFQODDHEYTIGIYRNYEFSPDEVYCPR
NKLVELNESRITFSPSSLEFEFSNLTNENFROQKNFGSSGPYRWKNKNGSEFFYNCYTAPTDGA
CHDESCLCEFNQIEESGISLSLEFIMLIGIITSVLLILENFHNRNNKHIKASSPKFTLFITT
GALVMYVSILFLALSEFSGNFIIKSESSRKIALPVFCELDKWLSSLGMIITLSAMLVRNWR
LHKIFYNPKIANRSYLSDKILIPMMLLLTAPVCLLLITWSSTDAYKYKEMYEAFNCTDIT
VCFLMVASQSEMKQLGQIVDDSITTELVTYTCSSSPOQWRGLLVMYNLLLSCGLIFFSYQON
AKIRTHFSQEGEFAARAVFVVFLEVIPAFAIDLLLILTSTNSLGLEFWIRLLLAASFPSVV
LGGLFVPKIIFMMRDKRELEKLKQRQTLSFSYEGKIKEIDHLKSVLSKK

>PAC:15728285 pep:novel
scaffold:Aqul:Contigl3521:309083:312389:-1 gene:Aqul.229757
transcript:PAC:15728285 description:""
MFLSVLLLEFMVTGEVVGPRKLYILEFVVSRTGSEFVSSGVIPMVDYAIQEINNRSSILSNYT
ISYEEVLDSKCHGRTATNLEMDKFEFDNPKLTYIVLVGCGCSVATIPVAQLSHYWNVPHIL
PTIDGIPYTLTVFAKRLGWROQLAVITQQOESLEIGMTHKLNLLFQESGLILDDSITIETGK
PLPKERLFKWAYKRKMEF SPKYVWIFYDSPKIDWEDPNITRSCKPPEIDRILNGSLLLLPE
AYSPSTNSSYISSSGMSPSREFTKLHRYLLROQPQYQGLPLVGIEGSGYDATIWAMSLGLEEA
SRRIAVGNDSGCKLLQGELVPLEEFTYDNPKMGCVLQKSTIASVKENGITGPFEFNKNRTR
IGNTITIYQFSVNENGIRTLRKPMVRVVNRDGIRNSILFFIEPLSTLWGKIPYDGYAEKK
IREYNSAFVTVFTLLASAGVMFAGVCLAFTITIFRKKKIVKLSSPNLNYLLTILGSVILYSH
MYLIVYYFTGYDEIAKQSILCNLSVWSLSEFGYSLCESVILAKSGRVYYIFANPSSKKKSIT
KDWMLFITVALLTGIDVLLLIIETSTRSTRVKTKIVPDTQQFEVAALVSDKDGTLKNYYF
FLCDHSRIFLAVKNGYRVLLOLVGIFFAFHTRKIKIKGLKESTQIGYIIYFNTLFLIILV
LSDYVINLNTDKSSSDTVARMRARVKELEEKVDKLRMNVRKFSLPATTESFGIEEEKEHY
L

Rhodopsin like GPCRs

>PAC:15699092 pep:novel scaffold:Aqul:Contigl667:21:747:-1
gene:Aqul.200564 transcript:PAC:15699092 description:""
MDDINNNEFTLSEDVNGPLLAAVIGMEMLAGLITNSEVLILTACHLKNWKQPTTVEFLSNML
ANNLVVILFTMPLSITITTASGEWIFGSTVSQKESACYFAACIFIFSILTATESLVLLSED
REFFFIVKALQYKKYMTVNRAFIIVAVSWLLAAFLSMLPFFGFGAFEFAFSYGMCVPGWRG
QAGYATIFSFIVISIFIGSITVTISIWTMCEFTRKYLKNAATNISTAASPGNPYAAQERRVIG
LF

>PAC:15699550 pep:novel scaffold:Aqul:Contig2858:61:666:1
gene:Aqul.201022 transcript:PAC:15699550 description:""
MEDMDENFTLSGDINGPLLAAVISIEMIGGLIANSEVLILTICHIKTWKQPSTIFLTNML
ISNILIVLEVMPFATITTAASDEWLEFGKTYKQKMKVCQFTAFMEFWEFCKIVITEGLVLLSFED
REFFYIVKSFEYERHMNQKISTIIIVTLSWLLAALLTIPPLFGLGRFSFSSSNGICVPHWEG
ESGYVVYMLIVFITIFIISLHN
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>PAC:15700596 pep:novel scaffold:Aqul:Contig5099:435:1619:-1
gene:Aqul.202068 transcript:PAC:15700596 description:""
MILALTANGVVLVITIYQRKSWKQSSTIFFTSLILAHLVLTLYLPFSIAALAAGEWIIGD
TDEEKKATCDENGFIILCCAYITFMTLSLISTDRFLEFIVKPHIHKREFMSPRVALVLVIIV
WIVNAAFYSSGFIDGSGVVYQYVVWTEFCEFTRKEINNQSMIVGESVYASKKKRLEGIFGSM
LLVYGICFIPGIFFGTLLATIIDFPVVLGITALIFFFLAVVLSPVVQAYFRPEINSVIMLK
RKPNPTTTSSSYISPSAALDEHCFHNSTLGIIVITVDHSYLSGLSPL

>PAC:15700739 pep:novel scaffold:Aqul:Contig5403:607:1542:1
gene:Aqul.202211 transcript:PAC:15700739 description:""
MDYNFTATGSINGPVLAAVFAVEAVVGFIANIIVLSITLYQRKSFKQPSTIFFTSLILSD
LLDVLVYLPMTTVSTGAEEWIFGSTFEQRRATCVEFSGITIFWFILYVTTGVLAATISEFDKCL
FITKPYFYKRFMKPWVALTITVALWITIGLMFTLPLISFEDYYYYGIYFGPCYVGEFLGKT
IYSIMFGLWLIFIVTIIVTISVWTFCETRREFINNQSATIGGENAYNSRKMKLEFGIFGSMLLA
YTLCYAPAVIIGFISFGFALPYEVFATTTVALHFAPIVSPITQAYFRPEITKSLVSFKNA
LCEKLRCSHSN

>PAC:15701137 pep:novel scaffold:Aqul:Contigb6166:26:808:1
gene:Aqul.202609 transcript:PAC:15701137 description:""
LAAEEWIFGSTDEEKRGTCYFGAFIFWWIVLVISLTLDAISLDRFLFIVKPHLHKRFMRP
WVALTLTIAIWILSAVLSIVHLFGFRLFIDICISSTANIGEFVVYITLLSAIVLGIIFITS
LWTFCEFTRRFFKDOQSVIAGESVYASKKKRLFGIFGSMLLIYGICFVPGVLYFLLYLFIDV
PLWLNIAATICFHFITVINPIMQSYFRPEIKSIYIVLY

>PAC:15701199 pep:novel scaffold:Aqul:Contig6273:29:625:1
gene:Aqul.202671 transcript:PAC:15701199 description:""
MVLVISITLATISFDRFLFIVKPHLHKWVMRPWVALTLTTAIWILSAVLSIVHLEFGFHLY
IDICISSTADIGFVVYITILLSAVVLGITIFITSLWTFCEFTRRFFKDOQSVIAGESVYASKKK
RLFGIFGSMLLVYGICFVPAVLYFLLHLFIDVPLWLNLAATICFLFITVANPVMQSYFRP
ETKSVLFRCCPLKIYVCC

>PAC:15702185 pep:novel scaffold:Aqul:Contig7896:57:1878:-1
gene:Aqul.203657 transcript:PAC:15702185 description:""
MERNYTFTGDFSPEAVAGVLSTIEMILALIANGVVLVITIYQRKSWKQSSTIFFTSLILAH
LALTLYLPFSIAALAAREWVVGDTDEEKQGTCGFTAFVILFGIYVMLMTLSLISIDREFLF
IVKPHLHKRFMSPRVALVLVIIVWSEDLLFFSTGFIDGSGVEFRYIDYLGVCYAFTTSPV
MATFRFFFASLIFITIITITSVWTIFCEFTRKEFINNQSMIVGESVYASKKKRLFGIFGLMMLV
YGICVSPGIFFSTLLAIVDSPGVETMTALMLEFFLAVVLSPVIQAYFRPEINSVIVNIVCR
NMLKKKPNPAATSIVVLSPVVQAYFRPEINSVIVNIAYHNILKKKPNSATTSSSSSAAVD
LRVSSCT

>PAC:15702669 pep:novel scaffold:Aqul:Contig8595:983:2091:1
gene:Aqul.204141 transcript:PAC:15702669 description:""
MEGNFTFTGEFSGPAVAAVLTVEMILALIANGVVLSITLEYQRKSWKQSSTIFFTSLILA
HLVLNLLHLPFTITALAAGEWIFGNTDEEKSGFCLFIAYTVWYITFVISITLAAISEFDREFE
LFIVKPHLHKRFMRPWVALTLTIAIWILSAVLCTGPFIDNGRYSYDGELGFCTLIGFDIA
SLSLILPTIFLVVGTIIVTSFWTEFCFTRRFFKAQSVIAGESVYASKKKRLIGIFGSILLIT
YGTPVLLSSHTSGLRSKIGLVLLVPL

>PAC:15702875 pep:novel scaffold:Aqul:Contig8875:1923:2651:-1
gene:Aqul.204347 transcript:PAC:15702875 description:""
MDFHTDGNDYFPDDENGPLIAAALTVEFIGALVANGIVLIATLIQYKSFKVPSTMLFTSL
IITHLIISVLEVLLWIISAASEEWIYGTTIEQKIAACTFHGCVLNYGIWIIFGTITAISV
DRCIFIVKPNFYKKFMKPKVTLTLIALIWVVALILDTASLYGFGEVAYGEYGACVPRFEG
ETTIYVVITITLVIMKICIIIVTSIWTYCFTRKFIQEHSQLADDVYVSRNRRLIGIFCAML
IG
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>PAC:15703005 pep:novel scaffold:Aqul:Contig9021:79:1038:1
gene:Aqul.204477 transcript:PAC:15703005 description:""
MDIMSENSTDFVLTGDINSPTYAAVLGIEGVIGIIVNVAVLLMTLYQRKSWNQSSTIFFT
SLLLSNLITALWYLISSIAVGAEEWIFGNTFEEKNATCMLVAYIIWYGIMDISATLAATIS
FDREFLFIVKPYLHKRFMRPRVALILITGVWLLCSLINTIPFYSTGGYRYFPHSGICSFLN
RTSAYFVVLIVVYATIIYSITIAFTSIWTFLFTRSEFIKRQGRSVDRGVYQSKNKRLEFGIFGS
MLLFYITALLPSCITIIFSVFFDLPDGLYAFSICTYGLVAIINPLIQSYFRPEVKATLVLI
ASKIGLKSNKIGTSQATAG

>PAC:15704497 pep:novel scaffold:Aqul:Contigl0507:5186:5849:1
gene:Aqul.205969 transcript:PAC:15704497 description:""
MILALTIANGMVLSITLYQRKSWKQPSTIFFTSLILAHLVLNLLYLPFTITALAAGEWIFG
STDEEKRGTCTFATEFVESYTIPVIFNTLAATSFDPFLFIVKPHLHKQFMRSWIALTLTID
IWMFSALLNSTPFFGLNDEQFLLCYQHPNSIINLITFCFLSMCYKSFFKDQSVIAAESVY
ASKKKRLEFGVFGSMLLIYGICVVPI

>PAC:15704762 pep:novel scaffold:Aqul:Contigl0729:4864:5633:-1
gene:Aqul.206234 transcript:PAC:15704762 description:""
MSTIPKEFLEAITINNILHFSHTGTLTLLYLPFNITALAAGEWIFGSTDEEKRGFCSFTAYT
LWYSIPVIVITLAAISFDRFLFIVKPHLHKRFMRPWVALTLTIAIWILSAVTITEFTPFIEG
SGAVFMYEGSHGTCTVVILELQFATVSFVGSLLVVGIIIVTSVWTEFCFARKFIHNQSETIS
GDNVYASKKKRLEFGIFGAMLIVYGLCFTPGIINYAV

>PAC:15704842 pep:novel scaffold:Aqul:Contigl0790:381:1325:-1
gene:Aqul.206314 transcript:PAC:15704842 description:""
MEGNFSYVGDEFNAPAVAAVLTVEMILALIANGVVLSITLYQRKSWKQSSTIFFTSLILAH
LVLNLLYLPFTITALAAGEWIFGSTDEEKRGFCSFNAYTLSYSGFVISMTLAAVSEFDLFEFL
FIVKPHLHKRFMRPRWVALTLVIAIWILSAVLGAGPFLDIGHYSYDDKSGFCSLIGFDFA
AFVVILVIISLVVGTIFVTISLWTFCFTRSFFKAQSVIAGESVYASKKKRLIGIFGSMLLT
YGTCSLEVASGYLLQFFIFPPYEIYVIGYIVSYFVIVASPITQSYFRPEIKSVLVSCCPL
LFTCVCCSEFVHAVC

>PAC:15704843 pep:novel scaffold:Aqul:Contigl0790:4493:5437:-1
gene:Aqul.206315 transcript:PAC:15704843 description:""
MEGNEFTFTGDENTPAVAAVETVEMILALIANGVVLSITLYQRKSWKQSSTIFFTSLILAH
LVLNLLCLPFTITALAAGEWIFGSTDEEKRWICIFSAFILWFGAYVITITLAATISEFDRFEL
FIVKPHLHKRFMRPWVALTLTIATIWTLSVSVEFGSLQFIGIGHYSYDDELGYCTLIDVDVA
SEVVILVIIFLVVVTIFITSLWTEFCFTRSEFFKDQSVIAGESVYASKKKRLFGIFGSMLLIT
YGTSYLFLALGFILQALIFLPYELYITYYIVEFCEFVTIASPITQSYFRPEIKSVLVSRCPL
LEFTCVCCSCVHAVC

>PAC:15705622 pep:novel scaffold:Aqul:Contigll1404:790:1518:1
gene:Aqul.207094 transcript:PAC:15705622 description:""
MEGNFTFTGDENTLAVAAVLTVEMILALIANGVVLSITLYQRKSWKQSSTIFFTSLILAH
LVLNLLYLPFAITALAAGEWIFGSTDEEKIGTCTSAAFVYSFTIPVIFMTLAATISFDRFEL
FIVKPHLHKRFMRPWVALALTIVIWILSAVESSAPLYGINEYVYEDQFLLCYQRPNGTMS
LIITFVFLPCVTAVIIVVTSLWTFCFARSFFKDQSVVAGESVYEALGSTDPHHCYVAVCS
CI

>PAC:15706124 pep:novel scaffold:Aqul:Contigll695:9419:10501:1
gene:Aqul.207596 transcript:PAC:15706124 description:""
MSISSENNEFTINDDVNGPVLAAVFATEMILALIANGAVLLITITORNSWKQSSTIFFTSL
ILAHLVPNLLYLPFTIISLAAGEWIFGSTDEEKRGFCSFIAYTLWYSIPVITITLAAISFE
DRFLFIVKPHLHKREFMRPWVALTLTLAIWILSAVITFTPFIEGSGAVFMYEGSHGTCTVV
ILELHFAIFSEFVGSLLVVGITITVTSVWTEFCFTRKEFTHNQSETAGDHVYASKKKRLEGIFG
AMLIVYGLCFTPGIINYVVVRAIVVADEIYLAVVISFIFVIVLSPIVQOSYFRPEIKTKIV
FISRKILOQKPPQRDSIDYLGNSNNDSSGSKTEINQIRTSTQLKISSDHVLNTEHLSTTVV
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>PAC:15706178 pep:novel scaffold:Aqul:Contigll720:1222:2157:1
gene:Aqul.207650 transcript:PAC:15706178 description:""
EGNFTFTGEFSGPGVAAVLIVEMILALIANGVVLSITLYQRKSWKQOSSTIFFTSLILAHL
VLNLLYLPFAITALAAGEWIFGSTDEEKRGTCTSAAFVYSFTIPVIFMTLAAISFDRFLFE
IVKPHLHKREFMRPWVALTLTIAIWILSAVEGTLPFFDIGQYSYGDELGYCTLIGVDIAAF
VVILVITIFLVVGTIIVTISLWTIFCFTRKFFKAQSVIAGESLYASKKKRLIGIFGSMLLIYG
TVYLIVALNFLLRIFIFLPYEFNVTGYIVFCFVTIASPIIQSYFRPEIKSVLVSRCPLLF
TCACCSCVHAV

>PAC:15706179 pep:novel scaffold:Aqul:Contigll720:4382:5323:1
gene:Aqul.207651 transcript:PAC:15706179 description:""
MAENFTFTGEFSSPAVAAVLTVVMILALIANGVVLSITLYQRKSWKQSSTIFFTSLILAH
LVLNLLYLPFTITALAAGEWIFGSTDEEKTATCYFAAWMOWSGGSVLALTLAATISEFDRFEL
FIVKPHLHKRFMRPWVALTLTIATIWILSAVIGTLPFLDFGHYSYDDELGYCTLVGVDIPA
FVAILVIVFLVVGTIFVTISLWTFCEFTRSYFKAQSVIAGESVYASKKKRLEFGVEFGSMLLIY
GITVYFSTALNILLOQIFIFLPFEFNVINYIVYFMVTIASAITQSYFRPEIKSVLVSHCPLL
FTCVCCSCVHAVC

>PAC:15709198 pep:novel scaffold:Aqul:Contigl2731:6409:7389:-1
gene:Aqul.210670 transcript:PAC:15709198 description:""
MDYNFTATDLDNFTATGSINGPVLAAVFAVEAVVGEFIANITIVLSITLYQRKSFRQPSTIF
FTSLILSNLLDALVYLPMTTVATGAEEWIFGSTFEVRRATCVESGIINWEIIFTITVAVLA
AISFDKCLEFIVKPHEFYKRFMKPWVTLITTVALWLIVALIFILPSLGFGEYDYHFEYGPCY
ITFKKNIAFVLEYIATVLIFTIIVIIVTISIWTECFTRREFIRDQSATAGENVYHLKKMKLEG
IFGSMLLAYGICYGVSFTIGIVSLGVTFPHEVYATGVEVEFQFSITATPLIQSYFRPDIVD
SLKSFKNEVYTOMKKLQYSLPTPSQT

>PAC:15709199 pep:novel scaffold:Aqul:Contigl2731:7869:8867:-1
gene:Aqul.210671 transcript:PAC:15709199 description:""
MDYNEFTATDLDNFTATGSINGPVLAAVFALEAVVGEIANTIVLSITLYQRKPFKQPSTIF
FTSLILSNLLDALVYLPMTTVATGAEEWIFGSTFEQRKATCLEFSGVIFWEFILYVTVAVLA
AISFDRCLFIVKPYFYKRFMKPWVALITAVIPWMITIALIMMLPFVGFGEYGYQFDYGPCY
ITFENNMGEFVIFRFATLFTEIIVIIVTISIWTECFTRREIRDQSATAGESVYHVKKMKLEG
IFGSMLLAYVICYGVSITIGIISAAVTIFPHEVYATGMEVFQFSITATPLIQSYFRPDIVD
SLKSFKNEVYTQIKRQRYSPPSPIRLQTQHKFEF

>PAC:15709200 pep:novel scaffold:Aqul:Contigl2731:9312:10292:-
1 gene:Aqul.210672 transcript:PAC:15709200 description:""
MDYNFPAIDFDNFTATGSVNGPVLAAVFAVEAVVGEFIANITVLSITLYQRKSFRQPSTIF
FTSLILSNLLDALVYLPMTTVATGAEEWIFGSTFEQKKATCVFSGIIFWEFILYVTAAMLA
AISFDKCLEFIVKPYFYKRFMKPWVALITTVIPWMITTLIMILPLVGFGEYGYHFAYGPCY
ATFEKNMVEVIFRFATLFIFIIVIIVTSIWTFCFTRRFIRDQSATAGENVYHLKKMKLEG
IFGSMLLAYGTCYGASFTIGIISLTVTFSEEVHATGVFILQLNITATPLIQSYFRPDIVN
SLKSFKNSVYTQOMKKLQYSPPTPSPT

>PAC:15709352 pep:novel
scaffold:Aqul:Contigl2760:28957:29979:-1 gene:Aqul.210824
transcript:PAC:15709352 description:""
MDNINDNFTLSDVINGPLLAAAFATEMIGGLITNSLVLILTASHLKTWKQPTTIFLSNML
LNNLVIGICIIPFAIITAAVGEWIFGRTEKEKETVCQVVGCIFTFTILTATESLVLLSED
REFFITKSFQYNKYMTVNKALVIVSLSWALAVFLSILPFLGFGVHEFLSGVGLCVAGWNG
QTAYATIVSFLVLCIFIGSIIVTSIWTLCFTRKHIKKTATIRTSIGAERSNHTQERKVIGVE
GMLIIVHLLCYAPIISFGLVESFINVLTPTAYAVAVFILFLLITLIPLVQSFFRSDIRTA
IVKGSMTVIAFTKRCRTTPHQISTVEMIRPSTPITSSSST

>PAC:15710365 pep:novel
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scaffold:Aqul:Contigl2925:43645:44373:-1 gene:Aqul.211837
transcript:PAC:15710365 description:""
MHFHTDGNYSFPEDFNGPLIAAALTVEFIGALVANGIVLIATLIQYKSLKVLSTMLEFTSL
ITITHLIISVLFILLWIISAASEEWIYGTTIEQKIAACTFHGCVLNYGIWITIFGTITAMSV
DHCIFIVKPNFYKRFMKPKVTLTLIALIWVVALILDTAPLYGFGEVAYEEYGACVPRFEG
EITYVVITMTLVIMQICIIIVTSTWIYCFTHKFIQEHSQLADDVYVSRNRRLVGIFCAML
IG

>PAC:15710682 pep:novel scaffold:Aqul:Contigl2965:2:839:1
gene:Aqul.212154 transcript:PAC:15710682 description:""
IANGVVLSITLYQRKSWKQSSTIFFTSLILAHLVLNLLYFPFTITALAAGEWIFGSTDEE
KRGTCSFCSFTALCILLIIGMTVAAISFDRFLF IVKPHLHKREFMRPWVALTLTIAIWTLS
AVLSSTPFYGLGNEFSFDELLGFCFPLWISVDFIVYSLVIILLLEFSVIIVTSVWTLCEFTHR
FITOOSQLSNDNIYASKKKWLLGIFGSMLLVYGIYFMPGVIVVILIPLIDVPIALIVAST
ICSFFITVANPIVQSYFRPEIKSAFLSLEFKKPSPEVSV

>PAC:15710683 pep:novel scaffold:Aqul:Contigl2965:2968:3888:1
gene:Aqul.212155 transcript:PAC:15710683 description:""
MENKFTFTGEFSGPAVAAVLTVEMILALIANGVVLSITLYQRKSWKQSSTIFFTSLILAH
LVLNVLYLPFTITALAAGEWIFGSTDDEKTRTCSFCSFTALCILLITVMTVAAISEFDRFEL
FIVKPHLHKQFMRPWVALTLTIAIWTLSAVLSSTPFYGLGNEFNEFDELLGEFCFPLWISVDF
IVYSLITIALLLESVIIVTSVWTLCEFTHREFITQQOSQLSNDDTYGSKKKWLLGIFGSMLLVY
GICFLPSVIIVILIPLIDVPIALVISSIICSLFITVANPIVQSYFRPEIKSAFLSLFKRP
SPEFVSV

>PAC:15710684 pep:novel scaffold:Aqul:Contigl2965:6737:7678:1
gene:Aqul.212156 transcript:PAC:15710684 description:""
METVEAVEANFTFAQEFSSPVVAAVLIIQVILALTIANGVVLSITLYQRKSWKQSSTIFET
SLILAHLVLNLLYLPFTITALAAGEWIFGSTDEEKRGTCTFAAFVEVSSILATFMTLAAT
SEFDREFLFIVKPHLHKREFMRPWVALTLTITAIWTLSAVLSFTPFFGFGHFLYFSRIGSCEFPI
WATLEYELYTLALVATNLLITAVTSVLTFCFTRREFINNQSLITPNVYSCEKKRLFGIFGA
MLLSYVVCEFIPSVILIFLFLFPFTMPVEYIVTCEFVSVLEVTITVNPLIQSYFRPEVKAIIN
SMEFFQKLSKKILV

>PAC:15710685 pep:novel scaffold:Aqul:Contigl2965:7829:8776:1
gene:Aqul.212157 transcript:PAC:15710685 description:""
MEDNEFTFTGNEFSTPAVAAVLSVETVAGLVANFITLSTITLYQRKSLKQPSTIFFTSLILAL
LVLLLVYLPLSITAIAAEEWIFGSSFEEKSATCSFAAYIFWYCLMVITLTLDAISEFDREL
FIVKPRLHKRFMRPWVALTLTIATIWILSATILNSAPFFGLGVFRYESWEFGSCIPVWISIDF
VAYSLTIIFFLLSVIVITSLWTFCFTRQFMNEQSLSTTPDAYTSQKKRLFGIFGSMLIVY
GICFTPGTIMIILIPIVDSPAELFVTSYVCILFITVANPIVQSYFRPEIKSTLLALCQRK
QANQFQOSLELSKHSM

>PAC:15710686 pep:novel scaffold:Aqul:Contigl2965:9018:9935:1
gene:Aqul.212158 transcript:PAC:15710686 description:""
MNNFTYNGDEFNNVAVGAALAVEGVSGFLANTEFVLSITLYQRKSWKQSSTIFFTSLILANFE
VMVLLHFPFAVTALAAGEWIFGSTDEEKTGTCTFAALTFWYSSIVIILTLAAISFDRFLFE
IVKPHLHKQFMRPWVALTLTIAIWTLSAVLSSTPFYGLGNFSFDELLGFCFPLWISVDE I
VYSLVITILLLFSVIIVTSVWTLCFTHRFITQQOSQLSNDDTYGSKKKWLLGIFGSMLLVYG
ICFMPAVIAIILIPVIEVPIALVISSIICSLEITVANPIVOSCFRPEIKSAFLSLEFKKPS
PEVSV

>PAC:15710687 pep:novel
scaffold:Aqul:Contigl2965:10196:11158:1 gene:Aqul.212159
transcript:PAC:15710687 description:""
MESNFSFTGSENRPVAITVLSITTLAALIANSVVLEITLYQRKSWKQSSTIFFTSLILSN
FILNLLYLPFTITIALAVGEWIFGSTDEEKRGTCAFAAFTIVCYTVLVQSFTLAAISEFDRFEL
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FIVKPHLHKREFMRPWVALTLTIAIWILSALFGSTPFYGLGKFAYLPNVGTCSPAFTEYFF
VGYSAATIEVAVEFLEFIIITSVWTFCEFTYKFIRDOSAIGEESVYLSRKKRLVGIFGAMLLVY
VICLLPIFTVAILFPVVDISSHVVASVVEVLHLFTVINPLVQSYFRPGEFKDLILTVVMKW
PKRRLTNAMLRLNRMPNQSN

>PAC:15710688 pep:novel
scaffold:Aqul:Contigl2965:12342:13573:1 gene:Aqul.212160
transcript:PAC:15710688 description:""
METVEAVEANFTFAQEFSSPVVAAVLIIXXXXANTFVLSITLYQRKSWKQSSTIFFTSLI
LANFVMVLLHFPFAVTALAAGEWIFGSTDEEKTGTCTFAALTFWYSSIVIILTLAAISED
REFLFIVKPLLHKRFMRPWVALTLTIVIWILSAVLSCTPFYGLGNFGFTASIGLCIPLLVK
GGFVILAFTILILSLLIIVITSLWTFFEFTWWEFLRKRSMVVESNIYSSKKRGLLGIFGEFML
LVYGISKGPRIIALVLVQFEVPFSSTSQIVIYFVYQLSIIGDPIVQSFFRPGLKQAMVSL
FKNCKK

>PAC:15710689 pep:novel
scaffold:Aqul:Contigl2965:15638:23368:1 gene:Aqul.212161
transcript:PAC:15710689 description:""
MSNFTYNGDFSNVAAGAALAVEGVSGFLANTEFVLSITLYQWKSWKQSSTIFFTSLILANFE
VMVLLHFPFAVIATAAGEWIFGSTDEEKTGTCTLAALTFWYSSLVLVITLAATISEFDRELF
IVKPHLHKREFMRPWVALTLTTIAIWILSAVLGSTPFYGLGGFGEFNTSIGMCLPFLIKDIIL
AFLILITSLLLITIVITSLWTFFFTWWELHRRSMVVESNIYLSKKRGLFGIFGAMLLVYGI
SKGPRIISLVLVQFEVPFSSTAEIAIYFVYQLSTITADPIVQSFFRPGFKQAMVSLFKKCK
NNVAVGAALAVEGVSGFIANTEFVLSITLYQRKSWKQSSTIFFTSLILANFVMVVLHEFPET
ITALAAGEWIFGSTDEEKRGTCTFAAFTFWYSSLIIVMTIAATSFDREFFIVKPHLHKRE
MRPWVALTLTIATWILSAVLSSTPFYGLGDFGFIASIGLCLSFLIKDGSVILAFITILILS
LLITVITSLWTFFFTWWELHRRSMVVESNIYSSKKRGLFGIFGAVLLVYGISKGPRIIAL
VLVQFEVPFSSTALIMIYLVYQLSTITADPVVQOSFFRPGFKQILGRPIAMYITVISLLQQQO
TIANAASSHNSALLVAEHHKRVVHLACLEEAALIMNNFTYNGDF SNVAVGAALAVEGVSG
FIANTEFVLSITLYQWKSLKQSSTIFFTSLILANFVMVVLHFPFAVTALAAGEWIFGSTDE
EKIGTCTFAAFTFLYSSVVIILTLAATISFDRFFFIVKPLLHKQFMRPWVALTLTIVIWIA
AAVLSSTPFYGLGDFGFVASIGLCIPLLVKDGEFVILAFTILILSLLIITIITSVWTFEFETW
WELRKRSMVVESNIYLSKKRGLFGIFGAMLLVYGISKGPRIILLVLVQFEVPEFSGTALIV
IYFVYQLCITIADPIAQSFFRPGFKOAMLAWKKLLVMNNETYNGDEF SNVAVGAALAVEGVS
GFIANTEFVLSVTLYQWKSLKQSSTIFFTSLILANLLMVLLHFPFTITALAAGEWIFGSTD
EEKTGTCAFAAFTFWYSSLVLVMTVAAISFDRFLEIVKPHLHKRFMRPWVALTLTIATIWT
LSAVLSSTPLYGLGGFGFNASIGMCLPFLIKDASVISAFLILILSLLLITVITSLWTFEFFF
TWWELHKRSMVVESNIYSSKKRGLIGIFGAMLLVYGISKGPRITISLVLVQFDVPESSTAE
IVIYFVFQLSITADPVVQSFFRPGFKQVLVSLEFKKCKK

>PAC:15710691 pep:novel
scaffold:Aqul:Contigl2965:26889:27827:1 gene:Aqul.212163
transcript:PAC:15710691 description:""
MDEVNDTLYTFTGSVNTYVLAAVEVLEFTIAGFIFNTIVIGITIYKGSWKKQGTIFFTSLIT
LANLLLVILYIPFLVIGLAARKWIFGNTVAEKLASCWEFVGFALWYSFIITLMTLAATISLD
RELEVIKPHFHKWEMRPWVTLTLTIATWILSAVLSSTPFYGLGTYAYGRWYGSCVPLWVE
IGFIIYSVTISLLVIAVIVITSVWVECFTRIFIKVHPEVEVPADPDTVICLSKKKRLEGI
YGSMLLAYTVCFAPTLISSIISSSIDIPGEVFFLNVITFFLITVVSPLIQSYFRKDIKEV
IVLCYKKITKKQ

>PAC:15710692 pep:novel
scaffold:Aqul:Contigl2965:28337:29296:1 gene:Aqul.212164
transcript:PAC:15710692 description:""
MEYHNFTATGDVNGPVLAAVLAVEAVVAFIANIIVLSITLYQRKSWKQSSTIFFTSLILS
NLLAVVGYLPMNIVAIGAEEWIFGSTFEERSITCLISALTIIQLNIAVTTEILAATISEDRC
LEVVKPHLHKREFMRPWVALTLTIAIWIFCILLLMLPLLGEFGKYSYEFSYGPCIPMLIKSP
VYSEFVHAALHITSFAVITIITSIWTCCEFTQRFINDQSEIVGDNSVYASRKKKLFGIFGSMFE
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LAYSFCYGPSYITLMLYPVVEIDEIVYAADMVTEFQFITVASPLIQAYFRPDIKNALIWEK
KSIVSQIGKRLYSPPQONEQ

