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Antizyme Inhibitor-AZIN

>Homo sapiens AZIN1 (ENSP_321507)
MKGFIDDANYSVGLLDEGTNLGNVIDNYVYEHTLTGKNAFFVGDLGKIVKKHSQWQONVVA
QIKPFYTVKCNSAPAVLEILAALGTGFACSSKNEMALVQELGVPPENIIYISPCKQVSQI
KYAAKVGVNILTCDNEIELKKIARNHPNAKVLLHIATEDNIGGEEGNMKEFGTTLKNCRHL
LECAKELDVQIIGVKFHVSSACKESQVYVHALSDARCVFDMAGEIGEFTMNMLDIGGGFEFTG
TEFQLEEVNHVISPLLDIYFPEGSGVKIISEPGSYYVSSAFTLAVNIIAKKVVENDKEPS
GVEKTGSDEPAFMYYMNDGVYGSFASKLSEDLNTIPEVHKKYKEDEPLFTSSLWGPSCDE
LDQIVESCLLPELNVGDWLIFDNMGADSFHEPSAFNDFQRPAIYYMMSEFSDWYEMQDAGI
TSDSMMKNFFFVPSCIQLSQEDSFSAEA

>Macaca mulatta AZINI1 (ENSMMUP 1788)
MKGFIDDANYSVGLLDEGTNLGNVIDNYVYEHTLTGKNAFFVGDLGKIVKKHSQWQONVVA
QIKPFYTVKCNSAPAVLEILAALGTGFACSSKNEMALVQELGVSPENIIYISPCKQVSQI
KYAAKVGVNIMTCDNEIELKKIARNHPNAKVLLHIATEDNIGGEEGNMKFGTTLKNCKHL
LECAKELDVQIIGVKFHVSSACKESQVYVHALSDARCVFDMAGEIGFTMNMLDIGGGFTG
TEFQLEEVNHVISPLLDIYFPEGSGVKIISEPGSYYVSSAFTLAVNIIAKKVVENDKEPS
GVEKTGSDEPAFMYYMNDGVYGSFASKLSEDLNTIPEVHKKYKEDEPLFTSSLWGPSCDE
LDQIVESCLLPELNVGDWLIFDNMGADSFHEPSAFNDFQRPAIYYMMSEFSDWYEMQDAGI
TSDSMMKNFFFVPSCIQLSQEDSFSAEA

>Callithrix jacchus AZIN1 (ENSCJAP 42044)
MKGFIDDANYSVGLLDEGTNLGNVIDNYVYEHTLTGKKAFFVGDLGKIVKKHSQWQONVVA
QIKPFYTVKCNSAPAVLEILAALGTGFACSSKNEMALVOQELGVSPENIIYISPCKQVSQI
KYAAKVGVNIMTCDNEIELKKIARNHPNAKVLLHIATEDNIGGEEGNMKEFGTTLKNCRHL
LECAKELDVQIIGVKFHVSSACKESQVYVHALSDARCVFDMAGEIGFTMNMLDIGGGETG
TEFQLEEVNHVISPLLDIYFPEGSGVKIISEPGSYYVSSAFTLAVNIIAKKVVENDKESS
GVEKTGSDEPAFMYYVNDGVYGSFASKLSEDLNATIPEVHKKYKEDEPLFTSSLWGPSCDE
LDQIVESCLLPELNVGDWLIFDNMGADSFHEPSAFNDFQRPAIYYMMSFSDWYEMODAGT
TSDAMMKNFFEVPSCIQLTQEDSFSTEA

>Mus musculus AZINI1 (ENSMUSP 105958)
MKGFIDDANYSVGLLDEGTNLGNVIDNYVYEHTLTGKNAFFVGDLGKIVKKHSQWQTVVA
QIKPFYTVKCNSTPAVLEILAALGTGFACSSKNEMALVQELGVSPENIIFTSPCKQVSQI
KYAAKVGVNIMTCDNEIELKKIARNHPNAKVLLHIATEDNIGGEDGNMKEFGTTLKNCRHL
LECAKELDVQIIGVKFHVSSACKEYQVYVHALSDARCVFDMAGEFGFTMNMLDIGGGETG
TEIQLEEVNHVISPLLDIYFPEGSGIQIISEPGSYYVSSAFTLAVNIIAKKVVENDKESS
GVEKNGSDEPAFVYYMNDGVYGSFASKLSEDLNTIPEVHKKYKEDEPLFTSSLWGPSCDE
LDQIVESCLLPELNVGDWLIFDNMGADSFHEPSAFNDFQRPAIYEFMMSEFSDWYEMODAGT
TSDAMMKNFFFAPSCIQLSQEDSFSTEA

>Rattus norvegicus AZINI (ENSRNOP 69785)
MKGEFIDDANYSVGLLDEGTNLGNVIDNYVYEHTLTGKNAFFVGDLGKIVKKHSQWONVVA
QIKPFYMVKCNSTPAVLEILAALGTGFACSSKNEMALVOQELGVSPENIIYTSPCKQASQI
KYAAKVGVNIMTCDNEVELKKIARNHPNAKVLLHTATEDNIGGEDGNMKFGTTLKNCRHL
LECAKELDVQIIGVKFHISSACKEYQVYVHALSDARCVFDMAGEFGFTMNMLDIGGGETG
TEIQLEEVNHVISPLLDIYFPEGSGIQIISEPGSYYVSSAFTLAVNIIAKKVVENDKLSS
GVEKNGSDEPAFVYYMNDGVYGSFASKLSEDLNTVPEVHKKYKEDEPLFTSSLWGPSCDE
LDQIVESCLLPELSVGDWLIFDNMGADSLHGPSAFSDTQRPAIYEFMMSLSDWYEMQODAGT
TSDAMMKNFFFAPSCIQLSQEDNEFSTEA



>Canis familiaris AZINI (ENSCAFP_907)
MKGFLDDANYSVGLLDEGTNLGNVIDNYVYEHTLTGKNAFFVGDLGKIVKKHSQWQONIVA
QIKPEFYTVKCNSTPAVLEILAALGTGFACSSKTEMALVQELGVSPENIIYISPCKQVSQI
KYAAKIGVNTMTCDNEVELKKIARNHPNAKVLLHIATEDNIGGEEGNMKFGTTLKNCRHL
LECAKELDVQIIGVKFHVSSACKESQVYVHALSDARCVFDMAGEFGFTMNMLDIGGGFTG
TEFQLEEVNHVISPLLDVYFPEGSGIKIISEPGSYYVSSAFTLAVNIIAKKVVENDKEPS
GVEKTGSDEPAFMYYMNDGIYGSFASKLSEDLNTIPEVHKKYKKDEPLETSSLWGPSCDE
LDQIVESCLLPELNVGDWLIFDNMGADSLHEPSAFNDFQRPAIYYMMSEFSDWYEMQDAGL
TSDTMMKNFFFVPCIQLSQEDSFSSEA

>Felis catus AZINI1 (ENSFCAP_ 9312)
MKGEFIDDANYSVGLLDEGTNLGNVIDNYVYEHTLTGKNAFFVGDLGKIVKKHSQWONVVA
QIKPFYTVKCNSTPAVLEILAALGTGFACSSKTEMALVOQELGVSPENIIYISPCKQVSQI
KYAAKIGVNIMTCDNEVELKKIARNHPNAKVLLHIATEDNIGGEEGNMKEFGTTLKNCRHL
LECAKELDVQIIGVKFHVSSTCKESQVYVHALSDARCVFDMAGEFGFTMNMLDIGGGETG
SEFQLEEVNHVISPLLDVYFPEGSGIKIISEPGSYYVSSAFTLAVNIIAKKVVENDKESS
GVEKTGSDEPAFMYYMNDGVYGSFASKLSEDLNTIPEVHKKYKEDEPLFTSSLWGPSCDE
LDQIVENCLLPELNVGDWLIFDNMGADSLHEPSAFNDFQRPAIYYMMSEFNDWYEMQODAGT
TSDTMMKNFFEVPSCIQLSQEDGEFSSEA

>Myotis lucifugus AZINI1 (ENSMLUP 1554)
MKGEFIDDANYFVSLLDEGTNLGDVIDNYVNEHTLTGKNAFFVGDLGKIVKKHSQWONVVA
QIKPFYTVKCNSTPAVLEILAALGTGFACSSKTEMALVQELGVSPENIIYISPCKQVSQI
KYAAKVGVNIMTCDSEVELKKIARNHPNAKVLLHIATEDNTGDEEGNMKFGATLKNCRHT
LECAKELDVQIIGVKFHVSSACKESQVYVHALSDARCVFDMAGEFGFTMNILDIGGGETG
TEFQLEEVNHVISPLLDVYFPEGSGIKITIAEPGSYYVSSAFTLAVNIIAKEVVESDKESS
GVEKTGSDEPAFVYYMNDGVYGSFASKLSEDLNTIPEVHKKYKDDEPLFTSSLWGPSCDE
LDHIVEKCLLPELNVGDWLIFDNMGADSLHEPSAFNDRQRPAIYYMMSFSDWYEMQODAGT
TSDTMKNFFEFVPSCIQLSQEDSFSTEA

>Monodelphis domestica AZINI1 (ENSMODP 7263)
MKGFIEDANYSVGLLDEGTHLGNVIDNYVYEHTLTGKKAFFVGDLGKIVKKHSQWONVVA
QIKPFYTVKCNSAPAVLEILAALGTGFACSSKNEMALVQELGVSPENIIDISPCKQSSQI
KYAAKTGVNIMSCDNEIELKKIARNHPNAKLLLHTATEDISGDEESNMKFGTTLKNCRHL
LECAKELDVQIVGVKFHVSSSCKEPQVYIHALSDARCVEFDMAGEFGFKMTILDIGGGETG
SEFQLQEVNHVISPLLDVYFPEGSGIKVISEPGSYYVSSAFTLAVNIIAKKVVENDVVSS
GVGKTGSNEPAFMYYMNDGVYGSFASKLSENLNTIPEVHKKYKKDAPLFTSSLWGPSCDE
LDQIVENCLLPELNVGDWLIFDNMGADTLHEPSAFNDFQRPTIYYMMSEFSDWYEMQODAGT
TSDTMMKNFFFVPSCIQLSQDDSSEFSTEA

>Gallus gallus AZINI1 (ENSGALP 35817)
MKGFLEDANYSIGLLDEGATLADVIDNCIYEHTHTGKRAFYVGDLGKLVKKNIQWQNVMA
PIKPFYTVRCNSTPGVLEILGTLGIGFACSSKSEMALVQGLGISPENIIYTNPCKQASQI
KYAAKAGINIMTCDSDIELKKIARNHPNAKLLLHIATEDITADEEMNMKEFGTTLKNCRHL
MECAKEFGVQIVGVKFHVSGSCKELQTYIHAISDARCVEFDMAEEFGFKMNMLDIGGGETG
SELQLEEVNHVIRPLLDVYFPKESGIQVIAEPGCYYVSSAFTLAVNVIAKKAVDCDKLLP
SGVEQARNDDEPVEFTYYINDGVYGSFASKLSEKLYTNPEVHKKYKEDEPLFASSLWGPSC
DELDQIVENCLLPELSVGDWLIFDNMGSGTLGEQSTEFNDYQRPLIYYMMSFSDWDEMQDA
GIASDTLMKNFFEFVPSCIQLSPEDRFSTAA

>Anolis carolinensis AZINI1 (ENSACAP 9060)
MKGFLEDANYSIGLLDEGVNVAEVIDNCIYEHTINGKNGEFFVGDLGKLIKHHIHWQONVMA
PIKPFYNVKCNSTPGVLEILAALGTGFACSSKNEMALVQDLGISSENILESNPCKQASQT
KYAAKTGVNVLTCDNELELKKIARNHPNAKLLLHIATEDINGGEEMNMMEFGTTLKNCRHL
MECAKELNVQIIGVKENVSNSCKEPQVYKHAISDARCVEFDMAEEFGEFTMNMLNIGSGETD
YEFDLEKINHVVSPLLDIYFPEESGVNVIAEAGCYYVSSAFTLAVNITAKKAVQSTEPLL
FKTEQTQOGDDQVFMYYINDGVYGSFASKLSDNLTTIPEVHKKYKEDEPLFASSLWGPSCD
ELDQIVENCLLPELNVGDWLLFDNMGSGTLGEQSAFNDFQRPPVYYIMSISNWCEMQDAG
FTCETLMKNFFEFVPSCIQLSPEDGESLAA



>Xenopus tropicalis AZINI1 (ENSXETP 8894)
MKGFIEDTNYSIGLLDDTATPRDVIDNYIYEHTLMGKNAFFVADLGKIVKKHFKWKNIMG
RVNPEFYTVRCNSSPAVLEILAALSMGFACANKNEMSLVYDLGIPMENAVYTNPCKQASQT
KHAAKIGVNLMTCDSETELKKIARNHFNAKLLLHIATEGISGEEDMNMTFGTTLKNCRHL
LECAKELSVEVVGVKFHVSSSNNPOTYIHALSDARCVEDMAEELGFKMNILDIGGISENE
AQLEELYQAVSPLLDVYFPEGSGTRITAEPGSFYVSSAFTLAVNVMAKNVIEHDQHLPSA
GKQISNKPAFIYCMNEGVYGSFARKLSEKLNTAPEVHKKYKDDEPLFASSLLGPSYDELD
VIVEHCLLPELEVGDWVVFENMGCGSLNEQSPFADFEKPSLYNFMSESDWYETQDTGNTS
ESLMKSLCVPCFHLGEDQFCTV

>Danio rerio AZINla (ENSDARP 122392)
MKGEFVDAPNYFIELLEGGTTLENVIDNHIYEQNLAEKNAFVVADLGALMRQHVVWKTTMP
LVRPFYPVSCNSSPVVIELLSALGVGEFVCANKAETTLVLSHDVPPENIILSGVCKQLSLI
KHAAKTGINFLLCENEAELRKIARAHPEAKLLLQVSTEAQIEEASVTIGCSLKGCRHLLE
LAKELNVSVAGVTFQVPASCKDPQAYTHALSDARCIFDMGKELGFDMNILDIGGGEFSGSE
FOLKQVHSVIRPLLEAYFPSESGVSIIAEPGNFEVESCFTLAVNVIGKKAAYRNLHTSTH
DKLTSSDAPEFVYYMNDGVYGSFMGRLFGNIISTPSVHKMSLTLDEPVFSSSLWGPSCDP
LDOQVVERCLLPELAVGDWLVESNMGASGQEGPATEFSDTDQPPVYYTISTDDWFEMQEAGT
SLDDTMKNLSLVQFGL

>Danio rerio AZIN1b (ENSDARP 69192)

MSMKGSLDELHYSVELLEGSAALRDVIDKHIYDQTFAQKSAFFAADLGVIVQQQARWRNK
MDQIRPFYTVKSNSSPVVVELLASLGTGFICSNKHELDLVKGFGVSSQDITILGGTCKQLS
HIKYAAKHNIPLLVCDNEAEMRKIARCHPKAKVLLLLTSESCCEKEEMAIPFGSTLKDCR
RLLECAAGELNLQVTGVKENIPSCCQEVEKFSRAVSEARCVEDMGEELGFEMNILDIGGG
FDGSEEQLDKVNOMLKPMLDMYFPRSTGLSIIAEPGAYYVSSAFTLAVNIIDKKTVARDC
SAQPHDALSANDEPEFLYHINDGVYGSFASKLLCEDSIATPLAHKHVSADEPLFSSSLWG
PSEDDLDLVMERCLLPELSVGDWLLEFRNAGASALGSAFSHGDQHKPPVFYSITEYDWQET
HNSGVTVDVRMKNFSLVPCCLQPNMSGASISTPA

>Takifugu rubripes AZIN1 (ENSTRUP 25228)
MKELTNELQHSVSLLEGNASLCDVIDNHIYEQTLAGKNAFFIADLGVVMRQHVRWRTHMA
QIRPYYSVRCNSRPTVIDILAALGTGFICTNKTELELVQSRGVPSEDIIFSGVSKQLSQL
KYAAKNGIDLLVCDNEVELCKISRCHPSAKLLLQVSTEAFCQODNDLVMTEFGCSLKDCRHL
LERAKELGVQVVGVREFNISSSCEDPQLYAHAMSDARCVEDMGEEIGENMNILDIGGGENG
CETOQLELVNNTVMSMVDLYFPPSSGVCIIAEPGSFFVSSAFTLAVNVISKEVVARDSHDQ
AHDEPSPNDEPAFQYFMKEGVYGSFASKLCETQIVAPSVHKSSCLDAALFSSSLWGPSGD
DMDQVVEHCLLPELNIGDWLIFSQAGAYSLGQPLCSTDDSPPPHVCYVMSSADWFEMQDI
GITYEGTLKNMALVPYFLDSCQTEAALSVPA

>Tetraodon nigroviridis AZINla (ENSTNIP 12033)
MKGLADKPSYTIELLEGGVTLEDVIDGHICEQTLVDKTAFVVGDLGALMRQHVRWQSISP
RLOPYFPVKCNSSPAVIEVMASLGLGEFVCVNKAEMSLVLEHGVPPEAVILSGVCKQQAHT
KYAAKNNIONLVCENEAELFKISRLHPNAKLLLOQLSTQAHAAETSMTFGEFSLKSSRHLLE
AAKQLGLQVVGVSFHIPSSCQDLOQEAYTHALSDARCVFDMGVDLGENMNVLDIGSGFTGS
EFQLRQVESALKPLLDTYFSPLSGVQVLAQPGNFYVASAFCLAVTIMGKKLVNPRWDNLA
OGEDNEGTEFLYYMNEGIYGPFSCKLLGNSISAPSVHKHALCAEEAMYPSSLWGPSLDQL
DQVVERCLLPELSVGDWLLFPNMGACGLEDFGSLQLPVYYTVSTSDWFEMOEAGVALDNA
VKNFSMVQCSA

>Tetraodon nigroviridis AZIN1lb (ENSTNIP 12033)
MKGLADKPSYTIELLEGGVTLEDVIDGHICEQTLVDKTAFVVGDLGALMRQHVRWQSISP
RLOPYFPVKCNSSPAVIEVMASLGLGFVCVNKAEMSLVLEHGVPPEAVILSGVCKQQAHT
KYAAKNNIQNLVCENEAELFKISRLHPNAKLLLQLSTQAHAAETSMTFGEFSLKSSRHLLE
AAKQLGLQVVGVSFHIPSSCQDLOQEAYTHALSDARCVFDMGVDLGENMNVLDIGSGFTGS
EFQLRQVESALKPLLDTYFSPLSGVQVLAQPGNFYVASAFCLAVTIMGKKLVNPRWDNLA
OGEDNEGTEFLYYMNEGIYGPFSCKLLGNSISAPSVHKHALCAEEAMYPSSLWGPSLDQL
DQVVERCLLPELSVGDWLLEFPNMGACGLEDFGSLQLPVYYTVSTSDWFEMOEAGVALDNA
VKNFSMVQCSA

>Gasterosteus aculeatus AZINI1 (ENSGACP 6108)



MKGIADEPQYSVGLLEAGTALCDVINQHIDEQTLSEKNAFEFVADLGVVMRQHVRWRTHMP
QIRPYYPVRCNSSPAVIEVLAVLGAGFICTNKSELELVQSHGVPSEDIIYSGICKQVSQI
KYAAKNGIDLLVCDNEAELRKISRCHPNAKLLLQVSTEASIQGDEMSMAFGCSLKDCRHL
LEKAKELGVQVVGVRCHISSACEDDQVYVHAISDARCVEDMGEDIGEDMTILDIGGGESG
SENQLEVINKAVMSMADLYFPPSTGVSIIGEPGSFEVSSAFTLVVNVISKEVVARDRQDQ
ARDDPSPNDEPEFQYHLSEGVYGPFASKLSETLIATPSVYKPPQDAPLESCSLWGPSGDD
LDQVVEHCLLPELNAGDWLLFTHAGAYSTGHPLCTATDSPPPPEYYIISSTDWEFEMQDIG
VAHEATLKNEFSLVPYFLAYCQTAAGRSVPA

>Oryzias latipes AZINla (ENSORLP 3831)
MKGIADEPQYSVGLLDGGTALCDVIDNYIDEQTVSEKNAFFVADLGAVMRQHVRWRTRMP
LIRPYYAVRCNSSPAVIELLASLGSGFTCSNKSDLELVLSHGVSPEDIIYSGVCKQVSHI
KYAATNGIDLLVCDNEAELRKISRCHPGAKLLLQVSTEASNPEEGTSVTFGCSLKDSRCL
LORAKELGVQVVGVRSNISSSCEDDQVYLRAISDARCIYDLGAEMGEFNVNILDIGGGENG
AEAQLDLIHSAVMSVVDLYFPSSSGVSLIAEPGSFEFVSSAFTLAVSVISKKVVARDAKDQ
EREEPSPDEEPEIQYVLNEGVYGSFSSKLSETPIGAPSVHKKTLVDAPLEFSSSLWGPSGD
DLDQVVEHCLLPELHIGDWLVFKHAGAFSLGQPLLASTDSPPPPIFYFIFSRDWFEMQDT
GVMHDTTLKNLSLVPYFEFNSSQTGAALSVPA

>Oryzias latipes AZINI1b (ENSORLP 15618)
MKGFADKPNYIIELLDGSVTLEDVIDGHICDQTVMEKSAFVVGDLGALMOQHACWQSVVP
RVLPYYPVKCNSSPVVIEVLASLGLGFVCANKAEVGLVLEHGVPPENIILSSGFKQLAHT
KYAAKNNIQHLVCENEAELSKIARLHPSAKLLLOLTTESQAAENSMAFGFSLKNCRHLLE
KAKDLGIDVVGAAFHIPSSCEDLQPAYTHALSDARCVEDMGLDLGENMHILDIGGGETGS
EFQLKQVESAINTLLDAYFPQLSGVQVLAQPGNFYVASAFSLAVNIIGKKIKTQSWNCLS
QGINSGEKKEGTEFLYYMNEGVYGPFSHKLLGHPIAAPSLHKHAFCADEAVYPSSLWGPS
LDQLDQVVEHCLLPELSVADWLIFSNMGTCGLEDLNCLSSSIDFPVYYIISTSDWYKMEE
AGVALNNPVKNFSMLQYSA

>Homo sapiens AZIN2 (ENSP 362542)
MAGYLSESDEFVMVEEGFSTRDLLKELTLGASQATTDEVAAFFVADLGAIVRKHFCFLKCL
PRVRPFYAVKCNSSPGVLKVLAQLGLGFSCANKAEMELVQHIGIPASKIICANPCKQIAQ
IKYAAKHGIQLLSFDNEMELAKVVKSHPSAKMVLCIATDDSHSLSCLSLKFGVSLKSCRH
LLENAKKHHVEVVGVSFHIGSGCPDPQAYAQSIADARLVFEMGTELGHKMHVLDLGGGEP
GTEGAKVRFEEIASVINSALDLYFPEGCGVDIFAELGRYYVTSAFTVAVSIIAKKEVLLD
QOPGREEENGSTSKTIVYHLDEGVYGIFNSVLEDNICPTPILQKKPSTEQPLYSSSLWGPA
VDGCDCVAEGLWLPQLHVGDWLVFDNMGAYTVGMGSPFWGTQACHITYAMSRVAWEALRR
QLMAAEQEDDVEGVCKPLSCGWEITDTLCVGPVEFTPASIM

>Gorilla gorilla AZIN2 (ENSGGOP 14531)

MAGYLSESDEFVMVEEGFSTRDLLKELTLGASQATTDEVAAFFVADLGAIVRKHFCFLKCL
PRVRPFYAVKCNSSPGVLKVLAQLGLGFSCANKAEMELVQHIGIPASKITICANPCKQIAQ
IKYAAKHGIQLLSEFDNEMELAKVVKSHPSAKMVLCIATDDSHSLSRLSLKFGVSLKSCRH
LLENAKKNHAEVVGVSFHIGSGCPDPQAYAQSIADARLVFEMGTELGHKMHVLDLGGGEP
GTEGAKVRFEEIASMINSALDLYFPEGCGVDIFAELGRYYVTSAFTVAVSIIAKKEVLLD
QOPGREAPLPPPHIATCAACEPSPPAEENGSTSKTIVYHLDEGVYGIFNSVLFDNICPTPI
LOKKPSTEQPLYSSSLWGPAVDGCDCVAEGLWLPQLHVGDWLVFDNMGAYTVGMVSPFGE
TOQACHITYAMSRVAWEALRRQLMAAEQEDDVEGVCKPLSCSWEITDTLCVGPVEFTPASIM

>Pongo abelii AZIN2 (ENSPPYP 1819)
MAGYLSESDEFVMVEEGFSTRDLLKELTLGASQATTDQVAAFFVADLGAIVRKHFCFLKCL
PRVRPFYAVKCNSSPGVLKVLAQLGLGFSCANKAEMELVQHIGVPASKITICANPCKQIAQ
IKYAAKHGIRLLSFDNEMELAKVVKSHPSAKMVLCIATDDSHSLSRLSLKFGVSLKSCRH
LLENAKKSHVEVVGVSFHIGSGCPDPQAYAQSTIADARLVFEMGTELGHKMHILDLGGGEP
GTEGTKVRFEEIASMINSALDLYFPEGCGVDIFAELGRYYVTSAFTVAVSITAKKEVLLD
QOPGREEENGSTRKTIVYHLDEGVYGIFNSVLEDNICPIPILQKKPSTEQPLYSSSLWGPA
VDGCDCVAEGLWLPQLHVGDWLVFEDNMGAYTVGMGPPKGGTQACHITYAMSRVAWEALGS
S

>Mus musculus_ AZIN2 (ENSMUSP 30581)
MAGYLSESDEFVMVEEGFSTRDLLEELTLGASQATSGKVAAFFVADLGAVVRKHFCFLKHL



PRVRPFYAVGCNSSLGVLKVLAELGLGFSCANKAEMELVQHIGVPASKIICANPCKQVAQ
IKYAAKHGVRLLSFDNEVELAKVVKSHPSAKMVLCIATQDSHSLNHLSLRFGASLKSCRH
LLENAKKSHVEVVGVSFHIGSGCPDPQAYAQSIADARLVFQOMGEELGHTMNILDLGGGEP
GLEGAKVRFEEMASVINSALDLYFPEGCGVDILAELGRYYVTSAFTVAVSIVAKREVLDQ
ASREEQTGAAPKSIVYYLDEGVYGVENSVLEFDNTCPTPALQKKPSADQPLYSSSLWGPAV
EGCDCVAEGLWLPQLOVGDWLVEDNMGAYTVDTKSLLGGTQARRVTYAMSRLAWEALRGQ
LLPAEEDQDAEGVCKPLSCGWEITDTLCVGPVEFTPASIM

>Rattus norvegicus_ AZIN2 (ENSRNOP 72209)
MAGYLSESDFVMVEEGFSTRDLLEELTLGASQATTGKVAAFFVADAVVRKHFCFLKYLPR
VRPFYAVRCNSSLGVLKVLAELGLGFSCASKAEMELVQHIGVPASKIICANPCKQVAQIK
YAAKHGVRLLSFDNEVELAKVVKSHPSAKMVLCIATQDSHSLNHLSLRLRASLKSCRHLL
ENAKQSHVEVVGVSFHIGSGCPDPQAYAQSIADARLVFOMGAELGHTMNILDLGGGFEFPGL
EGAKVRFEEMASVINSALDLYFPEGCCVDILAELGRYYVTSAFTVAVSIVAKKEVLTSRE
EQTGAAPKSIVYHLDEGVYGVENSVLEDNTCPTPALQKKPSADQPLYSSSLWGPAVDGCD
CVAEGLWLPQLQVGDWLVEDNMGAYTVDTKSLLGGKPFKGSCCLQKKTRTPRVCANLCPA
AGRSQTACVWALSSPQQASCEWACFPRESQRGQGDASGEVGEAASWYPLARTLVLALPPH
APPVVFLPCK

>Canis familiaris AZIN2 (ENSCAFP 15252)
MAGYLSETDFVMVEEGFSTRDLLEELTLGASQATAGDVAAFFVADLGAVVRKHFCLLKCL
PRVRPFYTVKCNSSPGVLKVLAELGLGFSCANKAEMELVQRIGVPASKIVYANPCKQIAQ
IKYAAKHGVRLLSFDNEVELAKVVKSHPSAKMVLCIATDDSHSLSHLSFKFGASLKSCRH
LLENAKRSHVEVVGVSFHVGSGCPDLHAYTQSIADARLVFEMGAELGHRMHILDLGGGEP
GLEGAKVRFEETIATVINSALDLYFPEGCGVDILARLGRYYVTSAFTLAVSITAKKEVLLD
QPGREEETGSTPKTIVYHLGEGVYGIFNSVLFDNTCPTPILQKKSSTEQPLYSSSLWGPV
ADGSDCVAEGLWLPQLHVGDWLVFENMGAY TVGMGSLFGGTQTCRVTYAMSRVAWEALRG
QLLPAEQDEDTEGMCKPLSCGWEITDTLCVGPVFTPASIM

>Felis catus AZINZ2Z (ENSFCAP 24006)
MAGYLSETDFVMVEEGFSTRDLLEELTLGASQATTGDVAAFFVADLGAVVRRHFCEFLKCL
PRVRPFYTVKCNSSPGVLKVLAELGLGFSCANKAEMELVQRIGIPAGKIIYANPCKQIAQ
IKYAAKHGVRLLSFDNELELAKVVKSHPSAKMVLHIAAEDSPSRLSFKEFGASLKSCRHLL
ENAKRSHMEVVGVSFHVGTGCPDLOAYTQSTADARLVFEMGTELGHRMHILDLGGGFPGL
EGAKVRLEEICSVINSALDLYFPEGCGVDILAELGRYYVTSAFTLAVSITAKKEVLLDQP
GREEESGSTPKTIVYHLGEGVYGIFNSVLEDNTCPTPILOKKSSMEQPLYSSSLWGPVVD
GCDCIAEGLWLPQLHVGDWLVFENMGAYTVGMGSLIEGAQTCRVTYAMSRVAWEALRGQL
LPAEQDEDTEGMCKPLSCGWEITDTLCVGPVEFTPASIM

>Myotis lucifugus AZINZ (ENSMLUP 729)
MAGYLSETDFVMVEEGFSTRDLLEELTMGASQATTKSKAALFCLALSGCLPRHHLLCFLG
KLRCLPMPPSWEFLVSSGCGPGSAHLVISISLGTCLWKAEMELVQRIGVPASKIIFANPCK
QIAQIKYAAKYGIQLLSFDNEMELAKVVKNHSSAKLLLCIATDDSHSQSGLSLKEFGALLD
SCRHLLONAKKSHVEVVGVSFHVGSCCPDPEAYAQFIADARIVFEMGAELGHRMHILDLG
GGFPGVEGAKVRFEETIASVINSALDLYFPEGCGVDIFAKLGRYYVTSAFTLAVSIIAKKE
VLLDOQPGREEETGSAPKTIVYQLDEGIYGIFNSVLEDNTCPTPVLOQKKPSTEQPLYSSSL
WGPAADGCDCVAEGLWLPQLHIGDWLVFENMGAYTVGMGSLEFRGIQTCRITYAMSRVAWK
ALREQPLPAEQDEDAEGMCKPLSCGWEITDTLCVGPVEFTPASIICVRLLCSAKGLVSQIS
POASVPGLLGRVSCQVKVGSELLPF

>Monodelphis domestica AZIN2 (ENSMODP_ 21660)
MLRPQGRAGAAGGAEAPVSDSLAGETYGQKPCKCVLRGLSSPAAATPRGVAQVLSSPASP
PSIAPGSAPPQGGRGSDEGTSEFFVADLGDVVKKHLRFLKNLPRVRPEYVVKCNSSPGVLR
ALAELGLGEFSCANKAEMELLRHIGVPAHKITIYTSPCKQAAQVKQAARLGIRMLSEFDNEVE
LAKVARSHPTARMVLRIATDDSCSPARLSMKLGATLKSCRHLLETAKKMNMEVVGVSEFHV
GSGCSSDPOAFTQSIADARLVFEMGTELGYRMHILDLGGGFPGTEDSKVRFEEMASVINS
ALDMYFPEGCGVDILAEPGRYYVASAFTLAVRIVAKKEVPSDOQTGLDEEDGASPKSIVYH
ISEGVYGAFNCVFFDNACPMPILOKKPSPDOQRVYSSSLWGPTCDDLDHVAEGLCLPELQL
GDWLIFENMGAYTVGTTASCSGQQTCQTTYAMSRVTWEAVRGRLLPPEEDTEDMCKPLSC
GWEIADTLCVGPVFAPTSII



>Gallus gallus AZINZ2 (ENSGALP 5708)
MNGYLNESNFMMVEEGFTSRDLLESTLVELCRTGDQOAFFVADLGDIVKKHLHFLKALPR
VKPYFPVKCNSSGGVIRLLAELGAGFACANKTEIAEVQSIGVPADKIFYSSPCKQIAHIK
YAASHGVQLMTFDNEVELSKVARSHPQARMLLGIAADSSPSAHPSMTFGATLKSCRCLLE
SAKEQDVEVVGISFHLGRHSLEPQVFAQAVAEAQLAFDMGAELGYRMHLLDIGGGFPGTE
DTRAQFEEIAAVINSALDMYFPEGCGVEIIATPGRYYVTSAFTFAASITSKEDVPVEQPG
SDGEESGSKRSFVYHLSNGIYGTFSCVLEFDGPCPKPLLHKKPCSEQLLCSSSLRGPLGHA
EDQITDDVELPELQDGDWLIFQDMGAYSTIATSSLCGGCPQPHVTYAMSRLAWKALQLLQG
KPPPAEDDHESACTPLSCGWEMVESLCVPPVETPAGII

>Taeniopygia guttata AZIN2 (ENSTGUP_1370)
MNGYLNESNFLMVEEGFTTRDLLENLLGEPCQESDQQAFFVADLGDIVKKHLRFLKALPR
VKPYFPVKCNGSEGVIRLLAELGAGFACANKAEITRVOGIGVPADRIFYSSPCKQVAHIR
YAAAHGVRLMAFDNEVELSKVARSHPRARMLLGITADSTPPAHPSMTFGTTLKSCRHLLE
TAKEQAVEVVGISFHLGSRGLEPQAWAQAVATAQLVEDMGTELGHHMHLLDIGGGEFPGTE
DTRALLEEMAAGINSALDLYFPEGSGVDIVARPGRYYVTSAFTLAVSITALEETPMEQPG
SDGRCDSRTCPLSLSLLPNVSSVSLSPLPVPTCPPYVSLNPPEPSPSTHSSSLQOSPRGHG
EERIAEGLELPQLHVGDWLILGTGSYSMPSSSLLTAGPQARVTYAMSRVAWEGGQGWVRP
POAEDDRESLCMPLSCGWEMAETLCVTPVFAPAGIT

>Anolis carolinensis AZIN2 (ENSACAP 3333)
MTRCLDESDIVMVEEGFTTKDVLENLLLEVDQTGNREPFFVADLEEVVKKHLRLLKALPR
IKPFYALKCNRSKGVVQTLAGLGAGESCANKTEMALVKSVGVPAERIICASPCKQLSLIK
YAASQGVQLMTFDNEVELGKVARSHPSARMLLCLATDDSRSSTHLSIKFGATLKTCRHLL
ETAKEMKVEVVGISFHLGSSCPDPQIFTQSIADARLVFEMGAEVGYKMHLLDIGGGFPAF
EESRGRFEETSAVVNSALDLYFPEGCGVEIMAELGRYYVDSAFTLAVNIVAKKEVTLDQV
SSEDEDPGGKKSEFVYHLNDGVYGSFGSVIFNNACPIPILHQKPSPDQRLHSSSFWGPTGD
GLDRLAEGVDLPELHVGDWLVFENMGAYAVPPSASLSSGPPARIHYAMSRVAWEAVQLLW
GKLLHTEEEEEEGRESACTPLSCGWEITDSLCAAPVFAPASIM

>Homo sapiens_ODCI (ENSP_385333)
MNNEFGNEEFDCHFLDEGFTAKDILDQKINEVSSSDDKDAFYVADLGDILKKHLRWLKALP
RVTPFYAVKCNDSKAIVKTLAATGTGEFDCASKTEIQLVQSLGVPPERIIYANPCKQVSQTI
KYAANNGVOMMTFDSEVELMKVARAHPKAKLVLRIATDDSKAVCRLSVKEFGATLRTSRLL
LERAKELNIDVVGVSFHVGSGCTDPETEVQAISDARCVEDMGAEVGESMYLLDIGGGEPG
SEDVKLKFEEITGVINPALDKYFPSDSGVRITIAEPGRYYVASAFTLAVNIIAKKIVLKEQ
TGSDDEDESSEQTFMYYVNDGVYGSFNCILYDHAHVKPLLOKRPKPDEKYYSSSIWGPTC
DGLDRIVERCDLPEMHVGDWMLFENMGAYTVAAASTENGFQRPTIYYVMSGPAWQLMQOF
ONPDFPPEVEEQDASTLPVSCAWESGMKRHRAACASASINV

>Pan troglodytes ODCI1 (ENSPTRP_20031)
MNNEGNEEFDCHFLDEGFTAKDILDOQKIHEVSSSDDKDAFYVADLGDILKKHLRWLKALP
RVTPEFYAVKCNDSKAIVKTLAAIGTGEFDCASKTEIQLVQSLGVLPERIIYANPCKQVSQTI
KYAANNGVOMMTFDSEVELMKVARAHPKAKLVLRIATDDSKAVCRLSVKEFGATLRTSRLL
LERAKELNIDVVGVSFHVGSGCTDPETEVQAISDARCVEDMGAEVGESMYLLDIGGGEPG
SEDVKLKFEEITGVINPALDKYFPSDSGVRITIAEPGRYYVASAFTLAVNIIAKKIVLKEQ
TGSDDEDESSEQTEFMYYVNDGVYGSENCILYDHAHVKPLLOKRPKPDEKYYSSSIWGPTC
DGLDRIVERCDLPEMHVGDWMLFENMGAYTVAAASTENGFQRPTIYYVMSGPAWQLMQOF
ONPDFPPEVEEQDASTLPVSCAWESGMKRHRAACASASINV

>Pongo abelii ODCI1 (ENSPPYP 14127)
MNNFGNEEFDCHFLDEGFTAKDILDQKINEVSSSDDKDAFYVADLGDI LKKHLRWLKAVP
RVTPEFYAVKCNDSKAIVKTLAAVGTGFDCASKTEIQLVQSLGVPPERIIYANPCKQVSQTI
KYAANNGVQMMTFDSEVELMKVARAHPKAKLVLRIATDDSKAVCRLSVKFGATLRTSRLL
LERAKELNIDVVGVSFHVGSGCTDPETEVQAISDARCVFDMGAEVGESMYLLDIGGGFEFPG
SEDVKLKFEEITSVINPALDKYFPSDSGVRIIAEPGRYYVASAFTLAVNIIAKKMVLKEQ
TGSDDEDESSEQTFMYYVNDGVYGSFNCILYDHAHVKPLLOKRPKPDEKYYSSSIWGPTC
DGLDRIVERCDLPEMHVGDWMLFENMGAYTVAAASTEFNGFQRPTIYYVMSGPAWQLMQQF
ONPDFPPEVEEQDASTLPVSCARESGMKRHRAACASASINV

>Mus musculus_ODC1 (ENSMUSP_128661)



