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Addi�onal file 1: Figure S1. Par�al tree of the neighbour joining tree of the COI sequences illustra�ng the western
 haplogroup in detail. Each individual is defined by an individual Id, the origin of geographic region, and the Id
of the sampling sites. For relevant nodes, bootstrap values are indicated.
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Addi�onal file 1: Figure S1. Par�al tree of the neighbour joining tree of the COI sequences illustra�ng the eastern and
central haplogroup in detail. Each individual is defined by an individual Id, the origin of geographic region, and the Id
of the sampling sites. For relevant nodes, bootstrap values are indicated.
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