[bookmark: _GoBack]Table S3: Assembly/Annotation error estimation and gene gain/loss rates in a single λ model in the 25 Drosophlia species included in this study compared to previous studies using fewer species.
	
	λ (No Error Model)
	ε (Estimated error)
	λ (Error Model = ε)

	25 Drosophila species in this study
	0.00365
	0.04434
	0.00340

	12 Drosophila species (Han et al. 2013)
	0.00121
	0.04102
	0.00059

	12 Drosophila species (Hahn et al. 2007)
	0.00121
	NA
	NA
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