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Table S3 Summary of pairwise genetic differences (FST) between chinstrap penguin colonies for mtDNA marker (HVRI). Below the diagonal are FST values, and their corresponding p-values above the diagonal.
	
	EI
	PI
	BP
	AI
	GI
	MB
	HP
	CS
	BH
	VC
	KI
	GP
	BI

	EI
	
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00

	PI
	-0.009
	
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00

	BP
	-0.014
	-0.007
	
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00

	AI
	0.014
	-0.003
	0.009
	
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00

	GI
	-0.004
	-0.008
	-0.01
	-0.010
	
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00

	MB
	-0.021
	-0.008
	-0.019
	0.011
	0.001
	
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00

	HP
	-0.005
	0.003
	-0.007
	0.023
	0.014
	-0.018
	
	1.00
	1.00
	1.00
	1.00
	1.00
	1.00

	CS
	-0.007
	-0.006
	-0.010
	0.023
	-0.006
	-0.017
	0.003
	
	1.00
	1.00
	1.00
	1.00
	1.00

	BH
	-0.008
	-0.024
	-0.009
	0.002
	-0.008
	-0.041
	-0.015
	-0.019
	
	1.00
	1.00
	1.00
	1.00

	VC
	-0.004
	-0.002
	-0.020
	0.002
	0.000
	-0.013
	-0.003
	-0.002
	-0.002
	
	1.00
	1.00
	1.00

	KI
	0.007
	-0.001
	-0.001
	0.002
	-0.006
	-0.004
	0.012
	0.001
	-0.003
	-0.006
	
	1.00
	1.00

	GP
	-0.007
	-0.001
	-0.006
	0.016
	0.004
	-0.011
	0.003
	-0.009
	-0.010
	-0.017
	-0.00
	
	1.00

	BI
	-0.015
	-0.005
	-0.013
	0.003
	-0.002
	-0.018
	-0.003
	-0.000
	-0.004
	-0.011
	-0.004
	-0.00
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