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	Maximum likelihood of 
separate sexes/hermaphroditism (%)

	Node (LCA of)
	“ctenophore-sister”
	“sponge-sister”

	 Metazoa
	50.7/49.3
	54.1/45.9

	 Porifera + Parahoxozoa
	52.1/47.9
	N/A

	 Ctenophora + Parahoxozoa
	N/A
	56.3/43.7

	 Ctenophora
	0/100
	0/100

	 Porifera 
	43.5/56.5
	44.2/55.8

	 Cnidaria + Bilateria
	85.8/14.2
	85.1/14.9

	 Cnidaria
	98.9/1.1
	98.9/1.1

	 Bilateria
	69.9/30.1
	74.3/25.7

	 Xenacoelomorpha
	59.7/40.3
	65.3/34.7

	 Ecdysozoa + Spiralia + Deuterostomia
	91.4/8.6
	92.1/7.9

	 Deuterostomia
	91.7/8.3
	92.3/7.7

	 Ecdysozoa + Spiralia
	99.2/0.8
	98.8/1.2

	 Spiralia
	99.7/0.3
	100/0

	 Ecdysozoa
	99.5/0.5
	99.1/0.9