MSSFTKDEFDCHILDEGFTAKDILDQKINEVSSSDDKDAFYVADLGDILKKHLRWLKALP
RVTPFYAVKCNDSRAIVSTLAAIGTGEFDCASKTEIQLVQGLGVPAERVIYANPCKQVSQI
KYAASNGVOMMTEFDSEIELMKVARAHPKAKLVLRIATDDSKAVCRLSVKEGATLKTSRLL
LERAKELNIDVIGVSFHVGSGCTDPETFVQAVSDARCVEDMATEVGEFSMHLLDIGGGEPG
SEDTKLKFEEITSVINPALDKYFPSDSGVRIIAEPGRYYVASAFTLAVNIIAKKTVWKEQ
PGSDDEDESNEQTFMYYVNDGVYGSENCILYDHAHVKALLOQKRPKPDEKYYSSSIWGPTC
DGLDRIVERCNLPEMHVGDWMLFENMGAYTVAAASTENGFQRPNIYYVMSRPMWQLMKQT
QSHGFPPEVEEQDDGTLPMSCAQESGMDRHPAACASARINV

>Rattus norvegicus ODCI1 (ENSRNOP 7259)
MGSFTKEEFDCHILDEGFTAKDILDOQKINEVSSSDDKDAFYVADLGDVLKKHLRWLKALP
RVTPFYAVKCNDSRAIVSTLAAIGTGFDCASKTEIQLVQGLGVPPERIIYANPCKQVSQT
KYAASNGVQMMTFDSEIELMKVARAHPKAKLVLRIATDDSKAVCRLSVKFGATLKTSRLL
LERAKELNIDVIGVSFHVGSGCTDPETEFVQAVSDARCVFDMGTEVGFSMYLLDIGGGEPG
SEDTKLKFEEITSVINPALDKYFPSDSGVRITAEPGRYYVASAFTLAVNIIAKKTVWKEQ
TGSDDEDESNEQTLMYYVNDGVYGSEFNCILYDHAHVKALLQKRPKPDEKYYSSSIWGPTC
DGLDRIVERCSLPEMHVGDWMLFENMGAYTVAAASTFNGFQRPNIYYVMSRSMWQLMKQT
QSHGFPPEVEEQDVGTLPMSCAQESGMDRHPAACASASINV

>Canis familiaris ODCI1 (ENSCAFP_32017)
MNNENNAEFDCHFLDEGFTAKDILDOQKINEVSSSDDKDAFYVADLGDILKKHLRWLKALP
RVTPFYAVKCNDSRTIVKTLAAIGTGFDCASKTEIQLVQSLGVPPERIIYANPCKQVSQT
KYASNNGVQMMTFDSEVELMKVARAHPKAKLVLRIATDDSKAVCRLSVKFGATLKTSRLL
LERARELNIDVIGVSFHVGSGCTDPETEVQAISDARCVEFDMGAEVGFNMYLLDIGGGEPG
SEDVKLKFEEITSVINPALDKYFPADSGVRVIAEPGRYYVASAFTLAVNITAKKLVLKEQ
TGSDDEDESSEQTFMYYVNDGVYGSEFNCILYDHAHVKPLLOQKRPKPDEKYYSTSIWGPTC
DGLDRIVERCDLPEIHVGDWMLFENMGAYTVAAASTFNGFQRPTIYYVMSGPTWQLMOQT
QNHDFPPEVEEQDVSTLPVSCAWESGMKRPPAACASASINV

>Felis catus ODC1 (ENSFCAP 17722)
MNSEFSNAEFDCHFLDEGFTAKDILDQKINEVSSSDDKDAFYVADLGDILKKHLRWLKALP
RVTPFYAVKCNDSRTIVKTLAAIGTGEFDCASKTEIQLVQSLGVPPERIIYANPCKQVSQI
KYAANNGVOMMTFDSEVELMKVARAHPKAKLVLRIATDDSKAVCRLSVKFGATLKTSRLL
LERARELNIDVIGVSFHVGSGCTDPETFVQAISDARCVFDMGAEVGEFNMCLLDIGGGEFPG
SEDVKLKFEEITSVINPALDKYFPADSGVRVIAEPGRYYVASAFTLAVNITIAKKLVVKEQ
TGSDDEDESSEQTFMYYVNDGVYGSEFNCILYDHAHVKPLLOQKRPKPDEKYYSTSIWGPTC
DGLDRIVERCDLPEMHVGDWMLFENMGAYTVAAASTENGFQRPTIYYVMSGPTWQRMQQT
ONHDFPPEAEEQDASALPVSCARESGMKRPPAACASASINV

>Myotis lucifugus ODC1 (ENSMLUP 19721)
MNNVSNEEFDCHFLDEGFTAKDILDQKINEVSSSDDKDAFYVADLGDILKKHLRWLKALP
RVTPEFYAVKCNDSRTIVKTLAATIGTGFDCASKTEIQLVQSLGVPPERIIYANPCKQVSQT
KYAANNGVOMMTFDSEVELMKVARAHPKAKLVLRIATDDSKAVCRLSVKFGATLKTSRLL
LERAKELNIDVIGVSFHVGSGCTDPETFVQAISDARCVFDMGAEVGEFNMYLLDIGSGEFPG
SEDAKLKFEEITSVINPALDKYFPSDSGVTVIAEPGRYYVASAFTLAVNITAKKLVLKEQ
TGSDDEEESSEKTFMYYVNDGVYGSEFNCILYDHAHVKPLLOQKRPKPDEKYYSSSIWGPTC
DGLDRIVERCGLPEMHVGDWMLFENMGAYTVAAASTFNGEFQRPTIYYVMSGPTWQLMQQT
ONRDFPPEAEEDAVALPVSCAWESGMELLPAACASAHVNV

>Monodelphis domestica ODCI1 (ENSMODP 18485)

MNSEFSNDEFDENFLDEGFTAKDILDQKINEVSSSDDKDAFYVADLGDILKKHLRWYKALP
RVTPEFYAVKCNDSRAILKTLAAVGAGFDCASKTEIQLVQSLGVPPERIIYANPCKQVSQT
KYAANNGVOMMTFDSEVELMKVARAHPKAKLVLRIATDDSKAVCRLSVKFGATLKTSRLL
LERAKELNIDVIGVSFHVGSGCTDPETEVQAVSDARCVEFDMGAEFGEFNMYLLDIGGGFEFPG
SEDVKLKFEEISSVINPALDKYFPPDSGVRIIAEPGRYYVASAFTLAVNITIAKKLVLKEQ
TGSDDEDEANDQTEFMYYVNDGVYGSEFNCILFDHAHVKPLLOQKRPKPDEKYYSSSIWGPTC
DGLDRIVERCDLPEMHVGDWMLFENMGAYTVAAASTFNGFQRPTIYYVMSGPAWQCMQQT
KNQGFPAEVEDQDINTLPLSCAWESGMEHHSTTCTSASVNV

>Gallus gallus ODC1 (ENSGALP 26476)
MSGIMGSEFSKEELEFTFLDEGFTAKDILDQKINEVSSSDDKDAFYVADLGDIVKKHMRWH



KALPRVTPFYAVKCNDSEAVVKTLAVLGAGFDCASKTEIQLVQSIGVPPERIIYANPCKQ
LSQIKHAANSGVRMMTEFDSEVELMKIARAHPKAKLVLRITTDDSKAVCRLSVKEFGATLKT
SRLLLERAKELDLAIVGVSFHVGSGCTDPETFVQAISDARCVEDMGAELGEFNMYLLDIGG
GFPGSEDVKLKFEEITSVINPALDKYFPLDSEVTIIAEPGRYYVASAFTLAVNITAKKIV
SKEQTGSDDEDDVNDKTLMYYVNDGVYGSEFNCILYDHAHVKPVLOKRPKPDDGCYSCSIW
GPTCDGLDRIVERCNMPELQVGDWILFENMGAYTVAAASTENGFQRPTIHYVMSRPAWQL
MOOIKEQEFLAEVEEQDVASLPLSCACESGIEYPATCASASINV

>Taeniopygia guttata ODCIL (ENSTGUP_ 13433)

MSNFSKEEFELTFLDEGFTAKDILDOQKINEVSSSDDKDAFYVADLGDIVKKHVRWHKALP
RVTPFYAVKCNDSKAVVKTLAVLGAGFDCASKTEIQLVQSIGVPPERITIYANPCKQVSQTI
KHAASSGVOMMTFDSEVELMKVARAHPKAKLVLRITTDDSKAVCRLSVKEFGATLKTSRLL
LERAKELDLAIVGVSFHVGSGCTDPETEVQAISDARCVEFDMGAELGEFSMYLLDIGGGEPG
SEDVKLKFEEITSVINPALDKYFPSDSGINITAEPGRYYVASAFTLAVNIIAKKIVLKEQ
TGSDDEDDANDKTLMYYVNDGVYGSENCILYDHAHVKPVLOKRPKPDDSCYSCSIWGPTC
DGLDRIVERFNMPELQVGDWILFENMGAYTVAAASTENGFQRPTIHYVMSRPAWQLMQQT
KEQGFLAEVEEQDVASLPVSCAWESGIEYPATCASASINV

>Anolis carolinensis ODCIL (ENSACAP_ 12470)
MTEPLTCFLKEGNLMCQHWEICLLHLRNITPSKMNGFSGEEFSFTFLDEGFTAKDIVDQK
INEVSSSDDKDAFYVADLGDVLKKHLRWYKALPRVSPEFYAVKCNDSIAVVKILAALGAGFEF
DCASKTEIQLVQSVGVPPERIIYANPCKQVSQIKHAANNGVQMMTFDSEVELMKVARAHP
KAKLVLRIATDDSKAVCRLSVKFGATLKTSRLLLERAKELDLDIIGVSFHVGSGCTDPET
FVQOAISDARCVFDMGAELGFSMYLLDIGGGFPGSEDVKLKFEEITNVINPALDKYFPSDS
GVKITIAEPGRYYVASAFTLAVNIIAKKVVIKEQTGSDDEEEQNDKTLMYYVNDGVYGSFN
CILYDHAHVKPVLQKRPKPDERYYSCSIWGPTCDGLDRIVELCAMPELQVGDWMLFEFENMG
AYTVAAASTENGFQRPTIYYVMSRPAWQLMEQIKEQGFQAEVEEQEVTLPLSCAWESGIE
HYPAACASASINV

>Xenopus tropicalis ODC1 (ENSXETP 7603)
MNSEFSNDDEFDFSFLEEGFCARDIVEQKINEVSLSDDKDAFYVADLGDIVKKHVRWFKALP
RVTPEFYAVKCNDSKAIVKTLSLLGAGEFDCASKTEIQLVQSIGVSSERIIYANPCKQVSQI
KYAASCGVEKMTEFDSEVELMKVARNHPNAKLVLRIATDDSKAVCRLSVKFGATLKTSRLL
LERAKELNVDIIGVSFHVGSGCTDPQTYVQAVSDARCVFDMGAELGFNMHLLDIGGGEFPG
SEDVKLKFEEITSVINPALDKYFPVDSGVTIIAEPGRYYVASAFTLAVNITIAKKVMVNEQ
SGSDDEEDAANDKTLMYYVNDGVYGSENCILFDHAHVKPVLTKKPKPDESEFYSSSIWGPT
CDGLDRIVERFDLPELQVGDWMLFENMGAYTVAASSTENGFQRPTLYYVMSRPHWQLMHD
IKEHGILPEVPELSAHRVSCAQESGIELAPTICPTASINV

>Danio rerio ODC1 (ENSDARP 124918)
MTACTGSDFDFAFLEEGFCARDIVEQKINESSLSDDKDAFYVADLGDVLKKHLRWLRVLP
RITPFYAVKCNDSRAVVTTLASLGAGFDCASKTEIQIVQSVGVDPSRIIYANPCKQVSQT
KYASAHGVQMMTFEFDSEVELMKVARSHENAKLVLRIATDDSKAVCRLSVKFGATLKSSRLL
LERAKELGLDVIGVSFHVGSGCTDPETYSQAISDARYVFDIGAELGYNMSLLDIGGGEFPG
SEDTKLKFEEIAAVINPALDKYFPVDSGVRIIAEPGRYYVASAYTLAVNITIAKKVIMKEQ
SASDEEEDVSNDRTLMYYVNDGVYGSENCILYDHAHVLPTLHKKPKPDERMYPCSIWGPT
CDGLDRIVEQCSLPDMQVGDWLLEFENMGAYTVAASSTENGFQKPDIYYIMSRTAWQCMQQ
IRAQGIPALPLEEPSAGNVPSHCGRESSLDVPAKPCPTQVL

>Takifugu rubripes ODCI (ENSTRUP_ 17393)
VGVTMNTEMEFSFLEEGFSAKDIVEQKIKESSVTDDRDAFYVCDLGDVLKKHVRWMRALP
RITPFYAVKCNDSLSVLKTLASLGTGFDCASKTEIQLVQSLGVDPSKIIYANPCKQVSQT
KYASAHGVKMMTFDSEVELMKVARCHDNAKLVLRIATDDSKAVCRLSVKFGVPVKACRGL
LERAKKLGLDVIGVSFHVGSGCTDPKAYIQATIADARCVFDIGNELGFKMDLLDIGGGFEFPG
SDDAELQFEEITAVINPTLEKYFPADSDVKIIAEPGRFYVASAYTLVVNITIAKKVILDED
SDEEDERTNEKTVMYYVNDGVYGSFNCILYDHAHCMPTLHKKRKPDEVRYPSSIWGPTCD
GLDRIVELCSLPDLQVGDWLVFENMGAYTVAASSTENGFQKPDLHYIMSRPAWQSVQQIS
OGMLPPAEESSLFEAVGCGRESSLDIPMKSCQANVV

>Tetraodon nigroviridis ODCI (ENSTNIP_ 4466)
LCVTMNAEMEFSFLEEGEFSAKDIVEQKIKESSLTVTVPPVRDPFSLOQACVERRLLFEFCFESS



VLRTLASLGTGFDCASKTEIQLVQSLGVDAGRIIYANPCKQASQIKYAAAHGVQOMMTEDS
EVELMKVARCHDNAKLVLRIATDDSKAVCRLSVKFGVPVKACRGLLERARELGLDVIGVS
FHVGSGCTDPNAYTQATIADARCVEDIGNELGFKMDLLDIGGGEFPGSDDAALQFEEITAVI
NPALDKYFPADTEVKVIAEPGREFYVASAYTLVVNIIAKKVIEDEDEDEEDERSGEKTVMY
YVNDGVYGSENCILYDHAHCMPTLHKKRKPDEVRYPSSIWGPTCDGLDRIVELCSLPDLQ
VGDWLVFENMGAYTVAASSTENGFQKPDLHY IMSRRAW

>Gasterosteus aculeatus ODCI (ENSGACP 17174 )
MNTSTSTEFDEFSFLEEGEFSARDIVEQKINESSTTDDRDAFYVCDLGDVLKKHLRWVRALP
RVTPFYAVKCNNSRAVVMTLASLGAGFDCASKNEIHLVQSLGVDPSRIIYANPCKQVSQT
KYASAHGVRMMTFDSEVELMKVARCHENAKLVLRIATDDSKAVCRLSVKFGAPLKACRGL
LECAKKLQLDVIGVSFHVGSGCTDPQTYSQATADARCVEFDMGDELGFNMDLLDIGGGFEPG
SDEAELKFEEITGVISPALDKFFPADTGIKVIAEPGREFYVASAYTLVVNIIAKKAIVDDE
SASDEEDEGTNDTTLMYYVNDGVYGSFNCILYDHAHCLPTLLKKPKPDEAMYTCSIWGPT
CDGLDRIVEQCDLPDLQVGDWLVFDNMGAYTVAASSTENGFQKPDIYYVMSRTAWQQVQOR
ICSQGLPPPAEESCVLDVPACCGRQSSMDQHPLVINC

>Oryzias latipes ODCI (ENSORLP_22229)
VTMNTEVPTLEFSFLEEGFSAWDIVEQKINESSLTDDRDAFYVCDLGDVLKKHLRWTRAL
PRVTPFYAVKCNDSRAVVMTLASLGTGFDCASKTEIQLVQSLGVHPNRIIYANPCKQVSQ
MKYASAHGVEMMTEFDSEVELMKVARYHDNAKLVLRIATDDSKAVCRLSVKEFGAPIKACRG
LLERAKELGLDVVGVSFHVGSGCTDAGTEFVKAIADARCVEDMGEELGFQOMDLLDIGGGEP
GSEDTELSFEEITATINPALDKYFPVDSGVRITAEPGRFYVASAYTLVVNIIAKKVIIDE
EAPIDEEDNKTLMYYVNDGVYGSFNCILYDHAHCYPVLHKKPKPDETMYSCSIWGPTCDG
LDRIVEQCCLPDMQVGDWLVFKNMGAYTVAASSTENGFQRPDIHYVMSRPAWQYVQQIFA
QGVLPPPLEGSSQLEIPACCGRGSTFDMPAKPCPANIV

>Ciona intestinalis (ENSCINP 16169)
MKQDCSVETSAVEIYPTINTSEIIASKILNDGREDHDNGEFFICDLGDVMKKYIRWQKNEP
RVIPHYAIKCNPDEILLKMLIGLGTGFDCASKSEIRQMLALGARPEQITIFANPCKQASHV
RYARDNNVKRIVEDNVEELIKMKKNFPTADLVLRIQTDDSQSICRFSMKYGAHPDVCKQL
LDTAHKMNLNVVGISFHVGSGCQDVQAFVKALONARVLFDYAECIGYKLNLLDIGGGFPG
TEDVNLKFEEIASVVNMTLKELFPMEEFPHVDVIAEPGRYFAASAYTLASNIIAKREVMR
DVTEETVCEQTAYMYYINDGLYGSFNCLEFYDHAHVTPKLLKEPSEIDMLYSSSVWGPTCD
GLDRICELVQLPQLDVGNWILWEDMGAYTMAAGSSENGFKTSKVYYVISDLEKHVLRNCK
MRIP

>Ciona savignyi (ENSCSAVP 17223)
DHDDAFFVCDLGDVVKKYVRWOKNFPRIVPYYATIKCNPDETMLKLMIGLGAGEFDCASKAE
IROMLSLGASPEKIIFANPCKQTSHVRYAKENNIKPVVFDNKEELVKMKKNYPNADLVLR
IQTDDSQSVCPFSMKYGAHPDSCPQLLDTAYKMGLNVVGISFHVGSGCTDVQAFVKAIQN
ARVLFDYAESIGYHFTLLDIGGGFPGTENVDLKFEEIASMVNLALDDLFPKSDEFPHVQIT
AEPGRYFAASAYTLATNIIAKRAVLOGVPGEEADSPKAFMYYVNDGIYGSEFNCLEFFDHAQ
VTPQILKQTKONGVREFSSSIWGPTCDGLDQICEHVMLPELTTGNWI IWEDMGAYTISAGS
AFNGFKTTKMFYVIS

>Nematostella vectensis (XP 001636251)
MKQSIGTDLAIEIVKDGLSHRDVITEKIDSLGREEKDDAFYIVDLADVVLKHKKWVQLLPRVEPEYAMKC
NNDPAVLKLLAGLGLGFDCASKGEIQTILGLGVSPKKIVYANPCKQASHIKYASQHDVAMTTFDNEMELH
KIKKLYPDAQLILRIRTDDSKSLCQLGIKFGAPLKQCRHLLKVAQDLGLNVVGVSFHVGSGCFDASAYAT
AVIAARSVENLAVQFGENCTLLDIGGGEFPGDPNAAITFEEICTTINPLLEEHFPPSSGVRIIAEPGRYYS
SSSFTLAVNVYSRREVQSSSVLAEDVTAPENNGNQGFMYYVNDGVYGSEFNCLIFDHATVEAIPVKESSGQ
PLYQTSIWGPTCDSMDCITKNMMLPKVEVGEWLFFKYMGAYTQSAASTEFNGFKKPTKEYLCTEELW

>Trichoplax adhaerens (XP 002114448)
MSNPTIYYQLSKDKDDPFYIVNVGNILKKHKTWLSLLPRVEPFYAVKCNDDRNVLATLSALGIGEFDCASM
AETIKAVLKLGVPPSKIVYANPCKQASHLKFAAKREVSMMTFDNEPELHKVKQLHPTAKLILRLLTDDSKS
LCRLGQKYGAPLKTVPNLLOQVARNLDLNVVGISFHVGSGCYDASAFSSAVEIAKTAFDYGKSMGFQFDIL
DIGGGFPGSPRATVSFEEISATLNKALNKHFPVESGVRITAEPGRYYVASAFNLAVNVIAKRQVNDDNTQ
AQGKQHAYRNQKYMYYVNDGVYGSENCLLYDHAIVYPKTLGRDNEQQYSSSIWGPTCDGLDCVMKECMLP
ELDVGDWMYFEDMGAYTAAAASNENGFQKPLAYYVIEEKVWALRKERNRNKPLPTS



Cholinergic Receptors Nicotinic subunits-CHRN

>Homo sapiens CHRNBZ (ENSP 357461)
MARRCGPVALLLGFGLLRLCSGVWGTDTEERLVEHLLDPSRYNKLIRPATNGSELVTVQL
MVSLAQLISVHEREQIMTTNVWLTQEWEDYRLTWKPEEFDNMKKVRLPSKHIWLPDVVLY
NNADGMYEVSFYSNAVVSYDGSIFWLPPAIYKSACKIEVKHFPEFDQONCTMKFRSWTYDR
TEIDLVLKSEVASLDDFTPSGEWDIVALPGRRNENPDDSTYVDITYDFIIRRKPLFYTIN
LITPCVLITSLAILVEFYLPSDCGEKMTLCISVLLALTVFLLLISKIVPPTSLDVPLVGKY
LMFTMVLVTEFSIVTSVCVLNVHHRSPTTHTMAPWVKVVFLEKLPALLFMQOPRHHCARQR
LRLRRRQREREGAGALFFREAPGADSCTCFVNRASVQGLAGAFGAEPAPVAGPGRSGEPC
GCGLREAVDGVRFIADHMRSEDDDQSVSEDWKYVAMVIDRLELWIFVEVCVEFGTIGMFLQ
PLFONYTTTTFLHSDHSAPSSK

>Pan troglodytes CHRNB2 (ENSPTRP 2339)
MARRCGPVALLLGFGLLRLCSGVWGTDTEERLVEHLLDPSRYNKLIRPATNGSELVTVQL
MVSLAQLISVHEREQIMTTNVWLTQEWEDYRLTWKPEEFDNMKKVRLPSKHIWLPDVVLY
NNADGMYEVSFYSNAVVSYDGSIFWLPPATYKSACKIEVKHFPEFDQONCTMKFRSWTYDR
TEIDLVLKSEVASLDDFTPSGEWDIVALPGRRNENPDDSTYVDITYDFIIRRKPLEYTIN
LITIPCVLITSLAILVFYLPSDCGEKMTLCISVLLALTVFLLLISKIVPPTSLDVPLVGKY
LMFTMVLVTEFSIVTSVCVLNVHHRSPTTHTMAPWVKVVEFLEKLPALLEFMQOQQOPRHHCARQR
LRLRRROREREGAGALFFREAPGADSCTCEFVNRASVQGLAGAFGAEPAPVAGPGRSGEPC
GCGLREAVDGVRFIADHMRSEDDDQSVSEDWKYVAMVIDRLFLWIFVEVCVEGT IGMFLQ
PLFONYTTTTFLHSDHSAPSSK

>Mus musculus CHRNBZ (ENSMUSP 29562)
MARCSNSMALLFSFGLLWLCSGVLGTDTEERLVEHLLDPSRYNKLIRPATNGSELVTVQL
MVSLAQLISVHEREQIMTTNVWLTQEWEDYRLTWKPEDEFDNMKKVRLPSKHIWLPDVVLY
NNADGMYEVSEFYSNAVVSYDGSIFWLPPAIYKSACKIEVKHFPEDOQONCTMKERSWTYDR
TEIDLVLKSDVASLDDFTPSGEWDITIALPGRRNENPDDSTYVDITYDFIIRRKPLEFYTIN
LITPCVLITSLAILVFYLPSDCGEKMTLCISVLLALTVFLLLISKIVPPTSLDVPLVGKY
LMFTMVLVTFSIVTSVCVLNVHHRSPTTHTMAPWVKVVFLEKLPTLLFLOOQPRHRCARQR
LRLRRROQREREGAGTLFFREGPAADPCTCEFVNPASMOQGLAGAFQAEPAAAGLGRSMGPCS
CGLREAVDGVRFIADHMRSEDDDQSVREDWKYVAMVIDRLFLWIFVEVCVEGTIGMFLOP
LFONYTATTFLHSDHSAPSSK

>Canis familiaris CHRNB2 (ENSCAFP 25294)
MATRSGPAALLLGFGLLGLHAGVWGTDTEERLVEHLLDPSRYNKLIRPATNGSELVTVQL
MVSLAQLISVHEREQIMTTNVWLTQEWEDYRLTWKPEEFDNMKKVRLPSKHIWLPDVVLY
NNADGMYEVSFYSNAVVSYDGSIFWLPPAIYKSACKIEVKHFPEFDQONCTMKFRSWTYDR
TEIDLVLKSDVASLDDFTPSGEWDIVALPGRRNENPDDSTYVDITYDFIIRRKPLFYTIN
LITIPCVLITSLAILVFYLPSDCGEKMTLCISVLLALTVFLLLISKIVPPTSLDVPLVGKY
LMFTMVLVTFSIVTSVCVLNVHHRSPTTHTMAPWVKVVFLEKLPTLLFMQQPRHRCARQR
LRLRRRQREREAGALLFREAPGESYSGSARGGVGTDGCGLRSAVDGVRFIADHVRNEDDD
QSVSEDWKYVAMVIDRLFLWIFVEVCVFGTIGMFLQPLFONYSAATFLHTDHSAPSAK

>Xenopus tropicalis CHRNB2 (ENSXETP 8352)
YISCRDFAFAFGTGCLGTDTEERLVEHLLDPSRYNKLIRPATNGSEQVTVQLMVSLAQLT
SVHEREQIMTTNVWLTQEWEDYRLTWDPAEFDDMKKVRLPSKHIWLPDVVLYNNADGMYE
VSFYSNAVVSHDGSIFWLPPAIYKSACKIEVKHFPFDQONCTMKFRSWTYDRTELDLVLR
SDVASLDDFTPSGEWDITALPGRRNENPNDSTYVDITYDFITRRKPLEYTINLIIPCILIT
TSLAILVFYLPSDCGEKMTLCISVLLALTVFLLLISKIVPPTSLDVPLVGKYLMFTMVLV
TFSIVTSVCVLNVHHRSPTTHTMPPWVKVVFLDKLPTLLFMKQPRONCARQRLRQQORQSQ
ERAAGSFFLRDGARSCTCYVNQASVKKYGAQLSELPEGVNGEFRDRQGKVRQCLCGLQEAV
DGVRFIADHMKSEDDDQSVSEDWKYVAMVIDRLFLWIFVEVCVEGTIGMFLOQPLEFQNYTT
NALVHMNHAAKKMK



>Danio rerio CHRNB2 (ENSDARP 41624)
MMALWTLFCILAIVKSGYGADTEERLVEHLLNPAHYNKLIRPATNGSEVVTVQLMVSLAQ
LISVHEREQIMTTNVWLTQEWQDYRLTWSPEEFDGMKKVRLPSKHIWLPDVVLYNNADGM
YEVSEFYSNAVVSYDGSVFWLPPAIYKSACKIEVKHFPEFDQONCTLSFRSWTYDRTEVDLV
LRADVASMDDEFTPSGEWDIIALPGRRNENPSDPTYVDITYDEFIIRRKPLEYTINLIIPCV
LITSLAILVFYLPSDCGEKMTLCISVLLALTVFLLLISKIVPPTSLDVPLVGKYLMFTMV
LVTFSIVTSVCVLNVHHRSPTTHTMPPWVKLVEFLNKLPALLFMRQPRNSSERQRLRQRRR
ANEQOEGGRGGLAAGLMAGLGLSGSSSGSKENNEACTCYVNRASVKQFGAELGGGGGGGG
STDGLNGIREGGRETREGGANPLQGSALPRGKQQPPTVLTQALLAQACPGFEEAVDGVRFEF
IANHMKSEDDDRSVSEDWKYVAMVIDRLFLWIFVFVCVEGTIGMEFLQPLFONYTAKTITH
TPG

>Takifugu rubripes CHRNB2 (ENSTRUP 14017)
TAVLPSSLHPSIQALLFQYAWMVGSDTEERLVEHLLNPAHYNKLIRPATNGSELVTVQLM
VSLAQLISVHEREQVMTTNVWLTQEWQDYRLTWIPEEFDGMLKVRLPSKHIWLPDVVLYN
NADGVYEVSFYSNAVVSYDGSIFWLPPAIYKSACKIEVKHFPFDQONCTLRFRSWTYDRT
EIDLVLRADVASMDDFTPSGEWDIIALPGRRNENPGDPTYVDITYDFIIRRKPLEYTINL
IIPCVLITSLAILVEYLPSDCGEKMTLCISVLLALTVFLLLISKIVPPTSLDVPLVGKYL
MFTMVLVTEFSIVTSVCVLNVHHRSPTTHTMPPWVKMVFLQOQKLPALLFMRQPRNSCERQRL
RORRRAQEHKEGGIFGKEDSDPCTCYVNRASVKQFGGDLGGAGGSMDGLNRARDGREAQA
CPGFEEAVEGVRFIANHMKSEDDDQSVSEDWKYVAMVIDRLFLWIFVEVCVFGTMGMFEMQ
PLFONYTAKTINSSPG

>Tetraodon nigroviridis CHRNBZ2 (ENSTNIP 21501)
GLCADTEERLVEHLLNPAHYNKLIRPATNGSELVTVQLMVSLAQLISVHEREQVMTTNVW
LTQEWQDYRLTWIPEEFDGMLKVRLPSKHIWLPDVVLYNNADGVYEVSFYSNAVVSYDGS
IFWLPPAIYKSACKIEVKHEFPFDQONCTLRFRSWTYDRTEIDLVLRADVASMDDFTPSGE
WDIIALPGRRNENPGDPTYVDITYDFIIRRKPLEYTINLIIPCVLITSLAILVFYLPSDC
GEKMTLCISVLLALTVFLLLISKIVPPTSLDVPLVGKYLMFTMVLVTEFSIVTSVCVLNVH
HRSPTTHTMPPWVKMVELQKLPALLFMRQPRNSCERQRLROQRRRAQEQKGGGRCGEPGGL
MVGNGLGNAGGSGGGTTTGLFGKEDSDPCTCYVNRASVKQFGGDLGSAGGGSMDGLNRAR
EAREGGSGNQSRGKPGTGAPALSHALLAQACPGFEEAVEGVREFIANHMKSEDDDQSVSED
WKYVAMVIDRLFLWIFVEVCVEFGTMGMFLOQPLEFONYTAKTINSSPG

>Gasterosteus aculeatus CHRNB2 (ENSGACP 16024)
GLGADTEERLVEHLLNPAHYNKLIRPATNGSELVTVQLMVSLAQLISVHEREQVMTTNVW
LTOQEWQODYRLTWVPEEFDGMLKVRLPSKHIWLPDVVLYNNADGVYEVSFEFYSNAVVSYDGS
IFWLPPAIYKSACKIEVKHEFPFDQONCTLRFRSWTYDRTEIDLVLRADVASMDDEFTPSGE
WDIIALPGRRNENPADPTYVDITYDFIIRRKPLEFYTINLIIPCVLITSLAILVFYLPSDC
GEKMTLCISVLLALTVFLLLISKIVPPTSLDVPLVGKYLMFTMVLVTEFSIVTSVCVLNVH
HRSPTTHTMPPWVKLVEFLNKLPALLFMRQPRNSCERQRLRQRRRAQEQKEGGRSGEAGAL
MVGLGLGNASGNRGGTSTGVFSKEDSDPCTCYVNRASVKQFGGDLALLAQACPGFEEAVE
GVRFIANHMKSEDDDQSVSEDWKYVAMVIDRLFLWIFVEFVCVEGTLGMEFMQOPLYQONYT

>Homo sapiens_ CHRNG (ENSP_374145)
MHGGQGPLLLLLLLAVCLGAQGRNQEERLLADLMONYDPNLRPAERDSDVVNVSLKLTLT
NLISLNEREEALTTNVWIEMQOQWCDYRLRWDPRDYEGLWVLRVPSTMVWRPDIVLENNVDG
VFEVALYCNVLVSPDGCIYWLPPATFRSACSISVTYFPEFDWONCSLIFQSQTYSTNEIDL
QLSQEDGQTIEWIFIDPEAFTENGEWAIQHRPAKMLLDPAAPAQEAGHQKVVEYLLIQRK
PLFYVINIIAPCVLISSVAILIHFLPAKAGGQKCTVAINVLLAQTVEFLFLVAKKVPETSQ
AVPLISKYLTFLLVVTILIVVNAVVVLNVSLRSPHTHSMARGVRKVEFLRLLPQLLRMHVR
PLAPAAVQODTQSRLONGSSGWSITTGEEVALCLPRSELLFQOWORQGLVAAALEKLEKGP
ELGLSQFCGSLKQAAPATIQACVEACNLIACARHQQSHEDNGNEEWEFLVGRVLDRVCFLAM
LSLFICGTAGIFLMAHYNRVPALPFPGDPRPYLPSPD

>Gorilla gorilla CHRNG (ENSGGOP 2069)

MHGGQGPLLLLLLLAVCLGAQGRNQEERLLADLMONYDPNLRPAERDSDVVNVSLKLTLT
NLISLNEREEALTTNVWIEMQWCDYRLRWDPRDYEGLWVLRVPSTMVWRPDIVLENNVDG
VFEVALYCNVLVSPDGCIYWLPPAIFRSACSISVIYFPEDWONCSLIFQSQTYSTNEIDL
QLSQOEDGOTIEWIFIDPEAFTENGEWAIQHRPAKMLLDPAAPAQEAGHQKVVEYLLIQRK



PLEFYVINIIAPCVLISSVAILIYFLPAKAGGQKCTVAINVLLAQTVEFLFLVAKKVPETSQ
AVPLISKYLTFLLVVTILIVVNAVVVLNVSLRSPHTHSMARGVRKVEFLRLLPQLLRMHVR
PLAPAAVQDTQOSRLONGSSGRSITTGEEVALCLPRSELLFQQOWORQGLVAAALEKLEKGP
ELGPSQFCGSLKQAAPAIQACVEACNLIACARHQQOSHFDNGNEEWFLVGRVLDRVCEFLAM
LSLFVCGTAGIFLMAHYNRVPALPFPGDPHPYLPSPD

>Mus musculus_ CHRNG (ENSMUSP 27470)
MQOGGORPOQLLLLLLAVCLGAQSRNQEERLLADLMRNYDPHLRPAERDSDVVNVSLKLTLT
NLISLNEREEALTTNVWIEMQWCDYRLRWDPKDYEGLWILRVPSTMVWRPDIVLENNVDG
VFEVALYCNVLVSPDGCIYWLPPATIFRSSCSISVTYFPFDWONCSLVFQSQTYSTSEINL
QLSQEDGQATIEWIFIDPEAFTENGEWAIRHRPAKMLLDSVAPAEEAGHQKVVEYLLIQRK
PLEFYVINIIAPCVLISSVAILIYFLPAKAGGQKCTVATNVLLAQTVFLFLVAKKVPETSQ
AVPLISKYLTFLMVVTILIVVNSVVVLNVSLRSPHTHSMARGVRKVFLRLLPQLLRMHVR
PLAPAAVQDARFRLONGSSSGWPIMAREEGDLCLPRSELLFRORORNGLVOAVLEKLENG
PEVRQSQEFCGSLKQASPATIQACVDACNLMARARRQQSHEFDSGNEEWLLVGRVLDRVCFL
AMLSLFICGTAGIFLMAHYNQVPDLPFPGDPRPYLPLPD

>Xenopus tropicalis CHRNG (ENSXETP 30553)
RGGMDTVLLLVLICISAALCHNEEEGLLNDLMKNYNKNLRPAEKDGDIVSVSIKLTLTNL
ISLNEREEALTTNVWVEVOWRDYRLSWDPNEYYGISMMRIPSTSVWLPDVGLENNVDGTFE
DIALYANTLVSSDGSMYWLPPAIYRSSCPVVVTYFPFDWONCSMVEFQSQTYSANEIELLL
TVDEQTIEWIEIDPEAFTENGEWAIKHMPAKKIINHRLTPDDLNYQQIVEYLIIQRKPLFE
YIINIIVPCVLISEFVSILVYFLPAKAGGQKCTVSINILLAQTVEFLFLIAQKIPETSTAVP
LIVKYLTFLMVVTITIVANAVIVLNISLRTPNTHSMSSTVRELCLRTVPRLLRMHLRPSD
AAPPLAPLMRRSSSVGLMIKADEYMLRKPRSQLMFEKQKERDGLMKVVLDKIGRGMENNT
SDDLVHSLKHAAPETRACVEACCHIASATREKNEFKSTGDNDWKCQSKVL

>Danio rerio CHRNG (ENSDARP 110378)

MDONLSSKIIWLWILLFRFSGALCNLEGSLHRDLMVGYNKNIRPVESHEDIIDVKIKMTL
TNLISLNEKEETLTTCVWIEMOQWRDYRLRWANRTGFEVYENITRMRLPSKTIWLPDIGLE
NNVDGRFEVALYANTLIDPDGSVYWLPPAIYRSSCAIKVNYFPEFDWONCSMVFRSQTYNS
NEITLMLSDEDNVTMEWIEIDPEAFTENGEWMIKHRPAKKVINKRYRPDELEHQEITIFFL
IIQRKPLFYVINIIVPCVLEFSSLGLLVYFLPAKAGGQKCTMTICILLGQTVFLFLIAKKV
PETSQAVPLIGKYLMEFVMSVTTITVMNCVVVLNVSLRTPNTHPMSNTIRKVLLNILPRVL
RMTMOQRWTPEQEEGDFKMFALGNGTPLRRRRRSSLGLIAKADEYMFRTARSELMESRLKE
RKGLLKNTLEKIQNGLGGNTAQDLECSLAAASPEVQQCVSSCKHIAESTKHONDEFQSKNE
EWFLVARVIDRMCFFVMALLFILGTIGIFLTGHFNQAPSQPFPGDPKKYLPEISAGDIPG

>Takifugu rubripes_ CHRNG (ENSTRUP 36755)
MDSGCPLSLSLFIRVFMISAAASAVNLEGELFKDLMKGYNKNVRPTEKSGDITQVDIKLT
LTNLISLNEKEEALTTSVWIELQWCDYRLRWDQPPRSTLYGNITKPLRIPSKILWLPDIT
LENNVDGQFEVALYCNALVSPDGCVYWLPPAIYRSACPITVNYFPEFDWONCTMVERSQTY
SANEIDMVLKVEDNHTLEWVDIDPEAFTENGEWAIKHRPAKKVINSQYTKDDREYQEVIE
FLIIQRKPLFYIINIIAPCVLESSLCLLVYYLPAKAGGOKCTMSVATLLGQTVFLEFLIAK
KVPETSKAVPLIAKYLMEVMSVTTMVVMNCVIVLNVSLRTPSTHIMTDAVRKVLLNILPR
LLKMOMRPWTPNNDSTPEIRNRRRSSMTLITKAEEYAMKTARSELMEFSRLKERNGLMKSV
LEKLHDGLDGGTPEQLGISLAKASPEVKKCVASCKHIAETARQQSNFONENEEWEFLVARV
IDRACFIVMASVFFIGTIGVFLMGHFNQPPSAPFPRDAKTYLPPIN

