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	Fragment Length 
	Gene direction
	Primer 1 (5’ – 3’)
	Gene direction
	Primer 2 (5’ – 3’)

	4.4kb
	12S rRNA forward
	CAAGTTCCTGTGAATATATAGAAAACCGCC
	cox1 forward
	GGACACCCGGAAGTTTACATTC

	4.0kb 
	nd4 forward
	CCAAAAGCTCATGTAGAAGCTCCTCTAGAAGG
	cob reverse
	TAGTTACTCCTACTCATATTCAACC

	3.8kb 
	nd4 reverse
	CCTTCTAGAGGAGCTTCTACATGAGCTTTTGG
	12S rRNA reverse
	GGCGGTTTTCTATATATTCACAGGAACTTG

	1.7kb 
	cob forward
	GGAACTGAACGAAGAATAGCATAAGC
	cox1 reverse
	GAATGTAAACTTCCGGGTGTCC



