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Additional File 3. Phylogenetic tree of angiosperm homologues to Arabidopsis thaliana CRR28. Genbank identifiers are given for the sequences of protein models deposited in GenBank, WGS indicates de novo protein translations from whole genome shotgun genome sequences. The phylogenetic tree was obtained based on alignment position covered by at least of 90% of the sequences (517 positions) with the Maximum Likelihood method using the JTT+Γ+I model as implemented in MEGA [67]. Node support determined from 100 bootstrap resampling replicates is shown where it reaches at least 70%.
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 Arabidopsis thaliana CRR28 gi15218900

 Arabidopsis lyrata gi297837569

 Arabis alpina gi666852381

 Capsella rubella gi565488167

 Eutrema salsugineum WGS gi567129375

 Brassica napus gi674905759

 Raphanus sativus WGS gi647490490

 Aethionema arabicum WGS gi511731187

 Cleome hassleriana WGS gi537673502

 Solanum tuberosum gi565381785

 Solanum lycopersicum gi460386121

 Nicotiana tomentosiformis gi49691968

 Nicotiana tabacum gi697170229

 Sesamum indicum WGS gi747078506

 Erythranthe guttata gi604316495

 Catharanthus roseus WGS gi765612683

 Coffea canephora WGS gi661895691

 Beta vulgaris WGS gi566918725

 Vaccinium macrocarpon WGS gi676444875

 Actinidia chinensis WGS gi543934361

 Eucalyptus grandis gi629122304

 Manihot esculenta WGS gi669469025

 Hevea brasiliensis WGS gi448135144

 Jatropha curcas gi643704182

 Ricinus communis WGS gi124353700

 Populus trichocarpa gi566215109

 Linum usitatissimum WGS gi344012187

 Vitis vinifera gi225424875

 Betula nana WGS gi427181888

 Prunus persica gi596296520

 Pyrus x bretschneideri WGS gi422953288

 Fragaria vesca gi315235880

 Morus notabilis gi587874658

 Cucumis sativus gi449435366

 Cucumis melo gi659090955

 Citrullus lanatus WGS gi360060798

 Theobroma cacao gi590693654

 Gossypium arboreum WGS gi602353710

 Carica papaya WGS gi186164970

 Citrus sinensis gi641864025

 Vigna angularis WGS gi540085055

 Phaseolus vulgaris gi593781643

 Glycine max gi356524110

 Cajanus cajan WGS gi352930115

 Medicago truncatula gi357487543

 Arachis hypogaea TSA gi676612966

 Lupinus angustifolius WGS gi448682573

 Nelumbo nucifera WGS gi478834367

 Triticum aestivum WGS gi441803890

 Aegilops tauschii gi475455390

 Hordeum vulgare gi326502116

 Brachypodium distachyon gi357111278

 Oryza sativa gi115470991

 Zea mays gi414591914

 Sorghum bicolor gi242043238

 Setaria italica WGS gi514725395

 Musa acuminata WGS gi4002381261

 Ensete ventricosum WGS gi440571696

 Elaeis guineensis WGS gi526809851

 Phoenix dactylifera WGS gi322059245

 Agave deserti WGS gi532742791

 Allium cepa TSA gi701927225

 Spirodela polyrhiza WGS gi563906250

 Amborella trichopoda WGS gi546276656
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