CTBP (4ice) @
Homo sapiens
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GHRB (2w2|) °

Rhodotorula graminis

PDXB (204c) @

Pseudomonas aeuriginosa

X6 (3hg7) O

Aeromonas salmonicida
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DDH (5mh5) @

Haloferax mediterranei

GHRB (4e5k) @

Pseudomonas stutzeri
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SERA (1wwk) ©

Pyrococcus horikoshii

"EDH (5dn9) ®

Candida boidinii
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GHRB (5v7n) @

Sinorhizobium meliloti

SERA (1yba) @

Escherichia coli

GHRA (5tsd) °

Rhizobium etli
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GHRC (5tx7) O

Desulfovibrio vulgaris
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" SERA (2976) °

Homo sapiens

" GHRA (5vg6) ®

Xanthobacter autotrophicus
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LDHD (1dxy) [

Lactobacillus casei
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SERA (4njo) @

Entamoeba histolytica

X7 (3evt) O

Lactobacillus plantarum

X9 (3kb6) @

Aquifex aeolicus

X10 (3gg9) O

Ralstonia solanacearum

x12 (2d0i) O

Pyrococcus horikoshii
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GHRB (2gcg) ®

Homo sapiens

LDHD (4cuk) O

Salmonella enterica

X4 (1gp8) O

Pyrobacullum aerophilum
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X13 (4hy3) O

Rhizobium etli

Color coding for structural regions

Enzyme form

B1-a1
2 @3-a3
B4-a4
B5-aA

BG-a5
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“Catalytic triad”
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apo form

only cofactor bound

cofactor and substrate
(analog) bound




