Additional file 7: Table S6: Analysis of molecular variance (AMOVA) to partition genetic variance in the Northwest Pacific Sargassum thunbergii based on rbc spacer and SSR.
	Markers
	Source of variation
	d.f.
	%var
	Fixation indices

	[bookmark: _GoBack]rbc spacer
	Among clusters
	1
	89.03
	[bookmark: OLE_LINK235]ΦCT = 0.890***

	
	Among populations within clusters
	20
	1.70
	ΦSC = 0.155***

	
	Within populations
	639
	9.27
	ΦST = 0.907***

	SSR
	Among clusters
	1
	22.33
	ΦCT = 0.223***

	
	Among populations within clusters
	20
	12.29
	ΦSC = 0.158***

	
	Within populations
	1078
	65.38
	ΦST = 0.346***


***P < 0.0001