>Tetraodon nigroviridis CHRNG (ENSTNIP 1763)
SGCRLSLSFEFVTVFTISAAASAVNLERELFKDLMKGYNKHVRPTEKSGDITQVDIKMTLT
NLISLNEKEEALTTSVWIELOQWCDYRLRWDQPPRAALYGNITKPLRIPSRIIWLPDIILE
NNVDGQFEVALYCNALVSPDGCVYWLPPAIYRSACPITVNYFPEFDWONCTMVFRSQTYSA
NEINMVLKVEDNHTLEWVDIDPEAFTENGEWAIKHRPAKKVINRQYTKDDQEYQEVIFFL
IIQRKPLFYIINIIVPCVLFSSLCLLVYYLPAKAGGQKCTMSIATLLGQTVFLFLIAKKV
PETSKAMPLIAKYLMEFVMSVTTMVVMNCVIVLNVSLRTPSTHIMTDTVRKILLNILPRLL
KMRMRPWTPNKDSAFPCRRRSSMTLITKAEEYVMKTARSELMEFSRLKERNGLMKSVLEKL
HEGLDGGTPEQLSISLAKASPEVKKCVASCKHIAETARQHNNEFONENEEWFLVARVIDRV
CFIVMASVFFIGTMGVFLMGHFNQPPSTPFPGDVKMYLPP

>Gasterosteus aculeatus CHRNG (ENSGACP 19898)



VIHILTIFICIEKTSAINLEGELFKDLMKGYNKNVRPMENGSDVTQVAIKMTLTNLISLN
EKEEALTTGVWIGMOQWCDYRLRWDRPPRSALYGSITSQLRLPSKSIWLPDIILENNVDGN
FEVALYCNALVSPNGCVNWLPPAIYRSACAITVNYFPEFDWONCTMVEHSQTYSANEIKLV
LTEEDDLTLEWVDIDPEAFTENGEWAIKHRPAKKLINTDYNKDELEYQEVVEFFLIIQRKP
LEFYVINIIAPCVLEFSSLGLLVYFLPAKAGGQKCTMSIATLLGQTVFLFLIAKKVPETSRA
VPLIGKYLMEFVMSVTTMVVMNCVIVLNVSLRTPNTHKMTDKVRKILLNILPRLLNMOMRP
WTPDGDNADTRRRSSMTLITKAEEYAMKTARSELMFAALKERNGLMRSVLEKLKDELEGG
TAEQLSASLGKASSQLOQOCVSSCKHIAKTARQONNFKKENEEWFLVAKVIDRVCEFIVMVS
VFFIGTIGIFLTGHFNQPPSSPFLGDPKTYLPPTNNLTDRVENGR

>Homo sapiens_ CHRND (ENSP_ 258385)
MEGPVLTLGLLAALAVCGSWGLNEEERLIRHLFQEKGYNKELRPVAHKEESVDVALALTL
SNLISLKEVEETLTTNVWIEHGWTDNRLKWNAEEFGNISVLRLPPDMVWLPEIVLENNND
GSFQISYSCNVLVYHYGEFVYWLPPAIFRSSCPISVTYFPFDWONCSLKESSLKYTAKEIT
LSLKQDAKENRTYPVEWIIIDPEGFTENGEWEIVHRPARVNVDPRAPLDSPSRQDITFYL
IIRRKPLEYIINILVPCVLISFMVNLVFYLPADSGEKTSVAISVLLAQSVFLLLISKRLP
ATSMAIPLIGKFLLFGMVLVTMVVVICVIVLNIHFRTPSTHVLSEGVKKLFLETLPELLH
MSRPAEDGPSPGALVRRSSSLGYISKAEEYFLLKSRSDLMFEKQSERHGLARRLTTARRP
PASSEQAQQELFNELKPAVDGANFIVNHMRDONNYNEEKDSWNRVARTVDRLCLEVVTPV
MVVGTAWIFLQGVYNQPPPQPFPGDPYSYNVQDKRFE T

>Mus musculus_ CHRND (ENSMUSP 72983)
MAGPVLTLGLLAALVVCALPGSWGLNEEQRLIQHLFNEKGYDKDLRPVARKEDKVDVALS
LTLSNLISLKEVEETLTTNVWIDHAWVDSRLOWDANDEFGNITVLRLPPDMVWLPEIVLEN
NNDGSFQISYACNVLVYDSGYVTWLPPATIFRSSCPISVTYFPFDWONCSLKFSSLKYTAK
EITLSLKQEEENNRSYPIEWIIIDPEGFTENGEWEIVHRAAKLNVDPSVPMDSTNHQDVT
FYLIIRRKPLEYIINILVPCVLISFMINLVEFYLPGDCGEKTSVAISVLLAQSVFLLLISK
RLPATSMAIPLVGKFLLFGMVLVTMVVVICVIVLNIHFRTPSTHVLSEGVKKFFLETLPK
LLHMSRPAEEDPGPRALIRRSSSLGYICKAEEYFSLKSRSDLMFEKQSERHGLARRLTTA
RRPPASSEQVQOELFNEMKPAVDGANFIVNHMRDONSYNEEKDNWNQVARTVDRLCLEVV
TPVMVVGTAWIFLQGVYNQPPLQPEFPGDPFSYSEQDKRET

>Felis catus_ CHRND (ENSFCAP_ 5273)
TARTPSWGVAGSPQLSPAPWPGRISRQPPSRSPLPAPHPSSCPSPGSWGLNEEERLIRHL
FEEKGYNKELRPVAHKDESVEVSLALTLSNLISLKEVEETLTTNVWMEHGWTDPRLQWDA
EEFGNISVLRLPPDMLWLPEIVLENNNDGSFQISYACNVLVYPSGYVYWLPPATIFRSSCP
ISVTYFPFDWONCSLKEFSSLKYTAKEITLSLKQEEKEGRSYPVEWIVIDPAGFTENGEWE
IVHRPARINVDPSVPLDSPGHQDVTEFYLITIRRKPLFYIINILVPCVLISFMINLVEYLPA
DSGEKTSMAISVLLAQSVFLLLISKRLPATSMAIPLIGKFLLFGMVLVTMVVVICVIVLN
IHFRTPSTHVLSEGVKKLFLETLPKRLHMSRPAEDGPSPGALVRRSSSLGYISKAEEYFL
LKSRSDLMFEKQSERHGLARRLTTARRPPAGSEQAQQELFSQLKPAVDGANFIVNHMRDQ
NNYNEEKDCWNRVARTVDRLCLFVVTPIMVVGTAWIFLOGAYNQPPPQPFPGDPFSYHEK
DKRFA

>Xenopus tropicalis CHRND (ENSXETP 30556)
HAWLWLFDLLCILVLVPGCLSESEEERLLNHIFGERGYRKELRPVEHTGETVNVSLALTL
SNLISLKEADETLTTNVWVELGWYDKRLAWDMEEFHHINIIRVPPDMVWQPQLILENNNN
GVFEVAYYSNVLVNSDGEFMYWLPPAIFQTSCSINVNYFPFDWONCSLKESSLTYNAKEIN
LQLRODQDEESQRNYPVEWITIIDPEGFTENGEWEIVHIPAKKNIDRSLTPESTKYQDITF
YLITKRKPLFYIINILAPCVLIALMANLVEYLPADSGEKMTLAISVLLAQSVFLLLISQR
LPETSFAIPLISKYLMFIMVLVTIVVVSCVIVLNLHFRTPSTHVITERMKEIFLNKLPRI
LHMSRPAEPEPEPWSGVLLRRSSSVGYIVKAEEYYSVKSRSELMFEKQSERHGLTSRATP
ARVNPLNSNNSQODQLYGEIKPAIDGANFIVKHMRDKNDYNEEKDNWYRIARTVDRLCLEL
VTPVMIIGTLWIFLGGAYNLPPSLPFPGDPFDYNKEHKRLI

>Tetraodon nigroviridis CHRNDa (ENSTNIP_ 8045)

ARGCNLSRGRNSAMHLRVCVCVSGCWCRNEEERLIHHLFKELGYNKELRPVRRHEDAVDV
QLALTLSNLISLKEVDETLLTNVWIEHTWTDYRLSWNLSAFDGISMLRLPSNMVWLPEIV
LENNNDAQFKVAYYSNVLVSSDGLCYWLPPAIFRSSCSISVKYFPEFDWONCTLKFTSLTY
NAKEIRMLLKEDALNGTAYTVEWIVIDPASFTENGEWEI IHRPAKRNTYKHIPMESNKHQ
DITFYLVIRRKPLFYVVNIIIPCVLISFLALLVYYLPADSGEKMTLSISVLLAQSVFLLL



ISQRLPETSMSVPLIVKYLMFIMVGVTVVVLNCVVVLNLHFRTPSTHVMSGWTKRLELER
LPRLLRMSRPAETEAYWDGVLPRRSSSVGYIASAEEYYSVKSRSELMFEKQSERHGLVTR
VTHAAMKPQODEGGVTDQLYAEIKPAVDGANY I IKHMRNKNDYNEEKDNWSGIARTVDRLC
LEFLVTPLMTVGTVIIFTGICNQPPHLPFKGDPHDYREENPRLL

>Tetraodon nigroviridis CHRNDDb (ENSTNIP 913)
GCWCRNEEERLIHHLFKELGYNKELRPVRRHEDAVDVQLALTLSNLISLKEVDETLLTNV
WIEHTWTDYRLSWNLSAFDGISMLRLPSNMVWLPEIVLENNNDAQEFKVAYYSNVLVSSDG
LCYWLPPAIFRSSCSISVKYFPFDWONCTLKETSLTYNAKEIRMLLKEDALNGTAYTVEW
IVIDPASFTENGEWEITHRPAKRNTYKHIPMESNKHQDITFYLVIRRKPLFYVVNIIIPC
VLISFLALLVYYLPADSGEKMTLSISVLLAQSVFLLLISQRLOKHPCLFLSSYLMFIMVG
VTVVVLNCVVVLNLHFRTPSTHVMSGWTKRLFLERLPRLLRMSRPAETEAYWDGVLPRRS
SSVGYIASAEEYYSVKSRSELMFEKQSERHGLVTRGRSDRSAVRRDQAGCGRSNY I IKHM
RNKNDYNEEKDNWSGIARTVDRLCLFLVTPLMTVGTVIIFTGICNQPPHLPFKGDPHDYR
EENPRLL

>Homo sapiens CHRNAL (ENSP 261007)
MEPWPLLLLFSLCSAGLVLGSEHETRLVAKLEFKDYSSVVRPVEDHRQVVEVTVGLQLIQL
INVDEVNQIVTTNVRLKQGDMVDLPRPSCVTLGVPLESHLONEQWVDYNLKWNPDDYGGV
KKIHIPSEKIWRPDLVLYNNADGDFAIVKFTKVLLOQYTGHITWTPPAIFKSYCEIIVTHF
PFDEQNCSMKLGTWTYDGSVVAINPESDQPDLSNFMESGEWVIKESRGWKHSVTYSCCPD
TPYLDITYHFVMQRLPLYFIVNVIIPCLLFSFLTGLVFYLPTDSGEKMTLSISVLLSLTV
FLLVIVELIPSTSSAVPLIGKYMLFTMVFVIASIIITVIVINTHHRSPSTHVMPNWVRKV
FIDTIPNIMFFSTMKRPSREKQDKKIFTEDIDISDISGKPGPPPMGFHSPLIKHPEVKSA
IEGIKYIAETMKSDQESNNAAAEWKYVAMVMDHILLGVEMLVCIIGTLAVFAGRLIELNQ
oG

>Pan troglodytes CHRNAIL (ENSPTRP_21633)
MEPWPLLLLFSFCSAGLVLGSEHETRLVAKLFKDYSSVVRPVEDHRQVVEVTVGLQLIQL
INVDEVNQIVTTNVRLKQGDMVDLPRPSCVILGVPLESHLONEQWVDYNLKWNPDDYGGV
KKIHIPSEKIWRPDLVLYNNADGDFAIVKFTKVLLEYTGHITWTPPAIFKSYCEIIVTHF
PFDEQNCSMKLGTWTYDGSVVAINPESDQPDLSNFMESGEWVIKESRGWKHSVTYSCCPD
TPYLDITYHFVMORLPLYFIVNVIIPCLLFSFLTGLVEFYLPTDSGEKMTLSISVLLSLTV
FLLVIVELIPSTSSAVPLIGKYMLFTMVEVIASIIITVIIINTHHRSPSTHVMPNWVRKV
FIDTIPNIMFFSTMKRPSREKQDKKIFTEDIDISDISGKPGPPPMGFHSPLIKHPEVKSA
IEGIKSTTVTMKSDQESNYAAAEWKYVAMVMDHILLGVFMLVCIIGTLAVFAGRLIELNQ
oG

>Felis catus CHRNAL (ENSFCAP 13080)
MRVFVEGGEQNLTVCVSFAVSAGLVLGSEHETRLVAKLFEDYNSVVRPVEDHRQAVEVTV
GLOLIQLINVDEVNQIVTTNVRLKQOWVDYNLKWNPEDYGGVKKIHVPSEKIWRPDEVLY
NNADGDFAIVKFTKVLLDYTGHITWTPPAIFKSYCEIIVTHFPFDEQNCSMKLGTWTYDG
SVVAINPESDQPDLSNFMESGEWVIKESRGWKHWVEYACCPTTPYLDITYHFVMQRLPLY
FIVNVIIPCLLFSFLTGLVFYLPTDSGEKMTLSISVLLSLTVFLLVIVELIPSTSSAVPL
IGKYMLFTMVEVIASITIITVIVINTHHRSPSTHVMPNWVRKVEIDTIPNIMFEFSTMKRPS
REKQDKKIFTEDIDISDISGKPGPPPMGFHSPLIKHPEVKSAIEGVKYIAETMKSDQESN
NAAEEWKYVAMVMDHILLGVEFMLVCIIGTLAVFAERMKTMVRITPPAPQS

>Anolis carolinensis CHRNAL (ENSACAP 5260)
MDVCCLPLLLLLGPAVLVRCSSHETRLVSDLESKYNKVVRPVSNHRDPVRVTVGLQLIQL
INVDEVNQIVTTNVRLKQOWMDVNLKWNPEDYGGVKQIRIPSEDIWRPDLVLYNNADGDF
AINKFTKILLNYTGHITWTPPATIFKSYCEITIVTHFPFDEQNCSMKLGTWTYDGTMVVINP
ESDRPDLSNYMGSGEWIMKDYRGWKHEVTYACCPDLPYLDITYHFVMLRLPLYFIVNVII
PCLLFSFLTGLVFYLPTDSGEKMTLSISVLLSLTVFLLVIVELIPSTSSAVPLIGKYMLFE
TMVFVIASITIITVIVINTHHRNPSTHTMPQWVRKIFIDTIPNLMFFSTMKRPSKNKQEKK
IFSEDIDISEISGKQGPATVNFQSSLIKNPEVKSAIEGIKYIAETMKSDQESNNAAEEWK
FVAMVVDHLLLGIFMSVCIIGTLAVFAGRLIELHQQG

>Danio rerio CHRNAL (ENSDARP 21860)
MNYFILILPILPYLYGPAVCSEDETRLVKTLETGYNKVVRPVSHFKDPVVVTVGLQLIQL
ISVDEVNQIVTSNVRLKQOWKDVHLOWNPDDYGGIRKIRIPSTDLWKPDLVLYNNADGDF



AIVHETKVLLEHTGMITWTPPAIFKSYCEIVVLHFPFDLONCSMKLGTWTYDGNLVIINP
DSDRPDLSNFMESGEWVMKDYRSWKHWVYYACCPDTPYLDITYHFLLLRLPLYFIVNVII
PCMLFSFLTGLVEFYLPTDSGEKMTLSISVLLSLTVFLLVIVELIPSTSSAVPLIGKYMLFE
TMIFVIASITIITVIVINTHHRSPSTHIMPAWVRKIFIDTIPNMMFEFSTMKRPSQERQEKR
LFPADFDISDISGKPMPASVTYHSPITKNPDVRSATIEGVKYIADTMKSDEESNNAAEEWK
FVAMVLDHILLCVFMAVCIIGTLGVFAGRLIELSML

>Takifugu rubripes CHRNAL (ENSTRUP 219409)
LHLCDFSSGVETLAGTCASEDETRLVKTLFTGYNKVVRPVNHFSEPVVVTVGLQLIQLIS
VDEVNQIVTSNVRLROQOWVDVNLNWNPDDYGGIRKIRVPSTDIWKPDLVLYNNADGDFAT
ITHETKVLLEHTGKIIWNPPAIFKSYCEIIVLHFPFDLONCSMKLGTWTYDGLLVVINPDS
DRPDLSNFMESGEWVLKDYRSWKHWVYYTCCPDTPYLDITYHFLMLRLPLYFIVNVIIPC
MLFSFLTGLVEFYLPTDSGEKMTLSISVLLSLTVFLLVIVELIPSTSSAVPLIGKYMLETM
VEVIASITIITVIVINTHHRSPSTHTMPPWIRKVEFIETIPNMMEFFSTMKRPSQEIRQKRLE
PTDMDISDISGNPTPTSVTYQSPIVKNPDVRSAIEGVKYIAETMKSDEESNNAAEEWKEV
AMVLDHILLCVFMAVCIIGTLAVFAGRLIELN

>Tetraodon nigroviridis CHRNAla (ENSTNIP 12737)

FTLRVSGGSLWFRAHLPERSQHFSRSPVLCSEDETRLVKTLFTGYNKVVRPVNHFSEPVV
VITVGLQLIQLINVDEVSQIVTSNVRLRQOWVDVNLNWNPDDYGGIRKIRVPSSEIWKPDL
VLYNNADGDFAITHETKVLLEHTGKIIWNPPAIFKSYCEIIVLHFPEFDVQONCSMKLGTWT
YDGLLVVINPDSDRPDLSNFMESGEWVLKDYRSWKHWVYYTCCGDTPYLDITYHFLMQRL
PLYFIVNVIIPCMLEFSFLTGLVEFYLPTDSGEKMTLSISVLLSLTVFLLVIVELIPSTSSA
VPLIGKYMLEFTMVEVIASIIITVIVINTHHRSPSTHTMPPWIRKVEFIETIPNMMEFSTMK
CPSQEIRQKRLFPTDMDISDISGNPTPTSVTYQSPIVKNPDVRSAIEGVKYIAETMKADE
ESNNAAEEWKEFVAMVLDHILLCVEFMAVCIIGTVAVFAGRLIELNMP

>Tetraodon nigroviridis CHRNAlb (ENSTNIP 20072)
MNTTLFSFHIILLAGAAWASSNETRLVKNLFAGYNKVVRPVTHFKDPVVVTVGLQLIQLI
NVDEVNQIVSSNVRLKQOQWKDVNLHWNPDDYGGIKKIRVPSTDIWRPDLVLYNNADGDFA
IVHETKVLLEHTGMITWNPPAIFKSYCEIIVLHFPFDLONCSMKLGTWTYDGNLVVVNPD
SDRPDLSNFMESGEWVMKDYRGWKHWVYYACCPDTPYLDITYHFLMLRLPLYFIVNVIIP
CMLFSFLTGLVFYLPTDSGEKMTLSISVLLSLTVFLLVIVELIPSTSSAVPLIGKYMLET
MVEVIASIIITVIVINTHHRSPSTHTMPDWVRRIFIETIPNIMFFSTMKRPGKEKQRKGI
QOPPDEFDISEISGNQATAVPYETRITKNPDVRSAIEGVKYIAETMKSDEESNNAAEEWKEV
AMVLDHILLCVFMAVCLVGTLGVFAGRLIELSML

>Gasterosteus aculeatus CHRNAla (ENSGACP 15736)
PVSCSEAETRLVKKLEFTGYSKVVRPVDHFSDAVVVSVGLOLIQLISVDEVNQIVTSNVRL
KQRWRDVNLNWDPDDYGGIRKIRVPSTDIWKPDLVLYNNADGDFATITHQTKVLLEHTGMI
TWNPPAIFKSYCEIIVLHFPFDLONCSMKLGTWTYDGLLVVINPDSARPDLSNFMESGEW
VLKDYRSWKHTVNYSCCPNKPYLDITYHFLMLRLPLYFIVNVIIPCMLFSFLTGLVEYLP
TDSGEKMTLSISVLLSLTVFLLVIVELIPSTSSAVPLIGKYMLFTMVEVIASIIITVIVI
NTHHRSPSTHTMPAWIRKVEFIETIPNMMEEFSTMKRPSLEIRQMRMEPTDMDISDISGNPA
PTSDTYVSPITKNPDVRRAIEGVKYIAETMKSDEESNNAAEEWKFVAMVLDHILLCVEMA
VCIIGTLAVFAGRLIELNTL

>Gasterosteus aculeatus CHRNAlb (ENSGACP_6143)
MARMKPVFFIFYLVILAGAAWGSSDETRLVKTLFTGYNKVVRPVNHFKDPVVVTVGLQLT
QLISVDEVNQIVSSNVRLKOQOQWKDVNLQWKPEDYSGIKKIRVPSTDIWRPDLVLYNNADG
DFAIVHETKVLLEHTGMITWNPPAIFKSYCEIIVLHFPFDLONCSMKLGTWTYDGNLVVV
NPDSERPDLSNFMESGEWVMKDFRGWKHWVYYACCPDTPYLDITYHFLMLRLPLYFIVNV
IIPCMLFSFLTGLVEYLPTDSGEKMTLSISVLLSLTVFLLVIVELIPSTSSAVPLIGKYM
LETMVFVIASIIITVIVINTHHRSPSTHTMPNWVRTVFIETIPNIMEFEFSTMKRPGKEKQA
KSSIYGADFDISDISGNQTTSITYQSPITKNPDVRSAIEGVKYIAETMKSDEESNNAAEE
WKFVAMVLDHILLCVFMAVCLIGTLGVFAGRLIELSML

>Oryzias latipes CHRNAla (ENSORLP 1705)

LGEFTMYKYILKVLILEFSDCCSRSVLGSEYETRLVKTLFTGYNKVVRPVTHFSQAVEVTVG
LOLIQLISVDEVNQIVTSNVRVKQOWTDVNLKWNPDDYGGIKKIRVPSTDIWKPDLVLYN
NADGDFAIIHETKVLLEYSGKITWNPPAIFKSYCEIIVLHFPFDLONCSMKLGIWSYDGL



LVVINPESDKPDLSNEFMESGEWVLKDSRCWKHWVQYTCCQODTPYLDITYHFLMLRLPLYF
IVNVIIPCLLEFSFLTALVEFYLPTDSGEKMTLSISVLLSLTVFLLVIVELIPSTSSAVPLI
GKYMLFTMVEFVIASIIITVIVINVHHRSPSTHTMPOQWIRKVEIETIPNMMVESTMKRPGQ
EIRQRRFFPTDMDISDISGNLPPTSITYQSPIIKNPDVRSAIEGVKHIAETMKLDEESNN
AAEEWKFVAMVLDHILLCVEMGVCIIGTVAVFAGRLIELNM

>Oryzias latipes CHRNAlb (ENSORLP 21899)
MGTLFFAFQVITILAGAAFASSDETRLVKTLFTGYNKVVRPVNHYKDPVVVTVGLQLIQLT
SVDEVNQIVSSNVRLKQOWKDVNLQWNPEDYGGIRKIRVPSTDIWRPDLVLYNNADGDEFA
IVHETKVLLEHTGMITWNPPAIFKSYCEIIVLHFPFDLONCTMKLGTWTYDGNLVVVNPD
SDRPDLSNEFMESGEWVMKDYRGWKHWVYYACCQDTPYLDITYHFLMLRLPLYFIVNVIIP
CMLFSFLTGLVEFYLPTDSGEKMTLSISVLLSLTVFLLVIVELIPSTSSAVPLIGKYMLET
MVEVIASIIITVIVINTHHRSPSTHTMPDWVRKVFIETIPNLMFFSTMKRPAKEKQNKPV
YTAEFDISEISGNQATAVHYQSPLTKNPDVRSAIEGVKYIAETMKSDEESNNAAEEWKEV
AMVLDHILLCVFMGVCLIGTLGVFAGRLIELSTY

>Homo sapiens CHRNAZ (ENSP 385026)
MGPSCPVFLSFTKLSLWWLLLTPAGGEEAKRPPPRAPGDPLSSPSPTALPQGGSHTETED
RLFKHLFRGYNRWARPVPNTSDVVIVREFGLSTIAQLIDVDEKNQMMTTNVWLKQEWSDYKL
RWNPTDEGNITSLRVPSEMIWIPDIVLYNNADGEFAVTHMTKAHLFSTGTVHWVPPATYK
SSCSIDVTFFPFDQONCKMKFGSWTYDKAKIDLEQMEQTVDLKDYWESGEWAIVNATGTY
NSKKYDCCAEIYPDVTYAFVIRRLPLEYTINLITPCLLISCLTVLVFYLPSDCGEKITLC
ISVLLSLTVFLLLITEIIPSTSLVIPLIGEYLLFTMIFVTLSIVITVEVLNVHHRSPSTH
TMPHWVRGALLGCVPRWLLMNRPPPPVELCHPLRLKLSPSYHWLESNVDAEEREVVVEEE
DRWACAGHVAPSVGTLCSHGHLHSGASGPKAEALLQEGELLLSPHMOKALEGVHYIADHL
RSEDADSSVKEDWKYVAMVIDRIFLWLFIIVCFLGTIGLFLPPFLAGMI

>Macaca mulatta CHRNAZ (ENSMMUP 28337)
MGPSRPAFLSFTKLSLWWLLLTPAGGEEAKRPPPRAPGDPLSSPSPTALPQGGSHTQAED
RLFKHLFRGYNRWARPVPNTSDVVIVRFGLSIAQLIDVDEKNQMMT TNVWLKQEWSDYKL
RWNPADEFGNITSLRVPSEMIWIPDIVLYNNADGEFAVTHMTKAHLFSTGTVHWVPPAIYK
SSCSIDVTFFPFDQONCKMKEFGSWTYDKAKIDLEQMEQTVDLKDYWESGEWAIVNATGTY
NSKKYDCCAEIYPDVTYAFVIRRLPLEFYTINLIIPCLLISCLTVLVEFYLPSDCGEKITLC
ISVLLSLTVFLLLITEIIPSTSLVIPLIGEYLLFTMIFVTLSIVITVFVLNVHHRSPSTH
TMPRWVRGALLGCVPRWLLMNRPLPSLELCHPPGLKLSPSYHWLETNMDAEEREVVVEEE
DRWACAGHVASSVGTLCSHGHLHSGASGPKAEAVLQEGELLLSPRMQKALEGVHYIADHL
RSEDADSSVKEDWKYVAMVIDRIFLWLFIIVCFLGTIGLFLPPFLAGMI

>Mus musculus_ CHRNAZ (ENSMUSP_ 22620)
MAPSHPAFQFWIHLYLWCLLLMPAVLAQQGSHTHAEDRLFKHLEFGGYNRWARPVPNTSDV
VIVRFGLSIAQLIDVDEKNOMMTTNVWLKQEWNDYKLRWDPAEFGNITSLRVPSEMIWIP
DIVLYNNADGEFAVTHMTKAHLFFTGTVHWVPPAIYKSSCSIDVTFEFPFDQONCKMKEGS
WTYDKAKIDLEQMERTVDLKDYWESGEWAIINATGTYNSKKYDCCAEIYPDVTYYFVIRR
LPLEYTINLITIPCLLISCLTVLVEFYLPSECGEKITLCISVLLSLTVFLLLITEIIPSTSL
VIPLIGEYLLFTMIFVTLSIVITVFVLNVHHRSPSTHNMPNWVRVALLGRVPRWLMMNRP
LPPMELHGSPGLKLSPTYHWLETNMDAEEREETEEEEEEEEDENICMCAGLPDSSMGVLY
GHGSLHLRAMGPEAKTPSQASETILLSPQIQKALEGVHYIADHLRSEDADSSVKEDWKYVA
MVVDRIFLWLFIIVCFLGTIGLFLPPFLAGMI

>Felis catus CHRNAZ2 (ENSFCAP 17705)
MGPSRSAVLSAMRLGLWWLLLSPADLMGEGPKHPPPWTPGDPTLPSCPQGASRTQAEDRL
FKHLFRGYNRWARPVPNTSDVVIVREGLSIAQLIDVDEKNQMMT TNVWLKQEWNDYKLHW
NPADFGNITSLRVPSEMIWIPDIVLYNNADGEFAVTHMTKAHLEFSTGTVHWVPPAIYKSS
CSIDVTFFPFDOONCKMKEGSWTYDKAKIDLEQTEQTVDLKDYWESGEWATIINATGTYNT
KKYDCCAEIYPDVTYYEFVIRRLPLEYTINLIIPCLLISCLTVLVEYLPSDCGEKITLCIS
VLLSLTVFLLLITDIIPSTSLVIPLIGEYLLFTMIFVTLSIVITVEVLNVHHRSPRTHTM
PHWVRVAFLGCVPRWLLMNRPVPPLEPRDPPDLKPSSSHYWLETNVDAEEREEEKEEEDR
WGWAAHVSPSMGVLHGHGGLHQGASGPRVEVQLQEGGLLLSPRIQKALEGVHYIADHLRS
EDADSSVKEDWKYVAMVIDRIFLWLFIIVCFLGTIGLFLPPFLAGMI

>Monodelphis domestica CHRNAZ2 (ENSMODP 19892)



LTMPPPPLKMSDVDVEVLRHASHALDEDRLEFKKLEFRGYNRWSRPVONSSDVVIIRFGLST
AQLIDVDEKNOMMTTNVWLKQEWSDYKLRWNPTDYGNITSIRVPSELIWIPDIVLYNNAD
GEFIVTHMTKAHLFFTGTVKWAPPAIYKSSCSIDVTFEFPFDOQONCKMKEGSWTYDKAKID
LEOMEQMVDLKDYWESGEWATIINAVGTYNTKKYDCCVEIYPDITYFFIIRRLPLEYTINL
IIPCLLISCLTVLVFYLPSDCGEKITLCISVLLSLTVFLLLITEITIPSTSLVIPLIGEYL
LETMIFVTLSIVITVEVLNVHHRSPGTHNMPHWVRVAFLGCIPRWLWMNRPLPVLEFHDN
PGOKLSSTHHWLDTNVDEDKKSEENWEFSGHSSPVIDTLYHHCGHHHESPCFKAGTQLPE
TEFLLPPSIQKALEGVHYIADHLRTEDADEFSVKEDWKYVAMVIDRIFLWMFITICEFLGTI
GLFLPPLLA

>Danio rerio CHRNAZ2a (ENSDARP 28704)
MAENRIKTLLNNLWMLILIADHVQPVLSDGWIHAHAEDKLFHKLFIGYNKWSRPVRNISD
VVIVKFGLSIAQLIDVDEKNOQMMT TNVWLKQEWNDYKLRWNPSEFDNVTSIRVPSEMIWV
PDIVLYNNADGEFAVTHMTKAHLFHTGKVSWVPPAIYKSSCSIDVTFFPEFDQONCKMKEG
SWTYDKAKIDLEQIEGTVDLKDYWESGEWATI INAVGTYNTKKYDCCHEIYPDITYFFIIR
RLPLEYTINLIIPCLLISCLTVLVFYLPSDCGEKITLCISVLLSLTVFLLLITEIIPSTS
LVIPLIGEYLLFTMIFVTLSIVITVFVLNVHHRSPSTHSMPRWVHSVFLDHIPRWLEFMRR
PEPEKKPKKTANLSTSKSWFQQETGVDGLVCODMEFGIGLSTSISSPSATSLHLSDSEPL
LOKYELQHLGHVVNLCQHPAKLGNLVSEPGLLFSPCVLRALEGVRYIADHLRAEDEDEFSV
KEDWKYVAMVIDRIFLWMFIIVCLLGTIGLFLPPWLSGMI

>Danio rerio CHRNAZb (ENSDARP 119522)
MASFTNQLVFLRITLLCTIICESISCCEKTHSHAEDELFKKLEDGYNKWSRPVPNTSDVV
IVKFGLSTAQLIDVDEKNOMMTTNVWLKQEWNDYKLRWKPSDYDNVTSIRVPSELIWVPD
IVLYNNADGEFAVTHMTKAHLFHTGKVRWVPPATIYKSSCSIDVTFFPEFDOQONCKMKEGSW
TYDKAKIDLERIENTVDLKDYWESGEWAIINAVGTYNTKKYDCCHEIYPDITYFFIIRRL
PLEYTINLITPCLLISCLTVLVFYLPSDCGEKITLCISVLLSLTVFLLLITEIIPSTSLV
IPLIGEYLLFTMIFVTLSIVITVEVLNVHHRSPSTHKMPCWVHSVFLDLIPRWLEFMRRPA
PDSRRRQKLLLLORQVPGMTARPANASLSTSTSWERGONSGEDESCRHFSYKDLELGTLS
SATISLSLQASSPCPLGLTPPPLQKFGPAPRLEVGTASRQLSGRANVTKRLDNMIPHDNPG
FPLSPSVLQALEGVHYIADHLRAEDADFSVKEDWKYVAMVIDRIFLWMEIIVCLLGTIGL
FLPPWLAGMI

>Takifugu rubripes CHRNA2 (ENSTRUP_ 19923)
MKKLQSFTLCFTCHLIVLCIRSVSAVLCSQKTHSHAEDDLFKKLEFAGYNKYSRPVPNVTD
VVIVKFGLSIAQLIDVDEKNOMMT TNVWLKQEWNDYKLRWRPSDYDNVTSIRVPSELIWV
PDIVLYNNADGEFAVTHMTKAHLFYNGKILWVPPAIYKSSCSIDVTFFPEFDQONCKMKFEG
SWTYDKAKIDLERIENTVDLNNYWESGEWAIINAVGTYNTKKYDCCHEIYPDITYFFIIR
RLPLEYTINLIIPCLLISCLTVLVEFYLPSDCGEKITLCISVLLSLTVFLLLITEIIPSTS
LVIPLIGEYLLFTMIFVTLSIVITVFVLNVHHRSPSTHKMPRWVHSVFLDLIPRWLFMRR
PAPDGRRRRLLLLQQEVMAERRRGRLTGYKSGNYLSTSANWLMDGSLSDEPNRNSYEDLE
LGRARITAQRLTKADSTVSDSSFLLSPSIIRALEGVHYIADHLRAEDADFSVKEDWKYVA
MVIDRIFLWMFIIVCLLGTIGLFLPPWLAGMI

>Tetraodon nigroviridis CHRNAZ (ENSTNIP 22729)
VLCSQKMHSHSEDALFKKLFAGYNKYSRPVPNVTDVVIVKFGLSIAQLIDVDEKNQMMTT
NVWLKQEWNDYKLRWRPSDYDNVTSIRVPSELIWVPDIVLYNNADGEFAVTHMTKAHLFH
NGKIRWVPPAIYNSSCIIDVTFFPFDQHTARCKFGPCRYDKAKLTCYWESGEWAIINAVG
TYNTKKYDCCHEIYPDITYFFITIRRLPLFYTINLIIPCLLISCLTVLVFYLPSDCGEKIT
LCISVLLSLTVFLLLITEIIPSTSLVIPLIGEYLLFTMIFVTLSIVITVFVLNVHHRSPS
THKMPRWVHSVFLDLIPRWLFMRRPAPEGRRRRLLLLOQQPPSPRPLGTSPPRQONSQKKQ
EVPAGTNQQLSGARTTAQRLTKADSTGSDSYFLLSPSIIRALEGVHYIADHLRAEDADFES
VKEDWKYVAMVIDRIFLWMFIIVCLLGTIGLFLPPWLAGMI

>Gasterosteus aculeatus CHRNAZ (ENSGACP 14086)

YTIKYEPLRMILENVSAVLCHEKSHSHAEDDLFKTLFAGYNKWSRPVSNISDVVIVKEFGL
STAQLIDVDEKNOMMTTNVWLKQEWNDYKLRWKPSDYDNVTSIRVPSELIWVPDIVLYNN
ADGEFAVTHMTKAHLFHNGKVRWVPPAIYKSSCSIDVTEFEFPEFDQONCKMKEGSWTYDKAK
IDLERTENTVDLNNYWESGEWATI INAVGTYNTKKYDCCHEIYPDITYFFIIRRLPLFYTI
NLITIPCLLISCLTVLVEFYLPSDCGEKITLCISVLLSLTVFLLLITEIIPSTSLVIPLIGE
YLLEFTMIFVTLSIVITVEVLNVHHRSPSTHKMPHWVHSVFLNLIPRWLFMRRPAPDVRRR



RLALMQODAALVRROGRAGGYKRPSNCLSTSATWSGGSRVNLTQRAVKADNAVSDSTFLL
SPSVIRALEGVHYIADHLRAEDADFSVKEDWKYVAMVIDRIFLWMFIIVCLLGTIGLFLP
PWLA

>Oryzias latipes CHRNAZ (ENSORLP 11046)
FCYDKSHAHAEEELFQTLFTGYNKWSRPVPNISDVVIVKEFGLSIAQLIDVDEKNQMMTTN
VWLKQEWNDYKLRWKPSDYDNVTSIRVPSELIWVPDIVLYNNADGEFAVTHMTKAHLEFHT
GKVRWVPPATIYKSSCSIDVTFFPFDQONCKMKFGSWTYDKAKIDLERIENTVDLNNYWES
GEWAIINAVGTYNTKKYDCCHEIYPDITYFFITIRRLPLFYTINLIIPCLLISCLTVLVEY
LPSDCGEKITLCISVLLSLTVFLLLITEIIPSTSLVIPLIGEYLLFTMIFVTLSIVITVF
VLNVHHRSPSTHKMPRWVHTVFLDLIPRWLFMRRPAPNGRRRRLLLLOQQDGALGRLQPRV
SALDISTSSTWLREGAVLEKTERSCYEDLELGTLQSYFSFRPPSPRPPGQTPPQQOLKTPQ
NSQSWREGGGGPNROMGGARVDSPKVQCAESGSLLSPCVMRALEGVHY IADHLRAEDADF
SVKEDWKYVAMVIDRIFLWMFIIVCLLGTIGLFLPPWLAGMI

>Homo sapiens_ CHRNAG6 (ENSP 276410)
MLTSKGQGFLHGGLCLWLCVEFTPFFKGCVGCATEERLFHKLEFSHYNQFIRPVENVSDPVT
VHFEVAITQLANVDEVNQIMETNLWLRHIWNDYKLRWDPMEYDGIETLRVPADKIWKPDI
VLYNNAVGDFQVEGKTKALLKYNGMITWTPPAIFKSSCPMDITFFPFDHONCSLKFGSWT
YDKAEIDLLIIGSKVDMNDEFWENSEWEIIDASGYKHDIKYNCCEEIYTDITYSEFYIRRLP
MEYTINLITPCLFISFLTVLVEFYLPSDCGEKVTLCISVLLSLTVFLLVITETIPSTSLVV
PLVGEYLLEFTMIFVTLSIVVTVEVLNIHYRTPTTHTMPRWVKTVFLKLLPQVLLMRWPLD
KTRGTGSDAVPRGLARRPAKGKLASHGEPRHLKECFHCHKSNELATSKRRLSHOPLOWVV
ENSEHSPEVEDVINSVQFTAENMKSHNETKEVEDDWKYVAMVVDRVEFLWVEFIIVCVEGTA
GLFLOPLLGNTGKS

>Pongo abelii CHRNAG6 (ENSPPYP 20814)
MPTSKGQGFLHGGLCLWLCVEFTPFFKGCAGCVTEERLFHKLFSHYNQFIRPVENVSDPVT
VHFEVAITQLANVDEVNQIMETNLWLRHIWNDYKLRWDPTEYDGIETLRVPADKIWKPDI
VLYNNAVGDFQVEGKTKALLKYNGMITWTPPATIFKSSCPMDITFFPFDHONCSLKFGSWT
YDKAEIDLLIIGSKVDMNDEWENSEWEIIDASGYKHDIKYNCCEEIYTDITYSEYIRRLP
MEYTINLIIPCLFISFLTVLVFYLPSDCGEKVTLCISVLLSLTVFLLVITETIPSTSLVV
PLVGEYLLFTMIFVTLSIMVTVEFVLNIHYRTPTMHTMPRWVKTVFLKLLPQVLLMRWPVD
KTRGTGSDAMPRGLARRPAKGKLASREEPRHLKECFHCHKSNELATSKRRLSHQPLOWMV
ENSEHSPEVEDVINSVQFIAENMKSHNETKQVEDDWKYVAMVVDRVFLWVEFIIVCVEGTA
GLFLOPLLGNTGKS