>PAC:15710693 pep:novel
scaffold:Aqul:Contigl2965:30227:31309:1 gene:Aqul.212165
transcript:PAC:15710693 description:""
MSTQSENNFTLNDDVNGPVLAAVFATEMILALTIANGVVLLITITQRNSWKQSSTIFFTSL
ILAHLVLNLLYLPFTITIALAAGEWIFGSTDEEKRETCDEVAYTLWYSIPVITITLAAISFE
DRFLFIVKPHLHKQFMRPWVALTLTLAIWILSAVVTFTPFIKGSGAAFIYEGSHGTCTIT
LLELEFAIVCFLGSLLVVSIIVVTSVWTFCETRKFIHNQSETAGDNVYASRKKRLEGIFG
AMLIVYGLCFTPGIINYAVVRVIFVDDRIYLAIVISFIFVTVLSPIVQSYFRPETIKNKIV
FICRKILOQKPPORDRVNYPVSSNNNSSGSKTEINRIGTSTQLTMSLDNALNTEHSSTTVV

>PAC:15710694 pep:novel
scaffold:Aqul:Contigl2965:44866:45948:1 gene:Aqul.212166
transcript:PAC:15710694 description:""
MSTISSENNFTINDDVNGPVLAAVFATEMILALIANGAVLLITITQRNSWKQSSTIFFTSL
ILAHLVLTLLYLPEFNIIALAAGEWIFGSTDEEKRGFCSEFISYTLWYSIPVITITLAAISFE
DRFLFIVKPHLHKRFMRPWVALTLTLAIWILSAVITFTPFIEGSGAVFMYEGSHGTCTVV
ILELHFAIFSEVGSLLVVGIITVTSVWTEFCFARKFTHNQSETAGDHVYASRKKRLEGIFG
AMLIVYGLCFTPGIINYVVVRAIVVADEIYLAVVISFIFVITVLSPIVQSYFRPETIKNKIV
CICRKILQKPPQORDSVDYLGNSNNDSSGSKTETNQIRTSAQLTMSLDCVLNTEHLSTTVV

>PAC:15710695 pep:novel
scaffold:Aqul:Contigl2965:48640:49623:1 gene:Aqul.212167
transcript:PAC:15710695 description:""
MEGNFTFTGDENTPAVAAVLTVEMILALIANGVVLSITLYQRKSWKQSSTIFFTSLILAH
LVLNLLYLPFTVIGFAAGEWIFGSTDOVKRGFCKEFNAYILWYSTILNIIMMLAATISVDRFEL
FIVKPHLHKRFMSQPKVALTLTIAIWLLAAVLSSTPFFGLGEFGYETWFGGCLPLWTTIE
FTVYTIIVCLVIIFIISLTSIWTFCFARRFLTDOQSRLTTENNVYYSSKKQRLIGIFGAMS
LVYLLCFSPGIISAFLTPLTLVPYEVIVLVIVTIELLTIAGPLVQSYFRPDINKVLVSLY
TKMRRLFRRNMQSVCSNRELDTKISYV

>PAC:15710773 pep:novel
scaffold:Aqul:Contigl2972:28306:29304:-1 gene:Aqul.212245
transcript:PAC:15710773 description:""
MERNYTFTGDFSPEAVAGVLSIEMILALIANGVVLVITIYQRKSWKQSSTIFFTSLILAH
LVLTLYLPFFIAALAAGEWIIGSTDGEKKATCDENGFIITIHSGYVMLMTLSLISIDRELF
IVKPHLHKRFMSPRVALVLVIIVWIVTALFFSLGFIDGSGVVFRYIDNVGGCYVYTTSPV
TSITIRYLFASLIFCTIVVTISIWTEFCFTRMEFMNNQSMIVGESVYASKKKRLEFGIFGSMMVV
YCIFFTPAIFFSALLAIVDSPGVLSMTALIFFFLVVVLNPVVQAYFRPEINSVIVNIVCC
KILKKKPNPATTLSTENSLSATLEFSVSSLDV

>PAC:15710774 pep:novel
scaffold:Aqul:Contigl2972:34323:35321:-1 gene:Aqul.212246
transcript:PAC:15710774 description:""
MERNYTFTGDFSPEAVAGVLSIEMILALIANGVVLVITIYQRKSWKQSSTIFFTSLILAH
LALTLYLPFTIAALAAHEWVVGSTDGEKQGTCSFTAFVILLSVYVMLMTLSLISIDRFELS
IVKPHLHKRFMSPRVALVLVIIVWSFDLLFFSTGFIEDSGVEFRYIDYLGICYAFTTSPV
MATIFRFFFASLIFIITIVISVWTEFCEFTRKEINNQSMIVGESIYASKKKRLFGIFGSMLLV
YGIFFTPSIFFSALLAIVDSPGVLTISALMFFFLVVVLSPVVQAYFRPEINSVIVNIVCR
KILKKKHNPAATSSTCNSSSAAVELRVSSLDV

>PAC:15710775 pep:novel
scaffold:Aqul:Contigl2972:36940:38446:-1 gene:Aqul.212247
transcript:PAC:15710775 description:""
METNYTFTGDFSPEAVAGVLSIEMILALIANGVVLVITIYQRKSWKQSSTIFFTSLILAH
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LVLTLFLPFFIAALASGEWIIGDTDEEKKATCGFTAFVMIYCGYVMLMTLSLISIDRFLFE
IVKPHLHKRFMSPRVALVLVIIVWIVTAVLNSSGFINGSGVFGREFVSLSMIVGESVYASK
KKRLEFGIFGSMLLVYGICVSPIIFFSALLAIIDSPGVLGITAVIFFFLVVVLSPVVQAYF
RPEINTVIANVIVNIACHKMSKKKPNSATTSSSSSAAVELRVSSLDESLVIERMERNYTF
TGDFSPEAVAGVLSIEMILALTANGVVLVITIYQRKSWK

>PAC:15710776 pep:novel
scaffold:Aqul:Contigl2972:43001:44234:-1 gene:Aqul.212248
transcript:PAC:15710776 description:""
MITVDCSNEFSCSSSTFGELSLANEAEFSLVIERMERNYTEFTGDF SPEAVAGVLSIEMILA
LIANGVVLVITIYQRKSWKQSSTIFFTSLILAHLVLTLYLPFSTAALAAGEWIIGETDED
KEGTCHENGFIILFSAYIVEFMTLCLISIDRFLFIVKPHLHKRFMSPRVALVLVITIVWIVN
AAFYSAGEFIDGSGIVYQYVVWTEFCFTRKFINNQSMIVGESVYASKKKRLFGIFGSMLLVY
GICFIPAIFFGTLLAIIDFPVVLGITALIFFFLAVVLSPVVQAYFRPEINSVIVNIVCRK
ILKKKPNTLATSSTCNSSSAAVELRVSSLDV

>PAC:15710777 pep:novel
scaffold:Aqul:Contigl2972:48557:49546:-1 gene:Aqul.212249
transcript:PAC:15710777 description:""
MERNYTEFNGSFSPEAVAGVLSTIEMVLALIANGVVLVVTIYQRKSWKQSSTIFFTSLILAH
LVLTLSLPFSIAALAAREWVVGDTDEEKQGTCGFTAFMILFSVYVMLMTLSLISIDRELFE
IVKPHLHKRFMSPRVALVLVIIVWIVPAAFFSSGEFINGSGAEFRYIDYLGVCSAFTTSPV
MATFRFFFASLMFGRFASLSMIVEESVYASKKKRLFGSMLLVYGICFTPSIFFSTLVAIV
DSPGALTLTALMLFFFAVIPSPVIQAYFRPEINSVIVDIVCRKMLKKKPNKLATSSTCDS
SSAAVELRVSSLDP

>PAC:15710836 pep:novel
scaffold:Aqul:Contigl2980:17612:18616:-1 gene:Aqul.212308
transcript:PAC:15710836 description:""
MESNYTYTGDFSPEAVAAVLSTEMILALIANGVVLVITIYQRKSLKQPSTIFFTSLILGH
LVMILYLPFSITALAAGEWIIGSTDEERQGSCDEFSAFTIILYCVYVMLMTLSLISIDRELF
IVKPHLHKRFISPRVALVLVIIVWVENAAFFSSGEFIDGSGVVYQYIPDLGVCYAYTISTI
AAVIRFLLTLVLLCIIVVTSVWTFCFTRKFINDQSEIVGDCVYASRKKRLEFGIFGSMLLT
YGVCFIPSAVLSSFLATIADPPGALVVSALILFFLATIVLSPVVQOSYFRPEINSVIVNIICH
KIMKKPHTTTSSMCNNSSANRGTNIDSLDINLHA

>PAC:15710930 pep:novel
scaffold:Aqul:Contigl2992:13727:14362:1 gene:Aqul.212402
transcript:PAC:15710930 description:""
MNNSSTTSTREELHAAVIAAVLTVEMILAVIANGVVLSITLYERKSWKQSSTIFFTSLIL
AHLVLILLYLPFTITALAAGKWIFGSTDEEKTTTCTFVEFYLYWYITAVISMTLAAISFDR
FLFIVKPHLHKREFMRPWVAQTLTTIATIWLLSATIXXXXXXXXXXXXXXXFEFVEFIAVANPVVQ
SYFRPDIKTFCEFSHCPLLSTCLCCSCLHNVE

>PAC:15710932 pep:novel
scaffold:Aqul:Contigl2992:24170:25111:1 gene:Aqul.212404
transcript:PAC:15710932 description:""
MEGNFTFTGEFSGPAVAAVLTVEMILALIANGVVLSITLYQRKSWKQSSTIFFTSLILAH
LVSNLLNLPFTITALAAGEWIFGSTDEEKTGTCDFAAWMLWFGASCMSMTLAALSEFDRFEFL
FIVKPHLHKWFMRPCVALTLTIATIWILSAVLCALPFIDIGNYSYDNDIGICTIVGVDIAF
FILILVITIFLIVGTIFVISLWTFCFTRSYFKAQSVIAGESVYASKKKRLFGVFGSMLLIY
GISHLLVALWVLLQIFIFLPYEFFVIVYIVYFEFVTIASPITIQSYFRPEIKSVLVSRCPLL
FTCVCCSYVHAVC

>PAC:15710934 pep:novel
scaffold:Aqul:Contigl2992:27942:28865:1 gene:Aqul.212406
transcript:PAC:15710934 description:""
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MEGNFTFTGEFSGPAVAAVLTVEMILALIANGVVLSITLYQRKSWKQPSTIFFTSLILAH
LVLNLLYLPFSITAFAAGEWIFGSTDEEKKTTCTFTSFLYSYTMRITIFMTLAAISEDREL
FIVKPHLHKRFMRPWVALTLTIAIWILAAVLSSVPFYGLNEYVYDDQLLLCYQRPNSTIS
LITFENVLFPCVITAIIIVISLWIFCFARSYFKAQSLTIAGESVYASKKKRLEFGVEFGSMLLI
YGMGIVPGLVLLSLOQHFVDVPPELFISFVIFLFFITIASSIIQSYFRPEIKSVLASRCPL
LEFYCACC

>PAC:15710937 pep:novel
scaffold:Aqul:Contigl2992:44064:45005:1 gene:Aqul.212409
transcript:PAC:15710937 description:""
MEGNFTFTGEFSGPAVAAVLTVEMILALIANGVVLSITLYQRKSLKQSSTIFFTSLILAH
LVSNLLNLPFAITALAAGEWIFGSTDEEKRGTCIFAAF ILWFGASFISMTLAATISEFDRFEL
FITKPHLHKRFMRPWVALTLTIAIWILSTVLCALPFIDIGHYSYHDDLGICTIDGVDIAF
FVVILVSIFLIVGTIFVISLWTFCEFTRSYFKDQSVIAGESVYAFKKKRLIGVEFGSMLLIY
GISHLLVALWVLLQIFILLPSEFSVTSYIVYFFVTIASPITQSYFRPEIKSVLVSRCPLL
FTCVCCSCVHAVC

>PAC:15710938 pep:novel
scaffold:Aqul:Contigl2992:45265:46197:1 gene:Aqul.212410
transcript:PAC:15710938 description:""

MEGNFTFTGQF SGPAVAAVLTFEMILALIANGLVLSTITLYQRKSLKQSSTIFFTSLILAH
LVLNLLYLPFTITALAAGEWIFGNTDEEKIATCTFTAFLYSYTIRITFMTLAATISEFDRFEL
FIVKPYLHKWEFMRPWVALTLTIATIWILSAVLSSAPFYGLNEYVYDDQLLLCYQRPNSTIS
FIFYVLFPCVITAITIVISLWTFCFAGSFFKDQSVIAGESVYASKKKRLEFGVEFGSMLEFIY
GICIVPGLVLRSLQEFIDVPPKLSISSMTCFLFITIASPITQSYFRPEIKSVLASRCPLL
FTCACCKFIH

>PAC:15710939 pep:novel
scaffold:Aqul:Contigl2992:46555:47452:1 gene:Aqul.212411
transcript:PAC:15710939 description:""
MAKNFTFTGEFSGPAVAAVLTVEMILALIANGVVLSITLCQRKSLKQPSTIFFTSLILSH
LVENLLYLPFTITALAAGEWIFGSTDEEKTATCTFTAFIYSYTIPVIFMTLAATISEFDREL
FIVKPHLHKRFMRPWVALTLTIAIWILSAVLSSTPFYGLNEYVYDDHQSYYPVIL

>PAC:15710940 pep:novel
scaffold:Aqul:Contigl2992:51121:52032:1 gene:Aqul.212412
transcript:PAC:15710940 description:""
MESNFTFTGEFSGPAVAAVLTVEMILALIANGVVLSITLYQRKSWKQSSTIFFTSLILAH
LVLNLLYLPFTITALAAGEWIFGSTDEQKTGTCYFNLFIFWWMVVTIFLMLTTISFDRFEFL
FIVKPHLHKRFMRPWVALTLTITIVWLLAAVSNIIYLLTFHSDIDPDLCYLLPINVNRSSV
FATIVSTVIVLIIMEFVTSLWTFCEFTKSYFKAQSVIAGESVYASKKKRLFGVFGSMLITYGT
CEFVPAVVYLIAFLEFVDVPVWYSFTAFICYLFITVANPVIQSYFRPEIKSFFVSHSLHHEFH
ICC

>PAC:15710941 pep:novel
scaffold:Aqul:Contigl2992:54553:55494:1 gene:Aqul.212413
transcript:PAC:15710941 description:""
MESNFTFTGDFSGPAVAAVEFTVEMILGLITNGTVLEFITLYQRKSWKQSSTIFFTSLILSH
IVINLYLSTTIVALAAGGWIFGSTDEEKTWICIFAAWLLWSALAVLSYTLVALSFDRFLFE
IVKPLLHKRFMTPRVALTITIVIWIAAAVLNLWPVLHNFEHYGYLNDLGSCSIIGVDLAA
FVVEFLISNFITFGSIAVISLWTFCEFTRSYFKAQSVIAGESVYASKKKRLIGIFGCMLIVY
GLFYLQSVVSFLLOQLEFIVVPNQFFLALSVTEFSLVTIASPITIQSYFRPEIKSVLVSRCPLL
FTCVCCSCVHSIC

>PAC:15710942 pep:novel
scaffold:Aqul:Contigl2992:57178:58116:1 gene:Aqul.212414
transcript:PAC:15710942 description:""
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MESNFTFTGEFSGPAVAAVLTVEMILGLITNGTVLFITLYQRKSWKQSSTIFFTSLILSH
IVLNLOLSFSITALAAGGWIFGSTDEEKTWICIFAAWLLWSALAVLSFTLVALSEFDRELF
IVKPHLHKRFMIPRVSLTITIVIWIAAVILNLWPILHNFEHYGYLNDLGGCSIVGVDIAA
FVVFLVSNELVEGSITITSLWTEFCETRSYFKAQSVIAGESVYASKKKRLIGIFGCMLIVY
GLEFYLQSVVSFFLQLFIVVPNEFFLALFLTFSEVTIASPIIQSYFRPEIKSVLVSCCPLL
FTCVCCSCVHAV

>PAC:15710943 pep:novel
scaffold:Aqul:Contigl2992:60240:61184:1 gene:Aqul.212415
transcript:PAC:15710943 description:""
MESNFTFTGKLSGPAVAAVHTVALILALIANGIVLSITLYQRKSWKQSSTIFFTSLILAH
LVLNLLYLPFTITALAAGEWIFGSTDEEKTGTCAFAAF ILWFGACVISMTLAATISEFDRFEL
FIVKPHLHKQFMRPWVALTLTIATIWILSASVEFGSLPFLDIGHYSYDDELGFCILIDVKIA
SEVVILVIVLLVVGTIFVTSLWTEFCEFTKSYFKAQSVIAGESVYASKKKRLEFGVFGSMLLT
YGTAYLFVALGILLQIFISPPYELYISYYIVFFEFVTIASPITQSYFRPEIKSVLVSRCPL
LEFTCVCCSCVHAVC

>PAC:15710944 pep:novel
scaffold:Aqul:Contigl2992:62266:63210:1 gene:Aqul.212416
transcript:PAC:15710944 description:""
MESNFTEFNGEFSGPAVAAVLTVVMILALIANGVVLSITLYQRKSWKQSSTIFFTSLILAH
LVLNLLYLPFTITALAAGEWIFGSTDEEKTGTCIFVAFILWFGASVITITLAATISEFDRFEL
FIVKPLLHKQFMRPWVALTLTIATWILAAVLNFWPVIHNFEHYSYNYELGYCTLVGVDIA
AFIVFLVAIFFIVGTIFVISLWTFCFTKSYFKAQSVIAGESVYASKKKRLEFGVEFGSMLIV
YGTSYLLTAFSFILQLFIVVPNEYYVMLTIAFPIVTIASPITQSYFRPEIKSVLVSRCPL
LFTCVCCSCVHSIC

>PAC:15711746 pep:novel
scaffold:Aqul:Contigl3069:63737:64684:1 gene:Aqul.213218
transcript:PAC:15711746 description:""
MDITHGLNYTLGEDVNGPLLAAALAVEMIAALIVNTEFVLVATFSQCKSLKLPSTILFTSLI
MIHYVMALIYIPSWLISAAYGEWIFGNTMOQVKEATCNFAGFILNYNITFINATLAATISVD
RWLEFIVKPIFYKQYMKAKVALIVVASTWITSTLLNVPPFFEMGKYVESPEFGSCEVKFENE
ASFSFLLLVVFFTEASIIIVSSIWTCCFTRRFIREHAQLADESAYVSKNRRITIGIFGAML
VAYGVCYTPAVIVIVTSLFHDVPASYIAASLVEFLLTVIIINPITIQSIFRPDVKKVIVKLC
TICRKHQYSPEEPQP

>PAC:15711978 pep:novel
scaffold:Aqul:Contigl3087:72248:73198:-1 gene:Aqul.213450
transcript:PAC:15711978 description:""
MDVFGLNYTLAEDVNGPLLAVVLTLELTIAALVTNTIVLAATLSQQKSLKLPSTILFTSLTI
MIHYVMAFIYILSWLISVISGGWIFGTSEEEKEATCNAAGFVVCYSLSVINATLTAISVD
RWLEIVKPNEFYKQYMKPKVTLVLVLSIWIFSGLTFITTFFGIGGFVEFTTLGSCGPKFKDE
TGFTILLLAIFFPEISIVIVTSVWTYCEFTKKFIREHAQLAENNVYVSKNRRLTGIFGLML
TIAYVICYVPSLIPITLNQFHDVPAMWIAFGLVCILAMTFINPIIQSFFRREVKEEIKKEC
NITKCCPHRSNAIMAG

>PAC:15712451 pep:novel
scaffold:Aqul:Contigl3121:67635:68712:1 gene:Aqul.213923
transcript:PAC:15712451 description:""
MDDINNNEFTLSQDVNGPLLAAVIGMEMLAGLITNSEVLILTACHLKNWKQPTTVEFLSNML
ANNLVVILFTMPLSITITTASGEWIFGSTVSQKESVCYFAAFIFIFSILTATESLVLLSED
REFFFIVKALHYKKYMTVNRAFIIVAVSWLLAAFLSMLPFFGFGAFEFASSYGMCVPGWTG
QAGYATIFSFIVISIFIGSITVISLWTITMCEFTRKYLKNAATNISTAASPAAYAVAFVVLLLL
TVLIPLVQSFFRRDIRDAIVKGHRTFFRSIKQEKTYHQSSSTQTVKPSNATTSSYTT

>PAC:15712452 pep:known
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scaffold:Aqul:Contigl3121:72652:76703:1 gene:Aqul.213924
transcript:PAC:15712452 description:""
MDDINNNEFTLSEDVNGPLLAAVIGIEMLAGLTTNSEVLILTACHLKNWKQPTTVEFLSNML
ANNLVVILFTMPLSITITTATGEWIFGSTVSQKESVCYFAACIFIFSILTATESLVLLSED
REFFIVKALQYKKYMTVNKAFITAAVSWLLAAFLSMLPFFGFGAFEFSFSYVISIFIGST
TVISIWTMCFTRKYLKNAATNISTAASPGNPYAAQERRVIGLFAAYAVAFVVLLLLTVLI
PLVQSFFRRDIKDAIVKGHRTLSRSIKRGKTYHQSSSAQTLRSACGLFNHKASHLSFLNS
IMSLSGESDKRVDPTTNKVVLVGDETVGKTSMFLRFKTDRFIETTSSTRYLAEHYKEWTV
RGTKVOMTLYDTAGMERYTSTIPPTYFRHARAVILVYAVDNQESTIGNIRNWSESFSKHRT
GDTVDSLKVLLVGNKVDLNRTVSANRVNEVAEFCGIDNSLKYETISTKNNDGGEFDELEFDDL
AYLLSDTPIERRKTIRATSSPDDEEMKKKKALCSKCS

>PAC:15712786 pep:novel
scaffold:Aqul:Contigl3148:95889:96875:1 gene:Aqul.214258
transcript:PAC:15712786 description:""
MSDVEFYNFTESNEGVYGPAVAVILGLEMVAGLFANAVVLCITLMORKSLSQPSTIFFTSL
TAAHLLMVLLYLPVSVIAIGAEEWIFGSNFEEKKITCSISAFVEFWYSVLLMTINLAVISFEF
DRELFIVKPHFYKQFMRPTVALILTTIAVWILSAALNSTPLYGLGAYQYGPSYGSCIPTWR
NVPGYLSEFMAATFLIVLAFIIVTSLWTFCFTRKFMHEQEPSQQOSNVYQSKERRLFGIFGA
MLIVYGVCFLPSVITGIMTIFVILPGQVYAMDMILFQLITSGSPLVQSYFRPDIKERLTF
IYKRSLOMMKNIFYSRKKNNLSQDEQLS

>PAC:15712925 pep:novel
scaffold:Aqul:Contigl3160:52203:53790:1 gene:Aqul.214397
transcript:PAC:15712925 description:""
MDDDLMSGSGNGLINETEFDESCRTSVLSTTNVTIDQEFWTFRGNLGSGTIAIAFFESITIF
IVALSWNLFIFVTYLLKYRLLKEPANIMLFTLSIVDLLVCILIIPFPIIVVAANGEYIFG
NSDVVRCIICQVOGYFFILSTELSLHLLATILSIDRCILLSNPLKYKDIKKVWTTVVGILV
IWVFCFLLALPPAFGFGEWEFNRSFGVCIPRWTPFRNSLYMILLMIEGLIPIITLAVTNV
WITFKIVNRFLKKNLERKKSFRATREEVAVEKSTHRSQONQLVKVFGALFIANIISWTPLL
SLTFATAATDGDGIPAWLLIVGWEMFLLNPTVHPILESFFIKELRTRVNRASNSVKQQVR
RASRSILKMATLDSFKDIPTMNDEDESEKSRRVEGLKRKSTSQSIGNASVNTSMTDASPP
DSPMGITRANTLTNSGRFPHRNRRSSSPKDNIIGTEILPPSPLLTPVSAALPRISEDSQL
ALTDIAKSONNVKPKASSITDLSGKKKKRHISITVPGEKDVYRPEDRDS

>PAC:15712931 pep:novel
scaffold:Aqul:Contigl3160:69230:70549:1 gene:Aqul.214403
transcript:PAC:15712931 description:""
MDFFGSGDDGLNATSNYTTNYTDEFDCLKSELDPNGITNRTFWSLRDTVVDGGIPSAVIQS
LILAVALGWNLFIIVVFILKRELLKEPANILLFTLAIVDVLICLIVVPGPIVVTAANGEF
VLGRNDQIRCAICDTQGFFFIFLTVLSVHTLALLSIDRCILLSNPMKYPRYRKVGLWVLE
IVLVWLLCLIISMPPAFNVGFGOQWEFNRNFGLCLPRWIPPTYMGFVFLEGLIPITVITIIT
NIWTFKIILSFLKRKQVRRRESRLTSLSRKESEAEVQIKQQQKQLVQVFGALLIATITAW
VPLLTMLFVLIGTDGEGVPDWIYLVCWFFYLINPLVHPILESLEFVKELRTRIDKTKTNIR
RASQSVMRLASRSTIKDIPEMSESTPYTKSRVFSEFSSNPYHSERKSDSLNGSIRNGSPPA
NDDNDNVETPTSKVRESIV

>PAC:15713478 pep:novel
scaffold:Aqul:Contigl3191:66817:68024:1 gene:Aqul.214950
transcript:PAC:15713478 description:""
MENANFTLSDEINGPLLAGAIGIVIVVALLTNSFVLLLTLCHFKAWKQPSNIFLTNMLLS
NLLISVFLMPLCVVTCATGEWITGATDAQKLKTCOATAYIFLYNLIVETESLTLISLDRL
FFIVKSMEYHKYMSTKKALLIVLLSWLLAAILSTPPFYGLGSFEFAESYGICVPGFEGQL
GFSIYLFLILLSLGGIIVISSTWTEFCYTRNFLRRRNSRKTARNSVYLSQKRKLIGLFGTL
VVIHILCYSLMLSLAVFGPFFTISPPWYAAAFFMLLLMTNLSPLAQSYFRYEVRNFVHSL
FIKIGIVKLRASTLVQQERTATTELPSPTETRRDTIHSTNCQFLNGESEIDKHVV
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>PAC:15713938 pep:novel
scaffold:Aqul:Contigl3214:46818:48119:1 gene:Aqul.215410
transcript:PAC:15713938 description:""
MDSLDDDQVLSANENFTISPSISGPAIAFFLSLEMGISLAINSTILGITIFLHPKPRSLIK
APSNIYLTSMLLVNLLATLTVMPMIITIASASGEWIFGGTLEEKVSSCRFAGYMYWYVIFL
LIVTLATISVDRWMEFIVKSTLYKKMMTTPVAIGVVITAWLLTAVLNTTPLYGFGMFAYSS
SPGSCFPVWKDQKAYLAFFVLVFLILISITIAASSIWTFCEFSRRFIRRMSLRNIDASGEAA
SVYTFRWRKLIGIFGTLSIVYVVCFTPSLLYLLTITRLATPIPLQILPAILIFFLLITILNP
LVQIFFRRDIKNVILDFLAKTPCYTKEEVDYEHRSRTRSNFELQHALSLTAMGKDVANGG
SALDVSPDEGHSSDPKSSGKVVVKFEDSESVPVQOANGATSVGGDATNDSASSESVSNGVS
KTNGGDILGSTAV

>PAC:15713939 pep:novel
scaffold:Aqul:Contigl3214:48793:49833:1 gene:Aqul.215411
transcript:PAC:15713939 description:""
MDYEDDETLFILEENYNFTLNPLINGPALASIVGLELFAGFITNSLLLALTVFQWKNWKL
PSTVFLTNLLLCNLLLVLLVMPFTIITGATGEWVEGRNPVEKRTVCRITAFIFWYGITVE
TFGLVILSFDREFFYVVKAVAYKNRMT IKKAVTIVIATWVAGGALNITPFFGMGKYSEFIAC
CGVCVPRWAGEPEYIVYILIIYVTCILSIVVTISIWTCIFTRRFLGKDERRTREFVSQNTRS
HLYATKNQRLLGLFGMTVLVHLLCYLPGISSSFLELFIPVPVQLYTTMYVAFLMAATLGP
LVQSFFRRDIRETLSQLCGEKFKVFAVNRSEFTISSSSIKVNTNSTCL

>PAC:15713940 pep:novel
scaffold:Aqul:Contigl3214:53879:54397:1 gene:Aqul.215412
transcript:PAC:15713940 description:""
MIGGLIANSFVLILTICHIKTWKQPSTLFLTNMLISNLLIVLEVRPFSITTAASGEWLEG
KTYKQKVKVCQFTAF IFWFCVIVITEGLVLLSFDRFFYIVKSFEYERHMNRKISIIIVTL
SWLLAALLTIPPLFGLGRFGEFSSSYGICVPHWEGESGYVVYMLMVFIIFIKS

>PAC:15713942 pep:novel
scaffold:Aqul:Contigl3214:57845:58461:1 gene:Aqul.215414
transcript:PAC:15713942 description:""
LRKMEDMDENFTLSGDINGPLLAAVISIEMIAGLTIANSEFVLILTICHIKTWKQLSTIFLT
NMLISNLLIVLEVMLESITTAASGEWLFGRTYKQKMKVCQFTGFMFWECVIVITEGLVLL
SEFDRFFYIVKSFEYERHMNQKISITIVTILSWLLAALLTIPPLFGLGREFSFSSSYGICVPH
WEGESGYVVYMLIVFIIFIISLHN

>PAC:15713944 pep:novel
scaffold:Aqul:Contigl3214:61345:62064:-1 gene:Aqul.215416
transcript:PAC:15713944 description:""
MLYFKACGYRLVLKNKEEESMDAVHNNFTLSPDINGPLLAAVISIEMIGGLIANSEVLIL
TICHIKTWKQPSTIFLTNMLISNLLIVLFVMPFPVITSAFGEWIFGSTLDQKESVCKETA
IMSLFCVAVATEGLALLSFDRFLFIVRAFQYNRYMSINKSLTAISISWAIAGIISIVPVL
EFNVYEFAYSFWYLCSWERGTGWEFCSICEFYLSSTASGEYHSNEFSMDVHIYEEISQNKKD

>PAC:15713945 pep:novel
scaffold:Aqul:Contigl3214:62301:63302:1 gene:Aqul.215417
transcript:PAC:15713945 description:""
MEDENNFTLSGDINGPLLAAVISIEMIGGLIANSEFVLILTICHIKTWKQPSTIFLTNMLI
SNLLIVLEFVMPFAITTAASGEWLEGKTDKQKVKACQFTAFMFWFCVIVITEGLVLLSEDR
FEFYIVKSFEYERHMNRKISITIVTLSWLLAALLTIPPLFGLGREFGFSSSYGICVPRWEGE
PGYVVYMLIVFIIFLLSIIITSSWIMIYTRRYLNMERQRLQLEFDVNNDGNTNDIYASRKR
RVIGLFGMIMIVHLLCYLPSMIVALMELVTAPPPQLYATIFLLFLLLTVLSPLVQSFFRR
DIRGTVVKLTGWCSEVAKLFNKKYTRIASSSEN

>PAC:15713946 pep:known
scaffold:Aqul:Contigl3214:63443:64519:1 gene:Aqul.215418
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transcript:PAC:15713946 description:""
MRNSNEYLKYFLFRPKSSSSMDDITELNHNFTLSGDINGPLLAAVISVEMIGGLIANSEV
LILTICHIKTWKQPSTIFLTNMLISNLLIVLFVMPFPITTCSNGKWMLGETEAEQVKYCY
FAGYLYWYSVLLITQSLVILSFDRFFYIVKSEFMYERYMTGKRSLSIVAFSWLIASILNIT
PFIGLGSFGFINSYGSCGPLWEEEMGHVIYTFIIFIFYIGSIVITTLWTYCYTRRFLOSE
RLRTEFISRIPQQCSVYISKEKRLIGLFGMMMVVYLTCYAPGLVAIVAVIFTPLPQPVYA
SVYVLEFLLITVLSPLVQITIFRRDMREAVSKITIKCQRKEGASKCEROQNSRSFMLTHLHT

