Additional file 1: Table S1 Data output quality and mapping rates for the examined samples of Bactrocera dorsalis
	Samples
	Raw
Data Size (bp)
	Raw
Reads Number
	Clean
Data Size (bp)
	Clean
Reads Number
	Clean
Data Rate (%)
	Length of 
Sequence Reads
(bp)
	GC
(%)

	ND-1
	1,197,866,850
	23,957,337
	1,197,537,150
	23,950,743
	99.97
	50
	43.32

	ND-2
	1,197,875,250
	23,957,505
	1,197,456,000
	23,949,120
	99.96
	50
	43.43

	ND-3
	1,197,879,250
	23,957,585
	1,197,738,000
	23,954,760
	99.98
	50
	43.02

	SD-1
	1,197,869,900
	23,957,398
	1,197,661,350
	23,953,227
	99.98
	50
	43.61

	SD-2
	1,197,857,850
	23,957,157
	1,197,689,400
	23,953,788
	99.98
	50
	42.76

	[bookmark: _GoBack]SD-3
	1,197,865,850
	23,957,317
	1,197,685,750
	23,953,715
	99.98
	50
	43.47


Clean Data Rate (%) = Clean Reads Number / Raw Reads Number.