>Mus musculus_ CHRNAG6 (ENSMUSP 33882)
MLNSRDQGNLHSGLCLWLCGFLALFKGSTGCESEEQLFHRLFAHYNREFIRPVENVSDPVT
VHFELAITQLANVDEVNQIMETNLWLRHIWKDYRLRWDPTEYDGIETLRVPADNIWKPDI
VLYNNAVGDFQVEGKTKALLKYDGVITWTPPAIFKSSCPMDITFFPEFDHONCSLKFGSWT
YDKAEIDLLIIGSKVDMNDFWENSEWEIVDASGYKHDIKYNCCEEIYTDITYSEFYIRRLP
MEYTINLIIPCLFISFLTVLVFYLPSDCGEKVTLCISVLLSLTVFLLVITETIPSTSLVI
PLVGEYLLFTMIFVTLSIVVTVEVLNIHYRTPATHTMPKWVKTIFLQAFPSILMMRKPLD
KTKEAGGVKDPKSHTKRPAKVKFTHRGESKLLKECHHCQKSSDIAPGKRRSSQQPARWVA
ENSEHSSDVEDVIESVQFIAENMKSHNETNEVEDDWKYMAMVVDRVEFLWVFIIVCVEGTV
GLFLQPLLGNTGKS

>Canis familiaris CHRNAG6 (ENSCAFP 8128)
MLTSKGQGFLHFGLCLCSCIFIPCLKGSAGCASEERLFHKLFSHYNQFIRPVENVSDPVT
VHFEVAITQLANVDEVNQIMETNLWLRHIWNDYKLRWNPMEYDGIETLRVPADRIWKPDI
VLYNNAVGDFQVEGKTKALLKYDGMIIWTPPATIFKSSCPMDITFFPFDHONCSLKFGSWT
YDKAEIDLLIIGSKVDMNDEWENSEWEIVDASGYKHDIKYNCCEEIYTDITYSEYIRRLP
MEYTINLITPCLFISFLTVLVFYLPSDCGEKVTLCISVLLSLTVFLLVITETIPSTSLVI
PLVGEYLLFTMIFVTLSIAVTVEVLNIHYRTPATHTMPKWVKTVFLOQLLPQILMMRRPLD
KMRKTSSDKNSKGISSRPTKVNEFDNYRETKLPKECCHCHKSSKLATSKRRLSHQSLOWMT
ENSEHWPDVEDVINSVQFIAENMKNONETKEVEDDWKYVAMVVDRVFLWVEFIFVCVEGTA
GLFLOPLLGNTGKS

>Myotis lucifugus CHRNAG (ENSMLUP 4768)
MLTSKGQGCLHCGLCLWLYIFIPFFKDGAGCASEERLFHKLFSHYNQLIRPVENVSEPVT



VHFEVAITQLANVDEVNQIMETNLWLRHIWNDYKLRWDPTEFDGIETIRVPADKIWKPDI
VLYNNAVGDFQVKGKTKALLKYDGMITWTPPAIFKSSCPMDITFFPEFDHONCSLKEGSWT
YDKAEIDLLIIGSKVDMNDEWENSEWEIVDASGYKHDIKYNCCEEIYTDITYSEFYIRRLP
MEYTINLIIPCLFISFLTVLVEFYLPSDCGEKVTLCISVLLSLTVFLLVITETIPSTSLVI
PLVGEYLLFTMIFVTLSIAVTVFVLNIHYRTPTTHTMPDWVKMVFLQLLPQILMMKRPLD
KTRKTSSDKNPKSISGRPTKVKEFDNRREPKLLKECCHCHKSHQLATSKRRLSHQPLQWMT
GNTEHSPEVEDVINSVQFIAENMKNONETKEVEDDWKYVAMVVDRVEFLWIFIIVCVEGTA
GLFLQPLLGNTGKS

>Homo sapiens CHRNB3 (ENSP 289957)
MLPDFMLVLIVLGIPSSATTGENSIAENEDALLRHLFQGYQKWVRPVLHSNDTIKVYFGL
KISQLVDVDEKNQLMTTNVWLKQEWTDHKLRWNPDDYGGIHSIKVPSESLWLPDIVLFEN
ADGRFEGSLMTKVIVKSNGTVVWTPPASYKSSCTMDVTFFPEFDRONCSMKEGSWTYDGTM
VDLILINENVDRKDEFEFDNGEWEILNAKGMKGNRRDGVYSYPFITYSFVLRRLPLFYTLFEL
ITPCLGLSFLTVLVFYLPSDEGEKLSLSTSVLVSLTVFLLVIEEIIPSSSKVIPLIGEYL
LFIMIFVTLSIIVIVEVINVHHRSSSTYHPMAPWVKRLFLOKLPKLLCMKDHVDRYSSPE
KEESQPVVKGKVLEKKKQKQLSDGEKVLVAFLEKAADSIRYISRHVKKEHFISQVVQDWK
FVAQVLDRIFLWLFLIVSVTGSVLIFTPALKMWLHSYH

>Callithrix jacchus CHRNB3 (ENSCJAP 14325)
MLTDFMLVLIVLGIPSSATAGFSSIAENEDALLRHLFQGYQKWVRPVLHSNDTIKVYFGL
KISQLVDVDEKNQLMTTNVWLKQEWTDHKLRWNPDDYGGIHSIKVPSESLWLPDIVLFEN
ADGRFEGSLMTKVIVKSNGTVVWTPPASYKSSCTMDVTFEFPEFDRONCSMKEGSWTYDGTM
VDLILINENVDRKEFFDNGEWEILNAKGMKGNRRDGVYSYPEFITYSFVLRRLPLEYTLEL
ITPCLGLSFLTVLVFYLPSDEGEKLSLSTSVLVSLTVFLLVIEEITPSSSKVIPLIGEYL
LEFIMIFVTLSIIVIVEFVINVHHRSSSTYQPMAPWVKRLFLOKLPKLLCMKDHVDRYSIPE
KEESQPVVKSKVLEKKKHKQLSDGEKVLVAFLEKAADSIRYISSHVKKEHFISQVVQDWK
FVAQVLDRIFLWLFLIVSVTGSVLIFTPALKMWLHSYH

>Gallus gallus CHRNB3 (ENSGALP 24774)

MLCLMLCVLCWSRSDVAALGSVAENEDALLRHLFQGYQKWVRPVENSNDTIKVLEFGLKIS
QLVDVDEKNQLMTTNVWLKQEWMDHKLSWNPEEYGGITAIRVPSESLWLPDIVLFENADG
RFEGSLMTKAIVKYNGVVTWMPPASYKSSCTMDVTFEFPEFDRONCSMKEGSWTYDGSMVDL
ILVDENVDRKDFFDNGEWEILNAKGMKGNRKDGLYSYPFVTYSEFVLRRLPLEYTLFLIIP
CLGLSFLTVLVEFYLPSDEGEKLSLSTSVLVSLTVFLLVIEEITIPSSSKVIPLIGEYLLET
MIFVTLSIIVTVEVINVHHRSSATYHPMAPWVKRLFLOKLPRLLCMKGHVDRYSFEFSDTEE
KETTLKSKLPGKQKHKQAKDGEKVVIAFLEKAADSIRYISRHVKKEHFIRQVVQDWKEVA
QVLDRIFLWLFLVVSVTGSVLIFTPALOMWLNSTL

>Xenopus tropicalis CHRNB3 (ENSXETP 22596)
TMKMFIYACTNIIFIPSGFAKFHPLAEIEDALLRKLFAGYQKWVRPVLNPNSTIKVNEGL
KISQLVDVDEKKQLMTTNVWLRQEWMDMKLRWNPKDYGGITYIRVPSESLWLPDIVLFEN
ADGRFEGSLMTKAIIKYDGTVTWTPPASYKSSCTMDVTFFPEFDRONCSMKFGSWTYDGNM
VDLILLDENVDRKDFFDNGEWDILNATGLKGMRKDGLYSYPFITYSEFVLRRLPLFYTLFEL
IIPCLGLSFLTVLVFYLPSDEGEKLSLSTSVLVSLTVFLLVIEEIIPSSSKVIPLIGEYL
LFIMIFVTLSIIVTVEVINVHHRSSATYHPMAPWVKRLFLEKLPKLLCMKGHVDRFESFFD
SESDVSSAKSKPSGKRKNIHASDGEKVLIAFLEKAADSIKYISTHVKKEHFIRQVVQDWK
FVAQVLDRIFLWLFLSVSITGSVLIFTPALOMWLNSHV

>Danio rerio CHRNB3a (ENSDARP 69164)
MKLQISGILLVAAVAYATIEAPEEFVSLAEMEDTLLRNLFRGYQKWVRPVLHANDTITVR
FGLKISQLVDVDEKNQLMTTNVWLWEEWTDYKLRWNPEDYGGITSIRVPSETIWLPDIVL
YENADGRFEGSLMTKAIVRENGTIMWTPPASYKSACTMDVTEFEFPFDRONCSMKEGSWTYD
GTMVDLTLVDAYVDRKDFFDNGEWEILNATGORGSRRDGIYSYPYLTYSFILKRLPLFYT
LFLIIPCLGLSFLTVLVFYLPSDEGEKLSLSTSVLVSLTVFLLVIEEIIPSSSKVIPLIG
EYLLFIMIFVTFSIIVIVEVINVHHRSSATYHPMAPWVKSLEFLOQRLPRLLCMRGHTDRYQ
YPDIELRSPELKRGMKKGQQOKSAGGGRAGVKEDENQAWIALLEKATHSVHYISRHIRKEH
FIREVVODWKEVAQVLDRIFLWAFLTVSVLGTILIFTPALOQMFEFSTS

>Danio rerio CHRNB3Db (ENSDARP 50036)
MTLTVIGLFTLFTSIFATTPAREFVSLAEREDALLRDLFQGYQRWVRPILHANHTVKVRE



GLKISQLVDVDEKNQLMTTNVWLYEEWLDYKLRWNPENYGGITFIRVPSESIWLPDIVLY
ENADGRFEGSIMTKAIVRYNGLITWTPPASYKSACTMDVTFFPFDRONCSMKEGSWTYDG
NMVELVLVNHQVDRSDEFFDNGEWEILSATGHKGSRRDGHYSYPYITYSFILKRLPLEYTL
FLITIPCLGLSFLTVLVEYLPSDEGEKVSLSTSVLVSLTVFLLVIEEIIPSSSKVIPLIGE
YLLFIMIFVTLSIIVTIVEFVINVHHRSSATYHPMSPWVRTLFLORLPDLLCMRGNTDRYHY
POMEPQSPDLKPRSKKGPPGPEGDGOQALINMLEQATNSVRYISRHIKKEHFIREVVQDWK
FVAQVLDRIFLWAFLTVSVLGTILIFTPAVKMFLSTPPPPSP

>Takifugu rubripes CHRNB3a (ENSTRUP 15529)
PPLLSVLLSVPIPLAPAEEDFVSLAELEDSLLRNLFKGYQKWVRPVQHANDTITVREFGLK
ISQLVDVDERKNQLMTTNVWLWQEWIDVKLKWNPDDYGGITAIRVPSETIWLPDIVLYENA
DGRFEGSLMTKAIVRWDGTITWTPPASYKSACNMDVTFFPEFDRONCSMKFGSWTYDGNMV
DLVLVDHYVDRKDFEFDNGEWEILNATGVKGSRRDEVYWYPFVTYSFILKRLPLFYTLFLT
IPCLGLSFLTVLVFYLPSDEGEKLSLSTSVLVSLTVFLLVIEEIIPSSSKVIPLIGEYLL
FIMIFVTEFSIIVTVEVINVHHRSSATYHPMAPWVKSLFLORLPRLLCMRGHTDRYNEFPDN
EMRSPEPKPRRAIGRRGVQGKEDENQAWLAMLEKATNSVRYISQHIRKEHFIREVVQDWK
FVAQVLDRIFLWAFLTVSILGTVLIFTPALKMYLHKMFH

>Takifugu rubripes CHRNB3b (ENSTRUP_ 4037)
HLPDQLVCAKTSLSAPAQSEFVSLAEMEDALLRNLEFQGYQRWVRPIQHANDTIKVREFGLK
ISOQLVDVDEKNQLMTTNVWLCQEWIDFKLRWNPDKYGGITSIRVPSENLWLPDIVLYENA
DGRFEGSLMTKAIVRYNGAITWTPPASYKSACTMDVTEFFPFDRONCTMKFGSWTYDGTMV
DLILIDKQVDRKDFEFDNGEWEILSATGAKGNRKDGLYSYPFITYSFILKRLPLEFYTLFLI
IPCLGLSFLTVLVFYLPSDEGEKLSLSTSVLVSLTVFLLVIEEITIPSSSKVIPLIGEYLL
FIMIFVTLSIIVIVEVINVHHRSSATYHPMSPWVRTLFLOKLPSLLCMRGHTDRYHYPEL
GPESPEPKPRSGGRRGGQORISSGGTYGQASSEGKDDEDWATMLDKATIFSVRYISRHIRKE
HFIREVVQODWKEVAQVLDRIFLWAFLTVSVLGTILIFTPALQKFMQVLP

>Tetraodon nigroviridis CHRNB3a (ENSTNIP 16128)
LLVASVCFFPVFHMFAPAQSEFVSLAEMEDALLRNLFQGYQRWVRPIQHANDTIKVREGL
KISQLVDVDEKNQLMTTNVWLCQEWIDYKLRWNPDKYGGITSIRVPSENLWLPDIVLYEN
ADGRFEGSLMTKAIVRYNGAITWTPPASYKSACTMDVTFFPEFDROQNCTMKFGSWTYDGTM
VDLILIDKQVDRKDFFDNGEWEILSATGAKGNRKDGLYSYPFITYSFILKRLPLEFYTLFEL
IIPCLGLSFLTVLVEFYLPSDEGEKLSLSTSVLVSLTVFLLVIEEIIPSSSKVIPLIGEYL
LEIMIFVTLSIIVTVEVINVHHRSSATYHPMSPWVRTLFLOKLPRLLCMRGHTDRYHYPE
LGPESPEPRVRAGGRRGGQRVGSGSHGQTPPEGKDDEEWASMLDKAIYSVRYISRHIRKE
HFIREVVQDWKFVAQVLDRIFLWAFLTVSVLGTILIFTPALQKFMKVLPQSSS

>Tetraodon nigroviridis CHRNB3b (ENSTNIP 14999)
QEDFVSLAELEDSLLRNLFRGYQKWVRPVQHANDTITVRFGLKISQLVDVDEKNQLMTTN
VWLWQEWVDVKLKWNPDDYGGITAIRVPSETIWLPDIVLYENADGRFEGSLMTKAIVRWD
GTITWTPPASYKSACTMDVTFFPEFDROQNCSMKFGSWTYDGNMVDLVLVDHYVDRKDFFDN
GEWEILNATGVKGSRRDGIYWYPEFVTYSFILKRLPLEFYTLFLIIPCLGLSFLTVLVEYLP
SDEGEKLSLSTSVLVSLTVFLLVIEEIIPSSSKVIPLIGEYLLFIMIFVTEFSIIVTVEVI
NVHHRSSATYHPMAPWVKSLFLQRLPRLLCMRGHTDRYHFPDMEMHSPELKPRRAVGRRG
VOGQOKGPLAGKEDENQAWLAMLEKATNSVRYISQHIRKEHFIREVVQDWKEVAQVLDRI
FLWAFLTVSILGTVLIFTPALOMYLSTP

>Gasterosteus aculeatus CHRNB3a (ENSGACP_ 24319)
QDDVVSLAEMEDSLLRNLFRGYQKWVRPVLHSNDTITVCFGLKISQLVDVDEKNQLMTTN
VWLWQEWVDLKLKWNPDDYGGITSIRVPSETIWLPDIVLYENADGRFEGSLMTKAIVRWD
GTITWTPPASYKSACTMDVTFFPFDRONCSMKFGSWTYDGNMVDLVLVDHYVDRKDFEFDN
GEWEILNATGORGSRRDEVYWYPFVTYSFILKRLPLEYTLFLIIPCLGLSFLTVLVEFYLP
SDEGEKLSLSTSVLVSLTVFLLVIEEITIPSSSKVIPLIGEYLHHRSSSTYHPMAPWVKSL
FLORLPRLLCMRGHTDRYHFEDMEMHS PEVKTRRGVGRRGAPGORGPVSGKEEENRAWLA
MLEKATSSVRYISRHIKKEHFIREVVQDWKFVAQVLDRILLWAFLTVSILGTVLIFTPAL
QMYFSTP

>Gasterosteus aculeatus CHRNB3b (ENSGACP 23418)
MKWTVLFLLLVCPLSLAETHAPSEFVSLAEMEDALMRNLFQGYQRWVRPIQHANDTVRVR
FGLKISQLVDVDEKNQLMTTNVWLWQEWIDYKLRWNPDKYGGITSIRVPSEIIWLPDIVL



YENADGRFEGSLMTKAIVKENGVITWTPPASYKSACTMDVTEFPFDRONCTMKEGSWTYD
GHMVDLVLIDNQVDRRDFFDNGEWEILSATGARGTRKDDMYTYPFLTYSFILKRLPLEYT
LFLIFPCLGLSFLTVLVFYLPSDEGEKLSLSTSVLVSLTVFLLVIEEITIPSSSKVIPLIG
EYLLRSSATYHPMSPWVRNLFLOKLPRFLCMRGHTDLYHYPELAPESPEMKPRSGGRKGG
ORANSGARGQTASEGKEDEAWATMLDKAVYSVRYISRHIRKEHFIREVVQDWKEVAQVLD
RIFLWAFLTVSILGTVLIFTPALYSFEFKIP

>Oryzias latipes CHRNB3a (ENSORLP 17917)
FPLLPVQENVLSLAELEDSLLRNLFKGYQKWVRPVQHANDTITVRFGLKISQLVDVDEKN
QLMTTNVWLWQEWIDVKLKWNPDDYGGITSIRVPSETIWLPDIVLYENADGRFEGSLMTK
AIVRWDGTITWTPPASYKSSCTMDVTFFPFDRONCSMKEFGSWTYDGNMVDLVLVDHYVDR
KDFFDNGEWEILNATGOQRGSRRDEMYWYPFLTYSFILKRLPLFYTLFLITIPCLGLSFLTV
LVFYLPSDEGEKLSLSTSVLVSLTVFLLVIEEIIPSSSKVIPLIGEYLLFIMIFVTEFSIT
VTVEVINVHHRSSATYHPMAPWVKSLFLOKLPRLLCMRGHTDRYHFPDIEMRSPELKTRR
GAGRRAVPGGMEDDSQAWLAMLEKATNSVHYISRHIRKEHFIREVVODWKEVAQVLDRIF
LWAFLTVSILGTVLIFTPALQSYLSTP

>Oryzias latipes CHRNB3b (ENSORLP 4018)
LTVFLLLLLSACPQLFAATTAPKRFVSLAEMEDDLLKNLEFQGYQRWVRPIQRPNDTVRVR
FGLKISQLVDVDEKNQLMTTNVWLROEWIDYKLRWNPDKYGGITSIRVPSENIWLPDIVL
YENADGKFEGSLMTKAIVKENGAVTWMPPASYKSACTMDVTEFFPEFDRONCSMKEGSWTYD
GNMVDLVLMDSQVDRKDFFDNGEWEILSATGAKGNRKDGLYFYPFITCSFILKRLPLEYT
LFLITPCLGLSFLTVLVFYLPSDEGEKLSLSTSVLVSLTVFLLVIEEIIPSSSKVIPLIG
EYLLFIMIFVTLSIIVTVEVINVHHRSSATYHPMSPWVRSLEFLOKLPRLLCMRGHADRYH
YPELAPESPALKSRSGGRRGIQRMSSGGQOSTYDGKEEEAYSTMLEKAIYSVRYISRHIR
KDHFIREVVQODWKEVAQVLDRIFLWIFLSVSVLGTILIFTPALOMFMKIPPPAPSE

>Homo sapiens_ CHRNA4 (ENSP 359285)
MELGGPGAPRLLPPLLLLLGTGLLRASSHVETRAHAEERLLKKLFSGYNKWSRPVANISD
VVLVRFGLSTIAQLIDVDEKNOQMMTTNVWVKQEWHDYKLRWDPADYENVTSIRIPSELIWR
PDIVLYNNADGDFAVTHLTKAHLFHDGRVQWTPPATYKSSCSIDVTEFFPEDQONCTMKEG
SWTYDKAKIDLVNMHSRVDQLDFWESGEWVIVDAVGTYNTRKYECCAEIYPDITYAFVIR
RLPLEFYTINLITPCLLISCLTVLVFYLPSECGEKITLCISVLLSLTVFLLLITEIIPSTS
LVIPLIGEYLLFTMIFVTLSIVITVEVLNVHHRSPRTHTMPTWVRRVFLDIVPRLLLMKR
PSVVKDNCRRLIESMHKMASAPRFWPEPEGEPPATSGTQSLHPPSPSFCVPLDVPAEPGP
SCKSPSDQLPPQOPLEAEKASPHPSPGPCRPPHGTQAPGLAKARSLSVQHMSSPGEAVEG
GVRCRSRSIQYCVPRDDAAPEADGQAAGALASRNTHSAELPPPDQPSPCKCTCKKEPSSV
SPSATVKTRSTKAPPPHLPLSPALTRAVEGVQYTIADHLKAEDTDFSVKEDWKYVAMVIDR
IFLWMFIIVCLLGTVGLFLPPWLAGMI

>Mus musculus_ CHRNA4 (ENSMUSP_ 66338)
MEIGGSGAPPPLLLLPLLLLLGTGLLPASSHIETRAHAEERLLKRLFSGYNKWSRPVANT
SDVVLVRFGLSIAQLIDVDEKNQMMTTNVWVKQEWHDYKLRWDPGDYENVTSIRIPSELI
WRPDIVLYNNADGDFAVTHLTKAHLEYDGRVQWTPPAIYKSSCSIDVTFEFPEDQONCTMK
FGSWTYDKAKIDLVSMHSRVDQLDFWESGEWVIVDAVGTYNTRKYECCAEIYPDITYAFT
IRRLPLEYTINLIIPCLLISCLTVLVEFYLPSECGEKVTLCISVLLSLTVFLLLITEIIPS
TSLVIPLIGEYLLFTMIFVTLSIVITVEVLNVHHRSPRTHTMPAWVRRVFLDIVPRLLEM
KRPSVVKDNCRRLIESMHKMANAPRFWPEPESEPGILGDICNQGLSPAPTFCNRMDTAVE
TQPTCRSPSHKVPDLKTSEVEKASPCPSPGSCHPPNSSGAPVLIKARSLSVQHVPSSQEA
AEGSIRCRSRSIQYCVSQDGAASLTESKPTGSPASLKTRPSQLPVSDQTSPCKCTCKEPS
PVSPITVLKAGGTKAPPQHLPLSPALTRAVEGVQYIADHLKAEDTDEFSVKEDWKYVAMV I
DRIFLWMFIIVCLLGTVGLFLPPWLAGMI

>Monodelphis domestica CHRNA4 (ENSMODP 21042)

MRLQGPQGSALLLLLLRGLLILGVLLPASGHVETRAHAEERLLKKLFSGYNKWSRPVANT
SDVVLVRFGLSIAQLIDVDEKNQMMTTNMWVKQEWQDYKLRWDPMDYENVTSIRIPSELI
WRPDIVLYNNADGDFAVTHLTKAHLEYDGRIKWTPPAIYKSSCSIDVTFFPEFDQONCTMK
FGSWTYDKAKIDLVSMHSHVDQLDYWESGEWVIISAVGNYNIKKYECCTETYSDITYSFEI
IRRLPLEFYTINLIIPCLLISCLTVLVFYLPSDCGEKITLCISVLLSLTVFLLLITEIIPS
TSLVIPLIGEYLLFTMIFVTLSIIITVEVLNVHHRSPRTHTMPAWVRRVFLDIIPRLLEM
KRPGVVKDNCRKLVESMHKLAGGPRFWPQPEPNFVTSPSTSPQTPERSPSASFCVHLEDP



VKPQAVCKSPSGQYTVLORPEPGKGSPCSPPTPHPPLNNSHPSGEFSKVRSLSVQOMYSSN
KVEEGSIRCRSRSIQYCSLQOEDSSQANNGQSTSSPASLRSQKDEVQPQEKPSPCKCKCKK
VKATPVPDPVTKPRSTKEQHALPMSPALKLAVEGVQYIADHLKAEDTDEFSVKEDWKYVAM
VIDRIFLWMEFVIVCLLGTVGLFLPPWLAGMI

>Danio rerio CHRNA4 (ENSDARP 22694)
MRAAWRVFFLLCVHLQLAYVFSMSPAHAHAEERLLQSLFINYNKLSRPVANISDVVLVHF
GLSTAQLIDVDERNOQMMTTNVWVKQEWNDYKLRWNPEEYENVTSIRIPSEIIWRPDIVLY
NNADGDFAVTHLTKAQVFYNGRIKWKPPAIYKSSCSIDVTEFFPEDQONCKMKFGSWTYDR
AKIDLISMASDVDOMDYWESGEWVIINAVGTYNIKKYECCTEIYPDITYSFIIRRLPLFEY
TINLIIPCLLISCLTVLVFYLPSECAEKITLCISVLLSLTVFLLLITEIIPSTSLVIPLI
GEYLLFTMIFVTLSIIITVFVLNVHHRSSRTHSMPHWVRQLFLHLVPRYLFMKRPPASGK
RNCGKLIEMMHKQANSQSMFLRNNILDISPQSPIPHLGPTSAAQQDQVOQODSTSPKPLEF
CSSPSSQYSILQEENSQTPQTPVLSYTCAYTNSIFASSTTSFPDTLLGTLLHTIPQDGAK
STECDFQGHSAESVFMEAKESVLGAGSCQHCLTSEGTSLOKLDLDEAGRCTRHNMPSAQT
FSPSSDGSTDLNAAEPVSNLSQSLLKALEGVQYIADHLRAEDSDESVREDWKYVAMVIDR
IFLWMEVLVCILGTVGLFLPPWLAGMI

>Takifugu rubripes CHRNA4 (ENSTRUP_ 25718)
TEWISSGLDPPALPHHLHFIWITSSSLAGFSQVAPRAHAEERLLODLFAHYNKLSRPVEN
TTDTVLVHFGLSIAQLIDVDEKNOMMTTNVWVKQEWNDYKLRWNPEEYENVTSIRIPSETI
IWRPDIVLYNNADGDFAVTHLTKAQLFYDGRIKWMPPAIYKSSCSIDVTFFPFDQQSCKM
KFGSWTYDRAKIDLISMASDVDOMDYWESGEWVIVNAVGKYNTKKYECCTEIYSDITYYF
IIRRLPLEYTINLIIPCLLISCLTVLVFYLPSQCGEKITLCISVLLSLTVFLLLITEIIP
STSLVIPLIGEYLLFTMVFVTLSIIITVEVLNVHHRSPQTHGMPHWVRRVFLDEFVPKVLFE
MKRPPGTAKQHCKKLIEMMHRPATVSGPSPSPPSSPLANCNKDNQSLNANTEFCQSISGRY
SLLSEKQLLHGHKSAASSSSQLSLPPTLPLGLLHKRTNKESNTMASIGRSLSVEHMFDGQ
KEAPCRGRYRRRSRSFQYCCLHDEGAGLTRATWGQKKHPSADHLVEITIMAESTKDTSSLQ
DFEVSTISPAMORAIEGVQYIADHLRAEDADFSVKEDWKYVAMVIDRIFLWMEVLVCILG
SVGLFLPPWLAGMI

>Tetraodon nigroviridis CHRNA4 (ENSTNIP 6787)
IQVAPRARRRRLLRDLFAHYNRLSRPVENTTDTVLVHFGLSIAQLIDVDEKNOMMT TNVW
VKQEWNDYKLRWNPEEYENVTSIRIPSEIIWRPDIVLYNNADGDFAVTHLTKAQLEYDGR
IKWMPPATIYKSSCSIDVTFFPFDQQOSCKMKFGSWTYDRAKIDLVSMASDVDOMDYWESGE
WVIVNAVGKYNIKKYECCTEIYSDITYYFIIRRLPLEYTINLIIPCLLISCLTVLVEYLP
SQCGEKITLCISVLLSLTVFLLLITEITPSTSLVIPLIGEYLLFTMVFVTLSITIITVEVL
NVHHRSPQTHGMPHWVRRVFLDEVPKVLEMKRPPGTAKQHCKKLIEMMHRPATVSEVENS
SSEFWTGLETELROMGQVOKTIPKALTDSPSIRISSPSPPSSPLVNCNKGNQSLNANTECQ
SISGQYSLLSEKKLLHGHKTAAFSSSQLSLPPTLPLGRLHNHTDEESNTIALNGRSLSVE
HMEDDRKEASRPGGYRRRSRSFQYCCLHDEGVGLTRTTGEMKKQPSADHLGETIMAESTK
DTSSLONIELSTISPAMORATIEGVQYIADHLRAEDSDFSVKEDWKYVAMVIDRIFLWMET
LVCILGSVGLFLPPWLAGMI

>Gasterosteus aculeatus CHRNA4 (ENSGACP 6142)
LPPLLSYLVANLCLSRTHVRPRAHAEERLLODLFARYNKLSRPVENTSDTVLVHEFGLSIA
QLIDVDEKNOQMMTTNVWVKQEWSDYKLRWKPEDYENVSSIRIPSEITIWRPDIVLYNNADG
DFAVTHLTKAHLFHDGRIKWMPPAIYKSSCSIDVTFFPEFDQQSCKMKEFGSWTYDRAKIDL
ISMASDVDQMDYWESGEWVIINAVGKYNTKKYECCAEIYSDITYYFIIRRLPLFYTINLI
IPCLLISCLTVLVFYLPSQCGEKITLCISVLLSLTVFLLLITEIIPSTSLVIPLIGEYLL
FITMVEVTLSIVITVEVLNVHHRSPQTHSMPHWVRRVFLDMVPRVLEFMKRPPGTAKQHCKK
LIEMMHRPTAISATGNSLAYWTGLETGLROMCQAENALPKTPCDSPSIHVCSPAPPSSPP
EDCEEDDRLLKANLSLPPALPLGPLRSFSQEEPNAMAPNGRSLSAEQMEDQOGDLSQRAG
HRCRSRSFQYCCLHGEGPGLMAVAGWVKKQAPTNHPAGRVTGESTKDASTQQDIVIPTIS
PAVQRATEGVQYVADHLRAEDADFSVKEDWKYVAMVIDRIFLWMEVLVCILGSVGLEFLPP
WLAGMI

>Oryzias latipes CHRNA4 (ENSORLP_1058)

SSQIEPRAHAEERLLONLFARYNKLSRPVONTSDTVLVHEFGLSIAQLIDVDEKNQMMTTN
VWLKQEWNDYKLRWNPEDYENVTSIRIPSEIIWRPDIVLYNNHSADGDFAVTHLTKAHLFE
YDGQIKWMPPAIYKSSCSIDVTEFEFPFDQQSCKMKEGSWTYDRAKIDLISMASDVDQOMDYW



ESGEWVIVNAVGKYNTKKYECCAEIYADITYYFITIRRLPLEYTINLITIPCLLISCLTVLV
FYLPSQCGEKITLCISVLLSLTVFLLLITEIIPSTSLVIPLIGEYLLFTMVEVTLSIIIT
IFVLNVHHRSPQTHGMPHWVRRVFLDLVPRVLEMKRPPGTAKQHCKRLIEMMHCPTTISA
TGNSQSFWTGLDSELROMTQVHNSLPKVDSPRILVCSPSPSSSPVDDCSDEDHPLKADIF
CQTPSGQYSPLLEHQALCRHISTTHSAPQLSMPLGPFPCLSREHPSPLARNGRSLSVEQM
CGKQGQPPOQRSAHRCRSQSFQYCCLHNDGAAGFTGQTNKTPEQLTETLAAEFAKDASTQL
DNMAPIVSPAMQRAIEGVQYIADHLRAGDADEFSVKEDWKYVAMVIDRIFLWMEVLVCILG
SVGLFLPPWLAGMI

>Homo sapiens CHRNA3 (ENSP 315602)
MGSGPLSLPLALSPPRLLLLLLLSLLPVARASEAEHRLFERLFEDYNEIIRPVANVSDPV
ITHFEVSMSQLVKVDEVNQIMETNLWLKQIWNDYKLKWNPSDYGGAEFMRVPAQKIWKPD
IVLYNNAVGDFQVDDKTKALLKYTGEVIWIPPATIFKSSCKIDVTYFPFDYQONCTMKEGSW
SYDKAKIDLVLIGSSMNLKDYWESGEWAIIKAPGYKHDIKYNCCEEIYPDITYSLYIRRL
PLEYTINLITPCLLISFLTVLVFYLPSDCGEKVTLCISVLLSLTVFLLVITETIPSTSLV
IPLIGEYLLFTMIFVTLSIVITVEVLNVHYRTPTTHTMPSWVKTVEFLNLLPRVMEFMTRPT
SNEGNAQKPRPLYGAELSNLNCFSRAESKGCKEGYPCQDGMCGYCHHRRIKISNFSANLT
RSSSSESVDAVLSLSALSPEIKEAIQSVKYIAENMKAQONEAKEIQDDWKYVAMVIDRIFL
WVEFTLVCILGTAGLFLQPLMAREDA

>0Oryctolagus cuniculus CHRNA3 (ENSOCUP 4351)
MGAPPPPPPSPVLLLLLLLLPPVVSASEAEHRLFERLFEDYNEIIRPVANVSDPVIIQFE
VSMSQLVKVDEVNQIMETNLWLKQIWNDYKLKWNPSDYNGAEFMRVPAQKIWKPDIVLYN
NAVGDFQVDDKTKALLKYTGEVTWIPPAIFKSSCKIDVTYFPFDYQNCTMKEGSWSYDKA
KIDLVLIGSSMNLRDYWESGEWAIIKAPGYKHDIKYNCCEEIYTDITYSLYIRRLPLEYT
INLITIPCLLISFLTVLVFYLPSDCGEKVTLCISVLLSLTVFLLVITETIPSTSLVIPLIG
EYLLFTMIEFVTLSIVITVEVLNVHYRTPTTHTMPAWVKTVFLNFLPRVMFMTRPASDGDS
AQMPOLLAGAELSNLGCFGRTEPKACKEGCPCQDGACGYRHHRRVKMSNEGANLTRSSSL
ESVDAVLSLSALSPEIREAIRSVQYIAENMKAQNEAKEIQDDWKYVAMVIDRIFLWVEIL
VCILGTAGLFLQPLMARDDA

>Taeniopygia guttata CHRNA3 (ENSTGUP 3582)

GCGGSEAEHRLYAALFKSYNQFVRPVKNVSDPVIIQFEVSMSQLVKVDEVNQIMETNLWL
KHIWNDYKLRWNPADYGGAEFIRVPSGQIWKPDIVLYNNAVGDFQVDDKTKALLKYTGDV
TWIPPAIFKSSCKIDVTYFPFDYONCTMKFGSWSYDKAKIDLVLIGSTMNLKDYWESGEW
ATITKAPGYKHDIKYNCCEEIYPDITYSLYIRRLPLEYTINMIIPCLLISFLTVLVFYLPS
DCGEKVTLCISVLLSLTVFLLVITETIPSTSLVIPLIGEYLLFTMIFVTLSIVITVEVLN
VHYRTPKTHTMPVWVKTIFLNLLPRIMFMTRPASDEENNQKPKPLEFTSEEFSNLNCINGSE
TKSCKDGFACQDMACSCCQYQRTNSESVDPMLSFSVLSPEMRDATESVKY IAENMKMONE
AKEIQDDWKYVAMVIDRIFLWVFILVCILGTAGLFLQPLM

>Pelodiscus sinensis CHRNA3 (ENSPSIP 19032)
QTSAPLSLPSTAFSKEVSLLILPATLSVSNCSEAEHRLFASLFANYSQFIRPVENVSDPA
IIQFEVSMSQLVKVDEVNQIMETNLWLKHIWNDYKLKWNPEEYGGAEFIRVPSDSIWKPD
IVLYNNAVGDFQVDDKTKALLKYTGEVTWIPPAIFKSSCKIDVTYFPEFDYQNCTMKEFGSW
SYDKAKIDLVLIGSTMNLKDYWESGEWAIIKAPGYKHDIKYNCCEELYPDITYSLYIRRL
PLEFYTINMIIPCLLISFLTVLVFYLPSDCGEKVTLCISVLLSLTVFLLVITETIPSTSLV
IPLIGEYLLFTMIFVTLSIVITVEFVLNVHYRTPKTHTMPEWVKTIFLNLLPKIMFMTRPA
SDEETTQKLKPLYSVELSDLNCFSSSETKCCKEGFICQDTACSCCRYQRIKFSDEFSGNLT
RSSSYESVDALLSLSVLSPEIRDAIESVKYIAENMKMONEAKEIQDDWKYVAMVIDRIFL
WVFILVCILGTAGLFLQPLMTRDETI

>Danio rerio CHRNA3 (ENSDARP 132461)

MOLIHFITIASTIQLCVSVSGVCCSEAEHRLEFSVIFSSYNQYIRPVENVSDPVVVQFEVSM
SQLVKVDEVNQIMETNLWLRHIWNDYKLRWDPKDFGGVEFIRVPSNKIWKPDIVLYNNAV
GDFQVDDKTKALLREFNGDVTWIPPAIFKSSCKIDVTYFPFDYQONCTMKEGSWTYDKAKID
LVLIGSTINLKDFWESGEWTIIDAPGYKHDIKYNCCEEIYTDITYSLYIRRLPLFYTINM
IIPCLLISFLTVLVEFYLPSDCGEKVTLCISVLLSLTVFLLVITETIPSTSLVIPLIGEYL
LETMIFVTLSIVITVEVLNVHYRTPKTHTMPCWVRRVFLSLLPRVMEFMTRPEKDQEVPAK
HKQTSVCRGPOQLLLCPTELNEASRTAFLCREHHCWKKHISNMTSEGAEDGGSPCSSSESL
DGFLCMSAVSPQVREAIESVKYIAENMRLONEAKEVODDWKYVAMVIDRIFLWVEVLVCI



LGTAGLFLQPLLLGEDM

>Takifugu rubripes CHRNA3 (ENSTRUP 9649)
LLFLLPGGCCSEAEHKLFSVIFSNYNQYIRPVENVTDPVIVQFEVSMSQLVKVDEVNQIM
ETNLWLRHIWNDYKLRWPKEYGGVEYIRVPSSRIWKPDIVLYNNAVGDFQVDDKTKALLR
YNGDVTWIPPATFKSSCKIDVTYFPEDYQONCTMKEGSWTYDKAKIDLVLIGSTMNLKDEW
ETGDWLIIDAPGYKHDIKYNCCEEIYTDITYSLYIRRLPLEFYTINLITIPCLLISFLTVLV
FYLPSDCGEKVTLCISVLLSLTVFLLVITETIPSTSLVIPLIGEYLLFTMIEFVTLSIVIT
VEVLNVHYRTPKTHTMPCWVRAVFLELLPRVMFMTRPERHAFQVLRRPLSNTELSNLNNL
SGDPSKGSTSLCCEGRCNCCWYQRSRGSVAKVSGGSQRSSSESLNGGLMPLLPLSPEVRE
AIESVRYIAENMRLONEAKEVODDWKYVAMVIDRIFLWVEVLVCILGTAGLFLQPLLLAE
DI

