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[bookmark: _Hlk503898775]Table S2 Summary of pairwise genetic differences (ΦST) between chinstrap penguin colonies for mtDNA marker (HVRI). Below the diagonal are ΦST values, and their corresponding p-values above the diagonal. 
	
	EI
	PI
	BP
	AI
	GI
	MB
	HP
	CS
	BH
	VC
	KI
	GP
	BI

	EI
	
	0.166
	0.166
	0.249
	0.249
	0.309
	0.320
	0.320
	0.361
	0.361
	0.438
	0.438
	0.438

	PI
	-0.01
	
	0.438
	0.459
	0.494
	0.592
	0.592
	0.592
	0.592
	0.592
	0.592
	0.592
	0.592

	BP
	0.005
	0.014
	
	0.592
	0.592
	0.592
	0.592
	0.592
	0.592
	0.592
	0.592
	0.592
	0.592

	AI
	0.016
	0.009
	0.048
	
	0.592
	0.592
	0.592
	0.592
	0.592
	0.592
	0.604
	0.604
	0.604

	GI
	-0.009
	-0.029
	0.000
	0.014
	
	0.617
	0.619
	0.631
	0.640
	0.661
	0.661
	0.662
	0.662

	MB
	0.059
	0.031
	0.004
	0.131
	0.058
	
	0.662
	0.671
	0.671
	0.671
	0.679
	0.867
	0.867

	HP
	0.028
	0.014
	-0.017
	0.085
	0.012
	0.013
	
	0.867
	0.875
	0.875
	0.875
	0.875
	0.875

	CS
	0.003
	-0.015
	-0.011
	0.059
	-0.012
	-0.001
	0.006
	
	0.875
	0.875
	0.877
	0.877
	0.877

	BH
	-0.028
	-0.051
	-0.017
	-0.003
	-0.050
	0.005
	-0.021
	-0.014
	
	0.877
	0.877
	0.885
	0.926

	VC
	0.019
	0.015
	0.006
	0.076
	0.013
	0.020
	0.002
	0.009
	-0.023
	
	0.955
	0.984
	0.984

	KI
	0.009
	0.004
	-0.007
	0.047
	0.001
	0.022
	-0.022
	-0.001
	-0.019
	0.007
	
	0.984
	0.984

	GP
	0.002
	0.012
	-0.013
	0.058
	0.029
	-0.042
	-0.012
	-0.002
	-0.024
	-0.040
	-0.01
	
	0.984

	BI
	0.019
	0.009
	0.026
	0.021
	0.009
	0.049
	0.040
	0.008
	0.008
	0.034
	0.020
	0.017
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