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[bookmark: _Hlk504082927][bookmark: _Hlk503898800]Table S4 Summary of pairwise genetic differences between chinstrap penguin colonies (FST) calculated from the 11 microsatellite loci. Below the diagonal are FST values, and corresponding p-values above the diagonal.
	
	EI
	PI
	BP
	AI
	GI
	MB
	HP
	CS
	BH
	VC
	KI
	GP
	BI

	EI
	
	0.744
	0.765
	0.542
	0.669
	0.971
	0.266
	0.971
	0.200
	0.266
	0.266
	0.002
	0.971

	PI
	-0.002
	
	0.687
	0.740
	0.971
	0.971
	0.325
	0.619
	0.295
	0.159
	0.917
	0.002
	0.655

	BP
	0.000
	0.001
	
	0.372
	1.000
	1.000
	0.256
	1.000
	0.159
	0.147
	0.927
	0.000
	0.927

	AI
	0.008
	0.000
	0.010
	
	0.971
	0.917
	0.266
	0.643
	0.232
	0.280
	0.669
	0.007
	0.656

	GI
	0.003
	-0.012
	-0.021
	-0.009
	
	1.000
	0.971
	1.000
	0.677
	0.740
	0.971
	0.159
	0.971

	MB
	-0.012
	-0.012
	-0.019
	-0.002
	-0.026
	
	0.959
	1.000
	0.266
	0.331
	0.971
	0.130
	0.994

	HP
	0.010
	0.007
	0.009
	0.013
	-0.007
	-0.006
	
	0.303
	0.534
	0.847
	0.295
	0.303
	0.284

	CS
	-0.006
	0.003
	-0.006
	0.005
	-0.011
	-0.012
	0.007
	
	0.245
	0.256
	0.847
	0.000
	0.971

	BH
	0.025
	0.012
	0.025
	0.032
	0.003
	0.023
	0.006
	0.020
	
	0.687
	0.256
	0.183
	0.256

	VC
	0.012
	0.019
	0.018
	0.017
	0.000
	0.013
	-0.003
	0.013
	-0.001
	
	0.088
	0.677
	0.248

	KI
	0.011
	-0.004
	-0.003
	0.003
	-0.009
	-0.012
	0.007
	-0.001
	0.018
	0.025
	
	0.000
	0.927

	GP
	0.045
	0.049
	0.047
	0.052
	0.023
	0.027
	0.008
	0.040
	0.023
	0.000
	0.054
	
	0.007

	BI
	-0.007
	0.000
	-0.003
	0.002
	-0.011
	-0.013
	0.007
	-0.006
	0.016
	0.012
	-0.004
	0.031
	


[bookmark: _GoBack]Bold values are significantly different from zero after the FDR correction (p < 0.05)