>PAC:15713947 pep:novel
scaffold:Aqul:Contigl3214:64616:65617:1 gene:Aqul.215419
transcript:PAC:15713947 description:""
MDDEQQODVLLRNYNFTLSADINGPLLAAVISIEMIAGLIANSEFVLITITICHCSSGTWKKP
STLFLTNMLICNLFTVLLVMPLNITSLASRGWIFGVTVDQKLITCNLAGYIYWNSVLLIS
LSILMLLSIDRWIYIVQAMRYDSLVTPRRALLATIITTWSLAIVLNVTPFFGFGTYNFLESY
AGCSPIWEGHVGYVVYMLIIFVSIVGTIVVTISCWTFCYLFMYTIRRRKERSSTGPGRKRST
DOYVAARRKLIVLFGVLLEFIHFISYLPGIITAGVVIFVSLPKEVYATSYILFLSITTLSP
LAQSCFREDIRSKLCKKKEEPPGTVDSSPFTDN

>PAC:15714975 pep:novel
scaffold:Aqul:Contigl3264:50611:51555:1 gene:Aqul.216447
transcript:PAC:15714975 description:""
MEMDGNFTLSDRRDGIALAVVLTIEVILAATANGAVLCITIYQRKHWRQPSTIFFTSLIL
AHLVMMLLYLPFTITALAAGEWSIGRTNEQRIGTCFFSIFLYMYTVLIVLMTLAAISFDR
FLFIVKPHLHKRFMKLWVAVSLAVAIWILSAVLNVIPLFSFEELTYDDTFGPCYPSYLNT
LAYALFIGITIFVIMIATIVVTCTWTFCEFTRKFLKDQSTTAGESVYSAKKRRLFGIFGSML
LVYIICFTPGGIHLALIPIIDTPFGLYATSLASYHFITIANPLVQSYFRPEIKSVEVSAY
HKMSPVSVTVNDTV

>PAC:15714984 pep:novel
scaffold:Aqul:Contigl3264:99897:100877:1 gene:Aqul.216456
transcript:PAC:15714984 description:""
MERNYTFTGEFSPEAVAGVLSTIEMILALIANVVVLVITEFYQKKSFKHSSTIFFTSLILAH
LALTLLYLPFTITSLFAGEWIIGSTDDEKQGTCDFSAFMITITSAYIMYMTLSLISIDRFEFL
FIVKPHLHKRFMSPRVALVLVIIVWIVNSIFFSSGFIDESGIAYWYVAPLGICNALTISQ
AMAVIRFLVILILLGIIVVTSIWTFCEFTRKFINNQSMIVGESVYASKKKRLFGIFGSMLL
VYGICFIPGAFLSSFLAILDAPGTLIISSLVFFILALVLSPVVQSYFRPEIKSVIVQICR
KMMRKPNSTASKNSAVTRDTNVDSVT

>PAC:15714985 pep:novel
scaffold:Aqul:Contigl3264:104307:104864:1 gene:Aqul.216457
transcript:PAC:15714985 description:""
MERNYTFTGDFSPEAVAGVLSTIEMILALIANGVVLVITEFYQKKSFKHSSTVFFTSLILAH
LALTLLYLPFTITSFFAGEWIIGSTDNEKQGTCDFTAFMITITSAYIMYMTLSLISIDRFEFL
FIVKPHLHKRFMSPRVALVLVIIVWIVNSVFEFSSGFIDGSGIAYQYVAPLGVCNALTISQ
AMATT

>PAC:15716328 pep:novel
scaffold:Aqul:Contigl3317:77929:78861:1 gene:Aqul.217800
transcript:PAC:15716328 description:""
MEGNFTFTGEFSGPAVAAVEFTVEMILALIANGVVLSITLYQWKSFKQSSTIIFFTSLILAH
LVLNLLNLPFTMIPLAAGEWIFGITNEEKRGTCHFAAWMNWSGSYVLSFTLAATISFDRFEFL
FIVKPHLHTRFMRPCVALTLTIAIWILSAVLGTLPFFDIGHYSYFDKLGLCSLVGVDIAA
FVVILVITIFLVVGTIFITSLWTFFFTFKAQSVIAGENVYTSKKKRLFGIFGSMLIIYGTG
YLIAALGFLLRIFIFLPYEFFITSHIVYSFVTVASPIIQSYFRPEIKSVLVSRCPLLETC
VCCSCIHAVC

>PAC:15716337 pep:novel
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scaffold:Aqul:Contigl3317:147680:148621:1 gene:Aqul.217809
transcript:PAC:15716337 description:""
MEGNEFTFTGKEFSGQAVAAVEFTVEMILALIANGVVLSITLYQKKSWKQSSTIFFTSLILAH
LVLNLLHLPFAVIALAAGEWIFGSTDEEKRGTCTFASYLYWYIVDVISMTLAATISEFDRFEL
FIVKPHLHKWFMRPWVALTLTIATIWILCAVLGTLPFINIGHYSYDVELGFCSIVGVDIAA
FVLILVITIFLVVGTIFVTSLWTEFCVTKSYFKDQSVIAGESVYASKKKRLEFGIFGSMLIVY
GTAYLIAALGFLLQIFIFLPYEFYVINYIVEFCEFVTIASPITQSYFRPEIKSVLVSRCPLL
FTCVCCSCVHSIY

>PAC:15716338 pep:novel
scaffold:Aqul:Contigl3317:148885:149805:1 gene:Aqul.217810
transcript:PAC:15716338 description:""
MEGNFTFTGEFSGPAVAAVLTVEMILALIANGVVLSITLYQRKSLKQSSTIFFTSLILAN
LVLNLLCLPFNITALAAGEWIFGSTDEEKTATCIFAAFVYSYTIPVIFNTLAATISEFDRFEL
FIVKPHLHKRFMRPWVALTLTIATIWILSAVYSFAPFYGLNEYVYNEQYLLCYQHSNSIIS
VIMFIVFLPCVTITAITIVISLWTFCFARSFLKDQSVIAGESVYASKKKRLFGIFGSMLLIY
GICVVPSLLLLAFQQFIDVPPELFICIRVGFFFITIASPITIQSYFRPEIKSALASCCPLL
FYCvVCC

>PAC:15716428 pep:novel
scaffold:Aqul:Contigl3321:92542:93519:-1 gene:Aqul.217900
transcript:PAC:15716428 description:""
MKRNYTFTGDFSPEAVAGVLSIEMILALIANGVVLVITIYQKKSWKQSSTIFFTSLIMGN
LLMTMSYLPFSIAALAAREWIIGSTDEEKQGTCDFTAFVMIYCGYVTLMTLSLISIDRFEL
FIVKPHLHKRFMSPRVALVLVIIVWIVNPLFEFSSGFINGSGIVEFQYINNVGVCYAYSDSP
IAAAFRLSLITITILLFIIVVTISVWTFCFTRKEFINNQSMIVGESVYASKKKRLEFGIFGSMLL
VYGICYIPGTFEFNSSIAKANAPDKFNISALVLFLLALIVSPVVQSYFRPEINSAIVNIIC
RKMRKKRNRTTPSNASKTNTNSEDL

>PAC:15716430 pep:novel
scaffold:Aqul:Contigl3321:95007:95984:-1 gene:Aqul.217902
transcript:PAC:15716430 description:""
MERNYTFTGDFSPEATAGVLSIEMILALIANGVVLVITIHQRKSWKQSSTIFFTSLVLGN
LVMTTLYLPFTITSLAAGEWIIGSTDEEKQGSCDFTAFVITIYCGYVMLMTLSLISIDRFEL
FIVKPHLHKRFMSPRVALVLVIIVWIVNAAFYSAGFINGSGIEFQYINNIGICYAYATSP
IAVVFRLSLIVILLSIILITSVWTFCFTRKEFINNQSMIVGEGVYASKKKRLEFGIFGSMLL
VYGICFIPGTFFSSSLAKVNAPDKLNISALVLFLLALILSPVVQSYFRPEINSVIVNIIC
RKIMKKRNRTTPSNASKTNTNSEDL

>PAC:15716431 pep:novel
scaffold:Aqul:Contigl3321:96385:97362:-1 gene:Aqul.217903
transcript:PAC:15716431 description:""
MERNYTFTGDFSPEAVAGVLSIEMILALIANGVVLVITIYQRKSWKQSSTIFFTSLILGN
LVMTMLYLPFSIAALAAREWIIGSTDEEKQGTCGLAAFVMIYCGYVMLLTLSLISIDRFEFL
FIVKPHLHKRFMSPRVALVLVIIVWIVTAVLNSSGFINGSGIEFQYIDNVGVCYAYPTSL
IAAVFHLLLIVILLCIIVVTISVWTEFCFTRKEFINNQSMIVGESVYASKKKRLEFGIFGSMLL
VYGICYIPGTFFTSSIAKANAPDKFNISALVLFLLALILSPIVQSYFRPEINSVIVNIIC
RKMRKKLDPITSSNAIKTNTNSEDL

>PAC:15716432 pep:novel
scaffold:Aqul:Contigl3321:99445:100431:-1 gene:Aqul.217904
transcript:PAC:15716432 description:""
MERNYTFTGDFSPEAVAAVLSTIEMILALIANGVVLVITIYQRKSWKQSSTILFTSLILAH
LLITLVLPFCIAALAAGEWIIGSTDEERKGTCDVSAYILLYSGNIMYMTLSLISIDRELF
IVKPHLHKRFMSPRVALVLVITIVWIATALFFSSGFINGSGTVFKYINNVGACYGYSASPI
MAATREFSIITILLSITIITSVWTEFCEFTRKEFINNQSMIVGESVYASKKKRLFGIFGSMLLV
YGICFAPGTFLSSFFAIIDAPDKLNISALVLYLLAFILSPVIQSYFRPEINSVIVNIIYH
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KMMKKLNQSYYQTTSSNTSKTNTNSLDL

>PAC:15716433 pep:novel
scaffold:Aqul:Contigl3321:101088:102068:-1 gene:Aqul.217905
transcript:PAC:15716433 description:""
MERNYTFTGDFSPOQAVAGVLSTIEMILALIANGVVLVITIYQRKSWKQSSTIFFTSLILAH
LFMILYLPFTITALAAGEWIIGSTDEEKEGTCDFTGFLIIYCVYVMLMILSLISIDRELFE
IVKPHLHKRFMSPRVALVLVIIVWIVTAVLESSGEFINGSGIVYQYVENLGGCYVYTTGPI
ASVIRYLFASLILSTITIITITSIWTFCEFTRKFINNQSMIVGESVYASKKKRLFGIFGSMILV
YGICFAPSVFLSSFMTTIDLPDELHVFSLVLLFLVVTLSPVVQSYFRPEIKSVIVDVICH
KMMRKPNSSDPGVTQDTNINYNTIGP

>PAC:15716434 pep:novel
scaffold:Aqul:Contigl3321:103086:104042:-1 gene:Aqul.217906
transcript:PAC:15716434 description:""
MERNYTFTGDFSPEAVAAVEFSTIEITLALIANGVVLVISIHQRKSWKESSTIFFTSLILAH
LLMLLVIPFSITSLAAGEWIIGSTDEEKEGSCGFTAYITYCSVYNTYVTLSLISIDRFLF
IVKPHLHKRFMSPRVALVLVIIVWIVTAVLLSSGFIDGSGLTYQYIDNIGGCYVGITSPI
ASTFRSSSASITLSIILITSVWTIFCEFTRKEFINNQSMIVGESVYATKKKRLFGIFGSMLLV
YGMCFIPATFLOSFLTIIDAPDKLIVSSLVLFLLGIILSPVVQSYFRPEINRIIVDVICH
KMMHTPTPTDPNTSNNLA

>PAC:15716436 pep:novel
scaffold:Aqul:Contigl3321:108135:109154:-1 gene:Aqul.217908
transcript:PAC:15716436 description:""
MERNYTFTGDFSPEAVAGVLSTIEMILALIANGVVLVITIYQRKSWKQSSTIFFTSLILAH
LVLTLYLPFSTIAALAAHKWIIGSTDEEKKGTCDENGEFVILFSAYVMFMTLSLISIDRELFE
IVKPHLHKGFMSPRVALVLVIIVWIVNAVEFEFSSGEFINGSGMVYQYIDSQGLCYANTTSPI
MAATREFSMAMILLEITIITTSVWTFCEFTRKEFINNQSMIVGESVYATKKKRLEFGIFGSMILV
YXXXXIFGSMILVYGICFTPGTFLSSFLATIDVPDQLTISSVILFFLAITILSPVVQSYFR
PEINSVIVNIICHKIMHKPDHNLTVKRDASCTNIASEFDF

>PAC:15716437 pep:novel
scaffold:Aqul:Contigl3321:111574:112554:-1 gene:Aqul.217909
transcript:PAC:15716437 description:""
MERNYTFTGDFSPEAVAGVLSTIEMILALIANGVVLVITIYQRKSWKQSSTIFFTSLILAH
LVLTLYLPFSIATLAAGEWIIGSTDEEKKGTCNENGEFIVLFSAYVMFMTLSLISIDRELFE
IVKPHLHKREFMSPRVALVLVIIVWIVNAVEFEFSSGEFINGSGMVYQYIDSQGLCFANTTSPI
MAATRFSMAMILLCIIVVTSVCTFCEFTRKEFINNQSMIVGESVYASKKKRLEFGIFGSMLLT
YGICFAPGTFLSSFLAIIDPPNQLIISAVILFFLATILSPVVQSYFRPEINSVIVNIICH
KIMDKPDHNLTVKHDSSCTNTVSEDS

>PAC:15716438 pep:novel
scaffold:Aqul:Contigl3321:112825:114269:-1 gene:Aqul.217910
transcript:PAC:15716438 description:""
MERNYTFTGDFSPEAVAGVLSTIEMILALIANGVVLVITIYQRKSWKQSSTIFFTSLILAH
LVLTLYLPFSIAALAAREWIIGSTDEEKQGTCDEFIGEFIVQFSAYVMYMTLSLISIDRELFE
IVKPHLHKRFMSPRVALVLVIIVWIDLSMDLEGREVSLSMIVGESVYASKKKRLEFGIFGS
MILVYGICFTPATFLAAFLVIIGPPNQLIISALILFFLATILSPVVQSYFRPEINSVIHL
KPKSILEMIL

>PAC:15716439 pep:novel
scaffold:Aqul:Contigl3321:117887:118867:-1 gene:Aqul.217911
transcript:PAC:15716439 description:""
MERNYTFTGDFSPEAVAAVLSIEMILALIANGVVLVITIYQRKSWKQSSTIFFTSLILAH
LTLTLYLPFSIAALAAREWIIGDTDEEKKATCDENGEFMILYCAYNMLMTLSLISIDRELF
IVKPHLHKRFMSPRTIALVLVNIVWIVNAAFFSSGFINGSGMVYQYIDNVGLCYAFTTSPI
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MAGTREFSMIMILLCIIIITSIWTECFTRKEINNQSMIVGESVYASKKKRLEGIFGSMILV
YGICFAPATFLSSFLAIIDSPNQLITISAVILFFLAITILSPVVQSYFRPEINSVIVNIICH
KMKHKPGHNLTVKRDASCTNTASEDF

>PAC:15716440 pep:novel
scaffold:Aqul:Contigl3321:119695:121318:-1 gene:Aqul.217912
transcript:PAC:15716440 description:""
MERNYTFTGDFSPEAVAATFSTEMILALIANGVVLVITIYQRKSWKQSSTIFFTSLILAH
LLITLVLPFSITALAAGEWIIGSTDEERKGTCDVSAYILLYSGNIMYITLSLISIDRFLF
IVKPHLHKRFMSPRVALVLVIIVWIATALFFSSGEFINGSGTVFEYINDIGACYAPVVQSY
FRPEINSVIVNIICRKMRKKLNRTTPTAGEWIIGDTDKEKKGTCGENGFMILYCAYNMLM
TLSLISIDRFLFIVKPHLHKREFMSPRVALVLVIIVLIVTAVLLSSGFINGSGIVYQYIDS
QGLCYANTTSPIMAATCEFSMTMILLSTIIVVTSIWTFCEFTRKEFIKIKKYKQQQVKTYKDYR
NTTTVQYY

>PAC:15716509 pep:novel
scaffold:Aqul:Contigl3324:109378:110541:1 gene:Aqul.217981
transcript:PAC:15716509 description:""
MNVTEVPGFQKGLFVFFWLISIGLNTLCSALLMIAVHKRKSWANILLLSTALTGIAAVLL
GMPLSIVSLEFINDLLIDEGALCQYQVIVEFNWYILMSFFLVVFISIDQYLAVLYPFMYNTK
ILRHPKRSLKITRILLFFVTSGTLSYSIIGSFLSTIAVMTPSNICYYDFLAVDTPSKIFF
IVNTIAMGLMILVILTCTILLAIKMYRMFLKAEDPKDTFQVOKANFGHFLLVIITIVEMAA
ASLFLVVHILYVAGYSVSVYLHYLSLCLVLSNSLLFPLIFILTRASVRQILKEIWKKLLY
CREDKETTGKRQODKAVQLKQLKKSY

>PAC:15716748 pep:novel scaffold:Aqul:Contigl3334:5516:6466:-1
gene:Aqul.218220 transcript:PAC:15716748 description:""
MSLEFGNDSDGFGFTGNVNAPTYAAALAIEAVAGLVANFTVLAITLYQRNSFKQSSTIFFET
SLLLANLIMVIYILITSITIGTEEWIVGSTHEEKTATCAFFAYMSWNSYMTMSMTIAATS
FDRFLFIVKPHLHKSFMKPQVALFVTIGIWLLSGVINTTPFYGLGEYGYASYFGLCSSLL
DRKGSNIAYLFIHAVIFMSIYASIFITSLWTFCEFTRREFMOSQSETARNSVYVSKRKRLEG
IFGTMLLAYATIALSPTYINSIVGVEFYDIPLEVEVISCIVYNSITIINPIIQSYFRPETKTI
VYKTIYTITIKTKIRRQ

>PAC:15716749 pep:novel scaffold:Aqul:Contigl3334:6674:7678:-1
gene:Aqul.218221 transcript:PAC:15716749 description:""
MSLLELNSTTFTATGEVNGPAFAAAFATEGLIGLIANITVLATITLYQRKSWKQSSTVEET
SEFLLANIITVMYMLVSSISIGAGEWIIGSTFEEKRATCTFTAYVIWLDSMALTMTIAATIS
FDREFLFIVKPHRHKYLMKSWIALIVTISLWVLSAVVNIAPFYSHDEYKAGIYDSQIGICL
KNFITLVTSLWTFCEFTCREFMQOTQSEMPGNNSVYVSKKWRLEFGIFGTMLLAYITIAVIPAYT
FGVISIFYTLPPAVNVTAALAYGSIVISNPIIQSYFRPDIKIVLTAITKKIKLKVTRRYQ
NTTQTDANMELE

>PAC:15716877 pep:novel scaffold:Aqul:Contigl3338:4914:5852:1
gene:Aqul.218349 transcript:PAC:15716877 description:""
MDIHGLNYTLGEDVNGPLLAAALAVEMIAALIVNTEVLVATFSQCKSLKLPSTILFTSLIT
MIHYVIALTIYIPSWLISAAYGEWIFGSTIQVKEATCKFAGFILNYTLQVKSFTLAAISVD
RWLEFIVKPIFYKQYMKAKLAVVLAVIIWIGSCLSVATPFFGIGNYFFTEFGSCEPQFLGE
LGYSILMLIFVLTALCIIIVTSIWTCCFTRRFIREHAQLADESAYVSKNRRITIGIFGAML
VAYGVCYTPGIIVIIASLFCDVNAAAFAAVLVFFLTVIIINPITQSVFRPDVKKVIVKLC
AMCRKFHHSPEA

>PAC:15717007 pep:novel
scaffold:Aqul:Contigl3341:69084:70064:1 gene:Aqul.218479
transcript:PAC:15717007 description:""
MSFEHNFTTTGNVNGPALSAVLALETVTAFIANTVVLSITLYQRKSWKQSSTIFFTSLIL
SHLVMVFLYLPLCVIAVAAEEWIFGSTFEQQIATCSFAAYVIWYCVLVIQMTLAIISEDR
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FLFIVKPRIHKRLMRPWTALAFTIGIWILAAILNSGPFVGLGEYEYDDTYGSCVPLWQGN
NGYVLYMLITISMISITIILITSIWIFCEFTRREFINDQSQVSGDSVYVSRKKRLEFGIFGSML
LVYGICFLPSIISGGITTVVILPDPVYAVNMVTFQFITVASPLVQSYFRPDIKAAIISEF
ALFAPALKKWQGLTSRSHETSTSLPA

>PAC:15717374 pep:novel
scaffold:Aqul:Contigl3350:136964:139713:-1 gene:Aqul.218846
transcript:PAC:15717374 description:""
MDEQRLEYLEFYNQSCNVSTINSSSSFGPPIAVIRITIGSILSILGSTSIIIAVEFLTGKLS
NMETIHPLESLAVGDFILSCLWLEFGGSLWLDTYQDRYSDIHPGLGLCYILAISTTIVNMVT
SFLTIVYSLHAFTIVMRQLSKSRGHISRGRTCKQHLITAFVYLVAWSLPLLLVLPVTESMI
GLDIANNACWCEFIDFEFNTRPGGGPNTEISDSDDLATITAVYSGVTEVVTAIATITALYAGT
LHMARKVLKHQKTLNSEINSSKVIKKLAGRAAAFTIIIYLICGLPFLAGAIDVWKENTPLH
LLEKPDQTILFWQAIFGPLOGFLNAIVYGWSRPEFRRLEVTPCKKLRRRMRVKDTHK

>PAC:15718112 pep:novel
scaffold:Aqul:Contigl3373:75281:76844:1 gene:Aqul.219584
transcript:PAC:15718112 description:""
MELPHYDYDHGNNLSADQGDVSPTODIGFITALNISVGIVCLLSILGSTSITIFSYILYKE
LRTTGRFILLNLSVADLIVALANLLGAAMSPRFRNVNDPSDINDSSSLLALSCKIDAFFG
LFATDSSILWTIVLLSYLYITLHCFRPSRSCFKVSMTICMIICWGLPLATSVWE ISKNEF
GFQPGEFSPGFCTEFTGDNDGKDIYRPIVGYEMFLYPSITFLTTISIAFFCHAKCKKKPVEN
YHYTIEHHLNSTIKAAERKLLEFVPIVFIFIRIWGLITDVTTEFYLNDNQIATLRNSKISPALT
FMAGIGDSSQGFVNGIFFCLLTPPVROQRLLLLLFKCGRICRCYCCSRYETLVNDAYITPT
TSRSLTISYTNSTASRGGGVEGEGDGDNSTLSRSLGTISADISLYGSNEIN

>PAC:15718483 pep:novel
scaffold:Aqul:Contigl3383:203940:204863:-1 gene:Aqul.219955
transcript:PAC:15718483 description:""
MSLNSTDFVLMGDLNSTTYAAVLGIEGVIGIIVNVAVLLMTLYQRKSWNQPSTIFFTSLL
LSNLITALWYFMSSIAVGAEEWIFGNTFKEKNASCLILGYMFWNGGMIIVATLAALSEFDR
FLEVVKPYLHKRFMRPRVALILITIGVWLLCSLINTTPEYGEFGVYRYQSRSGICSPSYEAS
GFFYVLYLVVVYSIIYFVIAFTSIWTFCFTRRFIQNQVEIVGSSVYESRRKRLFGIFGYM
LLSYVIALLPSYITGIISMFYQLPANVHLGTVVANGSFIISNPITIQSYFRPEIVTVIKNL
WNKIRNT

>PAC:15718484 pep:novel
scaffold:Aqul:Contigl3383:206185:207896:-1 gene:Aqul.219956
transcript:PAC:15718484 description:""
MSENSTDEFVLTGDINSPTYAAALGIEGVIGITIANVAVLLMTLYQRKSWNQSSTIFEFTSLL
LSNLITALWFLMSSIAVGAEEWIFGNTFEEKNATCLVVAYLIWNCSIITMMTLAAISEDR
FLFIVKPHLHKRFMRPRVALILITIGVWLLCSLINTTPEFYGEGVEMODQAETVGNNVYQSR
RKRLFGIFGYMLISYLTIALLPSYIDGAISMFYYLPACVRLGFVVTYGSFIISNPIIQSYF
RPEIVIITKNLWNKIDDHGLVNFHPLDVRVDESLETLLLYIDNATIQYGEDIDVKVPKLED
DDNEDS

>PAC:15718485 pep:novel
scaffold:Aqul:Contigl3383:210830:211729:-1 gene:Aqul.219957
transcript:PAC:15718485 description:""
MMDIMSENSTDEVLTGDINSPTYAAVLGIEATIGMIANVAVLLMTLYQKKSWNQPSTIFF
TSLLLSNLITALWYLMSSIAVGAEEWIFGSTFEQRNATCLENAYLLWSGRMIATMTLATV
SEFDREFLFVAKPYSYKREFMRPRVALTILVIGVWVMSSLINTIPFSGEFGVYGYFSLNGICTLL
YAYSGLYLIILFVVYAITIFVIIAVTSEWTFCEFTRRFMODOQAETAGGSVYQSRKKRLEFGIF
GYMLLSYVIALLPSYITIGTLNMFYHLPAYVHLGVVVAYGSEFITSNPIXXXXKSYHSTIF

>PAC:15719539 pep:novel
scaffold:Aqul:Contigl3412:154418:156225:1 gene:Aqul.221011
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transcript:PAC:15719539 description:""
MIDGOLNDKNNKLNKTSDLHLETTSGDNIKHQWDLSIPSESTACNLLRVHPYYIEQYKKT
FOTEFSKDKCSFFNPEAVAGVLSIEMILALTANAAGEWIIGNTDEEKQGTCGEFTAYIILY
CAYVMFMTLCLISIDRFLEFIVKPHLHKRFMSPRVALVLVIIVWIVNALFEFSSGFIDGSGV
LFQYLDNSGACYAFTTSPFTAVIRFSLASITLCITIVVTSVWTIFCFTLGESVYASKKKRLFE
GIFGSMLLVYGICFTPTEFVNAPDKLIISAFILFFLAITLSPVVQSYFRPEINSVEVDIVC
HKIMNKSNQTMSSSRQFTIV

>PAC:15721359 pep:known
scaffold:Aqul:Contigl3450:70950:73394:-1 gene:Aqul.222831
transcript:PAC:15721359 description:""
MTSSELLSLSSTSTEISSPTCTSIAVIVIPTVTIQTLVCIGETVSSTSIAVSTTTSTPTIT
STSTTSTTPTPTEPPFDCNTCYDSEECNWCLSNDCEISGCEKYTTCCDDFKKRRRRDTQA
NETIILASSSIMDSLDCSSVQVTITPSVIVSLTCFQASTFPSPSPSITECENEPCSNLIC
SPVVQSAVTSGSVTSTVVIPSSSSSLPSPSSTLRSSSSSSTSDONSAFVGTPTPTCTSLN
VAQGSFFEEMKDFVSCSPGNDPENPCTDLIDNNLLRAGMWLVITILSIGGNIVVLSATLLY
FISRYLKNHKKPHLMYFLYINLAMADLFMGIYLLTIAVVDLDTIGDYSRHATEWQTSAGC
REFAGFCAIFSSLLSIYTLLVITVERVYTIKFALQHKRFHKQTVTIVSILVGWVLTITLCIL
PMVGLSSYERVGICLPFEARETADQAYIVLILVLTGIASFAIMEFCYVLLEYLVVCNNRST
TKTLSGREELKLALRMSLLVMTDFACWAPIALFGLTAVFQKPLINVTDSKILMVEVEFPLN
SCLNPILYSFSTRKFRSIVEFSAFDRCNVCKKCCAKKQIKQONSSNEEYSTGKSNSRRSSED
VITVNGPFLNQRQAHRRGTELSLISGFTTSSRRGSTLSGGSDEETPPMHSLIHTGRPERSS
QSSLGSDNSYLSEQGESVINTSTSSLGSLKDRRFSLASLSGHVSQLTALPEEKEEDLPCE
KHRESTHSSSDSFNENIRLEYKPVLDDRKLPTNPSFIPLNEGTTTIYINECIDDDDDDDD
DAKGHQRSEEEQTIVTMYNDAEGIEIQETELTET

>PAC:15721762 pep:known
scaffold:Aqul:Contigl3456:263938:287969:-1 gene:Aqul.223234
transcript:PAC:15721762 description:""
MASTRYLPGATSVEIPLRDTDEVIELDIDQLPEGDEVITILRDERAPLHTWVTLALHYYK
QDKWSEFEKLLOQTSRTDANISYDDHEKDQMMALDSLAAHYVQKAKKERDKETKKEYF SKA
TLLYSTADKIMMYDSRHLLGRAYLCLLEGDKMSQSEAQEFNFVLOOSPDNLPALLGKACVS
FNRKDYKGALVCYKKALRSNPNCSGTVRLGMGHCEFMKLGNIDKAQCVGALVGLATILELNN
QOHDSIKRGVELLSKAYTIDSVNPMVLNHLANHFFFKKDYVKVOQHLALHAFHGTEVETMR
SESCYQLARAFHVQGDYDQAFQYYYQATQFAAPGEFVLPHFGLGOMYLARQDSENAAQCFEFE
KVLASQPGNYETLKILGSLYANSPSSEKRATAVTHLKKVTEEFPDDVEAWIELGGILEAT
DTEGSLKAYEKASQLLTETVGTDIPPEILNNIGCLHFKLGQYNEAQSHYDQSLDRCTQEC
MODEEYYNSLMVTVRYNMARLHEALCEFEKAETLYKEILKEHPRYIDCYLRLGCIARDRQ
QIYEASDWFKEALQKNQDHADAWVLMGNLHLAKQEWGPGOKKFERILONPKTKGDTYSLL
SLGNVWLASTHQPHRDKTKDKRHLDRALSYYKDVLHKDSHNLYAANGIGAVLGHKGEFYRE
ARDVFAQVREATAELPDVWLNLAHVYIEQKQYISATIQMYENCLGKFYNFHNTEVLLYLAR
AYFKAGRILDCKTTLIKARHIAPHDSLLLENLALVQRWSASSTLKNLOSTLADVLSAVRE
LEMAQRNFVFLSREGDRLKFDLQFASHEAKRCADLLSQAQHHVARARKSEDEERELREKQ
EKEMETLROKQIEQEEKLAKERERQLOLOQEQARQEFIQKTONLLHF TREASPPPKPSRKK
RGTADVQSDDPENEASASGPQRKRRRRNNEEDTGDTAASGGKGRKKKRFISQAFVSSSED
ESGGEEKKTEETAVEEREGESHEGEEEVGERSLOSEDSSEESTSGSESESGSGSNDEVRQ
EEEGKEEDEEEAKGEEPKEGSSPEPQEDTTAEQEVEEKVTQHNVSNRRRIESDDDETLAT
DCRRLELTAVPEFLQTEFSNYSTFKQISMYLDYNNISGIGTNDLSLMKNLTRLTITHNQLS
YTEDNAFSYQDFFNILDLSENLLTSESFANDSENSTGSRVATLKITDNLLTHPPRALAKK
NRHMSMSTLFLDNNPMGPVLKSDAFEGYAQDIRELFLNNNDENEIDVKFLEGAHISDKLY
LRNAGIREIRPRTFWKHTSLKHLYLDNNDLSRQESRNSEFVKMDLKTLNLKGNFITRIFNE
TFRDLKSIRELILDSNKINRIDAQPFRKMTLLRKLYLGNNEIDDSNPYFLGDLQSLTSLD
ISRNRLTEFPDVSGLPILTTVLASYNNIKELKEATEFNTSEYLKKLQLSDNRNLEVIDRNA
FKRNNQIEMVDVSEFSGLKRLPSFETFPOQLYELRLEHSKLTELPKDLCTIAPNLRLLYAYD
NYLESTPDLSNCTKLIHIELYYNRIKATPEFAFKGLSDLOQTLKLYGNRITTVHRNAFRGL
NRLYELDLSHNQITYLPHGLFEFNLTNLRKLELQFNATITNLPDNIFSDLNHLELLYINDNA
IRTVGSVLFHGNMTWLONLSVSNNPEMDSFPIPTDGFPFLHSLGMSNLPLIFNVPTVINT
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PRIQTIDFTYSYHCCLFKDYAPPYRALTLEESENTGDPDVLEFTFONTPAEEVTLAPEVSD
TLLFHGSDPFTHDNAGDISPOQFIRELLEYQRRENVTLVSTONGQVIVVDNSNHSIVARL
KDEESRYLRTILPSFFVNREVYCTPPPSSLTPCDNLLDPOQPLPVLVWVIWEFTAVIANLAV
LFVMIVSKEKLEVPHFFICNLAFADFLLGVYLAFLGAVDIRTRGKGEFYKSALTWQTGPGC
QTAGFIAIFSAELSVFILTFLTLERLHTIAYSFKSGRLRLRNATIIVFICWILAGILAAL
PLEDVNTYSEVAVCLPFRLSNIRDKLEFIALILTVNLTAFFIILSSYLHILRLEFCRSRASC
TEQGNKREKIVISFKMGMLVLTNLICWLPLAVVGYAAIVDQHIINFTVAKFFIILIFPIN
ACLNPFIYSIFTKQFLSRVRGLCKRKDTMQHVSNNNSEYRLSFRRNSIASAASDTCSSTL
RINSPREDIDLDMLSRRQOSRRSEFSVQLASPPLPQPIVGLASPAPYMGRRYSSPAIFGMES
GLPEAQGLEGRGEIPRSHSKCLSIVQEESDESDTEEAAASHSPRRRRRSSDPELLNSALP
GGLKDLLNARSNKVSDERRDSGLVPSFEGNSPLHYQSVSPPAQSSTLIRTSGEGHSRDDA
TSTNYRIPSLSSPAAASRVHFKEYIPRRSSPLSTHSIRIINPHTAKQSKHNVKESQV