>Tetraodon nigroviridis CHRNA3 (ENSTNIP 2840)
LLFRLPGGSCSEAEHKLFSVIFSNYNQYIRPVENVTDPVIVQFEVSMSQLVKVDEVNQIM
ETNLWLRHIWNDYKLRWNPKEYGGVEYIRVPSSRIWKPDIVLYNNAVGDFQVDDKTKALL
RYNGDVTWIPPATIFKSSCKIDVTYFPEFDYQNCTMKFGSWTYDKAKIDLVLIGSTMNLKDF
WETGDWLIIDAPGYKHDIKYNCCEEIYTDITYSLYIRRLPLFYTINLIIPCLLISFLTVL
VEYLPSDCGEKVTLCISVLLSLTVFLLVITETIPSTSLVIPLIGEYLLFTMIFVTLSIVI
TVFVLNVHYRTPKTHTMPRWVRAVFLELLPRVMFMIRPEREPEQGRGAGNAQDMHPRSCS
VHSSELSNLNNLSGDLTKGSTSLCCEGRCNCCWYQRSKVSGGSQCSSSDSLNGGLMPQLP
LSPEVREAIESVRYIAENMRLONEAKEVQDDWKYVAMVIDRIFLWVFVLVCILGTAGLFL
QOPLLLAEDI

>Gasterosteus aculeatus CHRNA3 (ENSGACP 21875)
AEHKLFSVIFSSYNQYIRPVENVTDPVVVQFEVSMSQLVKVDEVNQIMETNLWLRHIWND
YKLRWNPKDFGGVDFIRVPSNRIWKPDIVLYNNAVGDFQVDDKTKALLRFNGDVTWIPPA
IFKSSCKIDVTYFPEFDYQNCTMKFGSWTYDKAKIDLVLIGSTINLKDFWESGEWTIIDAP
GYKHDIKYNCCEEIYTDITYSLYIRRLPLEYTINMIIPCLLISFLTVLVEYLPSDCGEKI
TLCISVLLSLTVFLLVITETIPSTSLVIPLIGEYLLFTMIFVTLSIVITVEFVLNVHYRTP
KTHTMPCWVRTVFLGLLPRVMFMTRPETDAERVLAAAGDVQTTHLRPCAIHPSGALQKQH
KPQAPPPPSVVSSLTNRQRLFNNTELSDLNNLSGDPAKGAGSALLCCKGHCNCCWRQRSS
KLPADSGGGSGGLGSMGALSGGSAVGGGSHCSSSESVAGGTMSMLPLSPEVQEAIESVKY
TAENMRLONEAKEVQDDWKYVAMVIDRIFLWVEVLVCILGTAGLFLQPLLLWDDI

>Homo sapiens_ CHRNB4 (ENSP 261751)
MRRAPSLVLFFLVALCGRGNCRVANAEEKLMDDLLNKTRYNNLIRPATSSSQLISIKLQL
SLAQLISVNEREQIMTTNVWLKQEWTDYRLTWNSSRYEGVNILRIPAKRIWLPDIVLYNN
ADGTYEVSVYTNLIVRSNGSVLWLPPAIYKSACKIEVKYFPFDQONCTLKFRSWTYDHTE
IDMVLMTPTASMDDFTPSGEWDIVALPGRRTVNPQDPSYVDVTYDFITKRKPLEYTINLT
IPCVLTTLLAILVEFYLPSDCGEKMTLCISVLLALTFFLLLISKIVPPTSLDVPLIGKYLM
FTMVLVTFSIVTSVCVLNVHHRSPSTHTMAPWVKRCFLHKLPTFLFMKRPGPDSSPARAF
PPSKSCVTKPEATATSTSPSNEFYGNSMYEFVNPASAASKSPAGSTPVAIPRDEFWLRSSGRFE
RODVQEALEGVSFIAQHMKNDDEDQSVVEDWKYVAMVVDRLELWVEFMEVCVLGTVGLFLP
PLFQTHAASEGPYAAQRD

>Danio rerio CHRNB4 (ENSDARP 139554)
XGVCADSEERLMNWLLGKHRYNKLIRPALNRTERVTVLLQVSLAQLISVNEREQIMTTNV
WLTONWNDYRLSWDPAEYEGIDKLRIPSRHIWLPDIVLYNNADGTYEVTVEFTNAIVLENG
SIAWLPPAIYKSACKIEVKHFPEFDQONCTLKFRSWTYDHTEIDLLLKSDAASMDDETPSG
EWDILALPGRRTVSPLDATYVDLTYDFIIKRKPLEYTINLIIPCVLITSLAILVEFYLPSD
CGEKMTLCISVLLALTVFLLLISKIVPPTSLDVPLIGKYLMETMVLVTESIITSVCVLNV
HHRSPSTHSMPAWVKIVFLVRLPALLFMORPRGHSARQRLRONRRLLGLADTPGRSVMCS
SASALLAASSASALSSPGLLYNKGHEFGSRRAEGLNNGHGSAQDLKGNRLYCEWGSEIQEA
VDGVRYVADHMMGNDDDQSVIEDWKYVAMVVDRLELWIEFVIVCVVGTLGLFLOQPLEQNQT
LATQQPNTEPARRDGM

>Takifugu rubripes CHRNB4 (ENSTRUP_ 9641)

LWGRLMTVLSLNSLIYHGVPSGCRCADSEERLMNWLLGKNRYNPLTIRPASNRTERVPVKL
OVSLAQLISVNEREQIMTTNLWLMQHWVDYRLSWDPAKYEGINKLRIPSRLIWLPDIVLY
NNADGTYEVTVEFTNAIVLENGSINWLPPAIYKSACKIEVKHFPEFDQONCTLKFRSWTYDR



TEIDLVLKTDAASMDDEFTPSGEWDILALPGRRTVNPLDPTYVDLTYDFIIKRKPLEYTIN
LITPCILITSLAILVFYLPSDCGEKMTLCISVLLALTVFLLLISKIVPPTSLDVPLIGKY
LMFTMVLVTFSIITSVCVLNVHHRSPSTHTMPSWVKLIFLVKLPSLLEFIRRPONNSARQR
LOSQRCORAKRDILGLGCQPKSSITMLSSALLSPGSVESTPGQKNVAPSLSLNITQONLQQ
SSGADWAADVQEALSGVREVAEHMMEDDDDQSVIEDWKYVAMVVDRMFLWIEFVIVCVVGT
LGLFLOPVFONPITPIQQPSSDM

>Gasterosteus aculeatus CHRNB4 (ENSGACP 21862)
FGCEYTTCAFKLWNINVSPGSRCAESEERLMNWLLGKDRYNLLIRPAVNRTERVPVKLQV
SLAQLISVNEREQIMTTNVWLTQHWVDYRLSWDPAKYEGIDKLRIPSRHIWLPDIVLYNN
ADGTYEVTVETNAIVIFNGSINWLPPAIYKSACKIEVKHEFPFDQONCTLKFRSWTYDHTE
IDLILKSEVASMDDFTPSGEWDILALPGRRTVNPLDPTYVDLTYDFIIKRKPLEFYTINLI
IPCVLITSLAILVFYLPSDCGEKMTLCISVLLALTVFLLLISKIVPPTSLDVPLIGKYLM
FTMVLVTFSIITSVCVLNVHHRSPSTHTMPSWVKLIFLVKLPALLFMRRPONNSASQRLR
RORCLRARKSIGSSGYPDAAKTGFILSPSALKGDLRSTDYIPSGQDLKQSTSSDWAADVQ
EAVNGVRFVAEHMMGDDDDQSVIEDWKYVAMVVDRMEFLWIFVIVCVVGTLGLFLOPVEQT
QIVPNQQ

>Oryzias latipes CHRNB4 (ENSORLP_16438)
CKSADSEERLMNMLLGKHRYNPLIRPAINRTERVEVKLQVSLAQLISVNEREQIMTTNVW
ITOHWVDYRLSWDPAKYEGIQKLRIPSRHVWLPDIVLYNNADGIYEVTVETNVIVLENGS
VNWLPPAIYKSACKIEVKHFPFDLONCTLKFRSWTYDHTEIDLILKSEAASMDDFTPSGE
WDIIALPGRRTVNPTDPTYVDLTYDFIIKRKPLEYTINLIIPCILITSLAILVFYLPSDC
GEKMTLCISVLLALTVFLLLISKIVPPTSLDVPLIGKYLMFTMVLVTEFSIITSVCVLNVH
HRSPSTHTMPSWVKLIFLKKLPALLFMKRPNNFSGCQRLRQQRCLRARRSILGLDYPNAS
KACFTLSSSALLPSDSAFSTPRHKNLAPTMGYGLSRRKGDLSSSDYPHISLTPTQDYQQK
CKSDWTADVKEAVKGVRFVAEHMMADDDDQSVIEDWKYVAMVVDRMFLWIEFVIVCVVGTL
GLFLOPLFQSOMITSQQPSSDKPRI

>Homo sapiens CHRNBI (ENSP 304290)
MTPGALLMLLGALGAPLAPGVRGSEAEGRLREKLEFSGYDSSVRPAREVGDRVRVSVGLIL
AQLISLNEKDEEMSTKVYLDLEWTDYRLSWDPAEHDGIDSLRITAESVWLPDVVLLNNND
GNEFDVALDISVVVSSDGSVRWQPPGIYRSSCSIQVTYFPEDWONCTMVESSYSYDSSEVS
LOTGLGPDGQGHQEIHIHEGTFIENGOWEIIHKPSRLIQPPGDPRGGREGQRQEVIFYLT
IRRKPLEFYLVNVIAPCILITLLAIFVFYLPPDAGEKMGLSIFALLTLTVFLLLLADKVPE
TSLSVPIIIKYLMFTMVLVTESVILSVVVLNLHHRSPHTHOQMPLWVRQIFIHKLPLYLRL
KRPKPERDLMPEPPHCSSPGSGWGRGTDEYFIRKPPSDFLFPKPNRFQPELSAPDLRRFET
DGPNRAVALLPELREVVSSISYIARQLQEQEDHDALKEDWQFVAMVVDRLFLWTFIIFTS
VGTLVIFLDATYHLPPPDPFEFP

>Gorilla gorilla CHRNBI (ENSGGOP_22459)
MTPGALLMLLGALGAPLAPGVRGSEAEGRLREKLFSGYDSSVRPAREVGDRVRVSVGLIL
AQLISLNEKDEEMSTKVYLDLEWTDYRLSWDPAEHDGIDLLRITAESVWLPDVVLLNNND
GNFDVALDISVVVSSDGSVRWQPPGIYRSSCSIQVTYFPFDWONCTMVESSYSYDSSEVS
LOTRLGPDGQGHQETHIHEGTFIATSSLTSYLPGQYIIVIEKSVFEWPGNMITDYAIELS
FSSALQGEKMGLSIFALLTLTVFLLLLADKVPETSLSVPIIIKYLMFTMVLVTEFSVILSV
VVLNLHHRSPHTHOQMPLWVRQIFIHKLPLYLRLKRPKPERDLMPEPPHCSSPGSDWGRGT
DEYFIRKPPSDFLFPKPNRFOQPELPAPDLRRFIDGPNRAVALLPELREVVSSISYIARQL
QEQEDHDALKEDWQFVAMVVDRLFLWTFIIFTSVGTLVIFLDATYHLPPPDPFP

>Mus musculus_ CHRNBI1 (ENSMUSP_ 47270)
MALGALLLLLGVLGTPLAPGARGSEAEGQLIKKLFSNYDSSVRPAREVGDRVGVSIGLTL
AQLISLNEKDEEMSTKVYLDLEWTDYRLSWDPAEHDGIDSLRITAESVWLPDVVLLNNND
GNFDVALDINVVVSFEGSVRWQPPGLYRSSCSIQVTYFPFDWONCTMVESSYSYDSSEVS
LKTGLDPEGEERQEVYIHEGTFIENGOQWEIITHKPSRLIQLPGDQRGGKEGHHEEVIFYLI
IRRKPLEFYLVNVIAPCILITLLAIFVEFYLPPDAGEKMGLSIFALLTLTVFLLLLADKVPE
TSLAVPIIIKYLMFTMVLVTEFSVILSVVVLNLHHRSPHTHOQMPFWVRQIFIHKLPPYLGL
KRPKPERDQLPEPHHSLSPRSGWGRGTDEYFIRKPPSDFLFPKLNRFQPESSAPDLRREFI
DGPTRAVGLPQELREVISSISYMARQLQEQEDHDALKEDWQFVAMVVDRLFLWTFIVETS
VGTLVIFLDATYHLPPPEPFP



>Danio rerio CHRNBI1 (ENSDARP 92302)
MKAQDWIIVTCCLCGLGAMTGATEMEDKLMKKLESAYNSKVRPARNPEERVVVRIGMILS
SFVSLNMKDEEMNTIVMMNLEWNDYRLSWNPKDYGGVDVLRISSGKVWLPDIVLINNNDG
VEFGVALQVHVQAYSNGRVTWTPPALYKSSCGVKVTYFPEFDWONCTMVEFRSYTYDSSEVDL
QHALDKRGKEIKEIILDTGFSESGEWHIRHKVSRKNVREDLYEDITFYLIIERKPMEFYVV
NIVLPCILITIIAIFNFYLPPDAGEKMGLSINVLLTLTVFLLLLANKIPETSLGVPIIVN
YLMITMILVTEFSVILSVVVLNLHHRSPNTHOMPLWVRKIFIHMLPPYLGMLRPKVETPLF
LEKPAKKENIQAISRVADEYFIRKPSNMNFLFPKPHRYQPDGQCTDLRKFIDGPSHYLTL
PPELKTAVEAITYIAEQLQAEKDYEALKEDWQYVAMVADRLFLWIFVIFTTLGTLGIFTD
ASFNATPTDPFP

>Takifugu rubripes CHRNBla (ENSTRUP 10238)
STMKYLLLLPLSCCLCSLIPLGGASEVEKTLMKTLESNYTLKVRPAISPEQRVVVRVGMI
LSSFVGLNMKNEEMSTIVVMNLEWTDYRLSWSPKQYGGIEVLRIPSGKVWLPDIVLINNN
DGVFHVALHVHVQVYSNGRVTWTPPALYCSSCGVKVEYFPFDWONCSMQFRSYTYDSTET
DVQYALNLRGOQEIREIQLDEAFTEGGEWY IKHRPSRKVMLDDEYEGMVEYLITERKPLYY
VLNIILPCILITIIAIFNFYLPPDAGEKMGLSINVLLTLTVFLLLLADKIPETSLGVPIT
VNYIMLTMILVTFSVILSVVVLNLHHRSPNTHOMPMWVRKIFIHLLPPYLCMMRPKVEAP
LYLEALPRREKKVTTVSKVADEYFIRKPDMSVLEFPKPNRFHSEGLCTDLRKEIDGPSSYL
SLPEELKSAIEAITYIAEALQAEKDYEALKKDWQYVAMVVDRMFLWIFVIFTTVGTLAIF
AEASFNRAPANPEP

>Takifugu rubripes CHRNBlb (ENSTRUP 10240)
TSYLLFTQLIFGVLLLLAGASEVEKTLMKTLFSNYTLKVRPAISPEQRVVVRVGMILSSF
VGLNMKNEEMSTIVVMNLEWTDYRLSWSPKQYGGIEVLRIPSGKVWLPDIVLINNNDGVE
HVALHVHVQVYSNGRVTWTPPALYCSSCGVKVEYFPEDWONCSMQFRSYTYDSTEIDVQY
ALNLRGQEIREIQLVYNISPEGGEWYIKHRPSRKVMLDDEYEGMVEYLIIERKPLYYVLN
ITLPCILITITAIFNFYLPPDAGEKMGLSINVLLTLTVFLLLLADKIPETSLGVPIIVNY
IMLTMILVTFSVILSVVVLNLHHRSPNTHOMPMWVRKIFIHLLPPYLCMMRPKVEAPLYL
EALPRREKKVTTVSKVADEYFIRKPDMSVLFPKPNRFHSEGLCTDLRKFIDGPSSYLSLP
EELKSATEAITYIAEALQAEKDYEALKKDWQYVAMVVDRMFLWIFVIFTTVGTLAIFAEA
SFNRAPANPFEP

>Tetraodon nigroviridis CHRNBI (ENSTNIP 8624)
AFEVESALLKNLFSNYTLKVRPAVSPEQRVVVRVGMILSSEFVGLNMKNEEMSTIVVMNLE
WTDYRLSWSPKDYDGIEVLRIPSGKIWLPDIVLINNNDGVFEVALQVHVQVYSNGRVTWT
PPALYCSSCGVKVEYFPFDWQONCSMQFRSYTYDSTEIDIQYALDSKGREIKEIQLDEAYT
EGGEWYIKHRPSRKVMLDDEYEGMVEFYLITERKPLYYVLNIILPCILITIIAIFNEFYLPP
DAGEKMGLSINVLLTLTVFLLLLADKPETSLGVPIIVNYIMFTMILVTFSVILSVVVLRL
HHRSHNTHOMPMWVRRIFIHLLPPYLCMMRPOQVETPLYLEVLPRREKKIPASSKVADEYF
IRKPDLSVLFPKPNRFHSDGLCTDLRKFIDGPSSYLSLPEELKSAIEAITYIAEALQAEK
DYEALKKDWQYVAMVVDRMFLVLEFVIFTTVGTLAIFTQASEFNRSPGNPFPVTPDTWFL

>Gasterosteus aculeatus CHRNBI (ENSGACP 263409)
PLCPTGASDMEKTLLKKLFTDYNLKVRPASSPEERVVVRVGMVLSSFVGLNMKNEEMSTI
VVMNLEWTDHRLSWKREEYDGIEVMRI PAGKVWLPDIVLINNNDGVEDVALHVHVQAYSN
GRVTWTPPALYCSSCGVKVTYFPEDWONCTMOQFQSYTYDSTEIDVQYALDSKRNEIRETIQ
LDEAYTEGGEWT IKHKPCRKNMNDDQYEVMTEFYLITERKPLYYVLNITILPCILITIIAIF
NFYLPPDAAPGEKMGLSINVLLTLTVFLLLLADKIPETSLGVPIIVNYIMFTMILVTFSV
ILSVVVLNLHHRSPSTHMMPMWVRKIFIHLLPPYLYMLRPKVETPLSLEFMPRREKKVFET
ISKADEYFIRKPDSSILFPKPNRFHPEGMCTDLRKYIDGPSSYLTLPDELKSAIEAITFEFI
AEALQAEKDFEALREDWQYVAMVVDRMEFLWIFVIFTTVGTLAIFADASFHRTPTDPFK

>Oryzias latipes CHRNBI (ENSORLP 4440)

MTLLFPVGHLGVPYRSRLLGAAQVEQALMKSLEFSDYNLKVRPAHVPESRVVVRVGMILSS
FVGLNMKNEEMSTTVVMNLEWTDYRLTWNPKQOQHDGIKMLRVPSGKVWLPDIVLINNNDGV
FDVALRVHVLVYSDGRITWTPPALYLSSCGVKVTYFPFDWONCTMQFRSYTYDSTEIDLQ
YALDSKGKEIREIQLDEGFSESGEWHIRHKPSRKIMKDDLYEEMTFYLIIERKPLYENEY
LPPDAGEKMGLSINVLLTLTVFLLLLADKIPETSLGVPIIVKYIMFTMILVTCSVILSVV
VLNLHHRSPNTHMMPMWIRKIFLHMLPPYLFMRRPKQENLQYLESVPRREMKVMAISKAA
DEYFIRKPDSSILFPKPNRFHSDGMYTDLRKFIDGPSTYLALPDELKTAIDAITYIAEAL



QAEKDYEALKEDWQFVAMVVDRMFLWIFVVEFTTLGTLAIFIDASENHTPKDPFEFK

>Homo sapiens CHRNE (ENSP 293780)
MARAPLGVLLLLGLLGRGVGKNEELRLYHHLENNYDPGSRPVREPEDTVTISLKVTLTNL
ISLNEKEETLTTSVWIGIDWQDYRLNYSKDDFGGIETLRVPSELVWLPEIVLENNIDGQF
GVAYDANVLVYEGGSVTWLPPAIYRSVCAVEVTYFPFDWONCSLIFRSQTYNAEEVEFTFE
AVDNDGKTINKIDIDTEAYTENGEWAIDFCPGVIRRHHGGATDGPGETDVIYSLIIRRKP
LEFYVINIIVPCVLISGLVLLAYFLPAQAGGQKCTVSINVLLAQTVFLFLIAQKIPETSLS
VPLLGRFLIFVMVVATLIVMNCVIVLNVSQRTPTTHAMSPRLRHVLLELLPRLLGSPPPP
EAPRAASPPRRASSVGLLLRAEELILKKPRSELVFEGQRHRQGTWTAAFCQSLGAAAPEV
RCCVDAVNFVAESTRDQEATGEEVSDWVRMGNALDNICFWAALVLESVGSSLIFLGAYFEN
RVPDLPYAPCIQP

>Mus musculus_CHRNE (ENSMUSP 99616)
MAGALLGALLLLTLFGRSQGKNEELSLYHHLEFDNYDPECRPVRRPEDTVTITLKVTLTNL
ISLNEKEETLTTSVWIGIDWHDYRLNYSKDDFAGVGILRVPSEHVWLPEIVLENNIDGQF
GVAYDSNVLVYEGGYVSWLPPAIYRSTCAVEVTYFPFDWONCSLIFRSQTYNAEEVEFIF
AVDDDGNTINKIDIDTAAFTENGEWAIDYCPGMIRRYEGGSTEGPGETDVIYTLIIRRKP
LFYVINIIVPCVLISGLVLLAYFLPAQAGGQKCTVSINVLLAQTVFLFLIAQKIPETSLS
VPLLGRYLIFVMVVATLIVMNCVIVLNVSLRTPTTHATSPRLRQILLELLPRLLGSSPPP
EDPRTASPARRASSVGILLRAEELILKKPRSELVFEGOQRHRHGTWTAALCONLGAAAPET
RCCVDAVNFVAESTRDQEATGEELSDWVRMGKALDNVCFWAALVLEFSVGSTLIFLGGYFEN
QOVPDLPYPPCIQP

>Bos taurus_ CHRNE (ENSBTAP 42804)
MAGALLCALLLLQLLGRGEGKNEELRLYHYLEDTYDPGRRPVQEPEDTVTISLKVTLTNL
ISLNEKEETLTTSVWIGIDWQDYRLNYSKGDFGGVETLRVPSELVWLPEIVLENNIDGQF
GVAYEANVLVSEGGYLSWLPPAIYRSTCAVEVTYFPEFDWONCSLVEFRSQTYNAEEVEFVE
AVDDEGKTISKIDIDTEAYTENGEWAIDFCPGVIRRHDGDSAGGPGETDVIYSLIIRRKP
LEFYVINIIVPCVLISGLVLLAYFLPAQAGGQKCTVSINVLLAQTVFLFLIAQKTPETSLS
VPLLGRYLIFVMVVATLIVMNCVIVLNVSLRTPTTHAMSPRLRYVLLELLPOQLLGSGAPP
EIPRAASPPRRASSLGLLLRAEELILKKPRSELVFEQQORHRHGTWTATLCONLGAAAPET
RCCVDAVNEVASSTRDQEATGEEVSDWVRMGKALDSICEFWAALVLFLVGSSLIFLGAYFEN
RVPQLPYPPCM

>Danio rerio CHRNE (ENSDARP_116514)
MAVAERFGRTCVVAIALLATVLQVTGNEESQLIADKFKNYSKNIRPARHADEKVKVQVKL
TLTNLISLNEKEETLTTNVWIEIQWHDYRLAWNTSEYHDIEQIRVPYYTVWLPDIVLENN
IDGKFDVAYYANVLISSDGSMYWLPPAIYRSTCAIEITYFPFDWONCTLVERSQTYSANE
IDIVLAEDENGKPIEWVDIDPEAFTENGEWAIKHRPARKLTNQRYSPDDLEYQEVYYNIT
IQRKPLEYVINIILPCSLISSLVVLAYFLPAKAGGQKLTVSISVLLAQTVFLILISQKIP
ETSLSVPLIGKYLIFVMSMTTLIVTNCIIVLNYSLRSPSTHNMSQSIKHIFLEVVPRYLG
MAPFVDEGDQGGVYEMRERRRSSFGLMQRAEEYVLKQPRSEMMEDKQRERHGLMRTIVDE
IDVSSTANLYKSLAKTAPEIKECVDACNFIAESTKQONDTGSEMESWVLIGKMIDKVCEW
AATISLFSIGTIAIFLMGHYNQAPEYPFAWENKKYVPE

>Takifugu rubripes CHRNE (ENSTRUP 41477)
SLLGSQSLVSLFRAVQSNEETELIKDLEFKDYNKNIRPVVHPEDKVEVQIKLTLTNLISLN
EKEETLTTNVWIEIQWLDYRLSWNESKYYGIQVIRVPCKTVWLPDIVLENNIDGKFDVAY
YANVLISSNGWMYWLPPAIYRSTCSIEITYFPEDYQONCTLAFRSQTYSANEVDLILALTE
ENGTIEWVDIDPEAFTENGEWAIVHRPARKMVNMRYSPDDLEYQEILEFNLVIQRKPLEYT
INLTILPCSLISSLVVLAYFLPAQAGGQKLTVSISVLLAQTVFLFLIAQKVPETSLSVPLI
GKYLIFVMCVTTLIATNQIVVLNFSLRSPNTHTMSQTIKHVFLEMVPRFLCMPPLVDESE
ATTEVNGIRERRRSSFGLMQRAEEYVLKQPRSEMMEFDKORERHGLTTANLYKSLAQAAPE
IKQCVDACNFIADSKROQONTIGSEIESWVLIGKMIDKVCFWAAILLFIIGTVAIFLMGHE
NRAPDFPEFPGONKK

>Tetraodon nigroviridis CHRNE (ENSTNIP 14726)

NEETELIKDLFKDYNKKIRPVVHPEDKVEVQIKLTLTNLISLNEKEETLTTNVWIEIQWI
DYRLSWNESEYYGINIIRVPCKTVWLPDIVLENNIDGKEFDVAYYANVLVSSNGGMYWLPP
AIYRSTCAIEITYFPFDYONCTLAFRSQTYSANEVELILTIGEKNETIEWVDIDPEAFTE



NGEWAIVHRPARKVINTRYSPDDLEYQEIMEFNLVIQRKPLEYIINVILPCSLISSLVVLA
YFLPAQAGGQKLTVSISVLLAQTVEFLFLIAQKVPETSLSVPLIGKYLIFVMCVTTLIATN
QIVVLNFSLRSPSTHTMSQTIKHVFLELVPRLLCMPPLVDEGEATAVVNGIRERRRSSFEG
LMORAEEYVLKQPRSEMMFDKQRERHGLTRSIVDNIDVTSTANLYKSLAQAAPETIKQCVD
ACNFIADSIRQONTIGSEIENWVLIGKMIDKVCFWAAILLFIIGTVAIFFMGHEFNRAPDE
PFPGEDKKYVPS

>Gasterosteus aculeatus CHRNE (ENSGACP 26955)
MAESRFWIFFGVVAVLGTLTARVQCNEESELIRDLFKGYNKNIRPVVHPEDKLTIQIKLT
LTNLISLNEKEETLTTNVWIEIQWVDYRFVWNTSNYHGIDVIRVPCKTIWLPDIVLENNI
DGKFDVAYYANVLISYDGSMYWLPPAIYRSTCAIEITYFPFDYQONCTLAFRSQTYSANEV
DLILAVGDEMETIEWVDIDPQAFTENGEWAIVHRPGRKMINPRYTPDDLEYQEILEFNLVI
QRKPLFYIINIILPCSLISSLVVLAYFLPAQAGGQKLTVSISVLLAQTVFLFLIAQKIPE
TSLSVPLIGKYLIFVMSVTTLIATNQIVVLNFSLRSPSTHTMSNTIKHVFLEMVPRFLGM
PPLVDDTEVTTVVNGVRERRRSSFGLLQRAEEYVLKQPRSEMMFDKQRERHGLTRSIVDD
MDVSSTANLYKSLAQAAPEIKQCVDACNFIAESTROONSIGSEIESWVLIGKMIDKVCEW
AAISLFIIGTVWIFLTGHFNRAPEFPFPGQSKKYVPS

>Oryzias latipes CHRNE (ENSORLP 10079)
MPVEFSSPLLQYIMIEIVHCNEESQLIGDLFRNYNKNIRPVEHPEDKVQVMIKLTLTNLIS
LNEKEETLTTNVWIEIQWTDYRLVWNTSQYYGIKTIRVPYNTVWLPDIVLENNIDGKEDV
AYYANVLISNEGWMYWLPPAIYRSTCAIEITYFPFDYQONCTLAFRSQTYSAKEVDLVLAT
GDEDVTIEWVDIDPEAFTENGEWAIVHRPARKVINTRYSPDDLEYQEIIFNLVIQRKPLFE
YIINVILPCSLISSLVVLAYFLPAQAGGOQKLTVSISVLLAQTVFLEFLIAQKTPETSLAVP
LIGKYLIFVMCVTTLIATNQIVVLNEFSLRSPSTHTMSYSIKHLCLEMVPRFLGMSPLVDD
SEVTAEVNGIRERRRSSFGLMORAEEYVLKQPRSEMMFDKQRERHGLTRSIVDNIDVSST
ANLYKSLAQAAPEIKQCVDACNEFIAESTKQONDIGSVXESWVLIGKMIDKVCFWAAMLLE
SGTVGIFLTGHVNKAPEFPFPGEDKKYVP

>Homo sapiens CHRNAS (ENSP 299565)
MAARGSGPRALRLLLLVQLVAGRCGLAGAAGGAQRGLSEPSSIAKHEDSLLKDLFQDYER
WVRPVEHLNDKIKIKFGLAISQLVDVDEKNQLMTTNVWLKQEWIDVKLRWNPDDYGGIKV
IRVPSDSVWTPDIVLEDNADGRFEGTSTKTVIRYNGTVTWTPPANYKSSCTIDVTFEFPFED
LONCSMKFGSWTYDGSQVDIILEDQDVDKRDFFDNGEWEIVSATGSKGNRTDSCCWYPYV
TYSFVIKRLPLFYTLFLIIPCIGLSFLTVLVFYLPSNEGEKICLCTSVLVSLTVFLLVIE
EITPSSSKVIPLIGEYLVEFTMIFVTLSIMVITVFAINIHHRSSSTHNAMAPLVRKIFLHTL
PKLLCMRSHVDRYFTQKEETESGSGPKSSRNTLEAALDSIRYITRHIMKENDVREVVEDW
KFIAQVLDRMFLWTFLEVSIVGSLGLFVPVIYKWANILIPVHIGNANK

>Xenopus tropicalis CHRNAS (ENSXETP 51511)

MPWCAEYLLWLFLCLDILHGACGISEPSYIAKSEDRLFKYLFQOODYQRWVRPVEHLNDT
VKVKFGLATITQLVDVDEKNQLMTTNVWLKQEWVDVKLRWDPNEFAGITSIRVPSDSIWIP
DIVLYDNADGRFEGSVTKAVVRYDGTINWTPPANYKSSCTIDVTFFPEFDLONCSMKFGSW
TYDGSQVDIILEDYHVDKRDFEFDNGEWE IVNATGNKGNRTDGCCFYPYITYSFIIKRLPL
FYTLFLITIPCIGLSFLTILVFYLPSNEGEKISLCTSVLVSLTVFLLVIEEITPSSSKVIP
LIGEYLVFTMIFVTLSIVLTVFAINIHNRSSATHNAMAPWVRKIFLHKLPKLLCMRSHVD
RYFTRKDETGKVRGPESSRNTLEAALDSIRYITRHVMKEHEVQEVVEDWKFVAQVLDRMFE
LWTFLLVSVIGSLFLFIPVIHKWANIIVPVHIGNMYGDKNT

>Danio rerio CHRNAS (ENSDARP 136216)
MVTALSLVRALLPLVCSAVLCSAIGPPMLSSYAKTEDKLFKHLESNYQKWVRPIEDLNTT
IQVKFGLAISQLVDVDEKNQLMTTNVWMKQEWTDLKLRWDPDHYLGITSIRVPSDSIWIP
DIVLYDNADGNFEATVTKAVVREDGTISWTPPANYKSACTIDVTFFPEFDLONCSMKEGSW
TYDGSQVDILLEDVHVDKRDYFDNGEWE IVKATGNRGLRRDGTFEFYPSITYSFITIRRLPL
FYTLFLIIPCIGLSFLTVLVEFYLPSNGGEKISLCTSVLVSLTVFLLVIEEITIPSSSKVIP
LIGEYLVFTMIFVTLSIVITVFAINIHHRSSSTHHSMAPWVRRIFLHHLPRLLCMRSHVD
RYATSAGTRTGGLGYGKSLSQDTNQLDAEHNLOQAALESIRYITRHVVKENEVREVVQDWK
FVAQVLDRVFLWAFLLVSLLGSALLFIPVIYKWASIIVPSYAEITS

>Takifugu rubripes CHRNAS5 (ENSTRUP 13990)
STEIRISMTVNLWVITVFLHLLEVPKLSSCAKAEDKLFKYLFGNYQKWVRPVDHLNQTIR



VKFGLAISQLVDVDEKNQRMTTNVWMKQEWTDMKLRWNPEEYAGITITIRVPSDRIWRPDV
VLYDKSSDGRFEGTITKAVVKYDGTITWTAPANYKSACTIDVTFFPEFDLONCSMKEGSWT
YDGSQVDIILEDFHVDKRDYEFDNGEWEIVKATGSRGLRMDGSTSYPTITYFFIIRRLPLE
YTLFLIIPCIGLSFLTILVEFYLPSNGGEKISLCTSVLVSLTVFLLVIEEITIPSSSKAIPL
IGEYLVEFTMIFVTLSIVITVFAINVHHRSSSTHNDMAPWVRRVFLHHLPKLLCMRSHVDR
YATSGAARTRGLGMAEGSEPELTPLEFYTRONLKAALDSIRYITMHVVKENEVREYPHARG
LSQQVSKSLNSFQAQTCSQTCRFLPSIDMKKKKAKEIHFKVVQODWKEFVAQVLDRMFLWAF
LLVSILGSALLFIPVIYKWASIIV

>Tetraodon nigroviridis CHRNAS (ENSTNIP 14923)
VPKLSSYAKAEDKLLKYLFGNYQKWVRPVDHLNQTIRVKFGLAISQLVDVDEKNQRMTTN
VWMKQEWTDMKLRWSPEEYVGITIIRVPSDRIWRPDVVLYDNSDGRFEGTVTKAVVKHDG
TITWTAPANYKSACTIDVTFFPFDLONCSMKEFGSWTYDGSQVDIILEDFHVDKRDYFDNG
EWEIVKATGSRGLRTDGSASYPTITYFFIIRLPLEYTLFLITIPCIGLSFLTILVEFYLPSN
GGEKISLCTSVLVSLTVFLLVIEEITPSSSKAIPLIGEYLVFTMIFVTLSIVITVFAINV
HHRSSSTHNDMAPWVRRVEFLHRLPKLLCMRHVDRYATSGASRARALGMAESTPELTPLLY
SRQSLKAALDSIRYITMHVVKENEVREVVQDWKFVAQVLDRMFLWAFLLVSILGSAILFI
PVIYKWASIIVPNHETMVEGN

>Gasterosteus aculeatus CHRNAS (ENSGACP 21887)
MCHSLRVPKLSSFAKAEDKLFKYLFGNYQKWVRPVEYLNQTISVKFGLAISQLVDVDEKN
QOMTTNVWMKQEWIDRKLRWNPDDYLGITTIRVPSNRIWLPDVVLYDNSDGRFEATVTKA
VVKYNGTISWTPPANYKSACTIDVTFFPFDLONCSMKEFGSWTYDGSQVDITLEEFHVDKK
DYFDNGEWEIVKATGSRGLRTDSSSTYPTITYFFIIRRLPLEYTLFLITIPCIGLSFLTIL
VFYLPSNGGEKISLCTSVLVSLTVFLLVIEEITPSSSKAIPLIGEYLVFTMIFVTLSIVI
TVFAINIHHRSSSTHHNMAPWVRRIFLHRLPKLLCMRSHADRYATAGVARTGGAEREGKM
KDSAPELTSLLYTKHNLQAALESIRYITMHVVKENEVREVVQDWKFVAQVLDRMFLWAFL
LVSILGSALLFIPVIYKWANIIVPKHEFGS

>Oryzias latipes CHRNAS (ENSORLP 24913)
VPKLSSYAKAEDTLFKHLFGTYQKWVRPIEYLNQTIPVKEFGLAISQLVDVDEKKQLMTTN
VWLKQEWIDMKLRWKPEDYLGITTIRVPSDRIWLPDVVLYDNSDGRFEGTVTKAVVKYDG
TISWNPPANFKSACTIDVTFFPEFDLONCSMKEFGSWTYDGSQVDIILEDFHVDKKDYFDNG
EWEIVKATGSRGLRTDGSTSYPTITYFFIIRRLPLEYTLFLIIPCIGLSFLTILVFEYLPS
NGNEKISLCTSVLVSLTVFLLVIEEIIPSSSKAIPLIGEYLVFTMIFVTLSIIITVFAIN
THYRSSSTHHDMAPWVRRIFLHRLPKLLCMRSHVDRYATAGLAGKGKVTVQEKTKDSTPD
LTHILHTRHNLQTALESIRYITMHVVKENQVREVVQODWKYVAQVLDRMFLWAFFLVSVLG
SALLEFVPVIYKWASIIVPDYAGS

>Ciona intestinalis (ENSCINP 4364)
MGSRCWLIAVCLCYVIRECLSAHAEEKLLRHLLDPVRYNKLIRPSESITSKVDVHFDLITI
SQLIGINEREQYMITKVWLPQVWVDKRLSWQPMRYENITKVQLPSNMIWLPDVVLYNNAD
GMYEVSLOSNAITLNNGTVTWMPPAIYKSACKIKVRHFPEFDEQNCTMMFRSWTYNRLDIE
LKLKNPNATLDDFTPSGEWDILQTPGSVNVNPNDETYQDLLYSLIIRRKPLFYTINLIIP
CILITSLAILVFYLPSDCGEKMTLCISVLLALTVFLLLISKIVPPTSLDVPLIGKYLMFT
MMLVTLSIVASVCVLNIHHRSPSTHTMPPWIRTIFLNHLPPLLGMERPGTDDRCRCKVND
ATYGVDVTELSGSDVIRNRKRGKSEVKLPRDVSSALEGVKFIADHLRAEDENKNVHEDWK
YVAMVIDRMFLEVEVGVCAIGTIGIFIQPFEV

>Ciona intestinalis (ENSCINP 17902)
MINCLLIFLLLPITKTSAAKFESTEGRLANYLLNGYNPQFRPYNKKYENKTEFVDVMMTLS
QITISVKEKSQEFTTSVYMQYDWLDDRFGWVPDDYDGITTVRIPCASIWVPRIVLONSIDG
NEDVSLRTNALIQHDGKVSWLPPALYKSTCTIEVALFPFDWONCTMVFRSATYDRTEMEF
GIPIDTVYIDLSAFQSNGEWDILQRPVKINSNENDKTYQDITEFYFITIRRKPQFYIINLIT
PCILMSSLSCFVEFYLPSISCEKMTLSISILLGETVFLFLIAQRMPETSLAVPLIAGYLLF
VMILVIISVICSVVVCNVHYRSNTTHSMPDWIVWIFMEKLAPLLKVERPSEEESGACSAR
PRRCSSVSTRKAMKQRSEWKPPSEILFDHQASRLGFRARHYLNEYGMTGINVAAPENGSF
VPPSFKKLPKGFQPAADSIDYIANQKKEENEMGQOSQODDWGYVALILDRLLLWVYLATEFTL
GTLFFFLQTKFAYYPEKLN

>Ciona savignyi (ENSCSAVP 750)



