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Additional File 2. Prediction of RNA editing using the BLASTX prediction mode of PREPACT exemplarily shown for the Amborella trichopoda ndhD gene. All 17 chloroplast references implemented in PREPACT 2 [22] were selected as references to predict RNA editing using a threshold for listing sites congruently predicted by at least 70% (and minimally 8) of the references. Light and dark grey shading additionally indicates threshold confidence levels of 80% and 90%, respectively. Black font indicates a pre-edited state and red font indicates an editing event to reconstitute a conserved codon in a given reference, respectively. A zero indicates lack of homology or presence of a codon that can not be converted by RNA editing in a given reference. All 11 sites listed were confirmed in Amborella ndhD cDNA analysis which additionally identified silent editing event ndhDeU688LL and non-silent editing ndhDeU947TI, which is predicted by only 50% of the references (Add. File 1).
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0 ndhDeU2TM  ndhDeU2TM  ndhDeU2TM 0 ndhDeU2TM  ndhDeU2TM  ndhDeU2TM  ndhDeU2TM  ndhDeU2TM  ndhDeU2TM  ndhDeU2TM  ndhDeU2TM  ndhDeU2TM  ndhDeU2TM - 13/15 87%
0 ndhDeUS9SL  ndhDeUS9SL  ndhDeUS9SL ndhDeU625L 0 ndhDeUS9SL  ndhDeUS9SL  ndhDeUS9SL 0 ndhDeUS9SL  ndhDeUS9SL  ndhDeUS9SL 0 ndhDeUS9SL  ndhDeUS9SL | 12/16 75%
ndhDeU308SL ndhDeU3055L ndhDeU305SL ndhDeU30SSL  ndhDeU308SL  ndhDeU305SL ndhDeU30SSL ndhDeU30SSL ndhDeU30SSL ndhDeU305SL ndhDeU305SL ndhDeU30SSL ndhDeU30SSL  ndhDeU30SSL  ndhDeU305SL ndhDeU30SSL | 16/16 100%.
ndhDeU386SL  ndhDeU3835L ndhDeU383sL  ndhDeU3835L 0 ndhDeU3835L  ndhDeU3835L ndhDeU3835L ndhDeU383SL ndhDeU383SL ndhDeU383SL ndhDeU383SL ndhDeU383SL  ndhDeU383SL  ndhDeU383SL ndhDeu3s3sL | 15/16 %%
ndhDeU602SL ndhDeUS99SL ndhDeUS99sL ndhDeUS99SL  ndhDeU602SL  ndhDeUS99SL 0 ndhDeUS99SL  ndhDeUS99SL ndhDeUS99SL ndhDeU5995L ndhDeUS99SL ndhDeUS99SL  ndhDeUS99SL  ndhDeUS99SL ndhDeUS99SL | 15/16 %%
ndhDeU671AV ndhDeU66BAV ndhDeU668AV ndhDeU668AV  ndhDeU671AV  ndhDeU668AV ndhDeU66BAV ndhDeU6BAV ndhDeUG68AV ndhDeU668AV ndhDeU668AV ndhDeU6BAV ndhDeU668AV ndhDeU66BAV  ndhDeU668AV ndhDeU668AV | 16/16 100%.
ndhDeU677PL ndhDeU674PL ndhDeU674PL ndhDeU674PL  ndhDeU677PL  ndhDeU674PL ndhDeU674PL ndhDeU674PL ndhDeU674PL ndhDeU674PL ndhDeU674PL ndhDeU674PL ndhDeU674PL  ndhDeU674PL  ndhDeU674PL ndhDeU674PL | 16/16 100%.
ndhDeU81SL ndhDeUB78SL ndhDeUB78SL ndhDeUS78SL  ndhDeUsB1SL 0 ndhDeU878SL ndhDeUS78SL ndhDeUS78SL ndhDeUS78SL ndhDeU878SL ndhDeUS78SL ndhDeUS78SL  ndhDeUs78SL 0 ndhDeU878SL | 14/16 8%
ndhDeU947SF ndhDeU944SF ndhDeU944SF ndhDeU944SF  ndhDeU947SF  ndhDeU944SF ndhDeU944SF ndhDeU944SF ndhDeU944SF ndhDeU944SF ndhDeU944SF ndhDeU944SF ndhDeU944SF  ndhDeU944SF  ndhDeU944SF ndhDeU944sF | 16/16 100%.
ndhDeU11665L ndhDeU11635L ndhDeU11635L ndhDeU11635L  ndhDeU1166SL  ndhDeU11635L ndhDeU11635L ndhDeU11635L ndhDeU11635L ndhDeU11635L ndhDeU11635L ndhDeU11635L ndhDeU11635L  ndhDeU11635L ndhDeU11635L ndhDeU11635L| 16/16 100%.
ndhDeU13135L ndhDeU1310SL ndhDeU1310SL 0 ndhDeU13135L  ndhDeU13105L ndhDeU1310SL ndhDeU13105L ndhDeU13105L ndhDeU13105L 0 ndhDeU13105L ndhDeU13105L ndhDeU13105L 0 ndhDeU13105L| 13/16 81%
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