>PAC:15722199 pep:novel
scaffold:Aqul:Contigl3465:46025:47249:-1 gene:Aqul.223671
transcript:PAC:15722199 description:""
MSNNSTDYSYPCGLPPDFPPSFGIPPAINYIQAGIALVTGIIGLLLNIFILFIITIKYRSL
HORLMFIATIQITIVEIAYSLLVPPAIVVSGIARDWLLGEAMCNILGIVNDGFAYFREMMT
FILTLDREVSVFLPFFYEKHSKRIIYSLLSLVYFTTFFRVLLPVKGIMGCYIYAYRLRRA
TRRIVPENLSAESQRGNETKILKESFQFFTNITHGAFFAVVMLVGRTSENSIPVVDAIAT
MKDKEFREAAKKLILSIRERLDEFHSLSVEEWKPKH

>PAC:15722200 pep:novel
scaffold:Aqul:Contigl3465:47402:48655:1 gene:Aqul.223672
transcript:PAC:15722200 description:""
MNNSSLESSYACGLPEDFPPSLNIPPAINYIQAGIALVTGIIGLLLNIFILFITIKYRSL
RORLMYIATIQISIVEIAYSLLVPPAIFISGIAREWLLGEAMCNILGIVNDGFAYFREMMT
FILTLDRFISIFAPFFYERNSKKILFGLHGLVYCTTFFRVLLPINGIMSCYVYVSTNKIC
TAFSGCSLGCYYFVEVSIILIIVVGALLPLSMYVILFTKAYRVKKATKKMVPAPSTPSEE
MKSCTSQKGSVVYPELASAPSAFDDDLTDQKTKRQIRPSVTSSKSRHLSLSAENKKSLQV
TITMFILLLSVIGCTSPAFVLYMVQFLSLHDQKTFFILIMLLGRTSENSIPVVDATIAIMR
DOQFRKSIKLCFRR

>PAC:15722205 pep:novel
scaffold:Aqul:Contigl3465:58133:59373:1 gene:Aqul.223677
transcript:PAC:15722205 description:""
MDANYTCGLPPDFPPSLNIPPAISYVQASTIALVTGIVGLLLNAFILIITIKYRSLHQRLM
YTIAIQIIVVEIAYSLLVPPATFVSGIARDWLLGEAMCNILGIINDGFAYFRFMMTEILTL
DREVSVFFPFVYERNSKKILITILLIMVYFTTFLRVILPLKGVMGCYTYVPTNKICTAYSD
CSTGCYYFVLASVVTIVLIGAITIPFCMYMILFYKAYKVRKISSQAVTTHSPSPSESSIAT
VQVNMSTIKGSLPRGRESSICEHDLEKSRKSISGDENFQVTLTMEFILLMSVIGCTSPAFV
LYIVOFISLHNNSAFFIVIMLLGRTSENSIPIFDATATMRDKQFRSSAKTFLGTLRKCI

>PAC:15722301 pep:novel
scaffold:Aqul:Contigl3466:127368:127973:1 gene:Aqul.223773
transcript:PAC:15722301 description:""
MESNSTFSEEFSGPAVAAVEFTVEMILALIANGVVLSITLYQRKSLKQSSTIFFTSLILAH
LVLNLLYLPLFITIGLAAGEWIFGSTDEEKRGTCYFGAF IFWWMVLVISLTLAATISEFDRFEL
FIVKPHLHKRFMRPWVALTLTIAIWILSAVLSIVHLFGFRLYIDICLSSTADIGFVVYIT
LLSATVLGIIFVTSFWTFFFH

>PAC:15722303 pep:novel
scaffold:Aqul:Contigl3466:143707:144618:1 gene:Aqul.223775
transcript:PAC:15722303 description:""
MDGNLTFTGEFSGPAVAAVLTVEMILALIANGVVLSITLCRRKSLKQSSTIFFTSLILAH
LVLNLLYLPFRITALAAGEWIFGSTDEEKRGTCRFFDVFIYIWMVLVISMTLAAISEDRF
LFIVKPHLHKRFMRPWVALTLTVAIWILSAVLSSIYSFGFQLKEFDSHYNCSVTISISLGV
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SAIILAFIFNGIIFITSLWIFCFTRREFFKDQSVIAGESVYASKEKRLEGIFGCMLLVYAT
CFVPGVLYFLLLLFINVPLWLNIVVIVCFLFITVASPLIQSYFRPDIKSVLVLYCPFHEC
VCC

>PAC:15722304 pep:novel
scaffold:Aqul:Contigl3466:158017:158931:1 gene:Aqul.223776
transcript:PAC:15722304 description:""
MNENMESNSTFSDOQFSGPALAGILIVEMILALIANGVVLSITLYQRKSLKQPSTMEFFTSL
ILAHLVMNLLNLPFIITALAAGEWIFGSTDEEKRGTCYFKDEF ITFWWMVVVMLTTLAATISE
DRFLFIVKPHLHKQFMRPWVALTLTIAIWILSAVLSIVHLFGFHSYTDICLPSTTGIGES
VYAILLSATIVLGIIFVTSLWTFCFTRRFFKDQSVIAGESVYISKKKRLFGIFGSMLLIYG
ICFVPAVLYFLLRLFIDVPIWFIIVAIICFHFITVINPVMOSYFRPEIKSVIFTCCPLHI
CvCC

>PAC:15722305 pep:novel
scaffold:Aqul:Contigl3466:174002:175763:-1 gene:Aqul.223777
transcript:PAC:15722305 description:""
MVYSRETEGMESNYTYTSDFSGPAVAAVLTVEMILALTIANGVVLSITLYQRKSLKQPSTI
FFTSLILAHLVLNLLYFPFFITIAFAAEKWIFGSTDEEKKGTCYFVDEFTFWWILLVISITL
AAISFDRFLFIVKPHLHKRFMRAWVALTLTIAIWILSAVLITILGITIFVTSLWTEFCEFTRR
FFKDQSVIAGESVYASKEKRLFGIFGSMLLIITGCIKCILNLIA

>PAC:15722306 pep:novel
scaffold:Aqul:Contigl3466:176289:177188:-1 gene:Aqul.223778
transcript:PAC:15722306 description:""
MERNFTFTGNFSGPAVAAVLTVEMILALIANGVVLSITLYQKKSWKQSSTIFFTSLILAH
LVLNLLYLPFIIIGLAAEEWIFGSTDEEKRGTCYFNDF IYWWMVIVISITLAATISFDRFEFL
FIVKPHLHKQFMRPWVALILTIAIWILSAVLSSVHVFEGFHLYIDICEFSYSDNIGFRVYFEV
LLSATIVLMITIFITSLWTFCFTRRFFKDQSVIAGESVYASKKKRLFGIFGAMLLIYGICEV
PGVLYFLLLLFIDVPIWFIIVAIICFLEFITIASPVIQSYFRPEIKSVLVSCFLLCNCKC

>PAC:15722307 pep:novel
scaffold:Aqul:Contigl3466:179848:181571:1 gene:Aqul.223779
transcript:PAC:15722307 description:""
MEDNYTLTDQFSGPAVAAVLTVEMILALIANGVVLSITLYQRKSLKQPSTVFFTSLILAH
LVLNLLYLPFYITISLSAGEWIFNGSDEEKRGTCYFALYIFWWMVLVISTTLAATISEFDRFEL
FIVKPHLHNRYMKPWVALTLTIATIWILSAVYTTFYIFGFQFDHHQFDSQYCSLPSSSSRG
FFGLFAALIILGIIFVESIWTFCFTRRFFRDOQSVIAGESAYASKKKRLFGIFGSMLLIYG
ICLVPAVVYSLLYLFIDVPIWFITIGTISFLEFTIANPVIQSYFRPEIMGVLSWLDNKHT
VEGRFFMDVAQKISEVKTDPRSNNPYDEIKVI

>PAC:15722410 pep:novel
scaffold:Aqul:Contigl3467:295897:296859:1 gene:Aqul.223882
transcript:PAC:15722410 description:""
MSEFNDSFIAMGTINGPAVATVLAIEGLIGFIANTIIVLGITIYRKKSWKQSSTIIFTSIIL
AHLIMITMFLPLFVIAIGAEEWIFGSDDMOQKROMCLELNFVEWTMKLLIQIMIAEVSEDR
FLEFLYKPHHHKKYMRWWVTLTLTTVLWIVAITILNVLPLEVDDNDFSYIFTYRPCIPRRQV
SSYYFLVDLASYILIYVEIFITSVWTILCFTYRFIHNLSEVAGESVYASKKKRLEFGIFGSM
LLAYFIGFAPFTIAITIIRSFYGVPIEVFATTEVTFOMTHIATPLIQSYFRPEITNTLISFEF
KAFLROKTHSARYDVRNPET

>PAC:15722868 pep:novel
scaffold:Aqul:Contigl3474:41881:42879:-1 gene:Aqul.224340
transcript:PAC:15722868 description:""
MERNYTFTGDFSPEAVAAVLSIEMILALIANGVVLVITIYQRKSWKQSSTIFFTSLILAH
LVLTLYLPFTISALAAREWIIGSTDEEKQGTCGEFTGEFVNLLSIYVMLMTLCLVSIDRELF
IVKPHLHKRFMTPRIALVLVIIVWSEDTAFFSSGFIDGSGVEFRYINYLGVCYAFTTSPV
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MAIFRFFFASLIFITIIIITSVWIEFCEFTRKEINNQSMIVGEGVYASKKKRLEGIFGSMMLV
YGIFFTPSIFFSALLAIVDFPGVLMITAVIFFFLVITLSPVIQAYFRPEINSVIANIVCC
KILKNKSYPLAISSTCNSSSAVLDIRVSSLDV

>PAC:15723144 pep:novel
scaffold:Aqul:Contigl3478:344429:345397:1 gene:Aqul.224616
transcript:PAC:15723144 description:""
MNYSSDEVNGPAVAATLITEMALGLVANSIVLVITEFTOQROSWKOQPSTIFFTSLILAHLVL
LLLYLPFFIVSSIAGEWVEFGKTLQEKRDSCSVAAYTIIWYSALVITLTLSVISEFDREFLFIV
KPNQYKAFMKQRVALCLTITIWLLAALLNSTPLYGLGEFGYRSYGTCVPLWEDNRGYVEY
MLIVFALAVSVITIITSVWTMCFTRNFLSHQSETIAGNSVYTSKKKRLFGIFGTMLIVYVIC
LSPGFIVGFLSQFVDMPEEFYLTMIFCEVAITEFVNPLVOSYFRVDTVMCIKCIHKKIERN
KSSTCYINDDTVSTRFKSKSEP

>PAC:15723376 pep:novel
scaffold:Aqul:Contigl3481:356027:357182:-1 gene:Aqul.224848
transcript:PAC:15723376 description:""
MDYNEFTTTGNINGPVLAAVFAVEAVVGFIANIIVLSITLHQRKSFKQPSTIFFTSLILSN
LLNVLVYLPMTTVATGAEEWILGSTFEQRRATCVFAGIISWINVYVITGVLAATISFDKCL
FITKPYFYKRFMKPWVALAITVTLWIIVALMETLPSLGFGEYDYLEFDYGPCYIAFRRNRG
YVIFCISLLLSFITIITIITSIWTFCFIRRFIRDHSAMEGDSVYNTQRLKLFGIFGSMLLA
YGTCYGPVIIIGFISFAIQIPEELDAATIVAFHATIPTMTALIQSYFRPDITKPLASFKNA
ICSKLNAAHSSSN

>PAC:15723377 pep:novel
scaffold:Aqul:Contigl3481:357495:358439:-1 gene:Aqul.224849
transcript:PAC:15723377 description:""
MDYNFTATGSINGPVLAAVFAVEAVVGFIANIIVLSITLHQRKSFKQPSTIFFTSLILSN
LLDALIYLPMTATIATGAEEWILGSTFEQRRATCVFAGIISWINVYITITGVLAATISEFDKCL
FITKPYFYKRFMKPWVALAITVVLSIIVTLMFTLPSLGFGEYDYLEDYGPCYVAFRRNRG
YVIFCISLLLSFITIIMVTSIWTFCFTHRFIRDHSEKGGDSVYNTQRLKLFGIFGSMLLA
YGTCYGSVIVTAFISYGIQIPEEVDAATIVAFHANPIVTALTIQSYFRPDITKPLKSFKNA
ICSKLKKMACSFSN

>PAC:15723378 pep:novel
scaffold:Aqul:Contigl3481:358690:359643:-1 gene:Aqul.224850
transcript:PAC:15723378 description:""
MDYNEFTVTGNINGPVLAAVFAVEAVVGFIANIIVLSITLHQRKSFKOQPSTIFFTSLLLSN
LLDALVYLPMTTVATGAGEWIYGSTFEVRRATCIFSGTSNWFIVFITIGVLAATISEFDKCL
FVTKPHFYKRFMKPWVALTVIVALWITIAFILALPSALGASDNDYGFRYGACYITLEDHP
AYIGFCSLIFSIFITITIIVTSIWTFCEFTCKFIRDOSEIAGENVYHLKKMKLFGIFGSMLL
AYGICYGVSMTIGILSVSIAFPNEVHATSMVAFQLNIITTPLIQSYFRPDITKSMTSLKK
FVQOTQIKKLRYSPSSPE

>PAC:15724271 pep:novel
scaffold:Aqul:Contigl3491:40566:41698:1 gene:Aqul.225743
transcript:PAC:15724271 description:""
MSLNSTDFLLTGDINAPVEFSAILGIEAVIGITIANIGVLLVTLYEKKSWTKSSTMFFTSHL
LANLNVSFSLLLEFSIATGAKEWIFGITPQGKNQICIIVAYTYWNSALITIAMTLSAISEFDR
FLFIVKPHFHKEFMTPRVALILTITLWLLGSMINTTPEYGIGQYGYFSSYGICTNIFQNT
SMEYLTLNVSIYSAIYLTIAVMTIWTFCYTRGFIKEQATMVGSDGVYLSKEKRLEFGIFGS
MLIAFITTVLPGYTIGFISAIYPLODNVYLVNIAFNDSIIMTNPFIQLYFRPEIKSLIGS
LTKKIRNKFKMKQHSTRIRVVPINN

>PAC:15724373 pep:novel
scaffold:Aqul:Contigl3492:85968:87038:-1 gene:Aqul.225845
transcript:PAC:15724373 description:""

30



MEMDEMTILEENKNFTLSEDINGPLLAAVIGLEMITGFLTNSFILVLTICYLKTWKQPSN
IFLTNMLLNNLVIVVIVTPFSIVICASGEWIFGNTLSEKVAICEASAYFFTFSTTVAIES
LVLISFDRFFFIVMSFEYKKYMTVNRAITIIVIISWMLAATILISTPLYGEFGNYRESNSYGM
CVPNFRNLGYAAYGSTIILVLILSIIVISTWIYCFTRRYIKRRSSASSLSYNSNEYQSON
RKLVGLFGMLIVIHILCYTLEFVAVSALRPFYTAPROQLWATTFVLVILMTSLSPLAHAYFR
YDIRSFLHRLYMKIKGTCICSCVGTSATQKEATQSFDTSIMKTINGIHEHKTQLSIS

>PAC:15724923 pep:novel
scaffold:Aqul:Contigl3499:218831:219745:1 gene:Aqul.226395
transcript:PAC:15724923 description:""
MDGVNYTLSEDINGPLLAAVLTLOMIGALVANGIVLIATLSQYKSLKLPSTILFTSLIIM
HLVMALLYIPSWILSAASGGWIFGRTMOQVKEGTCKFAGFILWYITILVIYMTLAATSVDRW
LFIVKPQLYKQFMKPKVALTITASIWILAALINSTPFYGIGRFRYAIYGSCVPTFEEQFEV
YVVLMMATFLATISAVILVISVWTYIFTKKFIQEHSELEESSVYVSRKRRLIGIFGVMLIA
YEVCEFSPGYIFGFLSQIYDLHDLSYATALVEFFMMITIINPITQSYFRPDVKKAFVKLKIK
CLNT

>PAC:15724924 pep:novel
scaffold:Aqul:Contigl3499:220902:221882:-1 gene:Aqul.226396
transcript:PAC:15724924 description:""
MEKSNFTLSEDINGPLLAAALAIQMIGALVANGIVLIATLSQYKSLKLPSTMFEFTSLITIT
HLLMALLFIPFYMISVAAGEWIFGRTVEEKEGTCKYVAYIFWYITLVIYMTLAATSVDRW
LFIVKSQLYKQFMKPKVALTIIVSIWILAALINSTPFYGLGEFRYSAYGCCVPVWEGQFG
YLLETIASEFNFIVLCVIIATSVWTFIFTRKFIQEQAALADSCVYVSRNRRLIGIFGAMLSG
YAVCFAPGFIVAVLSQIFDLELSAYATVLSLEINVITIINPMIQSYFRPEIKKVLTAFYAK
CKRFCIRSSVHNNTEAGKSFTVTSYK

>PAC:15725490 pep:novel
scaffold:Aqul:Contigl3504:239296:240444:-1 gene:Aqul.226962
transcript:PAC:15725490 description:""
MDLDSSFLDYANCSDONDTTPLFINLTVVSNVVIAFHATFISLVIVTGLLANSTVLVLVA
KDKRLRHRSIVVGLNIVEVDILLTIFYHGVILTNCLSKGWSYNEQPEPDLICRAYGVLTT
VLLNIRWEGIAVLTTDRFLTVKFPFRYEKYSRRFLIVASLLTWTIPPGLASLLSLSLVSY
SFRANIPTCLPSCINATYRMACALINTGIVMIMFIIGCITPSGMYIWMYRKARKMRTKYT
LGELALNVTTSVAVKNIRKAQNTRSQYDROQAMVTVFLIFLSILFTSSPSFLELIVRQIST
CIFFKIPVVIHFIVTIDIFIVSTALDPLVLMKNHDFRTVIYELFHKKCWCRHHVTDGRTSS
TEAETQSSSANINDMHETNLKN

>PAC:15726227 pep:novel
scaffold:Aqul:Contigl3509:476758:479483:-1 gene:Aqul.227699
transcript:PAC:15726227 description:""
MEEEYIENDNFTLSEEINGPLLAAVIAVEMVAGLIANIFVLALSCFHCEIYKKPSTVELT
NMLVANLIMIVVVMPVPIATCVSGEWIFGSTVSSKLASCEAMGTLFAWSTLIATESLVLL
SEDREFFFIVKAGKYNEHMTVKKALTIVVASWILATILVSPPQYGEFGGENFAESYGLCGPS
FRSVGFSVLITIPLPVTFMLHLMLNLPQVL

>PAC:15726228 pep:novel
scaffold:Aqul:Contigl3509:480547:481672:-1 gene:Aqul.227700
transcript:PAC:15726228 description:""
MEEEYIENNNFTLSEDINGPLLAAVIGVEMVAGLIANIFVLTLSCFHCETYKKPSTIFLT
NMLVANLITIVVVMPEFSIATCVSGEWIFGSTVSSKLASCEAMGTLFGWSTLIATESLVLL
SEFDRFFFIVKAGKYNEHMTVKKALT IVAASWILAAILVSPPQYGFGGEFVFANSYGLCGPN
FRSVGFSVYGFFIIGSLIISIVVISLWTYCYTKKEIKEMNSRMLRESVYFSQHTKLVGIF
GTLIIVHIFCYSLFLSVSVVRPFVATIPROLWATTLVFLLLITILSPLVQSYFRSETRNFT
ONLLLKIRLSKSHPTLPTRMTVTSLIKLKAPSQTLSE

>PAC:15727588 pep:novel
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scaffold:Aqul:Contigl3518:220905:222439:1 gene:Aqul.229060
transcript:PAC:15727588 description:""
MEDNFTFIGEVGGPAVATILITEMILALIANGVVLSITLYQRKSWKQPSTIFFTSLILAH
FVLNLLYLPFIIVTEFVAREWVVGSTDEEKKWTCYYITEFITFWWMVLVIFMTLAAVSEDRFEL
FIVKPHLHKRFMRPWVALTLTIAIWIFSATIYSIVQIFGFHLYIATICLTPAAGIGVEFFFLL
SVISIILVITIFVISLWTFCFTKSEFFKDQSLIAGESVYASKKKRLEFGIFGSMLLIYGICEV
PVIVLPLWFDIFATICFLEFITVANPVIQSYFRPEIKIS

>PAC:15727589 pep:novel
scaffold:Aqul:Contigl3518:223413:224838:1 gene:Aqul.229061
transcript:PAC:15727589 description:""
MESNFTLTDGISGPVLATILIVQITLALIANGVVLSITFYQWKSLKLSSTIFFTSVILAH
LVLNLLYLPFRITALAAGEWVEFGSTNEEKKVTCTFAAFFFWWMVLVILMTVAATISFDRFEL
FIVKPOLHKRFMRSWVALTLTIATWILSAALSNVHIFAFHLYIATCIRPSNSIGLITILG
ITFVTISLWTFCFTRSFFKNQSVIAAGSVYASKKKRLFGVEFGSMLLIYGICFVPGFLYFFL
SLEIDVPVWFETFAIICEFDEFITVANPITQOSYFRPEIKTLALIAYGAVVTIYPTLSKEILFE
KOSLLYHYLLPLHLLE

>PAC:15728240 pep:novel scaffold:Aqul:Contigl3521:7527:8483:-1
gene:Aqul.229712 transcript:PAC:15728240 description:""
MSENSTDEVLTGDINSTTYAAVLGIEGVIGMIVNVAVLLMTLYQRKSWNQSSTIFFTSLL
LSNLITALWYFMSSIAVGAEEWIFGNTFEQKNATCLEFIAYLFWNCSMNSMMTLAAISEFDR
FLFIVKPYLHKRFMRPRVALILITIGVWLLCSLINTTPFCGEFGVYRYYSPGGICSTSYETS
GFFYLLFLVVVYSIIYFITIAFTSIWTFCFTRREFMONQAELVDSSVYQSRRKRLFGIFGYM
LLSYITIATILISYITGIINMFYYLPSYVSLGVVVVYGSFIISNPITIQSYFRPEIVIITIKQW
WNKIKRSSRNQDRDLNYS

>PAC:15728243 pep:novel
scaffold:Aqul:Contigl3521:18775:19746:-1 gene:Aqul.229715
transcript:PAC:15728243 description:""
MSENSTDEVLTGDINSPTYAAVLGIEGVIGIIANVAVLLMTLYQRKSWNQPSTIFFTSLL
LPNLITALCYLMSSIAVGAEEWIFGNTFEQKNGSCMEVGYILWNGIMITAATLAAISEFDR
FLFIVKPHLHKQFMRPRVALILITIGVWLLSSLINTIPFYSTGGYGYFPPNGICSFLNETS
PYYFVVLILVYAISYSIMAFTSIWTFFEFTRSETIKROQGRSVDSGVYQSKNKKLEFGIFGSML
LSYILSFFPSYIVGFFVYFGLPDPDGLYAFTFCTYGLVVIINPLIQSYFRPEIKEVLASFEF
ANKIGLKSNKILPVRIQVEPKPD

>PAC:15728244 pep:novel
scaffold:Aqul:Contigl3521:24043:25020:-1 gene:Aqul.229716
transcript:PAC:15728244 description:""
MDSMSEFNSTDFVLTGDINSPTYAAALGIEGVIGIIANVAVLLIMTLYQRKSWNQPSTIFFEFT
SLLLSSLITALVYLMSSFAVGAEEWIFGNTFEEKNGSCIFFGFFLYYGGMLNAATLAVIS
FDRFLFIVKPHLHKQFMRPRVALILITGVWLLCSLINTIPFYGFGVFGYLYDNGVCSLIY
EHSGLYLLVLLVVYPMIYCITASTSIWTFFFTRSEFIKRQGRSVDSGVYQSKNKKLEGIFG
SMLLSYILTLLPSYFVALLVFIFGQLDSAFAFGIGTYGLISIMNPLIQSYFRPEIKETLV
LFAKKIGLKSNKIHPIEPQVAVTAD

Adhesion like GPCRs

>PAC:15701718 pep:known scaffold:Aqul:Contig7151:312:1956:-1
gene:Aqul.203190 transcript:PAC:15701718 description:""
NISNPRCVYWNEFTTAAYGGREFYYVGGRGNWSTDGCNTTENTTDDDLSEFTACHCDHLTNFA
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CLVDVSARVNEPTQPPQYVTVTLEVVSIVGVCLSIGGLVLTIITLVIFKKLRAREASKEH
IQLCLSLIFMLAVEVSGIDRVSVRAGCITVGVLIHYFALVAWMWMGAEALLMEFQKLVIVFE
TDITWKYLVGISLICWTLPLLPVIITLAVDVDFYIYLYEPENQSGFCFISDMIPFFAAFL
LPVFIILIFNVIIYVITIIRVLILHTIRKNKRMSKSSEFKTSDATIKMILSYSGILILFGLTW
VSAVFTFISEPNTSEFIVQFFFAFEFNAFQGEFFIFFFEFIILSSDSRDAWRSLLCPGTLRDEM
KPOQTSTTLKSKTLNSKTMSLOKKNVPRNAILSEGGKNMPNEKQTDETDNIIFENEANEFED
EVFSIDDEFMMSEFNNIRFDROLSARRKHLVEKIEIDFEFDVAKDD

>PAC:15705926 pep:novel scaffold:Aqul:Contigll1591:6943:9517:-1
gene:Aqul.207398 transcript:PAC:15705926 description:""
MATRATRQCRRNGVWDTHDISNCADPKITAEFVSIADTNVTAENVVQVAQNLSEVVMTAS
QPGDONEYNLRNVSSLLVQTANLEFSSPNVITVLSTKEVSMATKSTVEILDNVQEWPSPVV
ATQSNNIIQSFERIVEALISQENFTNLIITIETGIAFQGLRVQKTNEFSSITFSGSPLIDSD
TNGTVTCSCNHLTNFACLVDISTRTGNLPPPRPVTVTLEIVSYIGVCLSLLGLVLTILTL
LIFKSLROQRDTSKFHIQLCLSLIFMLIVEFVVGIDRVSVRAGCITVGVLIHYFALVSWMWM
GAEAVLMFQKLVIVEFTNLTWKYFLIVSITCWGLPLLPVAIVLSVDVDHYITFYEHTEEGFE
CFLGQLNMFLTAFFVPVMITILILNSIIYILVLCLLILHTLKKNKRLOQKSTMKLSQATKML
LSFTGIMLLFGLTWIFAVETFTSEPGVSYTVQFFFAFFNAFQGFFIFVEFFIVLSNDSRTA
WKSLLCRCMMNNEQQTSKYNLSSLNSKKKRFPNSNTYSSSETGNERCLPSLSKEDNVSAS
QEKKSDDLDLVQLKGTHEKCDSTSTHECSSL

>PAC:15707415 pep:novel
scaffold:Aqul:Contigl2272:16391:17429:-1 gene:Aqul.208887
transcript:PAC:15707415 description:""
MLIVEVAGIDRVSVRAGCITVGVLIHYFALVSWMWMGAEAVLMFQKLVIVEFTNLTWKYFL
IVSIICWGLPLPPVAIVLSVDVDHYITFYEHTEEGFCFLGQLNIFLTAFFVPVMIILILN
SIIYILVLCLLILHTLKKNKRLOKSTMKLSQAIKMLLSFTGIMLLFGLTWIFAVFTEFISE
PGVSYTVQFFFAFFNAFQGFF IFVFFIVLSSDSRAAWKSLLYRCMMNNEQQTSKYNLSSL
NSKKKRFPNSNTHSSSETGNERFLPSLSKEDNVSASLASQEKKSDDLDLVQLKGTHEKSD
STSTHECSSL

>PAC:15711607 pep:novel
scaffold:Aqul:Contigl3059:50341:52905:1 gene:Aqul.213079
transcript:PAC:15711607 description:""
MTVTILCPNGPNGATASRICSASSDWESPDVMMCATTDVTINGF IELSKVNITVDNFHSAA
FNMSSLVENATRTLADOQNIENINVISTVLEAITSVLLKSKSAQLIIETTRYFVLMLNSLM
EWPIGVINVLINNIIQSFEEFIQVVFEQKNFTVIKIAEENILFRAERVILPKNIKNVTNS
ENIDVVSTLYKKATFFPVHEEVNSSSSVMTVVGSAVISIIVGGIPDGTELIDPVKIILAL
NKENVTNPRCAFWNFTGADGIGNWSIDGCTTVVDPNDLSNVSCYCDHLTNFAILVDISTR
TANGTSPPFGVRVGLEVITYVGVCLSLVGLILTILTLLVEFKKLRKKDSSKFHIQLCLSLC
FVLITFVTGISRTSVRPLCISIGALIHYFTLVEFWMWMGAEAVLMFQKIVIVETNITWRYT
LIVSIVCWIMILLAVDNGYYVTSTKNSEFCFIGKMVPLLAAFLSPIFLITITINTIVEFTLV
IRTTLKNAIDRKKRMSNSSLSVSEVLKMLLSFTGIMILFGLTWISAAFTFISEPSVSYTV
QF IFAFCNAFQGFFIFIFFILLNKEYRKLWKAHEFVQCEFPKATIHSDYKSGHSTKSKSKNE
NNYAISSHVSLNDTNKEEMKDTSL