ECTSAHAEEELLRHLLDSGRYNKLIRPSQOSNFDLIISQLIGINEREQFMITKVWLPQVWV
DERLSWQPTEYENITKVQLPSDMIWLPDIVLYNNADGTYEVSLOSNAITILNNGTVTWMPP
ATYKSACKIKVRHFPFDEQNCTMMEFRSWTYDRDDIELKLMNPNATLDDEFTPSGEWDILAT
PGMMNLNADDPSYQDLLYSLVIRRKPLEYTVNLIIPCILITSLAILVEYLPSDCGEKMTL
CISVLLALTVFLLLISKIVPPTSLDVPLIGKYLMFTMMLVTFSIIASVCVLNIHHRSPST
HEMSPWIRRTFLQVIPPLIGMQRPGTDQCSYNKYKVDVSDLSGSDVIRKRKQPEVQLSRD
ISSALEGVKLISDHLKAEDRNKNVSFIGYLYILEYLIFRLTRMLIRGYISFIVLLDSPTP
AVHVQFRSQGWIRQHLENLSSCELVIHEDWKYVAMVIDRMELEVEVVVCAVGTVSIFLOP
EV

>Ciona savignyi (ENSCSAVP 1475)
LHTGFILLVLAASAASVLSEFQSSESRLMKRLLNGYNNQFRPYNVEYENKTLVSMGMTLS
QITISVKEKSQELTTSVYMTFDWVDNRESWDPEEYEGITITIRIPPYAIWSPRIVLONSIDG
NEDVSVPVMALIKYTGEVQWIPPGLYKSTCTIVVALFPEDWONCTMVFRSATYDRSEMEF
GLSYGDSIYVDPEAFKENGEWKIVQORPVRINSDSSDPTYQDVTEFYLITIRRKPQFYVINLT
IPCILMSSLSCEFVFYLPSVSCEKMTLSISVLLGETVFLFLIAQRVPETSLAVPLIAGYLL
FVMILVIISVISSVVVCNVHYRSNTTHSMPDWVVWEFMEKLAPTILRVERPSEEESGACSA
RPRRCSSVSARKAMROQRKEWKSPSEIMEDHQASRLGFRRRHVVNHYGMTEVNVASPENDFE
EPAAESINYIANQLKEENDSAQSKDDWGYVALILDRILLWIYFAAFSLGTLFFFLQOSTFA
YYPEQ

>Ciona savignyi (ENSCSAVP_ 3483)
TEEKLFKRLEDDYNIWIRPVANSNQSVLIAFELEFVSQLVKVDEINQIMMTNLWLKQEWND
NKLRWRPEDYGGVKYLRVPSEFIWKPDIVLYNTAVGKFQVDONTKALLRYNGDVSWMPPA
IFKSSCSIDVTYFPFDTONCTMKFGSWTYDKARVNLVIKGNEANRKEYWESGEWELLDVL
GYRHERKYNCCPEIYPDVTYSFHIRRLPLFYMINLIIPCLLISFLTVLVFYLPSDCGEKI
TLCISVLLSLTVFLLVITEIIPSTSLVIPLIGQYLLFTMIFVTLSIVITVFVLNVHEFRSE
NTHTMPPWVRRVFLECLPKASCEFSHLFHSSISSHNHNNVNKSLAHSATSLTHHSTSPTHN
TTTAICHMNRVSNAEKTEKTPDSALPKEVOQRAIESVMY IANHLKVEDESTEIENDWKYVG
MVIDRIFLWIFIVVCVLGTTGIFLRPLLDDTHVG

>Branchiostoma floridae (XP _002594600)
MLVTKVNVSFCRSHTETLAAEAEERLVQRLEFNESRYNPLIRPARYNGEKVLVHFRLSISQLINVDEKNQK
MKTNVWLHQEWFDYRLSWDPREYDNIKVIRVPSEIVWRPEIVLENNANGQYDVQLMPKCLIYSGGNITWI
PPATIYESACQIDVRFFPFDQONCSMKFASWTYDGTELDLELKDTNAVMDDFKKNGEWDI LRLPGRKSSHA
GDPLPYVYFDFILMRRPLEYTINLITIPCILITSLSVLVFYLPSDCGEKITLSISVLLALTVEFLLLIADIT
PPTSLDVPLIGKYIMFTMIFVTFTIVTTVYILNVHHRHPSTHTMPPWVRTVFLDKLPRLLLMKRPNQCRK
YALRVSESSARNPHEDFPEDHTDSPYYSPRTRPAHTHYKQIDLPPEVPSDLPPELKKAVKNVRYIADYFEFR
SHDQDLSISEDWKYVAMVIDRIFLWTEFVSVCFIGTLGLFLQPLL

>Branchiostoma floridae (XP _002603628)
MFLPGGVATQSEERLFRDLEFRDYNKWIRPVANISNIVVIEFGLATAQLLDVDEKNQIMTTNVWLKQKWKD
SKLCWDPDEYHGVSVIRVPSDMIWLPDIVLYNNADGNYAVKHNTKAQISSDGMVTWEPPAVYKSSCEIEV
TYFPFDQONCSMKEFGSWTYDGEFQIDLMMMDDHVDQGGFSESGEWVIIDAPGOKNIIKYECCEEVYPDITE
FFVIRRLPLEFYTINLIVPCALISFLTVLVFYLPSDCGEKITLCISVLLSLTVFLLLITEIIPATSIVIPV
IGEYLLFTMIFVTLSIVITVEVLNIHYRSPSTHRMPVWVRKIFIDILPRLLSDVYDYESKTLPRMTTPKM
RSRHGAKVSVTNVSGNPGVGGAEKYNTCDSRPSQSQARAQFQSYQYSPDILRAAQGVNYIAETLRAKDEA
DSVNEDWKYVAMVIDRIFLWIFVSMCILGTIGLFLQPLPGFIS

>Drosophila melanogaster (FBpp0306936)
MGSVLFAAVFIALHFATGGLANPDAKRLYDDLLSNYNRLIRPVGNNSDRLTVKMGLRLSQ
LIDVNLKNQIMTTNVWVEQEWNDYKLKWNPDDYGGVDTLHVPSEHIWLPDIVLYNNADGN
YEVTIMTKAILHHTGKVVWKPPAIYKSFCEIDVEYFPFDEQTCFMKEFGSWTYDGYMVDLR
HLKQTADSDNIEVGIDLODYYISVEWDIMRVPAVRNEKFYSCCEEPYLDIVENLTLRRKT
LEYTVNLIIPCVGISFLSVLVFYLPSDSGEKISLCISILLSLTVFFLLLAEITPPTSLTV
PLLGKYLLFTMMLVTLSVVVTIAVLNVNFRSPVTHRMAPWVQRLEFIQILPKLLCIERPKK
EEPEEDQPPEVLTDVYHLPPDVDKEFVNYDSKREFSGDYGIPALPASHRFDLAAAGGISAHC
FAEPPLPSSLPLPGADDDLFSPSGLNGDISPGCCPAAAAAAAADLSPTFEKPYAREMEKT
IEGSRFIAQHVKNKDKFESVEEDWKYVAMVLDRMFLWIFATACVVGTALIILQAPSLYDQ
SQPIDILYSKIAKKKFELLKMGSENTL



>Apis mellifera (NP_001011575)
MFKMQILTLGVLENTLHIIYSVAGLKIFEANPDTKRLYDDLLSNYNRLIRPVMNNTETLTVQLGLKLSQL
TEMNLKNQVMTTNVWVEQRWNDYKLKWNPEEYGGVEMLYVPSENIWLPDIVLYNNADGNYEVTLMTKATL
KYTGDVSWKPPAIYKSSCEINVEYFPFDEQSCIMKFGSWTYNGAQVDLKHMKQEAGSNLVAKGIDLSDEY
LSVEWDILEVPASRNEEYYPCCTEPYSDITFNITMRRKTLFYTVNLIIPCVGITFLTVLVEFYLPSDSGEK
VSLCSSILLSLTVFFLLLAEIIPPTSLAIPLLGKYLLFTMILVTLSIWITVCVLNVHFRSPSTHNMSPWV
RQVFLNWMPRLLMMRRTPYSTPEYDDTYMDSGYTNEIDFSFPDSVSDYPLELKGSPDGFESVTSQYKNIR
EDDARHIPHASVTDSENTVPRYLSPDVISALKGVRFIAQHIKNADKDNEVIEDWKEFVAMVLDRLFLWVET
LACTAGTLGIIFQAPSLYDTREPVDQQLSGISPRNYMYPNIDISPEG

>Anopheles gambiae (XP 311918)
MGSVLLTAVFIALQFATGLANPDSKRLYDDLLSNYNRLIRPVGNNSDRLTVKMGLRLSQLIDVNLKNQIM
TTNVWVEQEWNDYKLKWNPDDYGGVDTLHVPSEHIWLPDIVLYNNADGNYEVTIMTKAILHHTGKVVWKP
PATYKSFCEIDVEYFPEFDEQTCFMKFGSWTYDGYMVDLRHLOQQTPDSDNIDIGIDLODYYISVEWDIMKV
PAVRNEKFYSCCEEPYPDITIFNITLRRKTLFYTVNLITIPCVGISFLSVLVEFYLPSDSGEKISLCISILLS
LTVFFLLLAEITPPTSLTVPLLGKYLLEFTMMLVTLSVVVTIAVLNVNFRSPVTHRMAPWVHRVEFIELLPK
VLCIERPKKEDEPSDNDDQTPTDVLTDVEFQVPPDVEKYVGFCGKEYGTDFDIPALPPSREDVAASGGVGP
CFGEPPLPALPLPGGDDDLFSPTGNGDMSPTCCGDLSPTFEKPLLREMEKTIEASREFVAQHVRNKDKFEFES
VKEDWKYVALVLDRLFLWIFTIACVLGTCLITILQAPSLYDNTQPIDAMYSKIAKKKMELLKMGSENV

>Caenorhabditis elegans_(T08G11)
MRTNRLSWILVLSVVIFLVIINTINASDDEERLMVDVFRGYNSLIQPVRNSSELPLIVKM
ALQLVLLINVDEKDQVMHTNVWLTLOWHDFOMKWNPVNYGEIKQIRVSPDKVWLPDIVLE
NNADGNYEVSFMCNVVINHKGDMLWVPPATIYKSSCIIDVEFFPFDEQVCTLVEFGSWTYNE
NEIKLEFVQAELVDVSEYSASSIWDVIDVPASLVNKRSRIEFQVRIRRKTLEFYTVVLIIP
TVLMAFLSMAVFFLPTDSGEKITLTISVLLSIVVFLLLVSKILPPTSSTIPLMAKYLLLT
FVLNVITILVTVIIINVYFRGPRTHRMPOWVRVVFLOQFLPKLVCMKRPKSASERSAVRSG
MAQLPGVGQFTLSPSAHHPLCPSADDRTTTIRNTASNETSAYYPLSTDALRAIDAIEYIT
EHLKRDEQHKSFRDDWKYVAMIIDRLLLYVFFGITVGGTCGILFSAPHVFQRIDQQEMLD
RLKEKYDTASNIP

>Trichoplax adhaerens (XP_002111826)
MVATAQKNCYIYAILFASILSHSICNAQKTLESVLEQQQTONAVMISTNGDAITAGLLPAHYNYEDGKHK
CSELDTYGIHLMMAMIFAINDINEQSNLLPDVKLGYDIRDTCHNSLRVSKEIMALLMQYLPFKEGKYDGE
FCEKIKYDEANEETVRTYGPIIGVIGTTMSDSTIATANTIGNFGVIEITPSALAVTQSDNQPPNLYSTQP
SEFYDHLVVISKIITALDMTRICLITIEPPETSYRMDLLRTILODAKICIAQEFSITGDRMSLAMARVIQON
LKANNKLQVVVLLGPYEKGVRFMKEAERQNLTGRTWIGAGEWVKSPATIYSIRKEVMGGLLAVSTQTFRSV
LITKHLENYVTSDTRNVHLDQLWKKLYNCTPNEENCEVRLGSYEIIDEKKSSCEYYQSELNEDIIYVIDA
VYATAHALHQTLNCTIEFCNSVETENHTIFNYHLORVEFSNHANQPVEFQONKGVRHILIQNLHHDDNCS
HEVEVARWNPFESEMIMDTNKIRWRNGESTTIPTEVYETACTPGDRKHSFDQESCYYVCLKCGPSLVSNG
TTSQCFKCSPGFKPTNNRSACQEIPPTKLDWRNPVNLTILIFTLLSMLTLLFIVIIFFKYSNTPIVKASN
KIMSHIQLLSVALLFILGGSYQFAVTTSLCWFQFAICSVSFPLCEACLLAKTKHVANVFTLSSRIQKVDK
SSRLOSRWCKSLIPILEVLSITAIPIIIWLIFTIIDPPNAIPDYRYENEVHILCSSKLHLGLGLVVGETL
VLAIICTILAWKTRKLPDNFSEARYIFICSFSTLVIVALSVPGYYSTVGLLOATFASIAVITFGLSILLL
LFIPKIYTILFRPDLNTKEAMLRSIQEFTFGADTRIHTKPK

>Amphimedon queenslandica (XP_011410551)
MSSSRSLSSSRSKSHLSKSSKFESTAELPSEVMVNTPEQLSWOVLSQTQOQVARFKALSPTELTKELSTVLS
LSKHEEDLQQAATILDYYVSSFVFAQEKDFTDEQLSSFFTITIHKLLANIREKRTTLODNLNELKSYFAGVG
VSDQTCLKCEFTPKVAMATISYIHTSLVQHYTLFEYILQEKQEDEFIQTQLLVSLPPDSSTLSPPPLEESV
TEDFYNRLVSTAPAGSPSQTQLGSPTTHSPPHSIQGTDMSSPTGAIPPTLLLNLRPEDVKMMTEKLLEET
VTPYQDEMLRKLVDRETSYKSKLDKLEKSLT

Ciliary Rootlet Coiled-Coil Protein-CRO

>Homo sapiens_ CROCC (ENSP_364691)

MSLGLAGAQEVELTLETVIQTLESSVLCQEKGLGARDLAQDAQITSLPALIREIVTRNLS
QPESPVLLPATEMASLLSLOEENQLLOOELSRVEDLLAQSRAERDELATIKYNAVSERLEQ
ALRLEPGELETQEPRGLVRQSVELRRQLOEEQASYRRKLOAYQEGQQORQAQLVQORLOGKT
LOYKKRCSELEQQLLERSGELEQQORLRDTEHSQDLESALIRLEEEQQRSASLAQVNAMLR
EQLDQAGSANQALSEDIRKVTINDWTRCRKELEHREAAWRREEESEFNAYFSNEHSRLLLLW



RQVVGFRRLVSEVKMFTERDLLOQLGGELARTSRAVQEAGLGLSTGLRLAESRAEAALEKQ
ALLQAQLEEQLRDKVLREKDLAQQOMQOSDLDKADLSARVTELGLAVKRLEKONLEKDQVN
KDLTEKLEALESLRLOEQAALETEDGEGLOQTLRDLAQAVLSDSESGVQLSGSERTADAS
NGSLRGLSGQRTPSPPRRSSPGRGRSPRRGPSPACSDSSTLALIHSALHKRQLOVQDMRG
RYEASQDLLGTLRKQLSDSESERRALEEQLORLRDKTDGAMQAHEDAQREVQRLRSANEL
LSREKSNLAHSLOVAQOQOAEELRQEREKLOAAQEELRRQRDRLEEEQEDAVQDGARVRRE
LERSHRQLEQLEGKRSVLAKELVEVREALSRATLORDMLOAEKAEVAEALTKAEAGRVEL
ELSMTKLRAEEASLODSLSKLSALNESLAQDKLDLNRLVAQLEEEKSALQGRQROAEQEA
TVAREEQERLEELRLEQEVARQGLEGSLRVAEQAQEALEQQLPTLRHERSQLOEQLAQLS
ROLSGREQELEQARREAQRQVEALERAAREKEALAKEHAGLAVQLVAAEREGRTLSEEAT
RLRLEKEALEGSLFEVORQLAQLEARREQLEAEGQALLLAKETLTGELAGLRQQITIATQE
KASLDKELMAQKLVQAEREAQASLREQRAAHEEDLOQRLOREKEAAWRELEAERAQLQSQL
QOREQEELLARLEAEKEELSEEIAALQQERDEGLLLAESEKQOALSLKESEKTALSEKLMG
TRHSLATISLEMERQKRDAQSRQEQDRSTVNALTSELRDLRAQREEAAAAHAQEVRRLOE
QARDLGKQRDSCLREAEELRTQLRLLEDARDGLRRELLEAQRKLRESQEGREVQRQEAGE
LRRSLGEGAKEREALRRSNEELRSAVKKAESERISLKLANEDKEQKLALLEEARTAVGKE
AGELRTGLQEVERSRLEARRELQELRROMKMLDSENTRLGRELAELQGRLALGERAEKES
RRETLGLRQRLLKGEASLEVMRQELQVAQRKLOEQEGEFRTRERRLLGSLEEARGTEKQQ
LDHARGLELKLEAARAEAAELGLRLSAAEGRAQGLEAELARVEVQRRAAEAQLGGLRSAL
RRGLGLGRAPSPAPRPVPGSPARDAPAEGSGEGLNSPSTLECSPGSQPPSPGPATSPASP
DLDPEAVRGALREFLOQELRSAQRERDELRTQTSALNRQLAEMEAERDSATSRARQLQOKAV
AESEEARRSVDGRLSGVQAELALQEESVRRSERERRATLDQVATLERSLOATESELRASQ
EKISKMKANETKLEGDKRRLKEVLDASESRTVKLELQRRSLEGELORSRLGLSDREAQAQ
ALQDRVDSLORQVADSEVKAGTLOQLTVERLNGALAKVEESEGALRDKVRGLTEALAQSSA
SLNSTRDKNLHLOKALTACEHDRQVLOERLDAARQALSEARKQSSSLGEQVQTLRGEVAD
LELORVEAEGQLOQLREVLRORQEGEAAALNTVQOKLODERRLLOQERLGSLORALAQLEAE
KREVERSALRLEKDRVALRRTLDKVEREKLRSHEDTVRLSAEKGRLDRTLTGAELELAEA
QROIQQLEAQVVVLEQSHSPAQLEVDAQOQOQLELQQEVERLRSAQAQTERTLEARERAHR
ORVRGLEEQVSTLKGQLQQELRRSSAPEFSPPSGPPEK

>Pan troglodytes CROCC (ENSPTRP_423)

MSLGLAGAQEVELTLETVIQTLESSVLCQEKGLGARDLAQDAQITSLPARIREIVTRNLS
RPESPVLLPATEMASLLSLOEENQLLQOQELSRVEDLLAQSRAERDELAIKYNAVSERLEQ
ALQLESGELETQEPRGLVRQSVELRROLOQEEQASYRRKLOAYQEGQQOROAQLVQRLOGKT
LOYKKRCSELEQQLLERSGELEQQRLRDTEHSQDLESALIRLEEEQORSASLAQVNAMLR
EQLDQAGSANQALSEDIRKVTNDWTRCRKELEHREAAWRREEESEFNAYFSNEHSRLLLLW
ROQVVGFRQLVSEVKMFTARDLLOQLGGELARTSRAVQEAGLGLSTGLRLAESRAEAALEKQ
ALLQAQLEEQLRNKVLREKDLVQQOOMQOSDLDKADLSARVTELALAVERLOQKONLEKDQVN
KDLTEKLEALESLRLOQEQAALETEDGEGLOQTLRDLAQAVLSDSESGVQLSGSERTADAS
NGSLRGLSGOQRTPSPPRRSSPGRGRSPRRGPSPACSDSSTLALTIHSALHKRQLOVQDMRG
RYEASQDLLGTLRKQLSDSESERRALEEQLQOQRLRDKTDGAMOQAHEDAQREVQRLRSANEL
LSREKSNLAHSLOVAQQOAEELRQEREKLOAAQEELRRORDRLEEEQEDAVODGVRVRRE
LERSHRQLEQLEGKRSVLAKELVEVREALSRATLORDMLOAEKTEVAEALTKAEAGRVEL
ELSMTRLRAEEASLODSLSKLSALNESLAQDKLDLNRLVAQLEEEKSALQOGRQROAEQEA
TVAREEQERLEELRLEQEVARQGLEGSLRVAEQAQEALEQQLPTLRHERSRLOQEQLAQLS
ROLSGREQELEQARREAQROQVEALERAAREKEALAKERAGLAVQLVAAEREGRTLSEEAT
RLRLEKEALEGSLFEVQRQLAQLEARREQLEAEGQALLLAKETLTGELAGLRQQIIATQE
KASLDKELMAQKLVQAEREAQASLREQRAAHEEDLOQRLOREKEAAWRELEAERAQLQSQL
OREQEELLARLEAEKEELSEETIAALQQERDEGLLLAESEKQQALSLKESEKTALSEKLMG
TRHSLATISLEMERQKRDAQSRQEQDRSTVNALTSELRDLRAQREEAAAAHAQEVRRLOE
OARDLGKQORDSCLLEAEELRTQLRLLEDARDGLRRELLEAQRKLRESQEGREVQRQEAGE
LRRSLGEGAKEREALRRSNEELRSAVKKAESERISLKLANEDKEQKLALLEEARTAVGKE
AGELRTGLQEVERSRLEARRELOQELRROMKMLDSENTRLGRELAELQGRLALGERAEKES
RRETLGLRQRLLKGEASLEVMRQELQVAQRKLOEQEGEFRTRERRLLGSLEEARGTEKQQ
LDHARGLELKLEAARAEAAELGLRLSAAEGRAQGLEAELARVEVQRRAAEAQLGGLRSAL
RRGLGLGRAPSPAPRPVPGSPARDAPAGGSGEGLSSPSTLECSPGSQPPSPGPATSPASP
DLDPEAVRGALREFLOQELRSAQRERDELRTQTSALNRQLAEMEAERDSATSRARQLQKAV
AESEEARRSVDGRLSGVQAELALQEESVRRSERERRATLDQVATLERSLOATESELRASQ
EKISKMKANETKLEGDKRRLKEVLDASESRTVKLELQRRSLEGELQRSRLGLSDREAQAQ
ALQDRVDSLORQVADSEVKAGTLQLTVERLNGALAKVEESEGALRDKVRGLTEALAQSSA
SLNSTRDKNLHLOKALTACEHDRQVLOERLDAARQALSEARKQSSSLGEQVQTLRGEVAD



LELORVEAEGQLOQLREVLRORQEGEAAALNTVQOKLODEQRLLOQERLGSLORALAQLEAE
KREVERSALRLEKDRVALRRTLDKVEREKLRSHEDTVRLSAEKGRLDRTLTGAELELAEA
QROIQQLEAQVVVLEQSHSPAQLEVDAQQOQOQLELQQEVERLRSAQAQTERTLEARERAHR
QRVRGLEEQVSTLKGQLQQELRRSSAPEFSPPSGPPEK

>Gorilla gorilla CROCC (ENSGGOP_ 15837)

MSLGLAGAQEVELTLETVIQTLESSVLCQEKGLGARDLAQDAQITSLPARIREIVTRNLS
RPESPVLLPATEMASLLSLOEENQLLOQOQELSRVEDLLAQSRAERDELAIKYNAVSERLEQ
ALRLESGELETQEPRGLVRQSVELRROLOQEEQASYRRKLOAYQEGQOROAQLVQRLOGKI
LOYKKRCSELEQQLLERSGELEQQRLRDTEHSQDLEGALIRLEEEQQRSASLAQVNAMLR
EQLDQAGSANQALSEDIRKVTSDWTRSRKELEHREAAWRREEESEFNAYFSNEHSRLLLLW
RQVVGFRRLVSEVKMFTERDLLQLGGELARTSRAVQEAGLGLSTDLRLAESRAEAALEKQ
ALLQAQLEEQLRDKVLREKDLAQQOMQOSDLDKADLSARVTELSLAVKRLOKONLEKDQVN
KDLTEKLEALESLRLOEQAALETEDGEGLQQTLRDLAQAVLSDSESGVQLSGSERTTDAS
NGSLRGLSGQRTPSPPRRSSPGRGRSPRRGPSPACSDSSTLALIHSALHKRQLOVQDMRG
RYEASQDLLGTLRKQLSDSESERRALEEQLQRLRDKTDGAMOAHEDAQREVQRLRSANEL
LSREKSNLAHSLOVAQQOAEELRQEREKLQAAQEELWCQRDRLEEEQDDAVQDGARVRRE
LERSHRQLEQLEGKRSVLAKELVEVREALSRATLORDMLOQAEKAEVAEALTKAEAGRVEL
ELSMTKLRAEEASLODSLSKLSALNESLAQDKLDLNRLVAQLEEEKSALQGRQROAEQEA
TVAREEQERLEELRLEQEVARQGLEGSLRVAEQAQEALEQQLPTLRHERSRLOEQLAQLS
ROLSGREQELEQARREAQROQVEALERAAREKEALAKERAGLAVQLVAAEREGRTLSEEAT
RLRLEKEALEGSLFEVQRQLAQLEARREQLEAEGQALLLAKETLTGELAGLRQQITIATQE
KASLDKELMAQKLVQAEWEAQASLWEQQAAHEEDFQRLOHEKEAAWRELEAERAQLQOSQL
OQREQEELLARLEAEKEELSEEIAALQQERDEGLLLAESEKQQOALSLKESEKTALSEKLMG
TRHSLATISLEMERQKRDAQSRQEQDRSTVNALTSELRDLRAQREEAAAAHTQEVRRLOE
OARDLGKQORDSCLREAEELRTQLRLLEDARDGLRRELLEAQRKLRESQEGREVQRQEAGE
LRRSLGEGAKEREALRRSNEELRSAVKKAESERISLKLANEDKEQKLALLEEARTAVGKE
AGELRTGLQEVERSRLEARRELQELRROMKMLDSENTRLGRELAELQGRLALGERAEKES
RRETLGLROQRLLKGEASLEVMRQELQVAQRKLOEQEGEFRTRERRLLGSLEEARGTEKQQ
LDHARGLELKLEAARAEAAELGLRLSAAEGRAQGLEAELARVEVQRRAAEAQLGGLRSAL
RRGLGLGRAPSPAPRPVPGSPARDAPAGGSGEGLSSPSTLECSPGSQPPSPGPATSPASP
DLDPEAVRGALREFLQELRSAQRERDELRTQTSALNRQLAEMEAERDSATSRARQLOKAV
AESEEARRSVDGRLSGVQAELALQEESVRRSERERRATLDQVATLERSLOATESELRASQ
EKISKMKANETKLEGDKRRLKEVLDASESRTVKLELQRRSLEGELQRSRLGLSDREAQAQ
ALQDRVDSLQORQVADSEVKAGTLOQLTVERLNGALAKVEESEGALRDKVRGLTEALAQSSA
SLNSTRDKNLHLOKALTACEHDRQVLOERLDAARQALSEARKQSSSLGEQVQTLRGEVAD
LELQRVEAEGQLOQLREVLRQROQEGEAAALNTVQOKLODERRLLOERLGSLORALAQLEAE
KREVERSALRLEKDRVALRRTLDKVEREKLRSHEDTVRLSAEKGRLDRTLTGAELELAEA
QROIQQLEAQVVVLEQSHSPAQLEVDAQQOOQLELQQEVERLRSAQAQTERTLEARERAHR
QRVRGLEEQVSTLKGOQLOQELRRSSAPEFSPPSGPPEK

>Mus musculus_ CROCC (ENSMUSP 99549)

MSLGLAGSLQAQLALEIVIQSLENCVLGPNQEKSLSVONRVODEFQGASLLVCAREVIASN
LSRPETPAPLQVPEMASLLSLOEENQLLOOELSRVEDLLAQSRAERDELATIKYNAVNERL
EQAVRLETGELEAQEPRGLVRQSVELRROLOQEEQSSYRRKLOAYQEGQORQAQLVQRLOA
KILOYKKQCSELEKQLMDRSTELEQQORLRDTEHSQDLDSALLRLEEEQQRSASLAQVNAM
LREQLDQOANLANQALSEDIRKVTSDWTRSCKELEQREAVWRREEESENTYFSSEHSRLLR
LWROVMGLRRQASEVKMGTERDLLOLGGELVRTSRAVOELGLGLSASLHRAESKAEAALE
KOKLLQAQLEEQLQAKLLREKDLAQLQVQSDLDKADLSARVTELALSVEHLONQNSEKDQ
VNRTLSDKLEALESLRLOQEQTTLDTEDGEGLQQTLRDLAQAALSDTESGVQLSSSERTAD
TSDGSLRGFSGQRTPTPPRHSPGRGRSPRRGLSPACSDSSTLTLIHSALHKRQLOVQDMR
GRYEASQELLGSVRKQLSDSEGERRGLEEQLOQRLRDQTAASAQAQEDAQREAQRLRSANE
LLSREKGNLTHSLOVTQQOQAKELRQELEKLOAAQEELKRQHNQLEDAQEDSVQEGARARR
ELERSHRQLEQLEVKRSGLTKELVEVREALSCATILQRDVLOQTEKAEVAEALTKAEAGRAQ
LELSLTKLRAEEASLRDSLSKMSALNESLAQDKLELNRLIAQLEEEKVALLGRQQQAEHA
TTMAVEKQELLEQLRLEQEVERQGLOGSLCVAEQAREALEQQILVLRSERSHLQEQLAQL
SROLSGRDQELEQALRESQRQVEALERAAREKEAMAKERAGLAVKLAAAEREGRTLSEEA
IRLRLEKEALESSLEDVQROQLAQLEARREQLEADSQALLLAKETLTGELAGLRQQVTSTE
EKAALDKELMTOQKLVQAEREAQASLREQRAAHEEDLORLOHEKEAAWRELQAERAQLQOGQ
LOOQEREELLARMEAEKEELSKEIAALQQERDEGLLLAESEKQQALSLKESEKTALSEKLM
GTRHSLAAISLEMERQKRDAQSROQEQDRNTLNALTSELRDLRAQLEEATAAHAQTVKELE



ERTGNLGROQREACMREAEELRTQLRVLEDTRDGLRRELLEAQRKGRDSQDSSEAHRQEAS
ELRRSLSEGAKEREALRRSNEELRSAVKKAESERISLKLANEDKEQKLALLEEARVSVAK
EAGELRASLQEVERSRLEARRELQELRROMKTLDSDNGRLGRELADLQGRLALGERTEKE
SRREALGLRQRLLKGESSLEALKQELQGSQRKLOEQEAEFRARERGLLGSLEEARGAEKR
LLDSARSLELRLEAVRAETSELGLRLSAAEGRAQGLEVELARVEAQRRVAEAQLGGLRSA
LRRGLGLGRVSSSPAREAPAGGSGDGLSSPSPLEYSPRSQPPSPGLIASPAPPDLDPEAV
RDALRDFLQELRSAQRERDELKVQTSTLSQQLVEMEAERDHAASRAKQLOKAVAESEEAW
RSADRRLSGAQAELALQEESVRRSKRECRATLDOMAVLERSLOATESELRASQEKVSKMK
ATEAKLESDKRRLKEVLDASESRSIKLELQRRALEGELQRSRLGLGDREAHAQALQDRVD
SLORQVADSEVKAGTLQLTVERLSGALAKVEESEGNLRSKVQSLTDALTQSSASLSSTQD
KNLHLOQKALSTCEHDRQVLQERLDAARQALSEARRQSSSLGEQVQTLRGELASLELQRGD
AEGOLOQOLOQALRQROQEGEAMALRSVOKLOEERRLLOERLGSLORALAQLEAEKRDLERS
ALQFDKDRVALRKTLDKVEREKLRSHEDTLRLNAERGRLDRTLTGAELDLAEAQQOIQHL
EAQVDVALEGNHNPVQPEAGEQQLELQQEVERLRSAQVQTERTLEARERAHRQRVSGLEE
QVSTLKAQLHQELRRSSASVSLPPGTPEK

>Rattus norvegicus CROCC (ENSRNOP 52694)
MASLLSLOEENQLLOQELSRVEDLLAQSRAERDELATIKYNAINERDTEHSQDLDRALLRL
EEEQORSASLAQVNDMLREQLDOQANLANQTLSEDICKVTSDWTRSCKELEQREATWRREE
ESFNAYFSSEHSRLLLLWRQVMGLRRMASEVKMGTERDLLQLGGELVRTSRAVQEVGLGL
SASLQRAESRAEAALEKQKLLOAQLEEQLRAKLLREKDLAQLQVQSDLDKADLSARVTEL
ALSVEHLONQNTEKDQVNRTLSDKLEALESLRLOEQTTLDTEDGEGLOQTLRDLAQAALS
DTESGVQLSNSERTADTSDGSFRGLFGORTPTPPRHSSPGRGRSPRRGLSPACSDSSTLT
LIHSALHKRQLOVODMRGRYEASQDLLGSVRKQLSDSEGERRGLEEQLQRLRDQTATSVQ
AQEDAQREAQRLRSANEILSREKGNLSHSLQVAQOOAEDLROQELEKLQAAQEELRRQHTOQ
LEDQQEDTVQEGARARRELERSHRQLEQLEVKRSGLTKELVEVREALSCAVLQRDVLOTE
KAEVAEALTKAEAGRAQLELSVTKLRAEEASLRDSLSKMSALNESLAQDKLELNRLIAQL
EEEKAALLGRQOOAEHATSLAVEKQERLEQLRLEQEVERQGLEGSLCVAEQAREALGQQT
LVLRSERSHLOQEQVAQLSRQLNGRDQELDQALRESQRQVEALERAAREKEAMAKERAGLA
VOLAAAEREGRTLSEETIRLRLEKEALESSLFDVOROQLAQLEARREQLEADSQALLLAKE
TLTGELAGLRQQVTATEEKAALDKELMTQKLVQAERETQASLREQRAAHEEDLQRLOREK
EAAWRELQAERAQLQGOLQOEREELLARMEAEKEELSEETAALQQERDEGLLLAESEKQQ
ALSLKESEKTALSEKLMGTRHSLAATISLEMERQKRDAQSRQEQDRNTVNALTSELRDLRA
QLEEATAAHAQQVKELQEQTGNLGROQREACMREAEELRTQLRLLEDTRDGLRRELLEAQR
KVRDSQDSSEAHRQEASELRRSLSEGTKEREALRRSNEELRTAVKKAESERTISLKLANED
KEQKLALLEEARMSVAKEAGELRASLQEVERSRLEARRELOQELRROMKTLDSDNGRLGRE
LADLQSRLALGERTEKESRREVLGLRQKVLKGESSLEALKQELQGSQRKLQEQEAEFRAR
ERGLLGSLEEARGAEKKLLDSARSLELRLEGVRAETSELGLRLSAAEGRAQGLEVELARV
EAQRRVAEAQLGGLRSALRRGLGLGRVSSSPAREAPAGGSGDGLSSPSPLEYSPRSQPPS
PGPVASPAPPDLDPEAVRDALRDFLOELRSAQRERDELRVQTSTLSQQLAEMEAERDHAA
SRAKQLQKAVAESEEAWRSADRRLSGAQAELALQEESVRRSRRECRATLDOMAVLERSLQ
ATESELRASQEKVNKMKATEVKLESDKRRLKEVLDASESRSTKLELQRRALEGELQRSRL
GLGDREAHAQALQDRVDSLORQVADSEVKAGTLOLTVERLSGALAKVEESEGTLRSKVQS
LTDALAQSSASLTSSQDKNLYLOKALSTCEHDRQVLOERLDAARQALSEARRQSSSLGEQ
VOTLRGELANLELQRGDAEGQLQOLOQOVLRQROQEGEAVALRSVOKLOQEERRLLOERLGSL
ORALAQLEAEKRELERSALQLDKDRVALRKTLDKVEREKLRSHEDTLRLNAERGRLDRTL
TGAELDLAEAQQQIQHLEAQVVEVLERNHSPVQVEADEQHLELQOEVERLRSAQVRTERT
LEARERAHRQRVSGLEEQVSTLKAQLHQERHRSSASMSPPSGTPEK

>Canis familiaris CROCC (ENSCAFP 42060)

MSLGLEESSEAQPTLETVIQTLESSVLRAGQEEGLSAQDPAQDAPRTAGLPARIREIVTR
NLSQPDSQAPLPATEMASVLSLOQEENQLLQQELSRVEDLLAQSRAERDELATIKYNAVSER
LEQAVRLESGELETPEPRGLVRQSVELRRQLOEEQASYRRKLOAYQEGQQROAQLVQRLQ
AKTLQYKKKCSELEQQLVERSTELERQRLRDTEHSHDLESALVRLEEEQQRSASLAQVNS
MLREQLDQASSANQALSEDIRKVTTDWTRCRKELEQREAAWRREEESFNSYITNEHSRLL
LLWRQVVGVRRLVSEVKMSTERDLLHLGGELARASRAIQEADLGLSAGLRLAESRAEAAL
EKQALLOQTQLEEQLRDKVLOQEKDLAQLKVQSNLDKANLSARVTELALTVERLOQNQNLEKD
QOVNKVLTEKLEALESLRLQEQAAVETEDGEGLOQQTLRDLAQAVLSDVDSGVQLSGSERTA
DASDGSLRGLSGPRTPSPPRRASPGRGRSPRRGPSPACSDSSTLALIHSALHKRQLQIQD
MRGRYEASQDLLGTLRKQLSDSEGERRSLEEQLQRLRDKTDGATQAHEDAQREAQRLRST
IGLLSREKDSLACSLOAAQQQOAEELQQEREKLOQAAQEELRRORDQLEEEREATAQDSART



RRELERSHRQLEQLEVRRSGLAKELVEVREALSCATLORDVLEAEKAEAEALSKAEAGRV
ELELSMTKLRVEEASLRDSLSKLSALNESLAQDKLGLNRLVAQLEEEKAALLGRQRQVEQ
EASLAREEQERLEQLRLEQEVEQQGLEGSLRVAEQAREALEDQLPTLRQERCRLOEQLAQ
LSROLSGREQELEQARRETQRQVEALDRASREKEALARERAGLAVQLAAAEREGRTLSEE
ATRLRLEKEALEGSLFEVRRQLAQLEARREQLEADGQALLLTKEALTGELVGLRQQVTTT
EEKAALDKELMAQKLVQAEREAQASLREQRVAHEEDLORLOOEKEAAWRELEAERAQLQOS
QOLOREREELLARLEAEKEELSEEIAALQQERDEGLLLAESEKQQALSLKESEKTALSEKL
MGTQHSLAATISLEMERQKRDAQSRQEQDRSTVNALMSELRDLRAQLEEAADTHAQEVKRL
QEQARNLERQRESSTREAEELRTQLRLLEDARDGLRRELLEAQRQVREGODGREAQRQEA
SELRRSLSEGVQEREALRRTNEELRAAVKKAESERISLKLANEDKEQKLALLTEARVAVG
KEAEELRAGLQEVERSRLEARRELOELRROMKMLDSENARLGRELVELQGRLTLGERTEK
EGRREALGLRQKLLKGEASMEAVRQELQGAQRKLOEQEGEFRARERGLLGSLEEARGAEK
QQOLDHARSLELKLEAARAEIAELGLRLSAAEGRGQGLEAELARVEAQRRADEVQLGGLRS
ALRRGLGLGRSPSPPPLPSTSFPTGSAPAGGSGEGLRSPSPLERSPGCEPPSPGPTTSPA
SPDLDPEAVRGALREFLOELRSTQRQRDELRAQMSALSRQLAELEAERDNATSRVRQLOK
AVAESEEARRGVDARLSGAQAQLALQEESVRRSERERRAALDQVATLERSLOATESELRA
SQEKISKMKANEGRLENDKRRLKEVLDASEGRTIKLELQRRSLEGELQRSRLGLSDREAQ
AQALQODRVASLQOROVADSEVKAGTLOLTVERLSGALVKVEESEGLLRDKVQGLTEALAQN
SASLTSSQDKNLHLOKALTACEHDRQVLQERLEAARQALSEARKQSSSLGEQVQTMRGEL
ADLELQRAEAEGQLQOQLOEVLROQROEGEAAALHTVQKLRDERRLLOQERLDSLQGALAQRE
AEKREVERSALRLEKDRVALKRMLDKVEREKLRSHEDTVRLNAERGRLDRTLTGAELELA
EAQRQIQLLEAQVVALEQDQSPGRLEADEQRQLELOQEVERLRSAQVRTERTLEARERAH
RORVRGLEEQVSTLKGQLHQELRRTSASFPSASGP

