Additional file 2: Phylogenetic trees for wheat curl mite sequence datasets 
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Figure S1 Bayesian inference (BI) tree constructed using the GTR+G model for the cytochrome c oxidase subunit 1 (Cox1) sequences of the wheat curl mite (WCM) species complex and outgroup species 
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Figure S2 Maximum Likelihood (ML) tree constructed using GTR+G model for the mtDNA Cox1 sequences of the wheat curl mite (WCM) species complex and outgroup species. 



[image: ]











































[bookmark: _GoBack]Figure S3 Bayesian inference (BI) tree constructed using the GTR+G model for the combined mtDNA Cox1 and 28S rDNA D2 gene fragments of the wheat curl mite (WCM) species complex and outgroup species. Numbers above branches are Bayesian posterior probabilities; only values > 0.6 are shown.
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