>PAC:15712029 pep:novel
scaffold:Aqul:Contigl3091:39856:58653:-1 gene:Aqul.213501
transcript:PAC:15712029 description:""
MELTCPLLSALPFLEFFVLFSALDLAHSQSCSNNGSVRLTTNSGYGAVELCENGTWGSICR
DFWDNNDASVVCSQLGFSPYGATASPVYRSSTLSSHHNEFNFTCNAKNDVAESNCTDGEVR
LIGGSNDYEGRVEVCINRAWGSICGSSEFGTADANVVCRRIGAIPNGRFASRVGSLGFPSG
TATYPLLGSLYCFGTEPDLTKCNONYLHARTYSFCRSRSNDAAVRCELRGGREFVPIVGAM
KROLWRVGNWGSLSAVPGIDYSRWPVGLTVNCTGTEDNIWDCAYSLTDEIPNSCSRFSPA
SIYCYNSTIPDNCTTGDVRLVGGNAVNQGIVQVCINHYWGTTCRQSWHNSETMVACNQLG
FORYGGMQVDSRTFELVTSRPNLETNMYCNGRENSLEDCSRNMETISSLVSRTCGSRNYDV
AITCEVPCTSGDIRIAGGPTSLIGRVQICSNRTWGTICSDYWDTTDARVVCKQLGYSNYG
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ATAIRNAFSDSLWPTHITDLNCIGDEDSIWNCSENRQPPRNCFWDASVSCQCKRSNNTNV
TSCKTGDIRLVGGQTIYEGRVEICIDRVWGTICGSNWGIPDSNIVCKQLGHIGLGSIAYT
TSNKFGRGIGPIHLTNVRCSGRESNLLSCSHTPYISPSSCTHENDVGVKCEASCENGTIR
LYSNSDSYFRRYGRVQICINNVWGTICDQSWDDNDASVVCRMLGYSPYGATALNRTEFTEG
VWPFHIRELNCTGSEDSIWDCPHDNRPRSNCGTTINDAAIPSDCSTGDLRLRGGSTQYEGR
IEMCYNGLWGSVCYSGFGYNELLVVCNQLGYQRFAVRASSAQFGSSRLPVFTLSGRCTRS
HTGNLTSCAQKTLPGPFCYRSNEARVICKARCTDGDMEYDTSSSYGHVRVCINGTWSLIC
ASGLTRRDANLSSVLCSSLGEFSQYGATYSTSYINNGEYFYEFVYDVICNGSEKNVLDCQRV
LSNVRSCFQPVIVYCQKEGIEAPVNCSDGDIRLYGGAAPNEGTLHVCSSNSWNNNTRTIH
RLTNFQFPITVOHRECRGSEEREFSDCPVRSLISHSTPCVVDAVNITCSAPCVNGSVRLAY
PDNYYYGQVLVCIGGVWGSICRNEYWNHADASATIALPSSQONGDANYISILSGLNCTGDEA
SEFTDCIVDSNAPVCSRENYATVICPVPAGEYSNCTDGEVMLVGGDTEYEGTVQICLNRAW
GTVYPNSWNINSAQTVCNVLGYTAIGALPTRNAFHGRGTGPVLESSIACSGPQQSVEDCS
VSLNTIGREHYNDAGIQCQOPFCNSGDVRIIPDNSRMPNEGVVEVCVNRTWGTICDRSWNT
TAANVICRQLGYSPTGAITIISSRYYNDYKPVHIGDINCTGSEGSEFTNCLLNYTTQAGCTG
FEFNDARIRCAVLPETNCTAGSVRLVGGNTPEEGRVQICENNHWGEICPLSWTTPDALVVC
ROLGLPTVGAYFTTEFGKGDILTVNFTTAYGCRGNEPSLSNCSFSVSPACSLFTYHAGVH
CEAHCSNGDIRLRADHRYDNFGRVEVCLNGTWGTVCTNGEFDSNSASVVCNQLGYSPYGATI
AMTRSESILPHNIYNVSCTIGDEESLLNCTYSTKPVAGLTCGTSDDAAVICQDLSVEYSNC
TDNEIQLVNGPSPNEGTVQICHNGAWGVLCYYRYSNAINQAVCNQLGFQTEGAVATFGRY
SNVPILYSSVACQSTDKYLSDCTEFTGQIGSSRCGSKSIIGVRCHHCTNGEMRIVQRSNQL
FPOYTVGRIELCVNGSWGTICSDFEFDNSDASVECROMGYSPLGAVPLVGYFPEGIFPFHI
VDLNCTGDEESIGDCPRNGLLSEYTCNGNNDAAVSCIKNEEAQYANCTDGQIRLLGGSNP
LEGRAETICHNSMWEGLCPTFQSTYSYNATICKQLGHLGONARSSLDPFFKLPVVPYFHKQF
SCSQTEDNLNNCRIVSTLCPPONNVYLHLKCEERCKNEDIRLOGVTGQDNAGRVEVCVDG
EWRSICODDFEYTDASVVCKQLGESPYDNNATIDSSCGNGDVRLMGGANELEGRVEVCYN
KMWGSICGTEWRSNSANVVCNQLGYQGSSTSAFRGYFGEGLGPSITSQVSCGGDESSLLFE
CINDTFSALRCGHLSIANVRCQESCADGEVRLNGSSASSIGRVELCIAQVWTTVCHMNWD
LMDARVVCRQLGYSPYGAVPTYNCFTEGQLTFGITDIHCNGTEDNLLNCSHSQEPLLHSC
RSHEDAGVNCQEMSSVVRANCTNGEVRLVNGSGPHEGRVEICINEAWGSICSNEWDDKEA
DIVCRQLGYLPLGARVKSFGPGSSPIFLSNLYCIGTEDNLLECHQQPCRTHNCSNANDAG
VVCERPCTNGNIRLGDDISGLRGRVEVCVNMSWYTVCHHGWTSKEASVVCHQLGHSKHGV
LAATTVFDYEWPVGLENLHCNGSETSIWDCNETTTNDVGQTCGRFDDASVFCIPDSAYDN
CTYGDVRLVGGDTDYEGNVQICSNNTWTSVCSGRSWTSEFYASIVCROQLNYDIGDCYDDYD
YYDDYEDDRNKREIDDYDNEESSSCRSKALFNNYFNTNYTPAFIYSDFRCRGREDSLLDC
FKETDFERLLECSATTAIAGVRCSGIRVCPQLPRPGNGSVSIRGSIAYYSCEFRGEFRLNAT
NNTRYCODNATWNVVDCGLLPNPEGGKVGIERSTLGGIAFYACQANFSLGGIPVRRCLEN
STWSGIAPACENQTVPNDIPGRSVIFEYIYQINIEIPSLEPPPSRPPPGQFAGRKKRATS
FRLSTHERFILSLLRETNGTHIVNCTVMQSDDGSDNGPLRPTREESSSSNQPVMCNITSY
STTDLSRSITSTVESGLLSDAEQLNIVQSSIVYGIGGEFCEPNITNSSLYGSNGWPKTGGG
SSTTTSCQYGHYLYWDRDDIDAPVHRYCQPGGEWSSPNYTLCRDTRPYVSILGQRHSVDY
NVTFQEGESVDIICQTONALRIPGDIITWYDPKGDVVPHESSLINGSSEFSEGVTISDEKQ
LRVDIFSPFSTLTSYYNRALGHSISPSRSIEGTYVCEGSNSHGSRSISVTININAPNGPY
SSVEFIRGNLTNITNEGSITEEQYKLAVIEDIILDNITTSNKLHRVNCKEVALRPEDOQNLA
NYSRIDCSIREYPPGNASLELGQSVTKNFDIENSTLVSVIGEFCNYEESVHSKYGNYMWSE
SYGGTSHTKPCPNNESKSIIRHCITNGDGWGDIDEFTPCRELYIREFSSNETSVIPSGNSSA
VLDNIRIITIELAVPAKASCGQVEDESDSSNSRIECVITGTMESPPTAATLOMLTNNITSA
LVSROYTVLRSTATSEDGEFCDAQTEITSSPDRGRYEWPEAQSNTRKSLPCVYGPGRARAT
RYCLSRGNWSVSDTSNCATALTLKERNLENVITEFNVIVENLEATIVINLSVILNNTEDTA
DRNRDNLQVVLKILRETGDIFTESLEEFDIETIEMIVNNTVNILDDVEEWPLPVIQPSVN
ITTIQSFEATAEALVTKANFSNITIASEDILLRGERIMRDEENNEGRKEFTVSTENNGLNVE
SEKANENGLLPEESASISVPASIISLIPNKENVNVIFVAYNNTELEPIRTGRRDSNQTST
RDLAIGSQVIGFSIPGIPEGTELPEPVNISLRLANPKTGTLENITSPTCVEFWDFKAAGGR
GNWSTSGCRTIVIDSSESTVRCECNHLTNFACLVDISARTEEPTOPPKAYRTTLESLTII
GVIFSLVGLTLTAITYLIFKKLRVRDASKFHVQLCISLEFLMLLIFVSGIDKISNRAGCIT
VGIFIHYFALVSWMWMGAEALLMEFQOKLVIVESNITWRFHLVVSLICWGVPLLPVIITLST
DPDNYITYYQDTSQVEGFCEFISNTGAFFGAFFVPILLLITIFNVVVYILITIRVLVLHYLRK
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KKRQSKDTMSAKEILKLMLSFIGIMSLEGISWIFAVLTFTSKSPRAAFGAQIMFTLENVE
QOGFFIFIFFVVLNNDTREAWKNLLTPWKNNRDYSKKGSSSKATLSTTSRGHDKSSKSSHFE
GKKGALDHNLKQRNQSLPSIHSLDCNVAVPNIYSMIDDEETTINEPPSVLYEEVKKEKGE
QEEEEEGDKAYLNGKAIKDVRIERKFTVRNTHQIEKADLDEFKSKDDDDDSADDDADAF

>PAC:15712840 pep:novel
scaffold:Aqul:Contigl3153:44375:50033:1 gene:Aqul.214312
transcript:PAC:15712840 description:""
MICESLTLESPRIIVPPSNTTGDLYGTVVLNCTVSGTPQPRVIWEKDGREISDQNLDEYS
FVIRELSLPDRGFYQCQAVSEMPNGTIQTTNRTGPVVVNINGIVQYTASLYVPESKRDSL
ATATPDESRRILQEFVDEVNEIVAGKILAGGNELFFIELLASSQYNSSDHTVPVLLTIIT
KERGSLELLIKVRDQLKKLNIGEFKVDGIFDREDGCSSETILIPSVIDPSLAISLTWPETN
IGEEAVVWCPCGGVSLGNGTLYARRYCGGNFTDGREWGMGHEF SPCNFTDRARRICKLAEL
PPKDLVKRLTSENIDDFDPREISVLSSVLLSAQDGVIGQTNASKDMESVTSSIAMLDSDT
LRMAQIQSSAPSRLLONLEIVTNNLPLVDTDSVLTKLPAFTIEVRKVEKGDFQGETFEIG
NKEGTQROQROATGGVNAASISVPPSLLEEAGELEDGGVAVSSIYHRSTSLEVEEAGKSNV
GTSVISATLVHNGTGVSVRNLSSPVVIRFEKPPKQSGLINHFTCSYWSESTLDWSNHGCH
LVNDSNEFIVCLCDHLTNFAALLDVSPEPSSEPVDTDIGKALNALSYIGNIVSLECLGIT
IITYLKSRKLRRSDHGQLLLNFCLALVGLYLSFILSLHSTSIDPLCAIASILLQYFLLVS
FCAMATEALNLYVKLVIVLGKGISRYVLKAALFTWVTPVEVVLECFAPGYKYYMNDNFECR
AEYIPFYIGTVAPFILIYLEFNWAMFTMIMAQLLRKKCRKKFAESYSDETGMSFKQQLLIA
ITLSILFGLGWGFGLEVSATIFTSATIRNIFSVIFILLTSFQGLFIFIMHCLRSAEVRKE
WOQRWIFRITGVKRFEPPSSVINSSVIRRRSTKSSSEFSKSTLRREGTVESDESGPITERTI
ELSLGKALDDIVFPVPPIELKKVSELFPSTSGPHFGHDTDSVNCVSLDNPFQFSTCDAPD
SIRSPLSPLAPHQISHLDNPLTTSDSDKNGVINDSISSHYVFEF

>PAC:15712844 pep:novel
scaffold:Aqul:Contigl3153:60195:69264:-1 gene:Aqul.214316
transcript:PAC:15712844 description:""
MLCLVTGMLFLLTIAFCPIGAQGACNSLPEPNVKTLTVAVGATFTFRISYNRCLONGVWSS
YTNPNLANDPSFTVIVEQDSSLEFWSSTLSSVANVSKIGQYYFTIYNSNQESFSQTEFTLIT
ETPPQVSIMPMMKLNAVQGDNASLVCTSESSPVTIEVICNSHEFTNSSDVEVSVYFAAYY
LTKPPTMIQELAGGNISLEFCSVTANPLPPVVYWLTSNGLNLTNISTSVVASPKVIEKCKA
DGLPPPSITWLANRRQIGGLSSTFTITTVATDSVRODVPTFTSRLNATDLLPTHNGSYEC
VVENQEGTARIQYNISVIPTATPPAEPYFFASYNRTFYHEFGSTVLLSCPVTGYPQPNIT
WEKDDVLLVGAITEDYETKKLDLNTRGIYRCEATNELGSIKSDNMTVKIKGLVQYLITVK
FSKEFIDNFFGHETRRRRODDDDTYKATEERLNALIGRVESDLMVLLKENNSLVFEFVSM
VHHGIATSLLOPTIQLLLTILSDTGGSDLLKSIVEDSENKLKOQKLAMAFETDGNPESSTVA
REDGCTPATTVIPSPNGDPNLDFAFPWPETDLSQLTITLRCPCGPEGFDIGVIRNATRKCG
GNFENGAVWESPIDEACNEFSTSARELCALASLEEPVEVLTGLDNITASTEDIGSLELSTIS
TVEVENLTTIVRGDRTFTETFLTVTIDNLLSINENAITIESNEEARTSGRLLOSFEGVVDDI
PVKSTDKNTITILRTKFAVIVQELNTNSEDDDDSLIFSVTINNTKNEFSSANSVSEFSDDLNDP
SGQIVIPGSILMNVTLNSTVRLTQTAFDTDALFLRRNSLLMKYSYLQVGSILVSASEVDY
NISNQEDLINITMKKDKIHHINAICSYWNYTADDYYGNWSNYGCSVLYEDSDIVICGCNH
LTTFALLLDVSPEDDPNRPPPFTEFATALTFIGCAVSILCLVLITILTYSTIEKRLRNTNNG
KLLINMSCALVGLYVSFIPASYAAPIEELCVVVGAFLHYFSLATFLSMASEATILYVELV
KVFASGKGNMIMKATILVTIWVTPFFLVVLTLAPDYKNYVYDRLKQQCKMKSQTGNANLGST
TAKQLMLMITLSVLEFGLGWGLGLASTSKFPIQWLRYSFEVAFITAVTFQGLFIFILYGIK
VVKVRKTWLKWEYLVTVQREKAQKVEYSLKSTSYSMRQSSKKLKAMTYSLGTYDSGNVEL
KKVNHOSQFNSMSPSPEPADKPATITDSTVKKLLILEEGKLKTEKLANGCKSEDLDNKSGQ
A

>PAC:15712845 pep:novel
scaffold:Aqul:Contigl3153:69456:78702:-1 gene:Aqul.214317
transcript:PAC:15712845 description:""
MPHLITRIGLLVLLAFIYTAGASCTVSAPSGPRTIRFGSQHTITCQFSANCESSSWTKDG
LSLSNNPNYTVTSGSTRSSISENASLSDTGDEFVCNVIKFHESDSSIKRYFRIFVEKAVEV
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HIYPNAINSVEGEMVSINCTAIGAPTPSSISWYRNGLPLNPAPESNKSTDQQTVTSRLVL
QPLERNDEGVYSCSAFNAPSSIGFKTAHSSDVLVIVYYLPLEFILOPPFIVEGIAGGNTSL
FCSVIANPLPPVVYWLTSNGLNLTNISTSVVVSPKVIESTLTLENVQLSDELNYSCVVEQ
VIPSNNNRTLIKAQTQLLIAYPPQVSSPIHNVIVNASDEVTLLCEGEFGNPRPVIEWYFIG
KDGNEVQIHNASRSLPLSDRTIVSNLTLTNVTIIDQEGSYRCKGINNVINLIGSKEDTLIH
LTVHSPPQLIRVNSSSNYSLLVNESITLSESINFASPPVKSEQVAWTLTTVNREIKELNS
SDQFQISADGLSLTIFSVSLEENGFIQSTVYNEVGTDSKGYYLLIGTSPSVSILPRHVGV
AIGTRNISFTCSSSGHPIPLLTWYANDQELSLSQDKYSSLYTNTNGTSVLTLEDLGLSDA
ARVTISIPNPPVNSSSIAFKRIDNESLSQVDIIYDESMRLVNISFTNISVSDNGTYQLTMK
NLAGEDTIDNISLNIKALPQIYSTVYSILLQEGDSSFIECKADGLPLPSITWLANRRQIG
AFSNTFTITTIVATDSVRQGVPAVTSRLNATDLLPTHNGSYECVVENQEGTARIQYNISVI
PISLSFCDHHPCSNGGTCVNGPSGYLCICTEGWTERNCTKFATEKSSPQFLSYNRTLTEY
REFGSTVLLSCPVIGYPQPSIIWFKDDVLLVGAITEDYEIKRLDLNTRGIYRCNATNELG
SIKSDDMTVKIKGLVQYQANITESQOKYIRSEFIDQEFRKKROQVEETFKATEERLNKLIGTM
NSEMRKILSTNKSIDEFNYISLELLSSSNINSLLDSITVVLSLESKSRGTAELTFAVKNAF
SLLNGRLEALSHISDSVHVDDVRREDGCPTEQTTNPSPNDDPSLAFILNWQETDLTQVAT
LRCPCGPEGFDIGVVRNATRRCGGNEFKTGAVWEPPIDEACDFSIAARKLCSLASLONPEK
VLAGLENITAISSDMGPLELSISISLIDNLKSEITGNTELTDSYFTIADNIISIDSDVEI
ESNEESSTSKRLLOSFETITENYPIPTDETTIVLRRREFIVVTQGLNVSRDRNNNESLSIA
TNGNGESNTNHPVSLNNNVTDPLASIFIPGSILSNVISEATSTIRLIQTAFDNDLLELRR
SSLLNKWSHLRVGSILISATFAQHDISNQEDLITITLKKDKDLKANATGVYCSFWDHSSD
DYYGNWSNYGCSVLHEDSDIVICGCNHLTTFALLLDMLPNEGTNTPPLPYQKFVSSVTFEL
GCAVSILCLVVIILTYSIEKHLRNTNNGKLLINMSCALVGLYVSFIPASYAAPIEELCVV
VGAFLHYFFLATFLSMASEATILYVELVKVFAKSKHGMIIKAVIVIWVTPFEFIVGLTIAP
NYKNYVYEESKFCRPTOQWQFWIGFISPEFVMIYLYNWIMFLITIVSLFKQQCRTRGGGNSN
LOTSFKKQVLLVITLSILFGLAWGIGLVATSSISIQWLRYTLELSFVIAAGLOGILIFIF
YGLRISKVRKIWLKWIYIVTSQHVKAVEIDQSLRTTYMIRRSTRLKQSTYKLGTYADTNV
ELKKYKLPLSQSTTANSYSSSTNSSATTADTPLADSVKEREKVVHF IDNNDKLKEDKLTA
TDEHRQVVDDEIDSRQITDVVEENDASQENDASQENLEKISISDLVPEPV

>PAC:15714390 pep:novel
scaffold:Aqul:Contigl3237:64596:65582:-1 gene:Aqul.215862
transcript:PAC:15714390 description:""
MTTTIHSSSQVHCTSNHLTSFAVLVDHSGVIETVSDGESLALSTIIGYAGPVISIIALIIT
LILLILLRKKLOQKGPLLYVHVNLSLSLLLALLVEVLGIELPKSTIPWLCSVVAGLLHYLFL
CVFCWSLAEGIMLYILLIKVYGSLADKWYLLLPLGWGVPITIIVGISAGINYDLYGTENYC
WLSEFNKGMLWSFVGPILLIILVGDLLYFITITIINYVD

>PAC:15714837 pep:novel scaffold:Aqul:Contigl3258:6528:11841:
1 gene:Aqul.216309 transcript:PAC:15714837 description:""

MSPLLSCAITVALLLSVIRTGESQLSIFGSNGRIRNNSYAINDRYFFVLSCHSNQQONSVT
WLDSNGNPVLEESQFTNSSFTKASDGSRNLVNGVSAQDFROLFLVPNLGLGVSILREFYLN
TEGDVILPNSSIAGTYTCRSGQESQAVDVSVRSPSGSFAQLFVRLTALLSNITNVNNEDY
RLAVLEGKMFFLVSLGLNLTTDPIRTISCSSVPLTPPHIGNNSLGRFECNVREHPPINSS
FVQSVSQAFVNGARDNPNFQDLATNVNGECNYNQTVSLOQYGTITHTWSESVGTVVLALPCSN
RPGHNVTRLCQINGTGWENPDYTQCETSNNCPSQTIVNDHGTFEWPVTSTGVLASLPCPC
SPIGAIATRECRSNGVWGSPNISSCVSSRITDEFTILAEADVNVNNVVEVTQONLSDLVDM
TTERVDONDINLLSVASVLNESANVFSSFRETIILLSIEDVSMTTESTVEILDSVQEWPPQ
VVANQSNNIVQSFERIVDALISQENFTNLTIIETGIAFQGLRIQRINENGITFIGSSSNE
SLLVDTVELSKEFSSLDELDLATISLPTSISNETTADDINLAFTLYTQSTLFPIRDSVPDT
VVGSSVISASVGGIPDGTVLSDNVTVNLRIVVEMVEDTSSRIGGTMVPPHTVTIVALEIVS
SRIGGTMVPPHTVTVALEIVSYVGVSLSLLGLVLTILTLLIFKSLROQRDASKFHIQLCLS
LIFMLIVFVVGIDRVSVRAGCITVGVLIHYFALVSWMWMGAEAVLMFKKIVVVESNITIK
YLLVLSVICWTLPLLPITIVLSIKEDYYITFYSNTNDQVGFCFLGHLTVFLTTFLVPVFEL
ILTIFNLVMYILTILRVLILHTVRKKQRQGKSTMTPSEAVKMILSFTGIMFLLGLTWIFGIF
TFISEPGVSYTLQFLFAFFNAFQGFFIFIFFVVLSSDARAAWKSLLCPWSIENKQKTSKC
HLSSDKKTMIDKKSDESDESKNSSDYSSLPPSLPTPFLPSLSENENRVDATPKSIGDIEF
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KGARITRRSTRKHTHHIEEVKLDFFDSDTDDYFENDF

>PAC:15715470 pep:known
scaffold:Aqul:Contigl3286:116289:118263:-1 gene:Aqul.216942
transcript:PAC:15715470 description:""
MSVDVYNNGGSRVPVAGLSDPVMVSETVTSSNSMSECAFWDSTSETWSNDGVTTVRSTTG
ITCMATHLSSFAVVQRGPVSSSTTPTPTPTGVTIPPTEPVTEEYSPEPILFVGLITISILLT
LVAVIGHLASDAQRHCPEGRLLATSHITLMILYFVEVLATAATYTDSTGFCGTFAGLEFHY
FSLVYFVWLMFEGLFYAVKLRMGIGGNVEFTRHFFIVSLIVALVLPAVIVIISAAAGYDYY
TVENAFCRPOMHLFYYGYILPMIVIYLLALLNYITSFFLIYCSGMTSAEKQFRKDSVISH
YYVGLILFITIFGVVWVFAITGTQYNITGPGSTALQYVEFGFFSMIHALLLVILTFARTSDT
RLAFRPVTRMIPGQKGQYDFAHDPSVGKATRRETYGLDSSGKYLTNETEAATTAEKEPLA
SGDVDDEPRYVTTTMTEKEPEASTVVANEEALATEEEDKKTEL

>PAC:15715471 pep:novel
scaffold:Aqul:Contigl3286:137526:150978:-1 gene:Aqul.216943
transcript:PAC:15715471 description:""
STNIDLVCSTNYQSKTGLPYPLVGSAKDYGVNEFIPNYITDFSCPADSSYADSSCNYTTNT
QSCAGYSGPSPDDCGSGNIQIQQOGSYGYGHLNNNQYLVTGYPQICVTYDYIPICRDGVSE
EELRYICYRTGYYGYTLGPVIGSESNFTAPNSTYSATNLSCPVESEYDNCNYTTENGNCD
TRGGPILLTCLQVPSVCRHGDVRIVDGPNNYTGRPEFCYFGTWRSICGIGFDLYDAAVTC
SLAGEFNHDLARNLSAGSYGYNNLPPVLAGLQCTGKEGSEFSNCTPINGDLLSSCNYTQAAA
VACEPVILAINTTINGTATLGPNTNLTLTCTLDYQFLSGDFQLNSIGWYRNGARLSSVSG
RYNLTESEVEQYRCRYYGYYGCDNETVAVRLVLAFENLMLSDAGEYDCRVNLTDENVSRT
VVNSTTETLNITRDGTSSTSSVIVSTSVSTEVESSTIEPSTTSVSTGVETSTIELSTTSV
STEVESSTIEPSTTSVSTEVESSTIEPSTTSVSTGVETSTIGPSTTSVSTEVESSTIEPS
TTSVSTEVFSSTIGPSTTSVSTGVFTSTIEPSTTSVSTEVESSTIELSTTSVSTEVETST
TSEFSEFSSSVSISASSESVIPTPSSTPAVGEPCYSTNNAREFGNASRETFYPGSQSVYTGRV
EVCPRSRVYTPVCNDAINDQFAYAFCRRINYNSYPVYELLIGTESDYSVYNTTSLMILPV
DVITSTSECSDGNSVRLLNYTRVYNRYADFETVSSGRVSGCVNSQYVDICADGNSDLEAT
AQRACNDRDYNSRATIIPWTSDYSMSSSGIVLRNVSCGSDVYSLQGCTYEISNITECPSG
ILAVTCETTCSNGRTRMVNERVEYTSNGSARVSGRLEICINRDWVSVCDDDTLSEPLADI
ACNSIGNGEFNSGVFLPSNTSLYGSNDRVYTNFTCEFARSCYSSYQSLYYSSFITTADGRY
GFIGRISTCINMQEAVYCNNTITSSNIDLVCSGNYQSRTGLPYPLVGSAKDYGVNEIPNY
ITGFSCPADSPYADSSCNYTTINTQSCTGYGGPSIVTCINGPYSCGSGNIQIRQGSYGSGR
LNNNQYLVTGYPQICVTYDYIPICRDGVSEEELRYICYRTGYYGYTLGPVIGSESNEFTAP
NSTYSATNLSCPIFSEYDNCNYTTENGNCDTRGGPILLTCLQVPSVCRHGDVRIVDGPNN
YTGRPEFCYFGTWRSICGIGFDLYDASVTCSLAGENHDSDSNEFQFSMARNLSAGSYGYNN
LPPVLAGLQCTGREGSFSNCTPINGDLLSSCNYTQAAAVACEPVIPRSCYSSYQSVYYSS
FITTTDSRYGFIGRLSTCINMQEAVYCNNTLTSTNIDLVCSTNYQSKTGLPYPLVGSAKD
YGVNEFIPNYITDEFSCPADSPYADSSCNYTTNTQSCTGYGGPSIVTCINGPYSCGSGNIQT
ROGSYGSGRLNNNQYLVTGYPQICVTYDYIPICRDGVSEEELRYICYRTGYYGYTLGPVI
GSESNFTAPNSTYSATNLSCPIFSEYDNCNYTTENGNCDTRGGPILLTCLQVPRMCYHGD
VRIVGGPNNYTGRPEFCYFGTWRSICGIGFDLYDASVTCSLAGEFNHDSDSDEFDEFSMARNL
SAGSYGYNNLPPVLAGLQCTGREGSESNCTPINGDLLSSCNYTQAAAVACEPVILAINTT
INGTATLGPNTNLTLTCTLDYQFLSGDFQLNSIGWYRNGARLSSVSGRYNLTESEVEQYR
CGYYGYYRCDNETVAVRLVLAFENLMLSDAGEYDCRVNLTDENVSRTVVNSTTETLNITIA
GPQLISSPONYTVINGSNVMENCSETSELMMTAQWYYASLTGTTNGSPLTSGVRLVVSPT
VYNGVNQYSTSLSINTAMVPDIGVYQCVGSSTNGIATGYGSLIVLVAGTIDVTAVAQSIE
EGNTLTLTCTVSSSYPEVSTFSWEFRGSSLITLTNRVTISTGSTIDTSTGLYTSTSQLMIQ
NTLTGDSGQYLCRVPPVEFSLPSLLDRIAVSITPRNECIIDGGSTPCVNGYCVDEVNDYYC
VCPDNFFGRNCETPVVINSAPVIVTPPMDODVPLGSLVNLTCVATGAPQPVITWYLEGTL
IPGANSPIYIIDSIQPAQRGTYSCRAMNSEGMVQATATVTINDIRQYVTTLTASSSRKRQ
VOLPPATEAVYNQTRDTLVGNELSPGSGIIVADITYALASDGAGVLFIFTLRVPPMANTD
GITNSLNALTADIAANYPGISFSPVMREFDGCSPETLPVTAGSSLNIMWPEVDVRVVARPIT
CPCGDITTNFGAVGIRRCNGTEFSAPAVWLTPNTTQCIFDQTTTRLCQLSMNDNAEEVATQ
LTNITTNTQEIDPVDIGLIGTLAEEVAEDASDPEVLDSLMSTMNNILDAPDSVLEESQQS
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SNGSQRIVNVIEAMARTANITRGGSVIVVRPNVAIEAQAVEASTENGAEFSIGTTSTGTL
DENTTSSSTNVNSVSIPPTLLTNVGVNGSARIGEFSATITNSKLEFQPRDTSSNTPPVRVESI
VLSIDIYIDGGSRVIVQELSDPITLSFTITLNTGSSRRRROQATPSNTISECAFWDTTSET
WSTTGITTVPTATGVNCIVTHLSSFAVVQRDAPVSSSTTPTPTPTGVTIPPTEPVTEEYSP
EPILFIGLIISIVLILVAVIGHLASDAQRHCPEGRLLATSHITLIILYFVEFVLATAATYT
DSTGFCGTFAGLFHYFSLVYFVWLMFEGLEYAVKLRMGIGGNAFTREYFIVSLVFALILP
AVIVIISAALGYNYYAMENVEFCRPQKFLFYSGYVMPVAVLYLTTLISYCVSFFLIYCFEM
TSAEKQFRKDSVISHYYAGLILFITFGVVWVFAITGTQYNITGPGSTALQYVEFGSESMIH
ALLLVILTFARTSDTRLAFRPTIARMIPGRTGKYEFAADTRGAQETYGLDISGKYLTDETK
MARADEKEPLAVSNIDEDDEPRYVTSTSVTIVVVNEDALEGDEKTEL

>PAC:15715659 pep:novel
scaffold:Aqul:Contigl3294:88816:94720:-1 gene:Aqul.217131
transcript:PAC:15715659 description:""
MNTLTSLHFYTDSCNGMSSSHLKISKCIFPDACMLEYDGONISCTVSKKEGPHFYSLTLN
VTKGESTISEFIWKQYFTAQSLYCDIWALDDVAVSIEYLGQSRVIYNETENNPSGWIFYNGR
ESDDSIECDNRNGKCLEFFSDGQGEANRTATSPLEFDVNLVEIVTLPSVESSNVLCDANDET
LIHISFLFQLHNFTQPLPITDSFPNTILLSLSTDQYEAPLAYYAPVVNAGHFGIMPMPTS
SLSGILPSSTPLPLEFCESNGTWPKTSANQONVSGFCHNGIINANREFCNRDGVWEETIICHTS
EDFNRISQEIKQODPNLALSILNETREAFSSREAVVLLNMIVTSVENVTEEHTEQVIGISE
SITRMKNISNNKEQRRIAGTRLLLTILDELALKLDSNNSVILSETITQLTFLEFGVQRIENK
VACSITIATVMOQYMFLVTEMWMLMEGAILYIALVKVETTRTRHYAVAFTLVCYSVPATIYMM
LVVPIGYLVDTGNNQSNHYLLYNNDELVACWLSYETGFIWSFIAPVILIILINIGFFIMA
IVIMKRHKKAQPNQSEFYNDIKYWIKCSMSLTCVMGIAWLGSVLFFREELLFTAYIMTVLI
AGQGIVIFVLYVPLSKHVRAAYSKWWNDKKANSEIIGSLSLRASNLLRPFSFQQTSVSVA
IKADQYLPKHCENGTSKDSSDTLNKARLDQILNESGMKDESEFTIIANEIDDDYLTVTDS

>PAC:15716310 pep:novel
scaffold:Aqul:Contigl3316:88085:89670:-1 gene:Aqul.217782
transcript:PAC:15716310 description:""
MVNGSDVGPASFPSEKHLLVRTTVMIVCSLSMIGAIFVILSYVCFKSLRSQARQILVNLS
LMDFGIGAANFFGAIINFDQYYKDMNNGTVLTGTHAMDSLCKTQAFTIALLTTYCSVEWTT
SLAVYMYSLVFLNLKSTKKMRLCLPACYVLCYGLGIGLSIWLILTNRLGHSPYNSSGWCS
ITITISPGNKNVDFMAAVFGYDLWIYLTFFICAVVYPILILOMNIEFKGAIQLIGSKAFWK
KALEFLNFKLFLIPIAFLLLRIWSCIVNIVEFVYCGVDPDSLPHWVSMFLITIMSGIGDSGQ
GLANGLIFVFLTSSVRDKFLPRCLKKCKHTIHINAEERSLVLSSDKLDEEARRVSPNSIV
TPTSSLY

>PAC:15716311 pep:novel
scaffold:Aqul:Contigl3316:89980:91114:1 gene:Aqul.217783
transcript:PAC:15716311 description:""
MDEFGVGLENFLGAVINEFNQYYTYYDPKTGLVTADSHPTVEKICISQAFLAHFCTGASVLW
TAWLAVYMYMLVEFQVYFGSKKFLSVGYATICYGLPLGMSVWLLMTDRLGYSIYNEAAWCGL
IVSNSTALTGLPDYFAITIGYDIWIYLTITLTATIYPVLEFTYLHIEYGQARKLVGGIQYW
REALVFLDVKLIATIPIAFVILRMWTATILNILITYAMIPPDNIPTSISTALIYLSGIGDSG
QGFVNGLLFVFLTREVRKRLFCKRRHKQEDKRQLLTSENQRTHGNVRCNERQRTYSPSES
LRVESDVDG