>Felis catus CROCC (ENSFCAP_ 9450)
MSLGLEESVEAQLALETVIQTLESSVLRAGREKGLSEQDPAQDSQLACLPARIREIITRN
LSQPENQAPLPAAEMASVLSLOEENQLLOQOELSRVEDLLAQSRAERDELATKYNAVSERL
EQAVRLESGEPETQEPTGLVRQSVELRROLOQEEQASYRRKLOAYQEGQOROAQLVQRLOA
KTLOYKKKCSELEQRCPTSPTODTEHSHDLESALIRLEEEQORSSSLAQVNSMLREQLDQ
ANSANQALSEDIRKVTSDWTRSRKELEQREAAWRREEESEFNTYISNEHSRLLLLWRQVVG
LRRLVSEVKMSTERDLLQLGGELARTSRAIQEADLGLSAGLRLAESRAEAALEKQTLLOA
QLEEQLRDKVLQEKDLAQLQVQSNLDKANLSARVTELALTVERLONONVEKDRVNKALTE
KLEALESLRLOQEQAALETEDGEGLQQTLRDLAQAVLSDMESGVQLSGSERTGDASDGSLR
GLSGPRTPSPPRRSSPGRGRSPRRGPSPACSDSSTLALIHSALHKRQLOQVQDMRGRYEAS
ODLLGTLRKQLSDSEGERRSLEEQLQRLRDKTSGATQAHEDAQREAQRLRGAIDLLNREK
DSLARSLOAAQQQOAEELRQEREKLOAAQEELRROQRDRLEEEREDTARDSERTRRELERSH
ROLEQLEMKRSGLAKELVEVREALSCATLORDMLQAEKAEVAEALTKAEAGRVELELSMT
KLRVEEASLRDSLSKLSALNESLAQDKLGLNRLVAQLEEEKAALLGRQROVEQEACLARE
AQERLEHLRLEQEVEQQGLEGSLRVAEQAREALEHQLPTLRQERCRLOEQLAQLSRQLSG
REQELEQARRETQRQVEALERAAREKEALAKERAGLAVQLAAAERESRTLSEEATRLRLE
KEALESSLFEVORQLAQLEARREQLEADGOALLLAKETLTGELVGLRQOMTTTEEKVALD
KELMAQKLVQAEREAQASLREQRAAHEEDLOQRLOREKEAAWRELEAERAQLQGOMHRERE
ELLARLEAEKEELSEETAALQQERDEGLLLAESEKQQALSLKESEKTALSEKLMGTQHSL
AAVSLDLERHKRDAQSROEQDRSTVNALTSELRDLRAQLEEAAAAHAQEAKRLQEQARNL
DRORESSVREAEELRTQLRLLEDARDGLRRELLEAQRKVRDSQDGREAQRQEASELRRSL
GEGVKEREALRRSNEELRAAVKKAESERISLKLANEDREQKLVLLTEARVAAGREAEELR
AGLQEVERSRLEARRELQELRROMKVLDGENTRLGRELVELQGRLALGERAEKEGRREAL
GLROKLLKGEASLEATIRQELOGAQRKLOEQEVEFRARERGLLGSLEEALCPGSPFADFCS
SGCFILKEVLVYTARAGVGVEVWEMESPGEEVVVGRHPAPGPVAVDGAVGQLRCHLRRQE
GLGPALSMPPPPGSGEGLSSPSPLERSPGSEPPSPGPATSPASPDLDPEAVRGALREFLQ
ELRSAQRORDELOAQTGVLSRQLAEMEAERDSATSRARQLOKAVADGAEGEWRGACRPPR
VSSGPASSCVKEGGQQSSPRDDTQALLYHTMQLLGLALGSDAAEQEKISKMKANEVKLES
DKRRLKEVLDASESRTIKLELQRRSLEGELQRSRLGLSDREAQAQALQODRVDSLQORQVAD
SEVKAGTLOLTVERLNGALAKMEESEGALRDKAQGLSEALAQSSANLTSTQDKNLHLQKA
LTACEHDRQVLQERLEAARQALSEARKQSSSLSEQVQTMRGELADLEVQRAEAEGQLQOQL
QEVLRQROEGEAAALHAVQKLOEERRLLOERLDGLOQRALAQLEAEKREVERSALRLEKDR
VALKRMLDKVEREKLRSHEDTVRLSAEKGRLDRTLTGAELELAEAQRQIQLLEAQVVALE
ODOSPARLEAAEQQOREVEREVERLRSAQVQTERTLEARERAHRQRVRGLEEQVSTLKGQ
LOQELRRSSASFPQTSGPPGE

>Myotis lucifugus CROCC (ENSMLUP_ 28)



MSLGLGGSLEAQLALETVIQALESSVLGPGQETGLSVQDPAQDCQPAPLPALLREIVTGS
FSKPESPALLSATEMASMLSLOEENQLLQOELSRVEDLLAQSRAERDELAIKYNAVSERL
EQAVRLESGELETQEPRGLVRQSVELRROLOQEEQASYRRKLOAYQEGQOROAQLVQRLOA
KILOYKKKGSELEQQLLERSTELEQQRLRDTEHSRDLESALIRLEEEQQRSSSLAQVNAM
LREQLDQASSANQALREDIRKVTSDWSRSRKELEQREVAWRREEESEFNAYFSNEHSRLLL
LWRQVVGVRRLVNEVKMSTERDLLOQLGGELARTSRAVQEAGLGLSAGLQLAESRAEAALE
KOALLQAQLEEQLRGKVLQEEGLAQLOMQOSNLDKADEFNARMTELALTVERLONONLEKDR
VNKALTEKLEALEALQLQEQPALDTEEGEGLQQTLRDLAQAVLSDMESGVQLSGSEHTAD
ASEGSLRGLSGPRTPSPSRRSSPGRGRSPRRGPSPACSDSSVLALIHSALHKRQLQVQDM
RGRYEASQDLLGTLRKQLSDSEGERRALEDQLORQORDKTDGATQAQEDAQREAQRLRSAT
DLLNREKDSLAHSLOAAQQQAEELROQEREKLOQVTOEELRRQRDOQLEEEKEDTEQDRARAR
RELERSTRQLEQLEVKRSGLAKELVEVREALSCATLORDMLOAEKAEVAEALTKAEAGRM
DLELAMTKLRAEEASLRDALSKLSALNESLAQDKLGLNHLVAQLEEEKAALLGQQRRVEQ
EATLAREEQERLEQLRLEQEVDROQGLEGSLRVAEQAREALEHQVPTLRQERCRLOEQLAQ
LSROLSGREHELEQARRETQRQVEALERATREKEALAKERAGLAVQLAAAEREGRTLLEE
ATRLRLEKEALESSLFEVQROQLAQLEARREQLEADGQALLLAKEALTGELAGLRQOMTMA
EEKAALDKELMAQKLVQAEREAQASLREQRAAHEEDVQRLOREKEAAWRELEAERAQLQS
QLOREREELLARLEAEKEELSEEILPSEQSPORPHVSADPPOKEALSLKESEKTALTEKL
VGTQHSLTAISLEMERQKRDAQSRQEQDRGTMNTLTSELRDLRAQLEEAAAAHAQEVKRL
QEQARDLGRQRESCVREAEELRTQLRLLEDARDGLRRELLEAQRKVRESQDGREAQRQEA
AELRRSLGEGAKEREALRRSNEELRAAVKKAESERISLKLANDDKEQKLALLEEARVAMG
KEAGDLRAGLQEVERSRLEARRELQELRRQVPSAARHPPRGGQGLAQQTGNKLVGMCTET
WASGHRVGRWPCWLSPSHLRPLPLPQLOGAQRKLOQEQEGEFRARERGLVGNLEEARSAEK
QOQLDHARSLELKLEAARAEAAELGLRLSAAEGRGQGLEVELARVKAQRRAAEAQLGGLRS
ALRRVLGLGRAPSPALSSTGRQALGSLARCPPIRGSGDGPSSPSPLERSPGSEPPSPGPA
TSPTSPDLDPEAVRGALRDFLOELRSTQRERDEFRAQTSALSRQLVEMEAERDSATLEGK
AAAEGSTARRSVDGRLSGAQAELALQEDSVRRSERERRAALDQVAALERSLOATESELRA
SQEKISKMKANEVKLESDKRRLKEVLDASESRTIKLELQRRSLEGELQRSRLGLSDREAQ
AQALQERVDSLOROVADSEVKAGTLOLTVERLNGALAKVEESEGALRDKVKGLSEALAQN
SASLTSSVGNLKELINEREGLWASPAVWLTLOQERLEAARQALSEARKQSGALAEQVQTMR
GEMADLELQRAEAEGQLOQLREVLROQROEAEAAALHTVQOKLODERRRLOERLGGLQRALA
QLEAEKREVERSALRLEKDRVALKKTLDKVEREKLRSHEDTVRLSAEKGRLDRTLTGAEL
ELAEAQROQIQLLEAQVVVLEQDQSPVGLEALEAEEQQOLELOQEVERLRSAQVQTERTLE
ARERAHRQRVRGLEEQVSTLKGHLQQOELRRSSASFSPASGPPEK

>Monodelphis domestica CROCC (ENSMODP_39331)
MSSRDEGPPVASPKLETVIQKLESSLLTSEEEKDLTVQDPGODGAPSRLPACIREIVTRN
LSEPENPETVQTPEMASLLSLOEENHILOQOELSRVEDLLAQSRAERDELATKYNAISERL
EQSLRLESGEREPLGYGVLGQQTLELRROQLEEEQANYKRKLOAYQEGQOROAQLVQKLOA
KVLOYKKKCGDVEQQLLEKSTELEQQKLAQEEEHSQDLENALIRLEEEQORSASLLOVNA
MLREQLDQASVANQALTDDIRKVTSDWTRSRGELEQREAEWRREEESENAYEFSNEHSRLL
LLWROQVVGFRRLVSEMKTSTERDLSQLGIELARTSRTIHSASLGLSGSLRLAESSSEAAM
EKAALLRAQLEEQLRDKVHDLIQLOVKSDLEKAELSSRVHELTLLVEQLOKQONSEKDRAN
ETLTOQKVEALEAVRLOEQAAMEAEEVEALRTESEVLOQOTLRDLAQAVLSDTDSGIQOMGGL
ERTPETSDGSLRGLSSLRTPSPLRRSSPRPSGSPRPSLSPAFSDSTLALVHSALHKROMQ
VOVGSPATAEPCPVSKGKEKEDVGPSRGFPEFCSWSGDGGRS

>Takifugu rubripes CROCC (ENSTRUP 26160)

EKKLTVRGPSPDAPPACLPARVREIVTKNLSESRELPQSLAAGAMSSVMSLOEENRVLQG
ELARLEDLLAHSRADRDELATIKYSAISERDEQSSNLEDALIRLEEEQQRSSSLSAVNAML
REQLEQAGIANEALSQDIRRLTTDWTKAREELEQKESDWRREEESFHSYFSSEHSRLLML
WROQVVGFRRNVCELKNGTERDLSDMRNELARTCHSVQVSCSSLSSVLHSREGGAVLALER
EKSLRLOLEQQLRERVGEMMNFQTKADAEKSGLSLRLSDLLRESERLKGOQIEERDTEIAV
LMRKLKEQSVNDETDMOMMKTHTESLLDTLRDIAQVSCNTNMLAVRGRGLLOEGDSSSEA
DOENSGTPLLALFHSSSTRRSTSPSRSSSQALLTDSALCALRSAVTNKTLOQLODVRGRLI
SSQOSSIQQLRKQLSESDLAKREAEQRIQSLORERDAAQREKETTLKEKERLKEDRDVLAS
EKVSLEKVVQAAQGSSQLLEMESKKLQLIVASAQRERDHEREQKEAAVLERDRAKAETQOR
IOKQLEQSESRLSSQORGELSAVRETHQKGEVERQVLEGERAQLSEALARAESRNAELSLL
LNKLOSEEAALRDSLAKVGSLNESLAQDKADLNTYILQLEEEKSVLOQAQKREAQQOKLTI
RDELRLEQDRLELDAARITLOHSLODVELSQVGVDAELQSLREEKVKLQERVTQLCSEVS
SLGSELSLAKGEGQORSEVALEEAGRSRAELARDKAALVVQLTASEKENTALSEELAAFRS



ERESLETSLFEMOQQLVQAESRREQLEAENQNLRLRSETAAVELRRLRSDGENVLAQAER
EKQALTQTLNAAQLEAQQALHKAVSEHQEEVERLVSEKEALRDSLLMEQESALRKLRQEM
EEPLHRAEREREELQEELRSLOHDRDQSLLOAETEKQQOALSLKETEKAVLSDRVSCLQAE
LTAAALEAERMSREAALYKEQEQIRVAALNSELQALRSQLEDASSLHERELQSAREACTD
LOSHTDVALKELDQCRAALAANEETRDQLKRDVTDAERRONQTVDTLETCRREVSELRRN
LADITHEKDTLSHSNILLRETVRSAESERISVKRQHEEKEQKLSVLEESFASVQKEVTEL
RGCLREVERSRLEARRELQELRRKLKVLDGEKEQKEREVAELQTRLLLEEQREEEKAKEL
FAVRHKLTEAETARDFLKKELSMTQKRLVESESSWRSGERELSAQLOEARGCEKKLQDEA
KNLALRTQAAQDSAAQSGLLLSETOGRLAATEAELIRAEAGKKDLEFRLNSIQSALTRTL
GIGASGRRGRGRSPGGSSTSPGTISRHQSISPLRTSLSPPKEIQVCTPDTTLNSGAASPE
RGEAPLPLPQPELDPDALRSDLRDEMQELRETQRERDDAKCRVGLLERELEEMLGDQDST
OSRLTHLQKAFQEYQEGKRGLEERLSTTQILLOQQOEEAVRRADRDRRAVTDRLRDLERAL
QVSETDKKNMODQOLNKQRAAEMRLDSERRRLREALEAAEARATRVELGRRSLEGELQRLK
LSLGDRETESQNSQERYDSLMKQLSEGEARTSLLORETERLSHSLLKSQEDESILKEKIS
SLRKSLQEAAASHSSHQSRLAALQKMLTEVEHDKRLLOEQLEEARVSAAEGKRSSASISE
RIQSLOGELSHSERRREELEAELRSTQELLOQORTASLTEAQRSAQSAQVERATVEERLRG
LORAVAMLETEKKDAERQAVRLEKDKNALRNTLDKVERQKLMTEESSMRLSAAKGRLDRS
LNTAEQELQEAQOQILMLQTOLADLEQSHGLCESLVROREEAQREAERLRSSFREAEQTL
GARERAHRHRVKGLEEQVSTLKEQLLQEMKRRQPSLPSPLMPAGN

>Tetraodon nigroviridis CROCC (ENSTNIP 17688)

QRLEESVLSEEKKLTVRGPSPDGPPACLPARVREIVTKNLSESACVSGAGAMSSVMSLQE
ENRVLOGELARLEDLLAHSRADRDELAIKYGAISERLEQALRFDTADGDCDAAEPRSLAQ
OTLDLRRRLEEEQAAYKRKLTAYQEGQOORQAQLVQKLOAKVLQYKKRCGDLEQILQEKTS
ELDKHLLSQDEQSSNLEDALIRLEEEQQRSSSLSAVNAMLREQLEQAGVANEALSQDIRR
LTADWTRAREELEQKESDWRREAESFHTYEFSSEHSRLLMLWRQVVGFRRNVCELKNGAER

>Gasterosteus aculeatus CROCC (ENSGACP 1486)

AMSASGNSDSDSNKLESVIQRLEESVLSEEKRLTVRGASPDAPPTCLPARVREIVTKNLN
ETCEWPQSALPSCITSGAMSSVVSLQEENRVLOGELARLEDLLAHSRADRDELATKYGAT
SERLEQALRFETGDGDHDSPESLGLVQONVDLRRRLEEEQASYKRKLTAYQEGQQOROAQL
VOKLOAKVLQYKKRCGDLEQMVQERSTELEKHRLSQDESSSNLEDALIRLEEEQQRSSSL
SAVNAMLREQLEQAGLANEALSQDIRRLTADWTKAREELEQKESDWRREEESFHSYFSTE
HSRLLMLWRQVVGFRRHVCELKSATERDLSDMRNELARASHSAQVSCAGLSAALQGREGG
AALALEREKALRLQLEQQLRERVAETMTLQTRADSERSELNVRLTESAREAERLKGQIEE
RDREMVVLVRRLEEQSGHNESDMQAMRSHTETLLDTMRDIAQTVLSDTESSSEADQDNSG
VPLLALIRGFSSHRTSSPRRSSSPSRPSSLAPPSEAALSALCSAVTNKTLHLQDVRGRLL
SAQSAVQQLRKOQLSEADSAKRDSEQRNOQHLORERDAAQREREITQRDKDRLKQERDTLAS
EKLSLEKNLQAAQSSTQILOMDCEKLQLTVASTQRERAHDREEKEAANQERERAKAETQR
IQKQWDOSESRASAQRAELSAVKETYQQAETERQLLERENAQLTEALARAEGSNAELSLL
LNKLQSEEAALRDSLAKMGSMNEGLAQDKTQLNNY ILOQLEEDKARLQAQKREAEQEKLTI
RDELVRLEQDRLELDSGHTTLHQSLODAELSRAGTEAELQGLRAETFKLRETVTQLCAEV
TSLESELSLARGESQRNQVALEETGRGRAELVRDKAALVVQLTASERENAVLSEELTAFR
SEREQLETSLFEAQQQLVQVESRREQLETENQONLRVRCATAAADLRRERSDGENVVTQAE
RDKKLLTQTLNAAQLEAQQALRKAISDHQEEVERLVSEKEVVRHSLLMEHEGTLRRLHME
AEDQLRRAEREKEELLDELRSLOHDRDQSLLOAETEKQQALSLKEAEKTVLSDRVSSLQA
ELSAAAVEAERMSREAAQYKEQEQIRIGSLTSELLELRSQLEDAASVHERELHSLOQETCT
DLOSRADVALKELDQCRASHLAHEDSRDQLRRELLDCERRLNQCQODAAENSRREGTELRR
NLADVSKERDTLGQSNTQLRVTLRSAETERISVKRQCEEKEQRLAVLEDNLSCNLKEVTD
LRSCLREVERSRLEARRELOQELRRQLKVLDGEKEQMGREVAELRRRVSLEEQREEERGKE
LETLKOKLTEAETARDSLKKEISATQKRLAESESGWRGCERNLTAQLOQEARGCEKKLQDE
AKNLALRAQAAQDSAAASSLQLSEAQGRLAATEAELTRAEAGRRDLEYRLSSLQOSALTRT
LGIGAGGRGGRGRSPGGRSPGGSSTPPGPMSRHHSVSPLRSSLSPPKDDPELDPDTLRSD
LRDFLQELREAQRERDDARCQLGGLRRELEELSGGRESALTRLTHLENMLOECQEGKRGV
DERLTTTQVLLOQQEEVVRRGDRERRALSDRVNDLERALQTSEMDRKHTQDQLNKQRATE
VRLEAEKRRLREALEAAEARATRVELGRRSLEGELQRFKLSFGDREADSQASQGRHDALL
KQVAEGDACVSLLORDVERLSQALLKAQDGESFLREKTSSLKKSLOEAEASHSSTQSCLA
SVOKMLSVAEQDKRLLOERMEEARGSLVEAKRNMVILTERVQSLOSELDQSELKREAVEA
ELNNAKEALRQRSASAAEAQRSAQSAQKERAAFEERLRGLORAVAMLETEKKDAERQAVR
LEKDKDALRNTLDKVERQKLKTEEGSMRLSAEKSRLDRSLNTTEQEVQEAQQOILILQTQ
LAETEQSHGLCESLARQRDDAQREAERLKAGLRDAERTLGTRERAHRHRVKGLEEQVSTL



KEQLQQEMKRRQPSLPSSLLSAGK

>Oryzias latipes CROCC (ENSORLP 22962)
KAMSAAENSDSDPSKLESVIRRLEESVLSEEKRLTVRGPSPDDPPACLPARVRE IVTKNL
SDSSLMCVCAAGEMSSLMSLOQEENRVLOGELARLEDLLAHSRADRDELAIKYGAISERLE
QALRSETGEGEADSQASRSLAQONVELRRRLDEEQAAYRRKLTAYQEGQQRQAQLVQKLQ
AKVLQYKKRCGDLEQKLOEKSSELEERSETSNGRHHEDSSSSLEEALLHLEEEQQRSSSL
SAVNAMLREQLEQAGLANEALSRDIRRLTADWTKAREELEQKESDWRREEESFHSYFSSE
HGRLLTFWRQVVGFRRHVCEMKSSAERDLSDMRGELVRMSHLVQVSCAGLSAVLRSQEAG
TALALEQERALRDQLEQOLRGOVKETMNLQSRADAERSELSLRLSDAAQENERLKSQMEE
RDREIDNLSRRLEEQSRSDETDSQLLRAHCNALLDTLKDIAQTVLSDGESSSEADPDNSA
VVLQALIRDSSPOQRSSQTSSSLSPLPEAALSALRSVVTNMMLOLODVRGRLLSAQSSAQK
FRKQLSETDSAKRDADORNQALQRDKDAALRERETAQREKEQLKTMSPTPSEKANLEKAV
QALHSSNOMLOMDYEKLOQLAVASAQRERDREREEKEAATHDGERWKTETIQRIQKQRDQOSE
SRASAQRGELSAVLOTHOQGEVERQLLEQESAHLSEALARAASTNKELSLHLSKLQYEDA
ALRDSLTKMGNLNEGLVQDKVDLNKYILOLEEEKAVLOAQKREAEQEKLSIRDELVRQEQ
NRLELESSRVTLQQOSLODTEFSRVGVEAELONLRAERLKLOEKVAQLCGEVASLDSELSL
AKGEGQRSEMALEEAGRSRAELTKDKAALVVQLTASERENAMLAEELTAFRSERETLETS
LEFDAQQQOLLQAESCREQLEAENOQNLRVRCETATVELRRLRSDAENQLAQAERDKQALTQA
LSAAQLEAQQASRKATSEHQEEVERLALEKEVVRHSLOMEHETAVRKLROEVEDQLQOKAR
REKEELODGLRALQHERDQSLLOAETEKQQOALSLKEAEKTVLLEKVSGLQADLSALSLEA
ERTAREAAQYKEQEQIRVGALTSELQELRSQMEDAAAGHERDILSLNETCADLRSRADVA
LKELEQCRASLSAAEENREQLRRDFLETERRLTQTQEASENHRREGAELRRSLCDVTRER
DALSQSNAQLREALRSAETERISVKRQCEEKEQRLVVLEESLSSSQKEVAELRSCLREVE
RSRLEARRELQELRRQLKVLDADREQKGRELAELOQTRLSLEEQREEERGKEVFILKQKLA
ETQTARESLKRELSMTQKRLVESESGWRSCERELTAQLOEARGCEKKLODEAKNLSVRAQ
AAQESAAQCSLOLSEAQGRLTATEAELTRAEASKRDLEFRLSSLOSALTRTLGIGASGRA
SRGRSPGGSSASPGSISRHHSISPLRPSLSPPKGGGTPLPPAQPELDPDTLRSGLRDFLQ
ELRDAHRQRDDAQCQLMTLORELEEQKLERECAENRSTQLONSLKECQEGKRGLDDRLTS
TOILLOOQEDAVKRVDRERRALADRVRELERSLHTAEMEKKHTQEQLNKQRATEARLEAE
RKRLREALEAAEARATRVELGRRSLEGELQRLKLGLGDREAESQASQERHDCLLRQVAEG
EAQVSLLOTEVDRLSQALLKAQEGEAALKQKVTTLSQSLOEAAADHSSTQTRLTALQKTL
SLVEQDKRLLQEKMDEARTSVTEAKRSMFALTERVOSLOGELTQSELLREELEAELKNTQ
EALRQRSGSLAETQHSTIQKAQTERAAVEERLLALQRAVALLETEKKDAERQAARLEKDKD
ALRNTLDKVERQKLKCEEGSMRLSAEKTRLDRSLNAVEQELOQEAQQOMLMLOTQLAEMEQ
AHSGCEGLLRQRDEAQQOEAEKLRNSCKDLERTLSTRERAHRHRVKGLEEQQVSTLKEQLQ
QEMKRRQPPLPSTEFTST

>Homo sapiens_ CROCC2 (ENSP _397968)

MSSASSEPGNGDASQQPLLGLDTVIQRLEDTILSPTASREDRALTVRGEGRQASPTPVPT
RIREIVAGSLSEEPPQAGVQEPTATVARVQEENELLOQEELTRLGDLLAQASAERDELASR
CRVVSEQLQARLETTEAQLRRSELEHSVDLEEALGRLEAAEERSTGLCQVNALLREQLEH
MKKANDALGRELAGMTGSVQRLOGELELRRWAQRQTRSGGLGQPRDLLLLWRQAVVLGTD
LAELRVATERGLADLQADTARTARRLHTACLNLDSNLRLSASSTASTLGQQOLRDKAGEML
QLOGRWDAEKVALQARLSEQTLLVEKLTEQNEQKAKTIAALRTDLONLVAQEDARCLELA
GSSITELGEPRRPLRSPOQRATSPHOGASPPHICSPATLDPALQAMRAAIERRWRREQELC
LOLKSSQALVASLOEQLSESRRELWAAQKLOQERAREQAREREALRGOLEAQRLEVQQCR
ASCKLLGREKAALEMVVEELKGKADAADAEKQGLEAEAAELQRSLLLOAERREELALRRE
RSCRALETSQGRLOQLEEKVSGLREELASVREALSTAQLOQRDVVESEREGLRSALARAEC
SNADLELLVRRLKSEGVEQRDSLAAMAALMEGLAQDKSALNHLALQLEQERDQLREQRKT
LEQERARAGEQLAQAEQQLALERAERRGLOQACGRLEQRQEQLEGQAALLGREKAQLQEQ
VGQVTCQOKQALEEQLAQSLODOEAQMGTLOQALQGKDALSEERAQLLAKQEALERQGRLA
AEEAADLRVERDSLESSLLEAQQLATKLQEQLEEEARSAGLARQALQVEMEQLQSDWEVQ
EMKLRQDTVRLORQVAQQEREAQRALESQALAHREALAQLOREKETLSLTLAEEKEVARC
QLEQEKELVTKSAAEREALKGEIQSLKQERDESLLOQLEHKMOQVMALSLKETERSLLSEE
LSRARRTLERVQQOEAQSQQEQAQATISATTEELKALQAQFEDAITAHQRETTALRESLQOD
LAAERGDVEREAERLRAQLTVAQEGLAALRQELQGVEESREGLHREAQEARRALSDEARE
KDVLLLENSELRATICRAEQEKASFKRSKEEKEQKLLILEEAQAALQQEASALRAHLWEL
EQAGGDARQELRELHRQVRTLKAENQRRSGEAHELQAQCSQEVLELRRQAAKAEAKHEGA
RKEVLGLORKLAEVEAAGEAHGOQRLOEHLRESRGAEQTLRAELHSVTRKLOEASGVADAL
OARLDQACHRIHSLEQELAQAEGARQDAEAQLGRLCSTLRRGLGLORQSPWASPEQPGSP



TKGSDSSQALPGQQGTSPPARPHSPLRWPSPTPGGRSSELMDVATVQDILRDEFVQKLREA
ORERDDSRIQMATLSSRLSEAECRCARAQSRVGQLOKALAEAEEGOQRRVEGALSSARAAR
ALQKEALRRLELEHLASVRAAGQEKRRLQEQLETLRQALEESRRHSQGLAKQGKLLEEQL
TNLEHRCQKAEVSLEPLROMEQETLKREEDVARLGAEKEQLDQSLNSLHQEVDGALRQNQ
QOLOAQMTEMEQAHTQRLODLTAQHORDLATEAERLHGARPQATQALESQEWTHQQQVKVL
EEQVASLKEQLDQEVOQWRQQAHLGOQAFQTGHAQRD

>Pan troglodytes CROCC2 (ENSPTRP 61067)
SRSTGLCQVNALLREQLEHMKKANDALGRELAGMTGSVQRLOGELELRRWAQROVLPQPT
RPGGLGQPRDLLLLWRQAVVLGTDLAELRVATERGLADLOQADTARTARHLHTACLNLDSN
LRLSASSTASTLGQQLDKVGEMLQLOGRWDAEKVALOQARLSEQTLLVEKLTEQNEQKAKT
VAALRTDLONLVGGRDGGGCVAGVCHPCSGVSPATGSLVAQEDARCLELAGSSITELGEP
RRPLRIPQRATSPHQGASPPHICSPAALDPALQAMRAAIERRWRREQELCLQLKSSQALV
ASLREQLSESRRELWAAQKLOQERAREQAREQEALRGOLEAQRLEVQQCRASCKLLGREK
AALEMVVEELKGKADAADAEKQGLEAEAAELQRSLLLOAERREELALRRERSCRALETSQ
GRLOQLEEKVSGLREELASAREALSTAQLORDVVESEREGLRSALARAECSNADLELLVR
RLKSEGVEQRDSVAAMAALMEGLAQDKSALNHLALQLEQERDQLREQRKTLEQERARAGE
QLAQAEQQLALERAERRGLOOACGRLEQQOEQLEGQAALLGREKARLQERVGQVTCQKQA
LEEQLAQSLODQEAQMGTLOQOALQGKDALSEERAQLLAKQEALERQGRLAAEEAADLRVE
RDSLESSLLEAQQLATKLQEQLEEEARSAGLARQALQVEMEQLQSDWEVQEMKLWQDTVR
LORQVAQQEREAQRALESQASAHREALAQLQKEK

>Macaca mulatta CROCC2 (ENSMMUP 41485)
MSSASSEPGNGDASQKPLLGLDVVIQRLEDTILSPTASREDRALTMRGEGRRASPTPVPA
HIREIVASSLSEEPPQAGVQEPTATMARVOQEENELLQEELTRLGDLLAQAGVERDELASR
CRVVSEQLQARLETTEAQLRRSELEHSVDLEEALGRLEVAEERSTGLCQVNALLREQLEH
MKKANDALARELAGTTGSVQRLOGELELRRWAQRQTRPGGLEKPRDLLLLWRQAGVLCGT
DGTRGLADLOADTAKTARRLHTACLNLDSNLRLSASSTASTLGQQLRDKVGEMLQLQVRW
DTEKVALQARLSEQTLLVEKLTEQNEQKARTIASLRTDLOSLVAQEDTQCLELSWSITEL
GEPRRPLRSPQRATSPHQGASPPHTHSPATLDPVLQAVRAAIERRRRREQELCLQLESSQ
AVAAGLQEQLSECRQELWAAQKLQOERAREQAREQEALWGQLEAQRLEVQQCRASCKLLG
REKAALEMVVEELKGKADAADAEKQGLEAEATELQRSLLLOAERREELALQRERSCRALE
TSQGRLOQLEEKVSGLREELASAREALSTAQLQRDVVESEREGLRSALARAECSNADLEL
LVRRLKSEGVEQRDSLAAMAALMEALAQDKSDLNHLTLOQLEQERDQLREQOKTLEQEQVR
AREQLAQAEQQLLLEQAECRGLQQACGRLEQQQEQLEGQAALLGREKAQLRDQVGQVTCQ
KOALEEQLAQSLODQEAQMDTLQOALODKDALSEERAQLLAKQEALERQGRLAAEEAADL
RYARQDGPRSLPSHTPSSPALLRAPRGGPGLOSRGSMVEPLELLLGPHGEREAGHRLRSP
SFRNMNMLRPGEPLHSAFCHSLFFEGGFIPPPSLPNFLTSIPCPVOALSLKEAERSLLSE
ELSRARRVLERVQQOEAQSQQOEQAQATISSTTEELKALQAQFEDAITAHQRETTALCDSLR
DLSAERGDVEREAERLRAQLTMAQEGLAALRQELOSIEESREGLRREAQEARQALSDEAR
EKDVLLLEFNSELRATICRAEREKASFKRSKEEKEQKLLVLEEARAALQQEASALRARLRE
LEQERGDARQELOQELHRQVRTLKAENQRRSGEAHELQVQCSQEVLELRRQAAKAEAKREG
ARKEVLGLORKLAEVEAAGEAHGQRLOEHLQESRGAEQTLRAELHRVTRKLOEASGVADA
LOARLDQACHRIHSLEQELAQAEGARRDAEAQLGRLCSTLRRGLGLWRQSPWVSPEQPGS
PTKGSDGSQALPGHQGASPPARPHSPLRWPSPTPGGRSSELVDVATVQDVLRDFVQKLRE
AQRERDDSRVOMATLSSRLSEAECRCARAQSRVGQLOKALAEAEEGDLLGIGVLSTIRTS
LXXXXXXXXXALRRLEAEHLASVRAAGQEKRRLOEQLDMLHQALDESRRHNQGLAKKGKL
LEEQLTNLEHRCQEAEGSLEPLRQTEQETLKREEDVVRLGAEKEQLDRSLNSLHKEVDGV
RRONHQLQAQMVEMEQAHTQQLRDLAAQHOQRDLATEAERLHGDQSQATQALESQEWTHQQ
RVKMLEEQVAGLKEQLDQEVQRRQOAHLDQAFQTG

>Felis catus CROCC2 (ENSFCAP 23758)

VSLWTAVFQRLEDTVLSPMASREDRALTVRGEGWPALPTPVPARIREIVAGSLRDEPHQG
LOQPPAVSAGVQEENERLQEELSRLGELLAQADAEQDELAGRYHAVSARSFRGLRLLROD
WAGDAPCGVLRAPGMSGSTPTPAVEFRVLLAPAGSQEGCRLWAGLVQLWEGSVPQPPCLLA
RWVTLTLOLOARLETTEARLRRSELEHSADLEEALGRLEAAEQRSTGLSQVNTLLREQLG
HMKKANDRLAEELARTTDGVLHLRGQLELTEARRRAETQIRRPRRGGSQDFLLLWRQVTA
LRVOLAELRTTAERALTDMRAEMARTAGRLOQTACLALGSRLRLAASSAAGALEQRLRDQV
RETLOQLOGRWDAEKVALQARLSEQTLLVEKLTEQNSKKERTISSLKMDVQKLESRRSRGQ
RAADTLEDQVEALQRVLKSITEVLAHLGPSRGTLKVAQEDAGCPERACSGGPEAQEAQGQ
VRRPGSSASPHRGVSPTRAHALDALHPALQAVHAATIERWRLLEQELRLOLGSSQAVAARL



REQLSEAQRELOAARRLLQERAQEQVREPEDLLRELEAQSLEAQRCRESSELLOQREKRAL
ETAVEEMRGKAACADAEKQRLEAENTELHRSLLLWAEQKEELVQQOGKRGRRELETSQGRL
EQLEEKVSGLKKELVSAQEALNSARLQRDVLESEREGLHRALARAVGTGLPSLTPSHTRL
SVPSPLVTLPPLLGARAWTRTPPCPHPRQLEQERERLRERQKALEQERAGALERLARAEQ
QOLGPAQQACGRLEERLQGREAAFERQRARLQEQVGQVTCKKQALEEQLAQSLODREAQRD
TLORTLQEKEALSEERAQLLAKQEALERQVRLTAEEAAELRAERDSLERSLEETQQOLVMO
LOAQREQLEGQARSMRLARQALQVEMQQLRSAWEVQETKLOWDVGRLOROVAQQERDLQL
ALESQALAHHEDLARLQREKESLSLSLTEEKEVAAHRLEQEKKLVAKNAAKREALKEEIQ
SLKHERDESLLQLENEMOEALSLKEEERRLLREELFRAMOELGQVROEAQSQQKQAEATV
SATAAELKALQARFEDAILAHQREAAALRDSLREMAAERSNAGREAEGLRAQLDEAREAL
AVLRGELQGSEESREGLRREALEARRALGEEAREKAVLRSSNTELRAALRRAEQDKASEQ
RSKEEREQKVLVLEEARAAAQKEACELRASLREVQQARADACRELQELGTQVNVLRAENP
RKGRESSEPGDRSGCDQGLQRQTRWPOQWRRRDGWLORGRRSALMTLPQVLRLRRELEEAE
AGAEARKQQLEEGLCRSRGAERTLRAELHMVTGKLOQAGSVADGLQARLDEAGRRLHSLE
GELARAEGARRHAEAQLGRLWSTLCRGLGLRGPGPSGSPEWPGFPSTGSESIQSAGPPTR
SSSPLRWPSPAPGDPCPDVEDVASVRDALTDEVQKLRVAQRERDDWHLQVVSLSGRLSEA
ERERAQAQSRAARLQEALAEAEEGGMSVEGERRRAQAARALQEEALRSLEEQHRAGRRAA
SWEKRRLQ

>Bos taurus_ CROCC2 (ENSBTAP_ 6833)
PAGLREPLASLGSGPEEHTLLODELSRLEDLLAQAGAERDELAGRYHTVNERGGEMLGTR
GOWEYKPQKPCSQIRQPKRGCRQLSPEDSPVVWASSRGFPATRPTWGLOAHLCQAARPAG
LGSSRPGGSLPSQLOARLOATTAQLRRSELERSMDLEDALGRLEAAEQRSTSLSQVNALL
REQLEQLRKAHDRLAEELARTTGSVPRLWAELELREAQRRTHREAGRARSGQPODTLLQOR
QVTALRGRLAELRAATEKGLADLRADVARMARRLHTACLNLSSNLRLTAGSEAAALEQQL
RDKVREMLQLOGCWAAEKAALOARLAEQTLLVEKLTEQNASKERATISSLRMDVORLESQH
GGGGPTAPEDSRAEVETLRLLLDSITQVQAQVAQADAGSEELARSSGAEGEGAQGQRGSP
LHAGNSLRAESPADPDSALWAVROATIQRWROREQELRQOLESSEARATGLOEQLSESQRE
LOASRSLLQEERQDLRGKLEAQSREAQWSRMTSELLGREKTALEETVEELRGEAATSHAE
KQTLEARNAELORSLRQCTEQKEALERQGERGRRALESSQGRLEQLEGTVSGLKTELVSA
QEALDSARLQRDILESEREGLHGALARAESSKADLELLVSRLKAEGVEQRDSLAKMAAVT
EALAQDKGSLNHLVLQLEQERDELRAQQQTLAQGQAGTREQLAQAERQVELLRAERRGLQ
RACGRLEERLERLEGQATRLRRERAQLOEQVGQVTCKKQALEKQLAQSLODQEAQMAALQ
RALQEKEALSEERVQLLAKQEALEKQGOLMAEEAADLRAERDALESSLFEAQQLASQLQA
ROEQLEGEARGARLARQALQGAAPMKLEQLQOSVQEAQETRLRRQAAQQERDAQLALESRA
LAHREDLARLOQREKETLSLSLMEEKEAAARRLKQEKELVAKNATRRAALKEEIQSLRRER
DESLLQLOHEKQQSPQPAQERPTPVTQALLLRDAELSRLRGELQLVRQEAQGQQEQAEAT
ISTVASELKALQAQFEDAISAHQTEARALRETLRALVAQRSSTGREAETLRAQLDEAHEA
LAALHRELQGSEETQEGLOQKEARDARRALADAAREKDALRDSNTELRATLRRAEQEKASFE
KRSTEEREQKVLVLEEAWASAQKQAGELRASLREAERAAVDTQQOLOELRRQVTTLEAEN
ORKSRELVRLOQTRGAQEPSRQEALALQTLVAEAKAAREDSQWEVRRLRRMLAEVEAQAKT
REKHLERQLCESRGSERALWAELRGVARKLLOADGVADSLQARPDRACGRAHGLKQEPAR
AEGTQRETEDQRGQLWSMLHPSVGLHGWSPVASPEPAGPPSRGQCPPRPPSHPPGAPQPP
RGSPSLPEKGARASMRDAQRDLTQKLWDAQWEGAGRRLSLGLQAFCLSPLALGEAESEPT
WALSRIGOQLOKALAVAEKGWHQVEDKLSSAQAMWALQEEALPR