>PAC:15716762 pep:known
scaffold:Aqul:Contigl3334:88161:92636:1 gene:Aqul.218234
transcript:PAC:15716762 description:""
MNTNNDTYSLLVALTLITQKVQGDKMLLSSVRHVLDSLGQKLSTIQISVTAVERYDGCPSS
FTIIPSHSGNPNLTITIVWPETNIGVLAVVDCPCGTNGTSGGGKLQATRYCGGDFTNGAV
WDAPDVMRCNEFSDLARAICRLKDLPVGERVRELETLTSDSSALGPTEVAASVSVLVSATG
ELEGDITLTTTFLDTVDNILVVNQKVLOESQESSNTSSRILDAVENVVGDITITNSSEPV
VITONSFAVLVQQIDLEELDESSQAFSDVSPKNKPTERSELTLFLDSISYVGIMVSIVCL
IITIASYLLSKKLRSSDHGQLLLNLCFALLGLYLSFIVALHSKDTNIFCAFSGAVLQYFF
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LVTFIVTAAEAIDLYINLVIVLGHKIDHFVLKATLVSWIAPVEFVVLFCEFSPDYKSYISDP
PNFCRAFKAPEFYIGVVVPEVLIYLENWITIFVMIIVSLSRKTLSLKLNNVKTKKESKILKQ
QLMIAITLSILFGFGWGLGLLVTEDIYTSKTVRDLIASVEVFLTGFHGLFIFVIYCLRSK
EVREVWKNVELCKKGKEFSTTNENRIQKTSTGTTTMMSHNLAVSLKKDQTCKFEEGSOMR
VHDYTKKNEPREKELNKSEEHINLNCIPNDDAQATLREFYTKKYQDQFNIGETEAISKVDS
KSQEPQYSVGNFGNDNKRNDSHEVDEEHF

>PAC:15716767 pep:novel
scaffold:Aqul:Contigl3334:124318:150547:-1 gene:Aqul.218239
transcript:PAC:15716767 description:""
NMYRANLQFFTACTTGSIQLVGGSHDWEGRVKVCNNGLWATVCDNNWDSTDAAVVCRQLG
WGTRTEQLLTNCTHSTAHNCGHSKDAGIACHVCTPGTVRLVNGSNSNEGRVELCQNGRWG
TVCDDSWDNTDAIVGNESVFLANVACNGAEMFLANCTHDEDVLSYNCSHSKDAGVMCLSQ
CVMYIMRLLICGIGCNDGSIRLVGGTNSKEGRVEVCSGGVWGTVCDDEFWDNTDASVVCKQ
LGYHSGTAFGSAYFGQGTGSIVMDNTHCNGTESLLKNCTHITEHNCNHNEDAGVKCVECT
PGTVRLVNGSNSIEGRVELCHNGRWGTVCDDSWDNTDASVVCRQLGYGPGTAFYDAYFGOQ
GTGSVVIDDVDCNGSESYLTNCTHTTEHNCNDKEVAGIRCSCEFGIVYRGVMTKKDQOMSQ
AVAVKTLKEFLIHNNGSVEYSPTITIGSVHYVCQAQGSSRGTYRSLSTITIATYTPNPGQSQT
RGIFQLMCSSESWEPDLDGGIPVPVSGLIDIPTRTDCLLCNHSFGSDRCHACITGSIRLT
GGSHDWEGRVEVCNNGSWGTVCDNNWDSTDAAVVCRQLGWGTSGTARTNAYFGQGTGSIL
LDNVQCTGTELFLANCAFTSNHNCRHSEDAGVSCSIPLPIMHSPGCIDRSIRLVGGTNSM
EGRVEVCSGGVWGTVCDDSWDNTDASVVCROLGYGPGTAFGSAYFGQGTGTIVMDDVHCT
GTESYLTNCIHITNHNCGHSEDAGVRCGSCITGSIRLVNGLHDWEGRVEVCVQGLWGTVC
DDSWGSPDAAVVCKQLGWGTICTPGTVRLVNGANSNEGRVELCONGKWGTVCDDSWDNTD
ASVVCRQLGIGTFGIALSNAYFGQGNVSILLDDVACDGTEQFLANCTYTSNHNCGHSEDA
GVMCLICIDGSIRLGGGTNSKEGRVEVCSGGVWGTVCDDLWDNTDASVVCRQLGYHSGTS
FGSAYFGQGTGSIVMDDVRCNGTESYLTNCTHTKSHNCGHSEDAGVRCTPCITGSVRLVG
GSHDWEGRVEVCVNESWGTVCDDLWDSTDAAVGTGSILLDDVQCTGTEQFLTNCTHLSTH
NCIHHEDAGVACHVCTPGTVRLVNGANSTEGRVELCHNGRWGTVCDDSWDNTDASVVCRQ
LGIGTFGTALSNAYFGQGIGSILLDDVACDGTEQFLANCTYTSNHNCGHSEDAGVMCPGC
IDGSIHLVGGTNSKEGRVEVCSGREWGTVCDDLWDNTDASVVCRQLGYDSGTSEFGSAYFEG
QGTGSIVMDDVRCVGTESYLTNCTHTVYHNCGHSEDAGVRCTLPASTPSDLIVTNETISS
LTLCWNALGSIDADGYVVNVTIGTSIIQTVQIEGGNSNKTRLEGLASGTIYSITIRAYQQ
LLGPASSAILGQTLQVCTAGSIRLVGGLHDWEGRVEVCVQGLWGTVCDDWWDSPDAAVVC
KOLGWGTSELTHCDSYLQYITKGGTALSNAYFGQGTGSILLDNVECTGTEQFLTSCTHLS
THNCNHYEDAGVACHVCTPGTVRLVNGANSNEGRVELCHNGKWGTVCDDSWDNTDASVVC
ROLGLGTCELDNIMYCEYSSFLVGTXLSNAYFGQGNGLILLDDVACDGTEQFLANCSYTS
NHNCVHSEDAGVMCLVPPTVIGTNIDAVLKGSEVTITENILRAFPLVSLDDIIWSFISIN
DAESRPILLNVTCAEMNEAICVDSKRYERYNFMEDHNLTTLTIQDVQVEDYGTFILSASN
SAGVGSYNHSLSVIVPALLGNVKGVVENETKNQSQVINITMNCTADGIPKPGIIWFYNDA
ILNLKPRVTIVQODLDRTIRDDVVHPDGTSVISILSISNANQRDDSGRYVCQAENIGGRS
LLTPPNDLIINVVPAKLLYTAGVSLEKERRONVSFNCTADGIPMPTIVWRKDGHLITIPFH
KRSITVRSSTGFRSSIIPGVLQTTSILTISDLTGSDDGRYSCRADNKANIGTVLIKPFIL
TIVEHARSVWKRAFFGVTGRDFTELSLSTENYVRGKSNGSTNTPMRSPHRKVSSEKSLST
RDSEFSEGKTFYKKGGSGQOSTQHECTKKKEEEVEGETITKELEVRAVDNDYAATEDTGEDFET
DGQGTLREFYTKKYQODHVETQFDSLNEGKSTDEAKKEEVPLSKEGNGHKLHVNVPSLLQEE
EPVKKKEAISVKSFPDDDEDEKRRLREEEDKAYDAYHK

>PAC:15717362 pep:novel
scaffold:Aqul:Contigl3350:58244:75248:-1 gene:Aqul.218834
transcript:PAC:15717362 description:""
MAMACLYLVAGVAFLLAGRTIAVAPVVAPLDGSQQVAVSPEPHNLTEFVVAPPVEFPSNISW
TYHNGLNTEIIDENTNPFLSFSPSRLTLTLSLPLSONEGTYTLTATNEDGSSSAFITLDIT
KSRPAFITLPSSOQNKHERENVTFPCFATGDPTPSIEWIFNDTEVINSSNEKYQIGLEFGES
NEGSLTVQDLEFPNTGVYICRASNQFGSLNATAVDLGVQVLPSVTSQPSDIAPVAGGVAY
LRCSVRGFPPVNVYWTKNITNVTELDSVVRYTTNSVYDHSSLTTHSTLTLNGSVLSTDDP
PATSVSDSTVRVNQSEFSTTENCSSFGIPPPSLEFWYFNGSNLESGGNVVVTRTSFVNESDL
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YIRSIELAIVNADRAAREGSYTCVAVNNVNNLISSPENVITQVEVQVPPRLVLPNGPSVL
GVVGSSVTLRFQVEDASPDVLPERTFWSFQGTPLSSNLSDRFAYSMDRRSLAINDLTHQD
EGLYSVMVVNEAGTIDSSEINLHIEAAPVLVSPFLTDSIVLQGNSTELRCSITSEPQPSVQ
WLENSNPLNLSISRLSVGFENGSEVREYFSVLSISEATMGDTGDYTCLGPNDTLSIRGE'S
VSLSCQTFGSPTPNITWLKGSMAVSSSPSISITSIRNGFTRESVLTFLNLSEFSDAEDYTC
LAONDLVTLTSGNSTPAQLIVNQPPLLASSTDEFSIFNQSQTVNISCHFLGLPPPSISWS
RSDSADLSDSVKEFTTFISSSEPPEGGVISSSTLQVIDVGESDTGNYTCTAANRATGPMEP
LNITSHSLRVLVQTSPLVNRVSAQTEIGVLTRNITLVESVSRDVPAVVPIDIKWELNGTE
ILSDDRHMFSDSRESLSIYNLTLPFDEGEYSVVASNIIGNGTESLELDVESEVGNPARMI
GSFFSLILORLSFKIISLCLCLFLFPVAPIITSNSGRVNTIEGNNATFHCLGVSEPVHET
SWRENGTDISPDSIKYSIIGNNTSNSTLIVHNVSLTDQGLYACHADNVHGVDSAVSVLEV
QVPPYISSPPSSSTVLVNTSAAFRCCSGGIPLPSIOQWLKNGTIIDEANRTSEFTIQESTYE
NCSVLNIANPVFSDRGEYACVSRNQLAEELMAINPPQVFRLSQATYTRNESDSEFTIECTS
FGVPLPTLYWVPGPLNITNRIGDGDLEFLTNGELASFLSSISGHTNRLVNLTDQCPMNRGP
SVCRGNVESSNDTNVECDRINGSLCPVSCGIDITSYNETRDDGRPVSVSRLTLCSLLKSE
ELSYTCVAVNNVINDIGTPEAVSANLVVQVEPYVESSQTDTQIAFRGHSTTLDENISLAS
PDVPPEGITWSFTHREFLDISEIITGSGDHYEFSESHRSLTLENLTTNDTGYYELTATNPA
GTDRHTIELSVQALPEIIRSTRSPVITVIDSVVPLDCFADGSPLONVSWTEFTNASGVLLE
EIRFVIDNDTARTGYTEYLPLVEGITRTYIMERFSISDNTVPSAMEYGRLSIRDINAFDA
GVYTCTLTNEYNLMEPDTYSVQVQVQLYPSISTHPQSTOQCTSGDSCSLNCTVTGVPAPNI
TWYHDGTLVDDHSIQFTYTYNQTTSVLNIASVNYLTNSGRYHCVGNNTLYSPGSAESNEA
MLTVLLNITRHKCRVSSLYLVTINPSKVLSLPSHTIINETEFTATLTCIVIGNPRPTVTIWSI
GSRALASSNNGKYVITTNNSMGGLLENVTSVLNISNVNKSDEAVYTCSSENEVRNNIGVN
RIAISRLTIQVPPTVVGMNKESVEKGSEIIISENITRASPPVSLDDIIWSEFTSINDVQSR
PMILNVTCAEMENATCVDSQRYQRYNFTEDHNLTTLTIQDAQVEDYGTFALSVSNPAVPA
LLGNSTGMIFNKTKTQLDEVINITMSCTADGIPKPGIIWEFYNDAILNFKPRVAFVPQODLN
ETIRPDVIHPNGTAVISILTITNANARDDSGLYACQAENIGGRSLLDPPNNLIINVPVEN
YCESSPCONGGTCNNLERGFYCICGRVGQAVYSGDTCEIRTESEIAPRFLSVTSVDIEFVA
LEFKPVTLRCSAEGLPNPSIRWYRDGVEFVEGSLGPSPNEYVIQEIRLEDRGNYHCVASNAV
GVVASETVLVNINDVIEYIANLTVQVSSLREGVNITSAADTIVNTINSGIAGEEIGSNST
FFEFIVRNGIPLNRTTNITVPIKITIRLOEDTPNDILRRNVEDRVSKEFGHHLEISDNQGVR
RENYCPPDNTDIPSPDGDPALRLIIEWPEILEFGRVONVSCPCDEFQLSSTVLLATRNCGGN
LITGAAWERPNIQPCNESVTTRQLCRLANLSSSELLNGLDNITGNIDKIDSAGVIVSATA
INSVVDDVISNDTLVNTTMNVENNIQGVSRQELVIAQRTSDSSEKMLRSLENITNTLPAN
TTILRDRMAIMTGSFLNSSISSSHNSTSNATVMLPDGEFLRDNRDNPEFVESVETSDSLEIP
NEDDGSTVGTPVLDFTLPDODVSNLAEPIQLMEFPNFTPPADGSRIPVCREWDTENNEWSS
DGCSLVGGNICSCDHLTSFAILLDVAAEEPPTAAEAEVFQYLTYIGLTVSIICLIVTLIT
YLGTPKLRNSEASQLLIHLSFALLGLYFTFIIAAQGDRLTKPVCGIIGALVHYFFLAVEF
IMAAESVDLFIKLVIVLGPKIQRFILKTATIIGWIAPLEVIPITTFILTSTCGPSGEFPLYI
GILLPFSVIYIFNYTIFFIIMISLIKKSASSKEFSEAKKKNRKAEIKKQCRVAFTVSVLEG
LGWGEFGVLASSAIGSTPVRIIEFNSIFTIFTVEFQGFFIFLLYVVLSPNARNIWKRWILRKE
ATKSTEASSSVGPSTSRTTOQKTNASNNYGRKAGGIGGGKGTLYRNVYSAAKGKSSSPYIT
KDLISSEFASSQPVVEELKERLRFRSIDDEDEDRTFMNPLDDLGDVMSLVSDTQSLHETT
FSEFPNPNPPSSQOSQEEDDEERDDLGDIEEGPGKCSTEFKNPLROQSLHRTTSRSSRPPDETE
LLSQSTSTDEPAQTVTLDLNAINGFTLSNGSSSLSQSQGLSGHDGSLLIRDEQVSEL

>PAC:15718102 pep:novel
scaffold:Aqul:Contigl3373:33197:34455:1 gene:Aqul.219574
transcript:PAC:15718102 description:""
MESDNSSAETPISEPPYCVGGHLNITIPGYIRVIAAITCALSILGAALITILSYVFFKDLRN
KAREVIVHISAMDLLTVAANLFGIIINFDSHLYHEDPLVLPPHYETYNTLCKGQATIAVE
GNLSSVLWTIAIAVYEFYICIMTDNKKTAKRSLYFFYLICYGLPLLIVVWEFLPTGKLGYAP
VGGSGWCSFVIDSNPTEKLDSSKKLDSRDIITLFEFGNSLWMYVSFITIIPFICISLLVYLR
LKTKKKEISNODKLRMNMIEVKLLAVPITFVFLRIWSELLGIITVYSNNKSCTLVTILLV
LGGIGDSGQGFFNALIFCLLNAKVRSAYFKCIKKSYKACKTWKCEKIEMKSRLIVNPDET
DTDQASTQE
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>PAC:15718113 pep:novel
scaffold:Aqul:Contigl3373:77074:78805:1 gene:Aqul.219585
transcript:PAC:15718113 description:""
METSCNDSLLDGGNAYYDVFLKISIGTMCTLSAFGSSLIILTFILFKDIRTIPRQLLENL
SIADLLTALSNESGIFTNFDKYLNYCLVPLEDOQNAGIQSACIAQAATGQLTTNSSILWTI
CIAFYMLIIIVFQKESTAKKLLPLYYILSWGLPFAVIVWESEFVGYLGYDPETTPGWCGIV
GSKLITDGNFTHKEKLVFPVVIGYTGFVYAAFFLLPIMYIVIRCHIKILFKRRPDGKMRI
HLOAESKSTDLKMIFIPLIFIFIRVWSLVVDSEDYYVDRDLKYKFKNSTVGAIFVLAKGL
GDSSQGFANATILFIGFTQAVRWKLWRPTQRAYKRYCRCCRHNRDELMMSRVTEATPLITD
DSTGTVYATENINDSCYEANKSFAQ

>PAC:15718116 pep:novel
scaffold:Aqul:Contigl3373:82903:84346:1 gene:Aqul.219588
transcript:PAC:15718116 description:""
MISNNSDYPSWSINSDIDSAFYKNDPILRGVVIAACILSGVGALLVIFSYVCSRQLRSQA
RLITILHLSFMDFGVALANFIGLSVYENKYYLESYKNEGDEFDDVTPVVRYSCMTQAIVAVY
CNNSSILWTLSVAIYLYFRIVTINPHSPEKFFRILLYIMYAVNYGLPLVLTIWLALTKRLG
FSPEFDSSGWCSLITYRYIEMESYKPVKVDVYASFEGNDMLITLTLITIPVLYFSTKRNAK
KQLSSVATENLRHKLNSIELKFTAIPLVFLFLRLWSLILSIMYDYAQVDDKHVPQKLKIT
LLYLSGIGDSSQGTANSITIFIFFTEKARSMLCALFCCFCTYFLKQTTVQSDMHEDSQEKE
PILTNSTSHQEYKAKGQTLYTITIQSH

>PAC:15718143 pep:novel
scaffold:Aqul:Contigl3373:173182:177811:-1 gene:Aqul.219615
transcript:PAC:15718143 description:""
MTRRSIHDVLFILLVLSLECRIYVSLSDGTNNTSCWTGGVQIPCATLDLAIQGAATLQYN
CSSGILINLSPGTYTLDTTSLLEQQLLRNNVSIIGMRDGSGYEEVSITCLHVSSSSYNWL
RHIAFQYVSLYNCNNIPVTCTEPNDCPISQDMYSYRFELNVSEFTNLPLSCSSHQALSSDG
CKCESLKFTVSVIDEANNDVYDWKNDLYVCTDDTCSIAINNNSVYSLSSLCENEEIINVT
MEKEVYIGTLGPINASINLTANVIVTIMVILIIILNIKLTNGLINGIVEFYSQMVSIVYPE
VITDVPSYWFLPNTFFNLDFTPFLGNYPLCIAPHMSPLGAISFWYVVGFYPLLLLLLLYV
WITLYDKGYKCVVLVTRPLHRCMARFWSMTGIEPSFTHSTIASIYILCFTLLTIISIKILR
FNPTDRSLFFYDANQNPTDHLFFFYDANQKYFEGPHIAATLFSVLILLLFILLPTLYLLL
YPFKWFHKLLDWLHLRKQLLISLGDVFTGPYKNGTNGTYDYRFFAGGLIFGIILPIYIMS
MEGKKIFYYYKRRKDTLRVNTEEGDDNEPLVVDEDWIADRMENPQKYNERHVPVRLDDLT
RDTDEPTDEPTDEPIAIDKAATYGSWLSYPQIPKKMVGNTSTFPTVANVTVMAPFTPDKA
LRSVLGVTCCLSILGSLAVILTYFCFKSLRTTPRLVLVHLSFMDMGVGLANLVGLCVNED
SYYFPHPSSPDSYEFGLPKLNNVSGVIHYSCIVQGFAAIYFTLGSEFLWTISMAVYLYLRT
VHNQLPGAARRALFLCTIISYTLPIGVVMWEGLTRRLGYSPFSSEGWCGNQLIDLSTGKR
QVLMDFFGYQVWVLIIFIIVPVLYVSALSFICQELKKTRSQFGIARDLYKKALHKIDYKL
LLIPVAFLLLRIWSQIDVAIYVYIKTSLPTFWHGLFTYLSGIGDSGQGFVNAILFVVLTK
KVRAKLFPCCKRLRKEEDETSSIKKPLEGNSAKYGLQYKSTSRLNSESPMS

>PAC:15719847 pep:novel
scaffold:Aqul:Contigl3420:79410:83987:-1 gene:Aqul.221319
transcript:PAC:15719847 description:""
MMREAVLVEFVLCVLSLSVAQDCPLPTKAEIEAVLPPLLVVSSGGQSYSPNVTKGSVQYVC
LAQGDIINTYKEVALIAIFTPNPKEPEQTNLFTLGCNSDDTLQVDTQVGQDNTNGLTSNE
TASIRLPQSIISIIENDRIDLAFTLYNKSVLEFPIREPPPNTIVGSSVIGARIGGVSDGTK
LPDPVVINLALRRIANITNPRCVYWNETTAGGRGNWSTDGCNTTVNATTNDLSEFINCHCD
HLTNFACLVDVDVSATTNGATEAPQODSNLILKVVSIVGVCFSLVGLLLTIITFITFKKLR
AREASKFHIQLCLSITFGSIVFIVGIDRVSVRAGCITAGVLMHYFSLVSYIWMGAEALLM
FORKLVIVEFTDITWKYLTAVSILCWTLPLLPVVITLAIDRDEFYIFLYEKDENGNQSGFCFET
TEMIPFLAAFLLPIFITILIFNVIIFVLITRVVILHTIGKKKRMNKSPLTTSDATIKMLIFEY
FGVLILFGLTWFIAVLTYIIDPNIPYIIRLIFAFFNGFEGFFIFFFLVILSSDSRNAWKS
LLCPWTVRDGTASKVVKNKTSNIQVTLPQAKNEVSLVSINRKDKGKDFVENLSTIESETIL
EDSGFSNDDDSMISKSGSIRFDCHFSTRRKHNVEKIEIDFTHGDDDNGDI
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>PAC:15721507 pep:novel
scaffold:Aqul:Contigl3453:24876:27179:1 gene:Aqul.222979
transcript:PAC:15721507 description:""
MLTIFFAVETVSWSQEQSNCQVLTDPSEYTTTSAGLVSFQGQTLPVIGNTTSGEPIVCPTQ
POTYFPYSTAFQIPGAVFLPISITIANLLATIGLFELLRCLDVAKITTEFDITVINFLVSTLL
FNAILLIHETFYQLILNTVSCEHIAFFSHLFTLAMFISYTFVGLELGRVSIQKELTVNKE
RLLFLLDFLASWILPEFVVVASLVGVNEF SVSNSVMYGIRKDGKLKCWINQGGVAVAFLAAP
IILTLEFVIPIFIGVQVLGTTLRMKDKKSKKGQKEREDMMPRLAASLFALVNQRKKKKREA
PRLPIEITRKQOICYVLIYLVGYVAQILKAIGILVVTFTDINSTHIITITGQLLDAVLILA
FALAGKSIRLSLKDLFKSKVPKKIKKKKRRESSSSSSSSSSSSEDNNDKVKPMSRGQSES
IEMKRTGELDARAQEGITASKPLPPTSRLEQAQFGERERQLOQQOLLASLPGLVPQREQGV
MSQOPYLIQPTSSVLQQPLOVIAQVEPQPQQOVVSPGVPQILQSVSPVQPYFIAPFPQONIT
QGOLLEPTPRVOQALPPKAFQPQTOTIQPLTILPPIQPQTQTIQPOTQTIQPQTQTIQLP
QAQTIQSONIQSIPQTAQLOLOTIETQIQPQOTSEAVIQLOAQDIQPQAPVRSQSIDELQS
ESLQGSKSIETQPQPOQTATEEPNPTPSVPPTSLNTTTGPKLPNPDMEPAPAPPKLDFPPT
TKEPLIQNPFGTPLTELSRDAGIVSKGGKPITKASPARSSSLTNLTI

>PAC:15722211 pep:known
scaffold:Aqul:Contigl3465:76461:79843:1 gene:Aqul.223683
transcript:PAC:15722211 description:""
MAQVOAGVRSMIMLLLVLVTVESVSGQPSSPAKKPSTSVVINSTAVEPTAVQTSPAPTSS
SSYFVETSTFFLSSTPTGTPAPGHARRRCTIFGEFWKLPNVSNCYGGSIGNVGLQAGSFEFFEG
NNNQTDVDGALYLVNQLNNLTRPRMPIPPDELNTLNYVVGQOTVALLRROQGGPGASQAMDL
FDAFNNVLDRNNSAGWRELQQSQSSSEELLSNAEEYALYTASTINGTDDTTVEFSAENLVL
RARKFSRSREFKKEFSNSREPNKSDLVNSSVSDITNSITIPADYLEARANDSDDGDVSVAYM
LFPSIQDFLPSDENYSIPSVVLSAQVITSDEDLTGDIETESVLLESPIEITFSLDLDIDY
NEDNESLVENCVYWNESSDENTTASSRWESEGIDTSFANESFVRCLSSHLTNFAVLVSVV
DKESTTTIVINGTDATETPTELEDHLLSVEFSYIGCSVSIMCLLATIVCLLTLKKGLFEKP
VNEFTHLNLSTALLLALILFVGGVETAVNIPELCKTIAVLAHYFFLSAFSWMLCEAIMLYL
LLVVVESRLIKMWYIFLILGWGLPITIPVAVTLGVRFDEYTSEHLCWLNTKHGIIWSEFVGP
ILAINTVILVIVLVQIARSMHAKKRRKTITKREFNNEPEKKNHSEAFKIAKGMIVLLPLLG
STWIIGIFFVSENTTVFAWLEVIENSLOQVWGRIQKRLKQKKRERESSMYTTKTHLPTKVS
TMSMTTENTVL

>PAC:15722288 pep:known
scaffold:Aqul:Contigl3466:38476:68570:-1 gene:Aqul.223760
transcript:PAC:15722288 description:""
MAAQREQEEETLFNDEDAVSKLEALVENSLSLGOWESARGHLISLSSHEKGRKTVKETILR
SIVLNPKAVWSESKSIPSENHLVLLALQAHAELCODDVEGIPSAVQRQHEFKLLLHSCTL
CEGYTTQISEWLYGYYTTHCVGSTPHSLTPLHTFHATIQKFLLSVLQSNPSVAHVLISYL
TVANRPHYLTNNELLQLLYIDCIDSYLGRLEKVCRKASTTEDPNLHKDVAELSSKIHSTIL
SLVDPLPDMGRFFKRLDSTLVKLIQLDFKNSKKEGLFTEFSSLYSCFVGRSSPMLIQRLQD
IEEYLKGHSGGQVEEEVAKEYSSNEERWESELYKTLRSNHHFLERIMDAGLKAISSGSTD
RLADIFSDPMLTCIKPLLLLLGWDRYPDVGSGQKLLDVLWPEAQKAEPLLLSGCCKLAFQ
VGLVOWCLQKARPFLPVSPTPMTSSAGDVFQGLKNHSTILYVLHHSTPLSSLDPYEVIDIL
KLRPDSSLNLPAMSPPFDIIMSPKQHSSSSTSLOQPEQERDINTFRGFCSLKLIMEAVWYS
ILLSNGIQTFVSTGTTGEPKKEAGDGVLARPKSKVSRKLDLGQSDELSAGDDLVSSLSST
SNTSLYATEVTRRLEEAKSHLSAVFPLNFRLEVLENIFSLLFLVSDDIQSPEEGGSDHEA
TDPTSSIHSTSSPDNSSESYSNSIAFIRKQHGFLLDERTSRDILLLLNDSIFELSAAKES
LLSSPGKPMGSALPPGKEILSSIPPALLQORFGKLOKDIYEAKWRLELVSSKTGLSSLSS
STLSSPESISSYESLSDTSEQEDDIEEHKKEPDLIRKGRPHDLENEAGKRPTTPEFKPSEP
LLAKEGSQIPRKTDEASPKKPTERYIRKSPSADEIYESSGHCADVEEGSPMPLAKKKKIR
SHSGSEFKIRKIKSQPVQKGTGIICOMLASPKSLLCKCLRHGNYLKAHEVVKMEFGMENE T
GDSLVKFSEQLKEVRQELVSHTQASSLPSAAVTPQKQVVVNGSSGLQVATILNATDCSSTL
DSLNRLVLPTVLHKMLFAGNEDLDHSHKEMPLLNSLEENVPSLVILDLLISSKIDGHTSK
KIVNMAVEKSSVVLDCFSPKLSDNLVGGRRSFQERRSASLLDKPLOGPLSLLHTLSEVSG
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YFLLSIPLAAPFPLSCQPIVSPHCLLTQFLYPIRVDLIQSWRDEFSESYGEKRESVESVIA
KSCIDTDILDVLSKKESARGINPVENELSIAMRSLPODGDTPKAEGGESSVQYLLHVSGY
LSKLVHLLRNSLGLSSAQVSPSQMLSVLRESPTDLIGKLVFEKNINPERLEQFMTDLPHL
KIVEVIVKCCCPHIPNDSQRLSSYPLMNECIYPLNVINGEESVSPNGNGSEDENDPCLLS
HKLLGKMTTTLKGLCQTDGGKILALDLRNAYKMTEMKKVLSCTSKLASISLSSLKNEPNR
QIAFFCNVINLLYCHAIMYIISVSDDISATGLSLASLESDKLAKIAYFSRVGYVIGELGL
VSLYDLHYSLLRONLSLPVLDKERKVKLOPLKTIYEPWKEYAPSQPDPRVLYVIGTGSLS
SPPPRLMQVEHLHSDLESAEIKFLRATVSLDVOKSTVRIPKLLDDHRNDE ISRKSRFEPD
NPYRHLSNIALLKYIKGKLLKEQEEQIGQILDLYENTSKRSKASHDLKIEVIDEDYTLGY
DFPRRGDGQOSPLLPRSHSPGKKNRRLYSKIKHYTFTHETMYFVQSQAPLLASLVYLLCPP
ENMDDIGILNESSLTESIISKEEKEQGESSLVQSFMPRKAKIRQIPEVKRSLSLTDDKNP
VGSFLGWETTLEKILSLFRASSPLKKFLATRLVCFKGLLSWDKSAQECPDDQQOEDDKSIN
LRKLSMLPGDSSDISQACSEVLRKLLRHGLISEGIAFLRNEPLICNSVVMQTVTDLVCSA
GLVHETKERESISQEAIDQPVLVDPLILIYLHSNKEFATRLVLSSLEIWPVSYCVNILMY
INYHLPPTSQLSAIVSKKLKQLYVYEKIIETVEVHNGQCSWGHWSHLSYDSNEKKDSILK
LLLKLKEFTLAREWNRVHHNSDDITIMQIEEQYIYELLEGMEEPDRYTAQSTLEDLPSNAM
KOQOVCENLLVKCENLESLILILRFLLDKLSFQIQSAEKLKNLNNQLLGVKALLCLPHEVQ
EQYRSLMKRPLFIVEQLLIDLKIEWAGLVIKELNEDEYICOMDTDDLPPLKYQTHTPEEP
LNPFTLLIMFYAEKALEFPLPSSREYPSRATSPSVPSTPFSRYDRMRSPSESPSIPPTPR
HKKGRTSSEFSTVFPPSDRPKYSRFEPPPHPPKREDWKTSNYCELCNSSLEFGME SKRHHCR
RCGRMVCAQCSPHFMIVEGYGSQQKVCNDCYEYNFITSTTSDDPQLSDKEDDIVTPTQYP
WOLLPGDPHYNENLRTEFCYEESPSTTLCMVILDLLSDAKACAGFILHCCHNVSMQLVAD
DSGRVNEEIDHYFTINIMETMLLNAKLKLEFHAGDSHGVELCDTYLSRVDLLRLLISSSCS
EIPSIQELTKPDLARRVRDRLVAEDRFELAMEVSTKCQLDSNTVWTAWGMGCIKAGEFQM
ARDKFRHCFHGGTQLSGGAFLIERIVEQILSCPLASMKNSDDWNDSMRLLVEHKQDSSE I
TDRKYEECLEFYLKNYGTAAAMIGFLARHHYWKDACQQAYTKHCSNDVEVDQIWLPALKCG
QLDNLEEALTRIDPSLSVWEQYLTGVCRFLSQRKLFHVLYRIQLFMKDFVRAAMTCIKEF
IGFSGHKTTLSDLYGRKHYLETARNHFRTAIDARVKRSASEFSTTELEGHMRTISLOMRVI
DOLHKAAATNNILNKPVPVTSMGDSGVQPSTLEFGNGAVRGEVAAHAYRLPSSKVFTEVSK
QLAMKENYVGIRVLVQOSIQKSHLMSPELNDEVCMAAIKVLATQTKEARTLDKHLDKLVSM
LIKDENKVNCLIQCGKLKNAYLVATKAKLPEEVERIADAAARAGQTSVRDILTMVKPIGV
RLFLGEENITIANFSMIAAGLFHDIDVDSPDGNATNNPISADGTWYYPDGTTVPLGEGSP
LEANNTATGQIGLLRNGGIDIQGLYSCVIPNEEGINQTLYVAAYGNTDFIRNDELPVIDS
SSPSFQLLSSVDADPPVESLSENVINRSPTIVTCSVDNGNQENVSDNDLTIHTAATVNNDV
QVOVLVTFRMRMSGLFKCSASTDRITTTPLVSTTMAMRNISVTIGSPSNLTYSRDSLESVT
LGWSPSAVISATPQYHVEVNNSNNVILSDSTLTLSLRPDDEYNIGLVATGEDLPGEIITV
TVSQDEKDIFLDTLEPTMISVNDSVVHTLILNEFSSLKVSQAGDYVCGALLNDGAGTISIT
SNYSVSIQGEDENHVDISINISSVPVAGNTENLSCVILVPPNEFVEDLISVRWTYDLEASQ
DVTSENNDATLVPVVRNGNIFTSVLTLDPVKTSDAGQYYCQTTINVENYVDYTDIDLTVQ
TSPPSVSIVADPPTGPIYESTSYLLTCTATVNTTIVNTPVTASVVWIDPSGNVIPTNETR
ROVIPPTGNSLVSMLLFQPIDTGLNNDGGAYTCOMIINLNNSLITLSQPTNTTEFDVAVES
LPLMTVNEFSSVGSVEVGONLTITCTITAVERLVVTPSITFIKTNNTDMEMLSDLNRPYTI
TTDGTGSVINYTLILDPVRFEDSGMYTCMAEFNVTGENNTYDSSTATYDYQEASHVENLL
IKLPPFSVSIVADPPTGPIYESTSYFLTCTATVNTTIVDTPVTASVVWIDPSGNVIPTNE
TRROQVIPPTGNSLVSMLLFQPIDTGLSNDGGTYTCOMIINEFSNSIVTLRQPTNATLDVTV
ESLPPMTVNEFSSVGSVEVGQOSLTITCTIITVERLVVTPWIAFMKMNDTDMEMLENLNRPY
TITTDDTGSVINYTLILDPVRFEDDGMYTCMAEFNVTGFNNTNDPNTATYDYQEASDVET
LIVNCTILPFVATSVITIPGTTSANISFIIPKTSYATEIYSISYTGQYFQATQAVSMTRM
SSSEVNKPITIMLTGLEEDNVYQFTVDSSNCLAPVASPVDCANITFLSYNVTLAWTAPAL
IDONGAPVGYNLTCMNTKGVSVNGLSPTQTSMNTMETITDVMPEFTGYTCDLSEFINVVGEG
PFTOQCAFETAQDTPNDGPONEFVSSPTMTTVTIFMWSKPSIPNGIITEYKLRVANVETNNDT
VRSIPVPPGQIDIMYTVDMKGEFSAYNNYTATVTASTVIGFGPISTTRGRTLPDMSSPPL
LNTRSFTISNTEFTTIESIDNHTINVIWFPPTTPNGQIMNYTIDVNEYSGAKLLRRTVTD
VNKDKETDLIYNTMLTPGVPYTITLVAYNEFGRGMPIEVTVETKILTPSVSPSGITVIRS
ADGKNVTITWNRITLKEARGFFEYTIRLSTKSSRKRQTGELAYRVPYTDTSYTATGLNGQ
AAYAVSMGLSVDDGLGQGPIAGPTSNPIEIASPDPYTCIMETTVSTDRGMFEWPVTALGS
TANVSCPNGPTGAVATRRCVINSTWESPNITSCATTEVSREFRNISKINITTDNVVTIVSE
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NLTNLVVSTTIDTADONTDNIEVVSTILNQTARLLSDPMIVMSLSSSELSMTTENTVQILD
SIEEWSPNVLETESNNIINSFERIVDALINQODNEFTNITIIEDDIALKGERFQQOSEFSGIV
FTAVSSDNRLIVDTQVEDDDANGLKLNRIASIELPQSIINIVESDTIDLSEFTMYNQSVLE
PVRDPPPNTIVGSSVIGARIGGVADGTKLIDPVVITLSLNRVANASNPRCVYWNETIADG
RGNWSTDGCNTTLNTTDDLSFIACHCDHLTNFACLVDVSARVSEPTQPPQYVTIVTLEVVS
IVGVCLSLVGLVLTIITLITFKKLRTREASKFHIQLCLSLIFMLAVEVSGIDRVLVRAGC
ITVGVLIHYFALVAWMWMGAEALLMFQKLVIVFTDITWKYLVGISFICWTLPLIPVIITL
VIDADEFYIYLYEPENESGFCFISDIIPFIAAFLLPVEVILIFNITIYVIITIRVLILHTIR
KNKRMIQFFFAFEFNAFQGEFFIFFFEVILSSDSRDAWRSLLCPWTLEDKKKPQISTTVKSK
TLNSKTTSLOQKKNAPRNLILSYGEKSMPDEKQAEFTDKLIFENEAIFEDEVESIDDEFMM
SEFNNIRFDROLSTRCKHLVEKIEIDFEFDANEDD

>PAC:15722424 pep:known
scaffold:Aqul:Contigl3467:350814:366028:-1 gene:Aqul.223896
transcript:PAC:15722424 description:""
IKSTQSYSASPSVETTASFAASPSIESTQSYSASPSVESTOSTSASTNTELTQSISASPS
VESTQSISASPSIERNQSFSASPNVESTPSIYASPSIKSTQLFSASPNVESTPSIYASPS
IKSTQSFSASPNVESTQSFSASPSVESTQSEFSASLSVESTOSTSASTNTELTQSISASPS
IESTQSFSASTSTESTQSIPASPSIESTKSEFSASPSVOSTQSIFASPNVESTQSTSASTI
TELTQSISASPSIESTQFISASPSVESTQSISASPSVESTKSTSASTNTELTQSISASPS
IESTQSFSASPSVESTPSISASPSIEPNQSFSASPNVESTPSIYASPSIKSTQSYSASPS
VETTASFGASPSIESTQSYSASPSVESTQSTSASTNTELTQSIFASPSVESTQSISASPS
IERNQSEFSASPNVESTPSIYASPSIKSTQSFSASPNVESTQSFSASPSVESTQSEFSASLS
VESTOSTSALTNTELTQSISASPSIESTQSEFSASTSTELSQSIPASPSIESTKSESASPS
VOSTQSIFASPNVESTQSTSASTNTELTQLISASSSIESTQSYSASPSVESTSSIYASQS
IQSTQSYSASPSVESTHSEFSTSPSIESTQSTSASTNIELTQSISSSPSIESTQSESASPN
VESTQSTSASTITELTQSISASPSIESTQFISASPSIESTQSFSTSIDTELTPSVKSTQS
FSPSPSIESTQSFSASPNFLLHQALNQLNHFLLHQVVKSTQSISPSPSIKSTQSESVSPN
VESTQSTSASTNTELTQSISVSPSIESTQFISASTSIESTQSFSASTNTELSQSIPASPS
IESTESYSVSPSVESTQSTSASTNTELTQSISVSTSIESTOSEFSASTNTELSQSTIPASPS
IKSTQSYSASPSVEPNQSEFSASPNVESTPSIHASRSIKSTQSFSASINSELPPSAKSTQS
IFASQSVESTQSFSASTDTELSQSISASPSIESTQSESASPNVESTOSTSASSHTELSQS
ISASPSIESTQSYSASLSVESTPSIAASPSIESTQSYSASPSVESTQSYSASPSIESTQS
FSASPSVESTQSISASPSIEPNQSEFSASPNVESTPSIHASPSIKSTQSFSASINSELPPS
AKSTQSIFASQSVESTQSFSASTNTELSQSISVSTSIESTQFISASPSIESTQSFFTSIN
TELTPSVKSTQSISSSPSIESTQSESASPSVESTQSTSASTNTELTQSISASPSIESTQS
FSTSINTELTPSVKSTQSIPASPSIESTQSFSASPSVESTQSTSASSHTELSQSISASPS
IESTQSYSASPSIESTQSYSASLSVESTPSIAASPSIESTOSYSASPSVESTQSYSASPS
VESTQSFSASPSVESTQSISASPSIEPNQSFSASPNVESTPSIHASPSIKSTQSFSASIN
SELPPSAKSTQSIFASQSVESTOSEFSASTNTELSQSISASPSTIESTOSYPATLSVESSQS
TSASSHTELSQSISVSTSIESTOSEFSTSINTELTPSAKSAQSTFASPSVESTQSEFSASPS
VESTOSTSASTNTELTQSISASPSIESTQFISASPSVESTQSTSASTNTELTQSISASPS
IESTQSFSASPNVESTQSTSASTNTELSQSISASPSIESTQFISASPSVESTQSTSASTN
TEFTQOSISASPSIESTQSYPATPSVESTQSTSASSHTELTQSISASPSIESTQSESTSIN
TELTPSVKSAQSTIFASPSVESTQSFSASPSVESTQSTSASTNTELTQSISASPSIESTQF
ISASPSVESTQSTSASTNTELTQSISASPSIESTQFISASPSVESSQOSTSASSNTELSQS
ISASPSIESTQSFSASPNVESTQSTSASSHTELSQSISASPSIESTQSYPATPSVESSQS
TSASTNTELTQSISVSTSIESTQSESTSINTELTPSVKSAQSIFASPSVESTQSEFSASPS
VESTQSTSASTNTELTQSISASPSIESTQSFSASTNTESTQSISASPSIESTQSFSTSIN
TELTPSVKSIQSISSSPSIESTQFISASPSVESTQSTSASTNTEFTQSISASPSIESTQS
FSASPNVESTQSTSASSHTELSQSISASPSIESTQSYPATPSVESSQSTSASTNTELTQS
ISVSTSIESTQSEFSTSINTELTPSVKSAQSIFASPSVESTQSEFSASPSVESTQSTSASTN
TELTQSISASPSIESTQFISASPSVESTQSTSASTNTELSQSTISASPSIESTQSYPATLS
VESSQOSTSASSNTELSQSISASPSIESTOSFSASTNTESTQSEFSASPSVESTQSTSASTN
TELTQSISASPSIESTOSEFSASTNTESTQSISASPSIESTOSEFSTSINTELTPSVKSIQS
ISSSPSIESTQSEFSASPSVESTQSTSASTNTELTQSISASPSTIESTOSFSASPNVESTQS
TSASTNTELTQSEFSASPSTIESTOSEFSTSINTESTPSVKSTQSISASPSVESTQSEFSASPS
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VESTQSTSASTNTELSQSISASPSIESTQSEFSASPNVESTQSTSASSHTELSQSISASPS
IESTQSYPATPSVESSQSTSASTNTELTQSISVSTSIESTQSEFSTSINTELTPSVKSAQS
IFASPSVESTQSFSASPNVESTRSTSASSHTELSRSISVSTSIESTQSEFSTSINTELTPS
VKSAQSIFASPSVESTQOSFSASPSVESTOSTSASTNTELTQSISASPSIESTQFISASPS
VESTQSTSASTNTELTQSISASPSIESTQSEFSASPNVESTQSTSASTNTESTQSISASPS
IESTQSEFSTSINTELTPSVKSIQSISSSPSIESTQSEFSASPSVESTQSTSASTNTELTQS
ISASPSIESTQSISASPSFESTQSTSASTNTEFTQSISASPSIESTQSEFSASPYVESTQS
TSASSNTELSQSISASPSIESTOSESTSINTELTPSVKSTOQSIFASPSVESTQSISASPS
VESTQSFSASTNTESTQSISASPSIESTQSEFSTSINTELTPSVKSTQSISSSPSIESTQS
FSASPSVESTQSISASPSIEPNQSYSASPSIESTQFISASPSFESSKSTSASTNTESTQS
FSASPSVESTQLTSASTNTELNPSISASPSFESTQSTSASTNTESTHSISASPSVELTQS
TSASTITESTOSTSASTNTESIQSISTLPSVESTQSISSSPTVELMLTKSISTHMSMYIL
SSSIPSPSPPGTCEKSTTVSDHGSEVWLETSVDETGNVECPHGPPGAFATRLCMSDGNWG
LPNVINCANPKITAAFTNLAEANVTASNVASVSONLSTLVSQVTEPGDONTNNLVNISSL
LNKTASLFANPIIVFELSTEDVESTTESTVQVLNSIQNWPPHIVEAQSNVIVQSFERILD
ALMNQENFTNLTVIETGIAFQGLRIKKQDFIGITFIGSSISGIRLSVDSIFENNRSTHLN
ELDEIRFHFPSSIINVIKDADINVVEVMYNETTLFPLRESDPDTVVGTAVTGAKVGGIPD
GTALPDNVTMNEFTIREENATNHHCVYWNFEF SAAGGKGNWTLAGCTTYVINTSEVTCVCNHL
TNFACLVDIGSREGNTPPPKIRAALNIFSIIGVEVSLLGLLLTIITLITIIKKEFRERDVSK
FHIQLCLSLIFMLIVEFVAGIDRVSVRVGCVTVGVLIHYFALVSWMWMGAEAVMMEQKLVI
VESNITWKYILFVSIICWAVPLLPLTITVSIDPDFYIYGNASNNEYSEFCFIGELMPELTA
FLIPVFLILLENLVIFVIIIIVVIKHNLKKNKRLGKSMKTKDAIKMLIPLAGVMLLEGLT
WIFGVETFISEPGVSNTVHSESRDAWRAFFYREKRNISSNKTAVIGSSQVNTNRYKTRVS
SLPOSNSLSDTVNSTSIDCSRRDNDLSEIEAKAE

>PAC:15723157 pep:novel
scaffold:Aqul:Contigl3478:381567:385085:-1 gene:Aqul.224629
transcript:PAC:15723157 description:""
MYVINYYYYSADPPGVNIPPKLKRIEVKYDKELLTVHGPFPMETVQONIPAKLFSNLTMIC
YSEGIPQPETTWYKDGQPLTCNKRFFQILEVQQOTDRGYYQCKVKSTSESQESGEFLVNIT
GVLAFRIRIEAEEQSNATVIVKMIRNNIINTRVGDGIVISVELLEQPTKRRKRYNRNPPM
ELTIVVILFFEEEAPESQDATRDEARESLKSETENEGYRVVNISREDGCPRNNTYINGTE
LEWPELNIGDTAIISCPCGGLDLRSTGLTIASHKCGGTFETGGQWEDLKDEKCIFSETTKA
ICELAGKPSDEKVEQLGSLTEDVTNFEPAEVITATVVLLTTGODAKGNEFNLSKGEFLNVVN
NIASVNVTVLRTSQEEARVTTKLMDSLHNVSEGLPIESNDKPAILLEELFVVLVQGVDQOR
SEANNTEFVANLRNNSLVNDSLELVDNSNGEYSNSTAFLTLPPNLEFDNLALSNVSNLADKL
VSIAFTDETLFLRRTSATENKKVGSVIFSVSVANQSRIDNLTNPTVDMSFQIIKKPQAEF
AVTCVYWDAKLDEGYGDWSTEGCIVNETEYLNDSSRVLCHCNHLTSFAITLDLTPMETPT
DGPDHYSYTLSAITYIGTIVSTVCLLITIVTFLSVNSLQIYRKLRRTEHGQLLTIHLSVAL
IGLYGIFIGSSLSIKIHVLCSMTAILLOYFFLVIFMLMAALAVDLYLKLVVVLGGKISYY
VLKATIVSWVLPIFITLFSFAPDHSNEFYKRNYFCRPYDIPFYVGMIAPFAVIYLENWIIF
FITLVRLLLRRDVSPQEGQSKYKKIKQQLTIAATGLSVLLGLGWGMGIPASSQFFEKTPAV
QKTFEVLEFVSLTSFQGLAVEVMQCLRSLEARTIWSTWYHGTLKYSLQSSNNARLTISSDK
GOTKVRETGSTFPETRLNGNEQIIDGVEGQQIELTISQSPSDESNGQAGDTTETIMNPGE I

>PAC:15724467 pep:novel
scaffold:Aqul:Contigl3492:436788:447051:-1 gene:Aqul.225939
transcript:PAC:15724467 description:""
MAAALLLFIFLVSSSLLDLSASQDCNLSNEEKENCSSLDDTTHPSTIIYQDSPFTIEIYRT
NASLLTISNASLEFISTNGYCGPHSFASGVQCSVVSTEGVSNSTITCSNGFHVGPAVLIIGL
NDCALSLYVOWGQLPTLSIQENGEDIDVLGNIYVVHDQATPENVVCSVSPPSELFLPVLN
ARKLDGNSPIEGLNIYQGGDRITASFGEGESLDEFSGVYTCSSSENASTILFIVTAQDIPS
VYYPNGNTVSSVILGSPLSIKAAILTERPIDTDSVQFMSLNSVPTTGSTPTNLPTIDPSS
SPMYSTGPSPVVQLIEDDEYDQSLYITFDAVGQGSAGLYNVCFEFSYFDANSSSLGSGSDTE
AVNPEVVCVGTENISSISVPSVSSLNNTLVVKRSSAFTNGSTTLTCIPSNPSAVIRWQYF
NGVPLWEQYSSYLEFSPPGLNHTLTLTSPPYGILLIECGLYDPGLVRLVNGIELTIVSVSR
PVSIWNNNNELFSDAIINSFRVYFPLNTPFLSLRCFAEEGHGQLOQWSTRDVSSLPETLLT
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SDTAPDLSVIGAGQDLTINYANFDVNDTGYYVCSSGASGESFEVYTTLSNPYFNATAPSE
IRAPIGINVSLVMRYAYGSEGEF SNNGQOSFLLSIRIQPSDTKESSEFYAVSNITLPNLSYRF
NYTFIVGVIHTGIATFEAPVEFSPLPPSTVYALSGRRVNISCSPNETAAPVYWTIEIFNYE
ILSSLLDVPEFDLSPPGLNHMLEEFNLTSPTFSSAFDVDLASTISOMTFTCGFRDGANEFGIY
NPRTIRVDIEQERIFITNFRENVANNSIVNYFPQYYFNSKRSVSDGFFASEFSCTGVQGDH
YPVFKVELENETGFIRTVNASSPNNEITASPNGEFONTLHVYVHDETSGRYYCESSVSGA
FKSEFIVISENPFVRAASSKVINAFLGESVTLSFLAAEYSRGGNNYLKAIPVMETSNNGTV
INYYSYQSCEDDPCYYYSLSLRSVSPRSAGQYTAYLDNDYEYEYDYSAEVPNDTITVNVE
VPQLLTSGPVVQALLDTQIPLSCKPSVGSFLITWQHNGQPLNCETEEGIPTCQFTNNQQD
TLLLNRLSYNDAGTYTCTLVLNGEPIVSQSTIALGIIONCPTNEFSNGILWAVTPSGSVARV
PCTAAGPQFQSGLFATRVCSDASRWEAPDMTTCLLREESNNVASVWVTVDTSNATTTPND
SVLVEVLODLLVNYNVSYKSVSLOSTYTETGSALLEFRVELTGENDTTPAQLNQLVASSA
QFGGLYVLPQRSGVQLFISASSCPCLPKDTNTSSVIYLCYEGATTPCNCNNGVCQCVPPF
VGDGRLCTVDSDGDSEFPDEPLTSCAPNSTLHYCIQDNCRRTENPNOQDLAACQILENFEGC
GEFGIDTEWGIAWANVLVGEVDRQPCPGDAATLGTATKACLSVGVWGETNVLDCLPVEYQN
YLDOVESILDANITIDEQLSLLSELVSTLATSTSEVVESAELFLPGSLNATNKIVDTVID
VLEDSLDEENDNISRIVDGLNLVQVENSLLDSSQLAAWQQLQQAPODTTLRGSTELLSNA
ERYGKYLALSRNETTLRRRPNIVINANQYSAASESLVEFPQPGDTDGTLETSERGAEVSIP
PELLRERRNRGDTTIPVVSILFKNLENFLEADGSSENNTRPGSIVWSGQVAGIARNTEFP
ISLRENVDNEFTNSSGYKCVYWNTTRREWSIDGVNTVSSVVNSTTGRATVYCQSFHLTAFA
VLVDVSGSITETGSTEYTALKVVSYIGCAISIACLIVIVVFFLIQGKALLRSVHFFIHLN
LALSLLCGYFIFAVGVETARNSSGGCAFVAALLQYFFLSSFCWMLCEGVMLYLMLVKVE'S
TLSKRWYFFLILGWAPPLLPVVIGLAAGHSNYGVKNDEGDLLYCWLSVDNGVIWAEFVAPM
IVITIINSVEFLVLALYSIWKTRSNQKSIKKKTGANRDLALSLLKASLVLLPLLGLTWLEG
LLAVNRNTSAFAWIFTLLNTLOQGAAIFFEFHVVRSDKVWSKLSPRINKVKRGLTSRTRTYN
YISTSSTMKASKDSQSSISMGTIKKSVVENDYSTASSLGFANTSVEDGDDEKIELAQLEE
KKMPTEEKVEEMSLSERAKEKEKEALGSD

>PAC:15724646 pep:novel
scaffold:Aqul:Contigl3495:263088:265060:-1 gene:Aqul.226118
transcript:PAC:15724646 description:""
MSSWKTPEIELTSAEVLCPSQYSINCSGSNEDSQYNLYLGPTPTYVSLVSCALSCLGSLS
ITILSYVFFKELRSGSRATIITFLSTIADLVTSMGYMAGDINYLTHLSSANGSGDCNTEDTIC
SIQSYITTWSQLSSYSWNSALAIYLFLSISFAKNRAASKMIPYCHITISWGLPILIAFPLL
LFNSLGFSLYSASNWCFVKDPMVSYAKKSWLNENVMTPLLTARVVPEFLTYVLIITLYST
IKIFVFKMKRRVKAESSTISGALIQONSLNKIDNKLLMIPMAFTILLRIWGFIQIFFILSVS
KYFDKGCVIYPVYITHFVLGILEAIGEGGQGWANALLETITIFNSKTRSLICASTFKLCFKH
CPCFRFCCRFTCCLKVLYKKRRNMIFDKTEEEEENNSTILSSESTIGEHSTGLQEVSADSC
RLSIQYAD

>PAC:15724648 pep:known
scaffold:Aqul:Contigl3495:267115:268872:-1 gene:Aqul.226120
transcript:PAC:15724648 description:""
MWNTFHELMKQOSTYCPRPNRTCSGDYSSLYYGDTPAIVSFISCSLSLLGSLITVLPYLLW
KDTRTGIRRIITFLAVADFFTAASYIMGNINEFYIYKHNSKTAGINTACNYEFDQICEVQSY
ISSWASYSSFWWTSILALYLYWTVVKGDIKKGERYFPLYHVLSWGSPMLAMVPLLVTNSL
GYSYVAAAGWCEFIRGSREDSSLOYAQLDFEDIVKILAGGKAFEIGTYAWVLLMYGATHCN
IRKKKKDQTPTSINGGVSVLLROQIQOKKLYFIPAAFTILRMWGTIQF IVSIFVENFRKDGC
IEKGYRDLYFSLATILQCIGDGAQGWVNCILYIFWSPKIRQRLILNPLSNCCYHVATQILP
TTSRHSSALSPVNSPSPKSVEVSVQOHVGEEDGGPKENRGGVEGEQEGTSALLQTEFSREED
EERVPLIASEKT

>PAC:15724653 pep:novel
scaffold:Aqul:Contigl3495:275989:277619:1 gene:Aqul.226125
transcript:PAC:15724653 description:""
MTNCTIEFVSSEFLTLASSSLSIFGSCLITILTFILWKDVRSSTARIIVFFLAIADLGTGLS
FFVSSAGYISYYSEDDLLINSSYNSEFCSIMSYFTTFFPVSSFFWTAYLALYFVIALVFKK
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PRWSGKLIILFNLTAWSIPFAICTTAIAFGVLGNSDSRTSGGWCEFVIFHGAGREFNNYSYG
TYLWLEAVCGKGWELLEFYVVVVECYSTIYWVNRKLCCKSSNANKIQSAYPPLIEKESDSY
IRVSQRASSQAALSQAISKKLEFIIPVVEVFLRAPGTYRYFLSMDPYHCRDSDDDYDNETS
NYCGVTEKCFREGGNYYILPLOAFCDPLQGFGNAVLEVEFFSRVIMRRLSYSTHKKFHLIK
YHCTRFCNGEEATDDAPTASLKTKNSPAIVRAQVQQOSSEYDTQLDDDEYHTSLGSVSPHM
QYGSVVSDNDTITNSINQ

>PAC:15724897 pep:novel
scaffold:Aqul:Contigl3499:83135:86726:-1 gene:Aqul.226369
transcript:PAC:15724897 description:""
MAAFLLLLFFSTASATAKSCIEGPSNYTIMPPSSEIVCSNESSCLDLNQTCININSSSLT
AKKFNYHLGMLEFENAVKSDSCSELNVLGEFVYICCSETGASLSTCTYSFIEHCVNHTAIGR
AQVLSCVDKFYGFCENGSNPSCREAIEDVIDDVLKNREFDSPVGEETILASILEKENGLRKFE
NVIKRVVSLLRGKSQSAKHAQKFLKEAEKVIEAFENDIAKSSSMIDYEDVKNLLYALDNA
FNGSHISLLSVSDAITTLYSNDEYSGPNLLSKLKRLSKIFGRAILYGSGRIKSHEFNFESGN
NLDVKFRVIDKEMITFEQIYESENGSKSVEFIEVPKNALCSQOSQLQLSTDDNYTYTEDEID
DKDDIPDNRSTLVSLVVSVQAISDNTVNISDTVQLMDNVSLIFNITEFESNEEPFCCYWN
DSLONWSTDGMTTTILSSSQPSAEDTGLEIISYIGVSISIICLILSITILLVALRKQLQOKG
PLLYVHINLSLALLLALLVEFVFGIELPRSIPWLCSVVAGLLHYLFLCVFCWSLAEGIMLY
ILIVRVYGSLADRWYLLLPLGWGLPITIVGISTGIKHDLYGTDDHCWLSTSKGMIWSEIG
PMLLITIINTIFLIMTLYHITKSRMTGGAEYNLKKIDFIKSSVKSVVVLLPLLSITWIIG
VETFNEQTKLFQWLETIFNSIQGCAVLYFHVLRNKEITNWVKGRLRNKYKIKKQEPITSS
ATSSPL

>PAC:15724932 pep:known
scaffold:Aqul:Contigl3499:262316:269156:-1 gene:Aqul.226404
transcript:PAC:15724932 description:""
MAATTSVIIPPPLLSLLLLLLVNQSQLSIASRLPPCTTFRNTCSKVFQLDLSAINSTDEA
VSEFSISSSSLALLNISYIVNTSRGDCLTRSGECQONVSEQYYSNGVSSSQEQEVTNVYYIS
CTIKETEPLYSVISVKLDEFGNCSYTFGLLODGGDGGNLCPADYDNGLLWQOSWPSLLPVFEF
KSCNDISERFSSNSYAYRNCTSNGIWTSTDISHCRLKPSYAQNAFFNIWYKFNPKEPEFNK
ENYLISNMTIHLRSVDYSNISLQYVTRNGLLLRAGFTVILESNLSSPGERADITMLVQONL
KELKILSIYETNTTQAQIFRPNTSCLCDMEYRNSLTLPVCVGDEFGSPCNCSNGNCKCSSP
RYVGDGYYCTVDSDRDGFPDVPLDSCIENTSKYCRKDNCPYTHNPSQTNYSCFGCAAERD
RIWNLTWPDTQFGKTALQKCPNSTTGGIFFASRKCNASLGWLWPRTSNCSLSNWEFYFKLFE
NDTNYAVNHNLTDEERVAELNYLYGELIDSYSAPPSGSNGGPTIGQPDLKKSPYSLLHIN
KMVDYTLKLLPSAEFDEYNSYTFIPDMVDVEDDLLNEDYAEEWKEVEETEGHHFGSTLLL
ENVENYFLYYTGFEKSVRIKRKNEFNIMSDVYNLSSQVAEGDYVINSNLSDSYITLHIPEG
LLREKTANGIEPVSIISIQFRSLDDFLSSDGNNTNDTKISSNVWSGQIGREGTVEFSEPIL
ISFTAEKIDNETHNYVCSYWNTTSGQWMTDGVYTVGYYEWTDNRSYVVCSSYHLTAFAVL
VSVNGNNGGGSNEEGGTTDDSGDDDDEHGSSLTSLNHKAMSTATYAGTAASVLCLALSFEFL
FFIAQYKDLLEKPHLFTIHLNLITALMLAYSIFGLGIELAKGNEVLCSVVAGLLHYFFLAS
FCWMLCEGIMLYLLLVVVESRLAKRWYFFFAIGWVTPLIPVSITMPVHYDKYTVKDSFGN
ITLCWLSDESGTIWAFVAPMLLITAINVVEFEFVLIVRSLCKSKRMEKSKKMKATNLRQQTV
SLLKNCIILLPLMGFTWLFGLLAFDTDTYSLIFAWLENILNSTQGVAIFFLYVVRNDKVW
SKLTFCFRKYISKEVSSPSNTMMKPSLKSTRTLISNVSLSQANTFGENSSQDGNSSTSDP
PADNALFTLSETDLTATHKIEDTKDNVSTASIKIDED

>PAC:15724934 pep:novel
scaffold:Aqul:Contigl3499:279323:283113:-1 gene:Aqul.226406
transcript:PAC:15724934 description:""
MDPSAINRLTSESVILLGLLIPFLLLDSTVGLEACSSKRPDFTLOAPFHSGCTGLELPNC
IRTSIQSCRSNGSCLVQKTLNITRMMSLQVGRKYLLETFVENVINLTKRPENMNKNIRTG
IMREYTYVCHKVENESLOQDCFAEFTIAVCLDLPSHRSPSPCINLLYNHCLNRTKDCREAVE
NETEETTEEECDEDYDDCEELIDDTENNQFRENSMKRIGTALRVSSNSKTKNATRLEFEKR
RKVIRELVGNINNVSSIMDQEDVQILYEVMDSSENISHVSSLSLSLSDKIGPMLLTNLKE
MNIVEGKATILSGGGRIKNDYKEFNGNNLVILSLEFYDEDEGLSVKINLPRTALCQSMGMKMN
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KRNNKKDDDDDEEDYDEDVPDRYSNCEFTPQFPSISNDTTDVNGMEDLYENISITENVSKE
NNTNPMCHYWNPSLONWSTDGMTTTMLSSSQVLCTSNHLTSFAVLVDHSGVTSENDDPST
SPAEQIGFQVVGYIGCIISIIALLFAIVLLALLRKQLOKGPLLYVHINLSLALLLALLVE
VEGIELPRSIPWLCSVLAGSLHYLFLCVFCWSLAEGIMLYILIVRVYGSLADRWYLLLPL
GWGLPITIIVGISTGIKHDLYGTNDYCWLSTSKGMIWSEFIGPMLEITIIINIILLAMTIYQI
MHSKSEFKAATGADPNLKKIDLVKTGLKGVLVLSPLLGITWVIGIFAFSQQTTIFLWLETI
LNSLQISDWVKKKLSHCLRRTKEKSLSSNSTNETFMKNSSIESKA

>PAC:15726423 pep:novel
scaffold:Aqul:Contigl3510:653267:664006:-1 gene:Aqul.227895
transcript:PAC:15726423 description:""
MLPEGQPIPLNISYDFVNGGPRGENQTIASLHFKODGSNLLSCSSTGCFTHDSPLNVTKS
LDSNINNIQADITDDRPINISRVEVVELDVVNMGNLYDTVTATEFTVSMTSTETVSMTPTP
TNLVACSMETIVSSDRGTFEWPETVSDSTVHISCPNGPSGATANRACTNNGAWESPNVTL
CRAITLISNQFRNISKVNVTTENVVSVAENLTNLVVSTTDAADQNTDNIRTVSAILDQTA
ILLSDPMITIMNVSSSELSMITKNTVQILDSLEEWAPAVVEIESNNVINSFERITIDALINOQ
DNFTNIMVVKNGIALAGESFQQAVENGTEFTAASIDDTLEVDTQVGQODSTNGLTSNEIAS
IRLPQSIISITIETDTIDVAFTLYNKSVLFPIREPPPNTIVGSSVIGARIGKLTDGTKLPD
PVVINLVLNTTGNITNPRCVYWNFTTAGGRGNWSTDGCNTTVNATANDLSVINCHCDHLT
NFACLVDVSARTNGATEAPQYFTMTLEVVSIYGVCLSLVGLILTITITLITFEKLRAREAS
TFHIQLCLSLIYMLIIFVVGINKVSVRAGCITVGVLIHYFALVSWMWMGAEALLMEFQKLV
IVEFTDITOQKYLIAVSILCWTLPLLPVVVTLAIDRDEFYIYLYENGNQSGFCFISELIPFLV
AFLLPVFITILIFNVIIYVLVIRVAILHTVGKNKRMNKSPFTKSDRSSSAYSDTDSGSGEFG
GGSGANPFGDDDKELLVEREDPGLSPEAQLQLOHDTSEVEERERHMROLETEILDINDIF
RDLGTMVHDQGEITIDNIEANVEIAGTRVESGNKQLGRAVKHKRCSRRLTVCILCILLAVA
IATVITILILVGVLNGFEFKK

>PAC:15726767 pep:novel
scaffold:Aqul:Contigl3513:266519:268222:-1 gene:Aqul.228239
transcript:PAC:15726767 description:""
MLLFLSTTLLHRTLYDTRWSNITSNGHSSDDNALIVRIFACCMSSLSIFGALLIMLSYLC
FKNIRTKAREVLFHLSVADFGVGSTNLIGAIVNYDDLIDKCRNQSSSVLESCPTYVSLCK
TOAFFAQFFTVSSILWTLLLALYVYTLVLDSSRKLSLWIVRFGYLVCWGMPLGLSIWEVL
TRKLGKTKIGGAGWCSLRAENKEGNVNHFAVFFGNDIWVMSTEVLILVLYTTLHCHLKDR
MKEMKKYNSDTFSQHSDAKFLAIPFFFLLLHAGTSENMSHTLOQHIVLYWMEIGDSSEGLV
NGVIFCLLTPRIRQKLLSLCCCCSCYKFKNSNPSSIVRFPRETMEQRRLLENPDSNASPK
YSVNRNMSSSASSITSSSDSEY

>PAC:15728257 pep:novel
scaffold:Aqul:Contigl3521:116118:122705:-1 gene:Aqul.229729
transcript:PAC:15728257 description:""
MCVATGSTLNGGOQWVRAIDGNPVICHSNSDTDPFRCDSLASPNASLSLYLPNGQALLPER
EGFYKCCLPTGCLDPNTNVITANIFRWAQTIAGIKFELLSDMTMLPQQYALHATKIGRMNH
TEFLLAATWYYETGDTSSNLTSFGISHENVVRNRYYTVTVPASTPSNLSVTSGTASTISLS
WNALGSIDADGYVVNVTIGTSIIQTVQIEGGNSNKTTLKGLASGTIYSITIRAYQQLLGP
ASSATILGOQTLPVVGVAVVKKSGQOSISENCTANGIPTPTIVWMKDGQLIVPNKKRSISVQL
SAGFHSNNSSNISQVTSNLTISDLTGSDNGSYFCRADNNANIGTVLNTSYQLAVIESPLT
NECLSSPCVNGDCQSLSDAYYCLCSETHTGKNCQEKVTIKIKPKITEPPOQTTTGELYSPV
NLTCKATGSPFPLILWYKDKKLEVNRNSNPSILVFAELTLNDRGIYHCEASNIIDGRKMS
ANSSSVVLNITNVVQYKAEMHLSTNSYVGTNDSMENTKQLMIQSNNYLSGSNISDTSLEY
IKIQLNPDELSLGTNNDSLLVVVTLVTQKGQGDKILLNGVRHVLNFIQQFALPTEVTTVE
REDGCPSNFTIIPSHSGNPNLTITIVWPETNIGVLAVVDCPCGTNGTSGGGKLQATRYCG
GDFTNGAVWDAPDVMRCNFSDLARTLCHLKDLPVEERINELEALTSDSSALGPTEVAAST
SALVSATGELEGNITLTTTFLDTVDNILVVNQEVLOQKSQESSNTSSRILDATIENVVGDIN
ITNSSEPVVIARNHFAVLVQQIDLKELNESSQVEFSVNIGDFATONISWDDLSFGSNSVSP
PTGSIQLPSNLLSSLSNNLSDDSKIAYAVEFVTDSLFLRRKINYWTVGSIIISANVVGIGP
VKGLKSPVNLTFQLNPDINGSFPQCSFWKQSLDNGYGDWSNDGCNTSVDPKYVTCHCDHL

48



TNFAVLLDVSLNNEPTERTELTLFLDSISYVGIMVSIVCLIITIISYLLSKKLRSSDHGQ
LLLNLCFALLGLYLSFIVALHSKNINIFCAFSGAVLOYFFLVTFIVMAAEATIHLYIKLVI
VLGRKIENYVLKATVVSWIAPVEVVLECFSPDYKSYISDPPNFCRAFRAPEFYIGMVVPEV
ITYLENCIIFVVIMVSLLHKTHSLKLNDAKMKKDKDSKSEFLKQOLTRAITLSILFGLGWG
LGLLVTEDIYTSETLRDLIASVEVILTGFHGLFLLITYCLRSEEARHVWKNILECGKDKE
FSKLSLSNLNKTWKKSPNTTKISYNLATSLKKDQAEEGSQOMRSYEYTKKNETGKKEVHKD
EGNFDLNNPNDGQATLRFYAKKYNDNEAQFDILNDESSESEVEMDEKNCEKYHQONKHC

>PAC:15728351 pep:novel
scaffold:Aqul:Contigl3521:509315:513851:1 gene:Aqul.229823
transcript:PAC:15728351 description:""
MCGSDKYDRVGAFRRCIDVTTPFPPEFDITKPTCTLSTAQLOQEIVANSRYQQOQYGEFGCDDL
IRFADYQQLNNVNLLELSSISLNSTHSKSLATAAFLCHLSATQRLCDHYNLCEFSYRENAT
KAYERNACIMDEFSRLVSHGSDRVENETIIYKYLLKPSLVESYSQAGRENLATITQDYLYTCT
SLEFHRNDIEDCITIQLLNHCFLFEDEAHYLCYNGIQODNFCSQFGGDNQLRCYILLEEKILT
SIVDEKPIGDLNSTDIDEVKAIVAGSSRRANYTNETLTQLNRIVDYFTLNESVVSQNIDK
QDANTFLSVISTLASKEESLALPENNETNSSTALLNDLAVMSKLIGSAVLTSNDQVEGNF
AYSDNNIGLFLTVGSVEYLSGALKLNSTNSSAEINIPPASVCGEFDYELSKNDGSYEYDEY
PKICQGRPSCNISQONGEFTYTCYDMYTIFGECSKRIAIPRSCPSVVSTSIAKLSLPGTLPP
NMTIASNVINVQIVTRNEDSSVSNVHSLKDNASLHFKLAEPIKENF IPKCHFWNTTENVW
SDVGIETLVLSDVDILCNTSHLTSFAVLVDHQGLIESASSSTAHNGTSITIPSTELQALST
VGYIGPSISLLCLITIALVIMIYLRKEMNVNFLYHVHLNLCISLLLGLTVFLFGLETATIHY
DWLCSIVAVLLHYLFLCVFAWMLAEGITLFITVVHVWGMKLLKWQISLLTAWGIPLFIVA
VSFGIRHDLYGTDNYCWLSSQKGLVWAFLGPALATAVINTIFLMVTMIQLVRVIRNKEDH
RKNSKNLKTVKSATFGAIVLFPLLGITWIIGVFAVSONTTVFLWLEFTICNSLQGVEFILIF
HVLRHKTVLTWIVRKYPCMDKWIEVHTSSEVIRRMSAMKLSVGKLAPQDMLSAKFGLRRN
SSYSLSDLIVSTSNENCINSELDTIAEEGDDEGVA

>PAC:15728352 pep:novel
scaffold:Aqul:Contigl3521:513988:518699:1 gene:Aqul.229824
transcript:PAC:15728352 description:""
MLLSSLLFLLFIATAHSVYKDGTGDERLRAFRRCVADNDLPQLNTSKPRCPVTNTQLLNT
AANSRYQQODYGFGCDDLMRFADYAESQNLDLLDHCFALEDVYYYYSYWCYIGVMNRLCVQ
FRGDERLRCRILIETRLEVSLENQCANENNEGKCEKILTSIVDEKPIADLNFTDIDQVKA
VVAGSSRRANYTNETLTQLNRIVDYFTLNESVVSONIDKQDANTFLSVVSTLASDEGTRN
LRENSTNNSGAMLLRDLDKISKVIGSAVVTENEQTEGNYAYNDENIGFFLALGSSDTNYS
SGGNIDNHIYILLFIVMNLALKLNKTDTTSPYMTAETISISATSICGFATTDESIGSGDDF
DYYYDYPKICEGRPKCDIDGYIYYDLYTIFGDCSKKLKIPNSCPSVVATSIADKLPLLLS
DDLPSNMTIASLVLSSQIVMKNEDNSTSVTHSLKENATLNFKLLKPINLTEYIPRCYYWD
TVENMWSDAGIETEVLTNDEVKCITSHLTSFAVLVDHQGLIGSASSSSSENATSISSTEL
QALSIVGYIGPSISLVCLIVALVIMILLRKKMNTTFLYFVHINLCISLVLALSVLIVGLE
TADHYSWLCSIVAGLLHYLFLCVFAWMLAEGITLCIMVTYVFEMKEFLKWQIFLPAAWGIP
VLIVAVAAGIRYEQYGTENYCWLSTEKGLIWAFLGPALGVALVNTIFLITITVAQLVRVTC
SKVDTNNSKTSKNFKAAKSAIFGTIILFPLLGITWTIGVEGVSODTTFFLWLETICNSLQ
GVFILIFHVLKHKVVLTWLARRFPCLDRWIEVHTSAEASRRLSKQRLSVIHDPKLPKRRL
SDQFAFCLSSFLFLLWWSVKRKGRRTRIVIIINT

Frizzled like GPCRs

>PAC:15725169 pep:known
scaffold:Aqul:Contigl3501:51559:53230:1 gene:Aqul.226641
transcript:PAC:15725169 description:""
MSEFFYSLYLVSEFFFIFYTPRVTGQCSSRTSLIQEATCNYNYTLRNLSIYPNQVINETTET
SEVVTLVNALDSSLRSCSSNADRSGFICAAFFPSCDSGYGPCSSFCKKIRQDCSNTLPFL
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PSTVSWIFNCTRYEPNSPCIQPISIEPTSSSSSTSSIVVISTPLPSQTPSTTPSTNESSV
GCPPPSSSYYTDGMKSEFTKGWIATWSTLCEFLSTSLTLLTEVIKPSRFEYPWRPITIFLALC
FNIHSLGYFEFSLALGRGIITCPGNNYISSSSKWSWSHIPCLLNFGLLYYSMVSAFLWWLA
LTLSWELSAVFKWSNESVGRLAPFFHVTAWVVPLLMMISLVAAQVISADELTGTCEIVRD
DSNATLFGLLIGVIIPLLLFLSIGLLFLIIGLISVFRIRRFLHNKGRQKESIVLEKLMER
IGIFVAVYVLPAGAVISCYIYELAKVPDWVTLNEAESCSDGGCQKASPIVEFIIRIFMFLM
IGILTGVWIWSKKTLDSWRSLGNSCCSNGSSGKNDQEPTMTKHVRSESTVNS

>PAC:15726883 pep:known
scaffold:Aqul:Contigl3513:757187:759285:-1 gene:Aqul.228355
transcript:PAC:15726883 description:""
MSLVILLFLAVVNLSTFMGQPTRPVSTLPPPGTCQPITGVAMCLYVPWGNASFPNLREHR
TOSEANTEVNVEFQPLVTHQCSNAIVHFLCAVYTPACVEGPEGTVTLKPCRNLCNHVRNTC
EPLMQOGGLDWPPHFECSNFPESTGSTSDIDSLCFKVPINVTIPPELLPSATTSSGTAVQ
PTAATSSTEFVSSMTLGTTPIPTATTIPSSQKCSPDLDLRRLGHEFANSSYTFASIPNCAV
PCEGIFFTETERNVVAPAFILVCALICIGFTLFTVGTFMIDRQRYHYPERPVIFLALCYL
ILSLAFVVGAIVKLSDPKSSFACSDTADSQSEVFQDLPNSTPTFHSASCVILFIITYYFQ
MAGAIWWVILTLTWEMASTLKWGEEAVERPWLLYHIFAWCIPAILVILLLSVRLVDGDQL
SGICYTGNSSSVSMGVEFVLLPLLLFLILGIVFLVIGFGSLVHIHLQISKDPNKSRRLQORL
IIRILVYALLYIIPTFIYIFLCIYQLAERNSWEESYIKCPPSSEFNCEPESKPQFTALLMR
YLVLFIIGIFSTFWVISWKTLLAWQKFFDSIFFCCHKREDYQLPRRNIETAT

>PAC:15726501 pep:known
scaffold:Aqul:Contigl3511:286703:287570:1 gene:Aqul.227973
transcript:PAC:15726501 description:""
MSGLLSCSLTNASVLCSGKLIPYHSQASQPVFGTLHNCSEPCNGAFFSQEQVDILHYSNL
VLSCLSIITGCIILFLYLINYCKIKHPEAPIYYTAGLQLVISTMQLISGLYGTEFNSMSST
NSSSDSEGLHCDDRYKNHEFNESILLODGGDNPFCLTIFATLYYSFLSILSWWIVITIEWL
VISIKRKITKKKYLYIISHIAGWSIPIPFLFTAAYLNAVSGSTTEMTCWISRRNESLYQL
AFITTPLSDSGLTIARKGDIVTAYISLQGMKKSPYLS

Other GPCR families

cAMP like GPCRs

>PAC:15717951 pep:novel
scaffold:Aqul:Contigl3368:29673:31585:1 gene:Aqul.219423
transcript:PAC:15717951 description:""
MDESDTNSSSSSSCDEFDDLDYKIVSGVRAFSAFISLVSCLIVIILIFLFKRHHYFIQRL
VLYMCEFMAAINSVTIMIQKVDYFTPDTNQRDALDKYCIFAGFAEYYTSAVELIGEVCITH
GLYRTVFKQKPKKYLELGYICISLLFPLLPACAPFFGFMYGKSGPWCWIRERSDNCDKET
VGITFQFVLWYIPLVLLTVSTSIVYIAMFCKVHKSIESHWQOGPYDPELFLHKGRLRKVVK
ILLAYMPILFLLINLMSLPNAIQWAIGEKPILALWILHGVFPPFRGALFAIPYLFHTDTR
QOIKQIGIRGAVRERFMRKKTVTSYPAKECNESDSLTFPAAADTTYERNKPYRNPSLRQQ
ELSQRYSIPTIPQVATLSENTTSTSISTYSTDLGTHSSLSGLLTSRNAADTHSECESRNQ
QONE

>PAC:15717955 pep:novel
scaffold:Aqul:Contigl3368:37889:38992:1 gene:Aqul.219427
transcript:PAC:15717955 description:""
MANNSSIDTSCFPTSHQLEITIGWVSIGTGGASLISCILILFVAILFQKYRGTTQRVILYL
TITVFLNSILYLLHGIRTILEGATDSDFCIALAFLDQVISWMEFLATILCLTVDFEFVKSVFE
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LKENTERFEIVYALVIFILPFTENWVPFLGNTYGYGGTNCWIKQYKDMNCSETDKLGLAF
REGLYWIPEFYIIMTEVIIAYFISLEKARRRITQYSATTPTESEQTIKELLLSEVRQYQLY
PFIMIVIFSLGIISRIAEAVDDGKNFFALRVFHVVVMAIQGPVIAIVEFTMDYDTRKQICN
PROILTACEFGLWCCCRKNRVREYTAITHEGSFISDPIMTPKOSSSMEEESLATGSGYITA
NKKNEVI

>PAC:15721723 pep:novel
scaffold:Aqul:Contigl3456:118682:119488:1 gene:Aqul.223195
transcript:PAC:15721723 description:""
MATFCIVIALFIKAVCGRTTSQFEFGYVLITIFVFPLIFSWIPFYYDAYGPDDMFCWIREV
NLSDCNNYFKIGMILRYTLYYVPLTLLMLLLVALYIPAVITAHKKKSRWSGNFDPEATAT
RRMIAMETIRPLIYYPLIVLVINVFPLLKQLYATINDATSSEHDGLNHNLTTYFTLSVISY
VIYPFQGVLVTLAFTLDPETRKLLTWKREFVAAFLOTCCCRSRGIVRSYSIVHGRSDSLNY
GSTSRDRAAVTQDESCDPDGLHMKLNWE

>PAC:15721727 pep:novel
scaffold:Aqul:Contigl3456:123609:124673:1 gene:Aqul.223199
transcript:PAC:15721727 description:""
MSNSNESNETDGPDLSCEFDVEFSDPRYTALAVMNIVESISSILCLLVAISIIVLFKKYVHFE
SQKLILYLCIASLEFYAVSNCENVTIPPDVATNTASRGYCVVMGEFLDQTVYWWMINCVAIIM
IDVFIRVAFERDTQKYKIPYTIIGILVPPLVISWIPFLYLSYGPAGIFCWIRNKNYEDCST
FDIGNYFRFSVYYIPFYFLMLVLAVLLALSLCIARRKRKOWITGNLGKETKELQKKIASE
IRPLLGYPILFMIISIFPLISRIYDATEPDEGDVEFYYILFVLLVTFYRLIGVTIVSLIFVL
DOETRKHLNKKETIRAAYMRWRGLEKRHVTSYKFKVGQSDSFIDKSTAMTEENKQ

>PAC:15721726 pep:novel
scaffold:Aqul:Contigl3456:122275:123321:1 gene:Aqul.223198
transcript:PAC:15721726 description:""
MSNDSSSNGTDQSCEFDIYDDHHFIGLAVLSVVLSIISSIFLLAATALIVLFKKYVYLSQK
LILYLCIASLLFSFSTVLNVTPADAHTNPVSKAYCIIMGEVDQVFLWWQINCVAIIMIDV
FIRVVFERNTRKYKIPYIIGIVAPPLVEFSWIPFIGLSYGPAGVEFCWIRDREYENCDVENL
GAILRFSLYYAPFYALMIGLAILLVITLCISRRKKKQWMTGNLGKETIELQKKIISETRS
LIGYPVFFMVICITPLIFRIYGIFKTDGTIYFILSYLLVIVYRLIGVIIALIFALDPETR
KKLNCVEIQAATQRWKGKEKNAVVAYEAETGRSDSYSREKATIKIEKDT

>PAC:15721725 pep:novel
scaffold:Aqul:Contigl3456:121093:122136:1 gene:Aqul.223197
transcript:PAC:15721725 description:""
MEFNSSTNCTMLDNEKYDGLVVVQIIFSTVSCVLLLCMIGLIVLFKEYQFFSQRLILYVA
VCSLIYSLINSINFFGREAQNASSALEDLCMAVGFEFNQASFCWELMSVTIIMIDIFIKIV
FKRQTEKFELFYVILITFVPLSEFSWIPFIYKAYGPAGTFCWIRERTENNETYCPLEFWHGT
YLREFFLYYGPLYILFFALFILILSTWCIIRKRHKOWRNSQLDYQLVHLEQILEKEVRSLE
AYPVIFIVVNITPFAHRVYGIYSTSDITYFVLSLITVILFSTQGSIIMIAFLSYPETRKK
MKWIETIKAAFRRWRGKEDAAIREYLVGESTERADSILPTNTEYTKIV

>PAC:15717952 pep:novel
scaffold:Aqul:Contigl3368:32110:33159:1 gene:Aqul.219424
transcript:PAC:15717952 description:""
MSNNSSGVDLSCFTVYDNDGEFVAVVAVRVALSIISILCCLGMLLIILLFKKYLFFAQRLT
AYLATATLAYSVVSAINVEGYKAYRNDAIKGYCVFTGLLEQVVSWWVLLAISCIVEFDLEV
KIMLKRETERFEWVYIIVTLVTPLITAWIPFINLAYGSSGAWCWIRGNDYDDCSSETEGV
VLREVLYYAPFYILMCALLIALVIVEVRLRKQRRSWIGNFDPTVLALKKKMSQEVEFPLIS
YPITIFLVINITPLILRIVNAVKSNEPTIIALWEFLSTIVEFSLQOQGAVVMLAFALDPETRRNLA
PMOLLGATKRQVTREGQVNEYEMGDDNEGEPEVVNSTSISFPSYPDEDQ
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>PAC:15716961 pep:novel
scaffold:Aqul:Contigl3340:36565:38756:1 gene:Aqul.218433
transcript:PAC:15716961 description:""
MVNFPCPLEFPNNTGYELSVVDIRVSVSCFSLLGSIFVIGLIWLFKKYKFFTQRLILYLST
ASLISSIAYILGRFDYGSDNKQHLCIFTGFLLLYSDWSVLLSTIGVTANLFFKVTCERLS
NKYEFTIYVMLSEFGVPVLEIWIPFTFDAYGPSGAWCWIRNKNVTIDCTPFIKGKIIQLLVWY
IPLYALILFLEFIVYVYIAARVSYRVRTWQGLYDPQVQROQRILMREEIKPLMWYPLIYFLV
QLFPFINRIVYNVTDNAYIGLFVLHVLTSPLTGVLIAFAYALDKETLKRLNWNSIKASLR
FRSTSKIVTAYSAEETFEEELEATPRSTYFSESSEGEDENKRLVSTRID

>PAC:15722414 pep:novel
scaffold:Aqul:Contigl3467:307811:308695:1 gene:Aqul.223886
transcript:PAC:15722414 description:""
MNNHTCLEFLSLNEVRTLGIIRSSVALVSALSCIGAIVLVLLLARKQWRRFKEFTKRLSLYL
TILALLYSVATTFQWVSSSAIDEQPGGEQGCKAVAFFVQYSSWSLLVFTFLLTLILFITV
YKRKEPHYKRWEIGTLLASILSPLITVWIPFINDSYGLSGIWCWIRSHDSTNCTVEFLPGV
IEQIALWYAPLSILMIASSILMEMTIGKYIYLVFKPCGYQTIDADLRYQONSFKDYSPLVV
YPIVFFSLNITALSSRIASTQYVFPKGLLYIHSIVDPCWGLIASTATIIYSVKFE

>PAC:15726659 pep:novel
scaffold:Aqul:Contigl3512:397833:398765:-1 gene:Aqul.228131
transcript:PAC:15726659 description:""
MIFCRLFTLLTHRLITYMLLGIFFYSFIVAAQCMNYWLNIWKGEHAVVCIVESYFTEYAC
WVMLLSVLMVTLHLTVMVLFPKFHIKMGRLEPFYILFPWLFPLLVAWIPFVHNNYGISGS
WCWIRLYNNNCSLNKEGMIEMYAVLYGELFVGLILNNIALIITFVTLCKRVYCNTTCPNY
RKTLKQTLPLVIYPISYQLFTWEFATIANRLNQALNKGSGGTWLFYMHAFFGASGGFFAPLL
SLLYILFLRKTIKDNIRKWHCLKCFFGPKTESEATDTSRLINPDQPERASSTNTNQPRES
ETEREYETIIN

>PAC:15727835 pep:novel
scaffold:Aqul:Contigl3519:507890:509017:-1 gene:Aqul.229307
transcript:PAC:15727835 description:""
MEELDEENATTNHTHSGLLSSEQKYIILLTMCVLSIISITIICLIAMVMAVKFKLHKYFVH
RLAIYQVLSAMLYDAVLALEVVEFINYDTKKSVYYPVCVVEAFLIEYSIWIKLLFTFECLTFE
HLFCFSVFHVNLNRLEIVYILVSTLGPALFTWVPEVNGLYGLAGAWCWIQNWKGDNALKK
LPQGEIEQYTLLYGPATIFCLLLCGVAVVIVTAILVHRAYNCNCCNNKIHDDDDNENQPLL
KEQLTEQKKKVLREMLPLVSYPILSLMFYIPAFINRLVGSISQSPNFISEFMWSGVSLPLT
GLLAGVSLIVHIFILEHPKRRSTIKKRRQLVDVTQRIKSINDVFTTDTVASTAAKTHFEV
PPESATIDEELNPSMN

>PAC:15721256 pep:novel
scaffold:Aqul:Contigl3448:35351:36343:-1 gene:Aqul.222728
transcript:PAC:15721256 description:""
MEDDSPCNSSQAQFSNQQKATILLYIYGGVGVISTLCCVFALIVAVRYRFYQDIVQRLVLY
QLIAALAVSLICAFDITIFVNYHKNPDVYQPFCAMAAYENTVSLWTIKIGFTFWLSLLLFIC
LVYLKQPKDVKKLEPLYILTSFGIPMLESWIPFANDLYGISGAWCWIKNWEGECANKKIL
LGTIEQYALFYAPATVFFLIDATILITATVIVLLKRIRRNNVSEEQLLLGENRKQKQLLRM
ILPLSVYPVVSIFLYIFPFSNRVYSIIDDKPIFPLFILHGVTEPLWGCCVGIVVTVHICI
AKSKRSSSGDTGMRSVTDHYTLPKDSMSFE

>PAC:15719005 pep:novel
scaffold:Aqul:Contigl3399:199087:200235:1 gene:Aqul.220477
transcript:PAC:15719005 description:""
MSGDCPNGSDLTSEEKRITILSVYGGEGILSATVCLTALLMITIKLKYYKDTVQRLLLWQLT
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AGLGLSLYNMLNLLFINYDEETSSRAYTVLCSIVGYIGTVIFFVKIAFTLWLTIFLFRCL
VCLKDPKELSKMEILYVSTSLGLPLLVSLVPFIHHSYGIAGAWCWIKEWKDDCASDEKLV
LGVIFEDAFYSSGAVIALTNAVLITITLSTVLCRIRCSCVGSSSSEKEQLLETVQLKHKN
LLKKLLPLIAYPLVFLFLIIFPLTNRIYGGIGKRISFPLFMLHAAVEPFWGLEVGVAITIV
HIAVIEYKKKTKKIHFKVPVVTGVQSMRRYNALSPVDDAYTVDTVAATSAKTTFEPSTES
IDNCSCTDDNINGSIVSTDVYK

>PAC:15717950 pep:novel
scaffold:Aqul:Contigl3368:28057:29224:1 gene:Aqul.219422
transcript:PAC:15717950 description:""
MIGGADIPEDNVIPICYKFDNSQARRIGVARAASGISTLIVSLVAIVITILSMKATIKQYPQ
RLFFYLTLATLIQAPTFTLEVLSVSYNRSESEQPLCSIAGVYTMYTSWLONLITILWISVY
LVRVIVLRLTVYNKKLEVFLLILFLVLPTIPGALIPLIKNKYGMVGAWCWIKDENSTDCVR
HDNLGIAYQYTLWEFIPVMLEVVIIAIVIVLIGAVLCVRGFIAKKYVLFQOSEYRKLLRDST
PLLCFPLFFCSISCFELILYWSSLDAEPKYNLWMLNAILTPCKGILMIFGYLIPMIWIRT
KDYRAKKGRLVLRKEDWRSDNNSSEFLDTVSIRFQOSSGGEDHYGSVSVYSTEIKN

Ocular albinism (GPR1l43) like GPCRs

>PAC:15722473 pep:novel
scaffold:Aqul:Contigl3468:153476:155508:1 gene:Aqul.223945
transcript:PAC:15722473 description:""
MASPHASSFMCLPFDSMREVSDAYITYYGVCLGSGCIGTLGSMLFLYQVLRGAAAKSTSK
TOKNILINLAFADLLADIGVIGRSLYYMVYWRDHDLTKIDLRDRLPQAITGAFTESWVVE
WYLASYFWTFFFAVDIYTAKHKGRWRLWCSHMVTWLYCSLLAATGTLALWACAPPLECAV
DKYCIVGHFLCTFGPILIFLVSLPVFYFSILKKITDEFKDDGHALEVREREKKQAKKKIL
LEITVEYFCWLVNVVDGFILVIYHLVEKGALAPSVRQTFLYKPAYIYTVWIIEAAVNPLQ
GLLNAIAYGNACQSVHECYVQVKAKLTASLSHQASFSGEHIEVDFREGRGSVWTTQRKRV
LsSC

Intimal thickness-related receptor like GPCRs
(GPR180 like)

>PAC:15717891 pep:novel
scaffold:Aqul:Contigl3365:154501:156037:-1 gene:Aqul.219363
transcript:PAC:15717891 description:""
MSSFMLFLLLFLSSSLHLAFSLRIKGSYDVSNETLHKEGOMKYKFLDKFGIFKGDSVNLY
GSVNITGDLLFAFIKKKVWDKEFHPGSSCDQLOTQSLRYNNREFVOPLPPPNPSSDLTPVSS
SSSPLSPSASHSISMNTEMNESTDTEFWFAVEIYCRESNNAWMIPNDSLSLSYEIFIVNA
NHDHNNDTSPFTRQFPGNEKGFLEFTYLLESVEYVILIPVHLLSHLKYTIKCRTPQIINLFE
SLALVFEGINIFCGLIHYGIYAHNGYGAPPLNYMKTFFNLVGDWFLIIVLVLIAGGWMVT
LRTVKWRLASFIFISLYIFVTIIYYIATVIYMNVOPWDTLHPLOQEWPGGIYLFARSLLLF
YVWYQIYHTHRQEETLOQKLRLYRALFGIFTVWEWYLPITVEFIVTLINPVVSWVVLINIMN
FMNEFIVNVVMVALFCPFWSHEYFQFQFNVETSSMTSALMNSSSYTKKYQOMMSGNSYDKRE
DKDLIL

>PAC:15726074 pep:novel
scaffold:Aqul:Contigl3508:509929:511865:-1 gene:Aqul.227546
transcript:PAC:15726074 description:""
MAFSWIFLVVALLHFLFTETRAKVIAGVVSSGQAWSENGTFITKFCFHDRRALFEYETNTI
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SSNGRWYFYLDDHWSDSLAETDCRNKIAKARFSVGISATRGQQLVNQWLRPHEWYVVYAD
PNTCDESPPTEDLFIGYTLTFLNPDSEGNANDHFGEDEKDLRMTVKEVQLVKRYPKVILV
LWEQSYEESHYTYHVHENLPGFLLVCLRIILAVLEGYNLOSTLSKERSTLRKDEFYQAFAT
ICYLWFLSFPMLMLIAMVLPEYWRHRVSHYYNYQYFSHE

Lung 7TM receptor like GPCRs (GPR108 1like)

>PAC:15721385 pep:known
scaffold:Aqul:Contigl3450:242450:247434:1 gene:Aqul.222857
transcript:PAC:15721385 description:""
MLWOPVNNLLINAHQEIPRPLIGVVSHLSYVSKSLSSSSVFALLLSSEFSMLRSVFLLLCC
LSLSLAVPDHGHNKVVLENNTQTRSGCTSLTMAGGSRIRVSLYNANMSAHEAVITEFKITL
YESQCEATIDKKNCAIRTVDEIVMTINTQVFKVTSGRDYINFHSQKKPSSAANSTNTKNGTA
TTASKRSAASTEVTAAPTDGATTKAPTDGATTKAPNDGTTTKAPNDDTTTKAPNDDTTTA
APTNGTTTTAPTTPPPTEAPTTTVLINNASSVPDDPEWATFTTNNSGVEDVVIEATAMKN
DINFSLAFHVDMKNKYGYLSLVDYPAMIVYSILMILYTIFYATLWLVLMALEYKDLVRLQF
WILAVILLGFLEKVFFVAEYGTANGGIDSSGLIYVAEIVSAAKRALSRVLITIIVCEGFEGT
VKPRLGHLLTKVVFLGFVYFIVAFIDGVLRASKGIGNHGLTTMLTFGLLFLLDTGIVYWI
FSALINTRRNLRVRKNTVKLALYNHLGYALIATVIASLTFITITWQFIYITRSNCTNDWREM
WLIECFWHMLEFCFMLLIVMITIWRPSANKLRFAYSPVSNGDSDEEEQGANKNFETVKMRPV
SGKSESTKQQLTSMEAEEDLKWVEQNLPTTAIDKAAQMVLDSEEEVMTTRFEASKLN

54