>Equus caballus CROCC2 (ENSECAP 211509)

AERDELASRHHAVSERDLEHSVDLEEALGRLEAAEQRSTGLSQVNALLREQLEHLKKAND
TLAEELARTTGSVLHLRGELELREAQRRTERONSNWYLSKWEPRDFLLMWRQVTALRAHL
AELRAATERGLADMRADTARTARRLHRACLNLDSHLRLSASRAADALEQRALQGTRLEQQ
LRDKVREMLQOLQGRWDTEKVALQARWVPGSAGPPGLSEQMLLVEKLTEQNSKKERTISSL
KMDVQKLVRGAGRQRPCRGVSVRLAEGSALAAGVPAWRRPAGSGRPEGPSGDRLRSPPRT
ASPYRGVSPPRTRSLAASDPALRAVOQAAIQRWRLKEQELRLQLESSQAVVAGLREQLSES
OQELRASRRLLOQERAQEQAREYEDLLGKLEAQSREAQHCRATSELLGREKKALESVVEEL
RGKANTWDVERQRLETKNAELQRSLLLWAGQKEELVQRGQRGRRELETSQGRLEQLEEKV
SWLKKELLSAREALNTAQLOQRDVLESEREGLRGALARAESGSADLELLVTRLKSEGVEQR
DSLAKMAALMEGLAQDKGTLNHLVLQLEQERDQLREQQKALEQERAGAQEQLAQAEQQLE
LVRAERRGLOQQACGRLEEQLEQLEGRAAQLRRERAQLQEELGQVTCKKQALEEQLAQSLQ
DREAQMATLQRTLKEKEALSEERTQLLAQQEALERQGRLTAEEAADLRAERDSLESSLLE
AQQLAMOLOAQQEQLEGEAQSARLARQALQVEMEQLKSTWEVQETKLOWDVGRLORQVAQ
QERDMQLALESQALAHREDLARLQREKETLSLSLTEEKEVAARRLEQEKELLAKSAAKRE



VLKEEIQSLKHERDESLLOLEHEMQOALSLKEAERSLLREELSRATWELERLQQEAQSRE
EQAEATISATTAELKALQAQFEDAISAHQTEAAALSKSLREMAAERSNAGREAERLRAQL
EEAQEGLAALRQELQGSEESREGLRREALEARQALGDETREKDVLOLSNAELRAAVRRAE
QEKASFKRSKDEKEQKVLVLEEAQAAAQKQAGELRASLREAEQARGEARRELQELCRQVK
TLEAENRRRSQEVSRLOQARVAQDAQRQQOQSROEALELQROQVAEGEAAQKEPLRSLLOVLR
LORKLAEVEAGGEARERQLEERLHESRGTEQSLRAELRGVTGQLOQAGGVADSLRTRLDE
ACRRVHSLEQQLAHTEGARQDAESQLGRLWSTLRRGLGLGARSPSTSPERPGSPTKGQCS
DGSEGHSGRHSASPPGPARPSHGPRLHPEIHGPEVDVASVRDTLRDEVQLRDAQRERDNW
RLOVASLSSRLSEAESERARAQSRMROQLOKALAEAEEGWRQAEGETSRARAAQALQEEAL
ORLQTE

>Loxodonta africana CROCC2 (ENSLAFP 23187)
ETTEARLRRSELEHSVDLEEALGRLEAAEQRSTGLAQVNTLLREQLEHMKKANDALAEEL
ARTAGGVLRLRGELGRREERRQPNMESNGENCVYWTGESQNLLPLWRQATALOAYLAELR
AATERGLADMRAEAARTARRLHTACLNLDPNLRLSAHSAAGAQEQQLRDKVQEMLALQGC
WDAEKVALQARLSEQTQLVERLTEENTEKEGTIRALTVEVQGLESRRGRGQPSMDDLRDQ
VDALRQVLNSITKVPLPSPALQGLRVFRKKGTELVQSGSTEGYEMLGQPKRPLHTTYPGP
GGLSPPQAQSPAALDPALRAVRVAIERROQOREQELRWKLEASQAVAAGLREQLSECRQEL
LASKGPLWEQAWEHEALLGELEAHRWEAQGCRASEERLGREKAALEAVVEELRGQVDISA
VERCRLEAENVELQRSLLLCAEQGNELAQQEQRSRRELDTSQGHLEQLEEKVSGLKKELV
LAREALNATQLORDVLEGENEGLRSALARAESSNADRELLVTRLKSEGVEQRDSLANMAT
LMEGLAQDKGTLNHLILQQLEQERDRLREQOQRVLEQEQARSLEQLARAEQQLAREQAERR
SLPEGSVQLAREAQLQSRWPVRHLWAGLOCQLPQVTCGKQALEEQLAQSLODREAQMDTL
ORAMQEKEALSEERAQLLAKQEALERHSRLMAKETADLRVERDSLESSLEFEARQLVSKLOQ
TOOEQLEGEAQSARLMROALQVDMEQLKSTGEVRETKLOWDLEQLRRQVAQQERDSQLAL
ESQAVAHREDLARLQREKRPGKVYKMLSKCRMAGTEAQRGRELKGCLCRFLPPPHSSNVQ
RGAASSRAPVSFTCTPSCHLOALSLKEAERNLLREELSTATQELERARQEAQGQQERAKA
TISTVTEELRVLOAQFTDAISTHQKESAALSTSLREVAAERSSMGREAERLRAQLDVAQE
GLAVLRRELQGVEESCEGLRREALEARRALADEAREKDVLOLSNTELRASIRTAEQEKAS
FKRSKEEHEQKVLILEEAHAAARKEAGELRAGLREVERARADARRELQGLRROQVKALEAE
SORKGQEVGELOQARAARDTQLOEQGOOEALELQRRAAELEVAYEGARKEVLGLORKLAAA
EASGEAQEKQLTAQLRDSRAAEQTLQAEVRSVARKLRLADGTAEGLRARLDSACSRIRGL
EQELAQAEGARRDVETQLDRLCSTLRRSLGLOGQSPVASPERSSSPTKGSDGSQAQTWRQ
STSPPAESCSQLRWPSPGARDVEVLDVVCVRNALRDEFVOQKLWDAQRERDDARCQAVSLSS
QLSEAESARARAQSRTAQLOEALAEAEEGORRAEAEVSSVQAARALOQEEALSRLEMEHLA
STRAADKERCRLQVEAQLEWASELAGTRRRYLELPVAELPRTSAELRATSVKGNAQEELG
SRGAGAAGLLRRGDGLQSVISQSAVDERRAALTVTRYGAAREESNWSPCSPRREGRGLCFE
PLAASALQLILIRKPLLEYEKMCTSGKWSFSNLQEQLDALHQALDESRRHSQGLAATGRL
LEGQLAGLERRCQEAEGTLEPLRQVLRRRORGEQAAAAAEKRVLREQTAALRTERARLQG
QLAALRARLAQVPSAGPGVGRTRNPGRGSQRRTERETMRREGTAARLEAKKEQLDQSLSA
LHQEVNGALRONQOLOAQMAELEQAHTORLOELAAQHQQODLAAEAEQLHGAQLQAAQALE
FRERTHQQRVKVLEQQVASLREQLDOQEEQRRRQSPOAAGSAPPSQ

>Dasypus novemcinctus CROCC2 (ENSDNOP_27065)

VLORLETTVLSPTASREDRALTVRGDGRGASPTPVPARIREIVAGSLSEEPPQGVREPPG
AAARVREENTLLOQEELSRLEDLLAQTGAERDELASKYHAVSERSRSCSKRPPGSERVKLG
RGSVVQOMGKLRQESDDARYARAPSLCQPFLERNGFAAGLGAGGHGLRAARCGQLQARLGS
TGARLRRSELEHSADLEEALGRLEAAEQRSTGLAQVNALLREQLOQHMKTANDRLAEELAR
TTGSVLRLOGQLERGQAWRQAEREFIYFFNIQCIFVKMSFYLSGLGFIRLLVSLIVFITL
DDILVLGATLKKANCGSKSTGEIFSPSAALONSROSVPSLPAVFGLAMRVQLLEYHLHVA
QRAVGAGRKHIPRGASSARCHWLNEGVGAPOMWNKGRGSDNGEVAAQEARCHGAQQAVDS
LKDKVGSLOHALSSVSKVAQADTEHPQPAWSSSAEGEEVRGWPRSPLPTATPPPRGRSPP
RACSPAAPDQALQAVQTALERRRQOEQELCLRLESSQEAAAGLREQLSESRRELRASWRE
CERLRGQLEARRCGAARELRDREKEALETALEQLRAKADAADAEKHRLEAANAELRRSLR
GRTEQQEELARRGARSQRELEASQGRLEQLEDKVSGLKKELVAAREALSAAQLRQDVLEG
EGEALRGALARAESSNTALELLVTRLKSEGVAQRDSLAKMAALMEGLAQDKGTLNHLVLQ
LEQERDRLOERQKALEQAGAGAREQLAGVEQQLERERAEKQGLOQACGRLEEQQGQOLEGQ
AAQLRHERAQLQEQVDQVFGTRSGGESPLSCLRCPAEAEVSSVSRRAGQOSEACKHTGGLA
PVCPPLSRNGMAASERYGPRRAARDSLESSLFEARQLATQLOAQQAQLEAEAQGARRANWR
DLOVEMEQLKSTWEVQGTKLRWELEQSQROVARLERDSQLALDSQALAHREDLAQLQREK
ETLTVALAEEKEAAACRLEQERELVAKTAGEREALRDEVRSLKQEWDESLLQLEQELQOQOA



LSLKEAERSLLSQELSGATQQLEQAGQEARSRQEQAEATVSAMAEELRALQAQFEEAIST
HOREAATLNGSLREAAAECSSVGREAEQLRAQLDVAQEGLAALRRELQSSEERGKGLRGE
VLEARRALGDEAREKDVLQRSNAELRAAVRQAEQDRASFKRSKEEKEQKLLVLEEARAAA
QKEAGELRASLREAEKARADVHRDLQELRRQVRTLEAENQRKGQEVSTLOAQRAQDAERR
ROSQREALELQRAGAEAEAARKEVLQLORKLAEAEAGAEGHLRESRAAERALRAEADGLR
ARLDVACASVCSLEQELARAEGARRDAEAQLCRLGSVLRRGLALGGRSTPASPARPGSPT
KALQPPCPAGSDGLQOSASPPAGPRSPLRGSSPAPRDHSAEAVDVAAVQGALTDLVQRLRG
AHWERDDARLQVVGLSARLGEAESGRARALSHAGQLOQRALAEAEEGORRAEAELSSARAA
GTLOQEEQLRAGAAEKRHLOKVVAYLHEFSCQCSSQPSASWEEARSPAYCDDLKLYGSQKKT
PEPLLASSEAPPTLLCQRAVLOGONEPQSRILEEESSEPRPLPRHVSGIAKKGAQPRDGA
GCSREPTKRSSGQLAKKAGSRPALPSLGVRGSARVVVTIQONTLAPACFPPLCIPLTARQG
DPVSPLPQEQLEALRQALEDSRRHGQGLGARGRQLEAQLADLGRRCQEADGALEPLRQVL
RRRORSDOQAAERRVLREETAALRTERTRLOGELAALRARLAQVRPVPVRAQRDTVPGCRR
QVFRTESETLRREGDTARLGAKKEQLDQSLSSLRQEVDGALRQSQOLOAQVAELEQAHRR
RRELATQHQHDLAAEAEQPPRAQLOAAQALASPGQTHQRRVKVLEEQVASLKEQLDQEAQ
Q

>Myotis lucifugus CROCC2 (ENSMLUP 17303)
VFQRLEDTVLSPTASKEDRALTVRGEGWQASPTPLPARIREIVASSLGEEPPQGVREPPG
ASAQVQEESELLQGELSRLEDLLAQVGAERDELASRYHMVSERLRNSCDPWPGSSILCAF
QGVRQAAARGRFGYKVRGVGSGGNPPPPCPQGLSSLPOQHPRLCSESAHLLQAQLQTTEAR
LRRSELEHSVDLEEALGRLEAAEQRSTGLSQVNTLLREQLEHMKKANDALAEELARTTGS
VLHLRGELELREAQRWTERQTRRSHLGVQPODFLLLWRQVTALRTHVAELRSASERSLTD
MQAEAARTARRLHTACLNLNSNLOQLSASSSAGALERQALOQGAWLEQQLRDKVREMLQOLOG
RWDTEKVALQARLSEQKLLVEKLTEQNSEKERTISSLRMDVQRLESWRSGGQLAADNLKE
EVKSLRRVLNITITEVAQADSRCPELAQSSSTDREKAQRPLRSPPRTSSLHWGASPPRAHS
RASPDPALRAVQAAIERRROQOEQELRLOLKSSQAVTARLREQLSERQRELRASRRLLOER
EQERGDLLDRLEAQSQKAQHFRAASELLGREKKALELEMEELRGKMDVWDMDKQKREAE T
AELQRSLLLWTQOKEELEQQGERGRRELQTSQGRLEQLEEKVSGLKKELVSAREALNAAR
LORDVLESEREALHGTLARNADLELLVTRLKSEGVQQRDSLAKMATLMEGLAKDKGSLTH
QVLOSMEAQVCGAWAWRHRCVGHPPPPRQLQOEGDQLREQEQVLRQERADARERLALAEQ
QLEQLEGQADRLORERAQLOEQVGOVTCKKQALEEQLAQSLRDQEAQMDTLRTALQEKEA
LLEERVQLLAKQEALERQGRLTAEEAADLRYPGAYGQGVCAWPCLREAAVWQGAAEETWR
ASGRRKVLGRESSLVELEQLKGAWEVQETKLEWDIGQLRROMAQQOEREAQLALESQALAH
CEDLARLQREKETLSLSLTEEKKVAACRLEQEKELVAKSAAKREALKEEIQSLKHERDES
LLOQLEHEMQOQCDTVKYSLSSEWKDKHWVCAHSCSTLRFLRRRKKRXRKAQGTRNRATVRA
TAAELKALQAQFEEAISAHERETSALNHSLRKMAAERSNAGREAEQLWAQLGEAQEGLAV
LRRELQGSEDSLEGLRREVVDAHRALGDEALEKDMLORSNAELQAAVCKAEQEKASFQRA
KEEKEQKVLVLEEARAAAQKEAGKLRASLQEAERAQLDTCRELRELRSQVKMLETENQRK
SQEVCQLQOAQCAQDSQOROOQOSWREALELQROQAAEVDAAREDAQKEVLRLOOQKLAEVKERL
CESHRAEQSLRAELHGATMKLQQOASSVTDSLOARLDRACHRVHSLEQELARAEGARRDAQ
GOLSRLWSTLCCELGLRAQGPSASPKRPGSPTKGLDGSQGHSGRHSASPPARSRSPLRWP
SPAPGQQGPDMDVASVODALRDFMOKLRDAQQERDNWRAQVRHLSSWLREVERERARAQS
HVGQLKTALAQAEEGWRQAEREAGSAQATRALQKEVLOQRLEREHLASVRTAGQEKRRLQV
GTPHPRAGRGK

>Homo sapiens CEP250 (ENSP 380661)

METRSPGLNNMKPQSLOLVLEEQVLALQQOMAENQAASWRKLKNSQEAQORQATLVRKLQ
AKVLOYRSWCQELEKRLEATGGPIPQRWENVEEPNLDELLVRLEEEQQRCESLAEVNTQL
RLHMEKADVVNKALREDVEKLTVDWSRARDELMRKESQWOMEQEFFKGYLKGEHGRLLSL
WREVVTFRRHFLEMKSATDRDLMELKAEHVRLSGSLLTCCLRLTVGAQSREPNGSGRMDG
REPAQLLLLLAKTQELEKEAHERSQELIQLKSQGDLEKAELQDRVTELSALLTQSQKQNE
DYEKMIKALRETVEILETNHTELMEHEASLSRNAQEEKLSLQOVIKDITQVMVEEGDNIA
OGSGHENSLELDSSIFSQFDYQDADKALTLVRSVLTRRRQAVODLRQQLAGCQEAVNLLQ
OQHDOWEEEGKALRQRLOKLTGERDTLAGQTVDLQGEVDSLSKERELLOQKAREELRQQLE
VLEQEAWRLRRVNVELQLQGDSAQGOKEEQOEELHLAVRERERLOQEMLMGLEAKQSESLS
ELITLREALESSHLEGELLRQEQTEVTAALARAEQSIAELSSSENTLKTEVADLRAAAVK
LSALNEALALDKVGLNQQLLOLEEENQSVCSRMEAAEQARNALQVDLAEAEKRREALWEK
NTHLEAQLOKAEEAGAELQADLRDIQEEKEEIQKKLSESRHQQEAATTQLEQLHQEAKRQ
EEVLARAVOQEKEALVREKAALEVRLOAVERDRODLAEQLQGLSSAKELLESSLEFEAQQON
SVIEVTKGQLEVQIQTVTQAKEVIQGEVRCLKLELDTERSQAEQERDAAARQLAQAEQEG



KTALEQOQKAAHEKEVNQLREKWEKERSWHQQELAKALESLEREKMELEMRLKEQQTEMEA
IQAQREEERTQAESALCOMOLETEKERVSLLETLLOTQKELADASQQLERLRODMKVQOKL
KEQETTGILQTOLOQEAQRELKEAARQHRDDLAALQEESSSLLODKMDLOKQVEDLKSQLV
AQDDSQRLVEQEVOEKLRETQEYNRIQKELEREKASLTLSLMEKEQRLLVLOEADSTIRQOQ
ELSALRQDMQEAQGEQKELSAQMELLRQEVKEKEADFLAQEAQLLEELEASHITEQQLRA
SLWAQEAKAAQLQLRLRSTESQLEALAAEQQPGNQAQAQAQLASLYSALQQOALGSVCESR
PELSGGGDSAPSVWGLEPDONGARSLFKRGPLLTALSAEAVASALHKLHQDLWKTQQTRD
VLRDOQVQKLEERLTDTEAEKSQVHTELODLORQLSONQEEKSKWEGKONSLESELMELHE
TMASLOSRLRRAELQRMEAQGERELLOAAKENLTAQVEHLOQAAVVEARAQASAAGILEED
LRTARSALKLKNEEVESERERAQALQEQGELKVAQGKALQENLALLTQTLAEREEEVETL
RGOIQELEKQREMQOKAALELLSLDLKKRNQEVDLOQEQIQELEKCRSVLEHLPMAVQERE
OKLTVQREQIRELEKDRETQRNVLEHQLLELEKKDOMIESQRGQVQDLKKQLVTLECLAL
ELEENHHKMECQQOKLIKELEGQRETQRVALTHLTLDLEERSQELQAQSSQIHDLESHSTV
LARELQERDQEVKSQREQIEELQROKEHLTQDLERRDOQELMLOKERIQVLEDQRTRQTKI
LEEDLEQIKLSLRERGRELTTQRQLMQERAEEGKGPSKAQRGSLEHMKLILRDKEKEVEC
QQEHIHELQELKDQLEQQLOGLHRKVGETSLLLSQREQEIVVLOOOLOEAREQGELKEQS
LOSQLDEAQRALAQRDQELEALQQEQQQAQGOEERVKEKADALQGALEQAHMTLKERHGE
LODHKEQARRLEEELAVEGRRVQALEEVLGDLRAESREQEKALLALQQQCAEQAQEHEVE
TRALODSWLOAQAVLKERDQELEALRAESQSSRHOEEAARARAEALQEALGKAHAALQGK
EQHLLEQAELSRSLEASTATLOASLDACQAHSRQLEEALRIQEGEIQDQDLRYQEDVQQL
OQALAQRDEELRHQQEREQLLEKSLAQRVOENMIQEKONLGOEREEEEIRGLHQSVRELQ
LTLAQKEQEILELRETQORNNLEALPHSHKTSPMEEQSLKLDSLEPRLORELERLQAALR
QTEAREIEWREKAQDLALSLAQTKASVSSLQEVAMFLOASVLERDSEQQRLODELELTRR
ALEKERLHSPGATSTAELGSRGEQGVQLGEVSGVEAEPSPDGMEKQSWRQRLEHLQQAVA
RLEIDRSRLORHNVQLRSTLEQVERERRKLKREAMRAAQAGSLEISKATASSPTQQODGRG
QOKNSDAKCVAELQKEVVLLOAQLTLERKQKQDYITRSAQTSRELAGLHHSLSHSLLAVAQ
APEATVLEAETRRLDESLTQSLTSPGPVLLHPSPSTTQAASR

>Pan troglodytes CEP250 (ENSPTRP 465109)

METRSPGLNNMKPQSLOLVLEEQVLALOQOMAENQAASWRKLKNSQEAQQRQATLVRKLQ
AKVLQYRSWCQELEKRLEATGGPIPQRWENVEEPNLDELLVRLEEEQORCESLAEVNTQL
RLHMEKADVVNKALREDVEKLTVDWSRARDELMRKESQWOMEQEFFKGYLKGEHGRLLSL
WREVVTFRRHFLEMKSATDRDLMELKAEHVRLSGSLLTCCLRLTVGAQSREPNGSGRMDG
REPAQLLLLLAKTQELEKEAHERSQELIQLKSQGDLEKAELQODRVTELSALLTQSQKONE
DYEKMIKALRETVEILETNHTELMEHEASLSRNAQEEKLSLOQQVIKDITQVMVEEGDNIA
QOGCGHENSLELDSSIFSQFDYQODADKALTLVRSVLTRRROQAVODLROQLAGCQEAVNLLQ
QOHDOWEEEGKALRQRLOKLTGERDTLAGQTVDLQGEVDSLSKERELLOQKAREELRQQLE
VLEQEAWRLRRVNVELQLQOGDSAQGOKEEQOEELHLAVRERERLOQEMLMGLEAKQSESLS
ELITLREALESSHLEGELLRQEQTEVTAALARAEQSIAELSSSENTLKTEVADLRAAAVK
LSALNEALALDKVGLNQQLLOLEEENQSVCSRMEAAEQARNALQVDLAEAEKRREALWEK
NTHLEAQLQKAEEAGAELQADLRDIQEEKEEIQKKLSESRHOQQEAATTQLEQLHQEAKRQ
EEVLARAVQEKEALVREKAALEVRLOAVERDRODLAEQLQGLSSAKELLESSLFEAQQQON
SVIEVTKGOLEVQIQTVTQAKEVIQGEVRCLKLELDTERSQAEQERDAAARQLAQAEQEG
KTALEQOQKAAHEEEVNQLREKWEKERSWHQQELAKALESLKREKMELEMRLKEQQTEMEA
IQAQREEERTQAESALCOMOLETEKERVSLLETLLOQTOKELADASQQLERLRQDMKVQKL
KEQETTGILQTOLOQEAQRELKEAAWQHRDDLAALQEESSSLLODKMDLOKQVEDLKSQLV
AQDDSQRLVEQEVQEKLRETQEYNRIQKELEREKASLTLSLMEKEQRLLVLOEADSTIRQQ
ELSALRQODMQEAQGEQKELSAQMELLROQEVKEKEADFLAQEAQLLEELEASHITEQQLRA
SLWAQEAKAAQLQLRLRSTESQLEALAAEQQPGNQAQAQLASLYSALQQALGSVCESRPE
LSGGGDSAPSLWGLEPDONGARSLFKRGPLLTALSAEAVASALHKLHQDLWKTQQTRDVL
RDOVOKLEERLTDTEAEKSQVHTELODLORQLSONQEEKSKWEGKONSLESELMELHETM
ASLQSRLRRAELOQRMEAQGEQELLOQAAKENLTAQVEHLOQAAVVEARAQASAAGILEEDLR
TARSALKLKNEEVESERERAQALQEQGELKVAQGKALQENLALLTQTLAEREEEVETLRG
QIQELEKQREMOKAALELLSLDLKKRNQEVDLOQEQIQELEKCRSVLEHLPMAVQEREQK
LTVOREQIRELEKDRETQRNVLEHQLLELEKKDOMIESQRGQVQODLKKQLVTLECLALEL
EENHHKMECQOKLIKELEGOQRETQRVALTHLTLDLEERSQELQAQSSQIHDLESHSTVLA
RELOERDQEVKSQREQIEELOQRQKEHLTODLERRDQELMLOKERIQVLEDQRTRQTKILE
EDLEQIKLSLRERGRELTTQRQLMOERAEEGKGPSKAQRGSLEHMKLILRDKEKEVECQQ
EHIHELQELKDQLEQQLQGLHRKVGETSLLLSQREQEIVVLOQOQLOEAREQGQLKEQSLE
SQLDEAQRALAQRDQELEALQOEQQOAQGOEERVKEKADALQGALEQAHMTLKERHGELQ
DHKEQARRLEEELAVEGRRVQALEEVLGDLRAESREQEKALLALQQOCAEQAQEHEVETR



ALQODSWLQAQAVLKERDQELEALRAESQSSRHQEEAARARAEALQEALGKAHAALQGKEQ
HLLEQAELSRSLEASTATLQASLDACQAHTRQLEEALRIQEGEIQDODLRYQEDVQQLOQ
ALAQRDEELRHQQEREQLLEKSLAQRVQENMIQEKONLGQEREEEEIRGLHQSVRELQLT
LAQKEQEILELRETQORNNLEALPHSHKTSPMEEQSLKLDSLEPRLORELERLQAALRQT
EAREIEWREKAQDLALSLAQTKASVSSLOQEVAMFLOASVLERDSEQORLODELELTRRAL
EKERLHSPGATSTAELGSRGEQGVQLGEVSGVEAEPSLAGMEKQSWRQRLEHLQQAVAQL
EIDRSRLORHNVQLRSTLEQVERERRKLKREAMRAAQAGSLEISKATASSPTQODGRGOK
NSDAKCVAELQKEVVLLOQAQLTLERKQKQODYITRSAQTSRELAGLHHSLSHSLLAVAQAP
EATVLEAETRRLDESLTQSLTSPGPVLLHPSPSTTQAASR

>Gorilla gorilla CEP250 (ENSGGOP_8041)
MKPQSLQLVLEEQVLALQQOMAENQAASWRKLKNSQEAQORQATLVRKLQAKVLQYRSWC
QELEKRLEATGELTVKRWENVEEPNLDELLVRLEEEQQRCESLAEVNTQLRLHMEKADVV
NKALREDVEKLTVDWSRARDELMRKESQWOMEQEFFKGYLKGEHGRLLSLWREVVTEFRRH
FLEMKSATDRDLTELKAEHVRLSGSLLTCCLRLTVGAQSREPNGSGRMDGREPAQLLLLL
AKTQELEKEAHERSQELIQLKSQGDLEKAELQDRVTELSALLTQSQKONEDHEKMIKALR
ETVEILVHDPLLWKGVGHGLVDSLCFMICMQCVLTREELANSEYPRDSDNEAMRSTLGLK
HPFTVQRQHPSPIYSPPSPKGEDDADKALTLVRSVLTRRRQAVODLRQQLAGCQEAVNLL
QOOOHDOWEEEGKALROQRLOQKLTGERDTLAAQTVDLQGEVDSLSKERELLOQKAREELRQQL
EVLEQEAWRLRRVNVELQLQGDSAQGQKEEQQEELHLAVRERERLHREVSLSFEMLMGLE
AKQSESLSELITLREALESSRLEGELLRQEQTEVTSALARAEQSIAELSNSENTLKTEVA
DLRAAAVKLSALNEALALDKVGLNQQLLOLEEENQSVCSRMEAAEQARNALQVDLAEAEK
RREALWEKNTHLEAQLQKAEEAGAELQADLRDIQEEKEEIQKKLSESRHQOQEAATTQLEQ
LHQEAKRQEEVLARAVQEKEALVREKAALEVRLOAVERDRODLAEQLQGLSSAKELLESS
LFEAQQONSVIEVTKGQLEVQIQTVTQAKEVIQGEVRCLKLELDTERSQAEQERDAAARQ
LAQAEQEGKTALEQQKAAHEEEVQICGQEKERSWHQQELAKALESLEREKMELEMRLKEQ
QTEMEAIQAQREEERTQAESALCOMQLETEKERVSLLETLLQTQKELADASQQLERLRQD
MKVOQKLKEQETTGILQOQTQLOQEAQRELKEAARQHRDDLAALQEESSSLLODKMDLQKQVED
LKSQLVAQDDSQRLVEQEVQEKLRETQEYNRIQKELEREKARRVLGLGLKELINSTSQLE
SRTEKMRNSRLAMPFLSQDVLRDOQVQKLEERLTDTEAEKSQVHTELQDLQRQLSONQKEK
SKWEGKONSLESELMELHETMASLOSRLRRAELOQRMEAQGERELLOQAAKENLTAQVEHLQ
AAVVEARAQEREQKLTVQREQIRELEKDRETQRNVLEHQLLELEKKDOMIESQRGQVQDL
KKQLVTLECLALELEENHHKMECQQKLIKELEGOQRETQRVALTHLTLDLERARPGADHSE
AADAGTGRGREGPKAYPRTPGAQRPAGAAAPGPAQSQLDEAQRALAQRDQELEALQQEQQ
OAQGQEGALEQAHMTLKERHGELQDHKEQARRLKEELAVEGRRVQALEEVLGDLRAESRE
QEKESQSSRHQEEAAWARAEALQEALGKVHAALQGKEQHLLEQAELSRSLEASTATLQAS
LDACQAHTRQLEEALRIREGEIQDODLRYQEDVQQOLQOALAQRDEELRHQQEREQLLEPR
LORELERLQAALRQTEAREIEWREKAQDLALSLAQTKASVNSLQEVAMEFLQASVLERDSE
QOORLODELELTRRALEKERLHSPGMEKQSWRQRLEHLQQOAVARLEIDRSRLORHNVQLRS
TLEQ

>Mus musculus CEP250 (ENSMUSP 105247)
METGSPGLNMKPQSLQLVLEGQVLALQQOOMAENQAASWRKLKNSQEAQKRQATLVRKLQA
KVLOYRSWCODLEKRLEATGGLIPQRWESVEEPNLEQLLIRLEEEQQRCESLVEVNTELR
LHMEKADVVNKALQEDVEKLTVDWSRARDELVRKESQWRMEQEFFKGYLRGEHGRLLNLW
REVVTFRRHFLKMKSATDRDLTELKAEHARLSGSLLTCCLRLTLRAQSRESSGSGRTEES
EPARLLLLVAKTQALEKEAHEKSQELMQLKSHGDLEKAELQDRVTELSALLTQSQKONED
YEKMVKALRETMEILVCGPLCCRGAKKGLAGSLLFEFVDK

>Rattus norvegicus CEP250 (ENSRNOP 52126)

MEKADVVNKALQEDVEKLTVDWSRARDELMRKESQWRMEQEFFKGYLRGEHGRLLSVWRE
VVTFRRHFLKMKSATDRDLTELKAEHARLSGSLLTCCLRLTLRAQSRDSSGSGRSDESEP
AQLLLLVAKTQALEKEAHEKSQELMQOLKSQOGDLEKAELOQDRVTELSALLTQSQKQONKDYE
EMVKALRGTMEILETNHAELMEHEASLSRNAQEEKLSLQHVIKDITQALASVEEEDTVTQ
TPGSENSLQSDYNDLSQFDSQDPNKALTLVHSVLTRRQQAVODLRQQLSGCQEAMSFLQQ
OHNOWEEEGKALRERLOQKLTGERDALAGQTVDLOGEVDSLSKERELLOQTARGELQQQLEV
LEQEAWRLRRVNVELQLQGDSAQGEKLEQQEELHLAVRERERLQETLVGLEAKQSESLSE
LIALREALESSRLAGELLKQEQEEVAAALARAEQSIVELSSSENSLKAEVADLRAAAVKL
GALNEALALDKVALNQQLLOLEQENQSMCSRVEAAEQLRSALQVDLAEAERSREALWEEK
THLETQLRKAEETGAELQAELRGAREEKEELKEKLNEAHHQQOEAATAQLQOQQLHQDAERQE
EALARAGQEKEALVRERAALEVRLQAVERDRODLAEQVLGLRSAKEQLEGNLFEAQQONS



VIQVTKSQLEVQIQTIIQAKEVIQGEVKCLKLELDTERSHAEQERDAVARQLAQAEQEGQ
AALERQKVAHEEEVNRLOEKWEKERALLQOKLDKTLETLERERTELEMKLREQHTETEAL
RAQREEERTQADSALYQOMQLETEKERVSLLETLLOQTQKELADASQOLERLRQDMKVQKLK
EQETTGMLOAQLRGAQQOELKEAIQOHRDDLAAFQKDKIDLOKQVEDLTSQLVTHNDSQRL
VKQEIEEKVREAQECSRIQKELEKEKASLTLSLVEKEKRLLVLOQEADSVRQRELVSLRQD
IQOEAQEGQRELGVQVELLRQEVKEKEADFVAREAQLLEELEASRIAERQVRASLWAQEAK
AAQLOLOLRSTEAQLEALVAEQQPENQAQAQLRSLYSVLOQALGSACERRPELRGGGDSV
PTPWGSDPDONGASRLLKRGPLLTALSAEAVALALQKLHODLWKAQQARDDLRDQVQOKLV
QORLTDTEAQKSQVHSELQODLORQLSQSQEEKSKWEGKONSLESELRDLHETMASLQSRLR
QAELQKMEAQNDRELLOQASKEKLSAQVEHLQACVTEARAQASAAGVLEEDLRTARSALKL
KNEEIESERERAQALQEQGELKVAQGKALQENLTLLAQTLSNREREVETLOAEVQELEKQ
REMOKAALELLSLDLKKRSREVDLQQEQIQELEQCRSVLEHLPMAVQEREQKLSVQRDQI
RELENDREAQRTALEHQLLDLEQKAQVIESQRGOIQDLKKQLGTLECLALELEESHRKVE
GQOKVITELEGORELORVALTHLTLDLEERSQELQTQSSQLHELENHSTRLAKELQERDQ
EVMSQROQIEELOKQKEQLTQODLERKGQELVLOKERIQVLEDQRTLOTKILEEDLEQIKH
SLRERGQELASQWQLMQERAEDGKSPSKAQRGSLEHLKLILRDKEKEVECQQERIQELQE
HMGQLEQQLQGLHRKVGETSLLLTHREQETATLOORLOEAKEQGELREQVLOGOLEEAQR
ALAQRDHELEALRQEQQOTRGOEESMKQKTSALQAALEQAHVTLKERQGELEEHRGQVOR
LOEELIVEGRQVRALEEVLGDLRAESREHEKTVLALQORCAEQAQEHEAEARTLODSWLQ
AQATLAEQEQELEALRAENQYSRQQOEEAAFGQAEALQEALSKAQATLOQEKEQRLLEQAEL
SCTLEASTATLQATLDTCQARARQLEEALRVREGEIQTOALQHQEAMOHLOOELCQOKEED
LROODEQRQLLEKAVAQRSQENGIQEKQSLEQEKEEETRGLLESLKELQLTVAQKEEEIL
MLREAQORONQEASSPSHRSFPAEKPSLOLLLAQQDLERLONALRQTEAREIEWREKAQG
LALSLAQSKASISSLOQEIAMFLOASVLERESEQQORLOEELVLSROALEEQQSRGPHSSSR
ADQGPKAGQODTEPGEVIEAEPSPGVGEKEQLRQRLERLOQAVAELEVDRSKLQCHNAQLR
TTLEQVERERRKLKRDSLRASRAGSLEARETMNSSPTQODGRGSQRGSSDSMLMVELQRE
VALLRAQLALERKQRQODYIARSVQTSRELAGLHHSLSHSLLTVAQAPEATVLEAETKKLD
ESLNQSLTSPAPFLHPSLDTTQONTHR

>Canis familiaris CEP250 (ENSCAFP 40980)
METRGPGLNNMKPQSLOLVLEEQVLALQQOMAENQAASWRKLKNSQEAQQORQATLVRKLQ
AKVLOYRTWCQELEKQLEATGGPTPQRWESMEEPDLEQLLVRLEEEQQRCESLAEVNTQL
RLHMEKADMVNKALREDVENLTVDWSRARDELRRKESQWOMEQEFFKGYLKGEHGRLLGL
WREVVTFRRHFLEMKSATDRDLTELKAEHVKLSGSLLTCCLRLTVGTQSRESDGSGRRDG
SEPTOQLLLLLTKTQELEKEAHERSQELIQLKSRGDLEKAELQDQVTELSALLIQARKQNE
EYEKMLGALRETVEILETNHAELMEHEVSLSKNAQEEKLSLOQQVIRDITQVMVEEGDSMT
QGCGRDSSLELDPSGLSSQFDSQDPDKALTLVRSVVTQRROAVODLRQOLSACQEAMSSL
ROOHNOQWEEEGEALRQRLOKLTGERDTLAGQTSDLQGEVESLSKERELLQKTREELQQQL
EVLEQEAWRLRRTNMELQLQOGDSVQGEKEEQQEELHLAVRERERLOQETLASLEAKQSESL
SELIILREALESCHLEGELLRQEQTEVTAALARAEQSVAELSSSENSLKAEVADLRAATI
KLSALNEALALDKVGLNQQLLOQLEQENQSVCHRMEATEQARNALQLGLAEAERSREALQE
KNTHLEAQLQKAEERGAELQADLRAIQDEKEEIQEKLSEARHQQOQEAALAQLDQLRQETKR
QEEVLAREVQEKEALVRERAALEVRLQAVERDRODLAEQLLGLSSAKEQLESTLEFEAQQQ
NSLVEVTKGQLEVQIQTVIRAKEVIQGEVRCLKLELDSERNQAEQERETAARRLAQAEQE
GQTALQOQOKSAHEEEVNRLOQEKWEKERSWHQOELDKALESLEKEKMELETRLREQQAEAE
ATIRTQREEERAEAESALCOMOLETEKERVSLLETLLOTQKELADASQQLERLRQDMKVQK
LKEQETTQILOAQLREARGELEQAAQONRDDLVAVQEECGALLQAKMDLQKRVEELKSQL
VSRDDSRRLVEQEVQEKLREAQEYSRIQKELEREKASLIQSLMEKEQRLLVLQEADSVRQ
QELSSLRQODMQESQEGQKELSTQVELLKQEVKEKEADFLAQEAQLLEELETSQVTEQRLR
ASLRALEAKAAQVQLRLRSTENQLAALVAEQQPGHQAQAQLASLCSVLOQALGFACESRP
ELRGGGDSASLWGPEPDONGTGILLKRGPLLTALSAEAVASALQKLHQODLWKTQQARDDL
REQALKLEQRLTDTEAEKSQVCTELODLQRQOLSONQEEKSKWEGKQISLESELTELHGTV
ASLQOSRLOQAELQGLEAQDELELTROQALEKEQLLSSSSTSRAEQRPREEVSEVEAEPSLG
LEERQLWGQRLEYLQQAVAQLEIDRSRLOHHNVQLRATLEQVERERRKLKRESMRVSRTG
GLEVKEAAASSPTQQODGRGGQKGSSDDKOMAELQKEVAMLRGQLALERKQRQDYIARSVQ
TSRELAGLHHSLSHSLLAVAQAPEATVLEAETRKLDESLTQSLTSPGPALLCPSPSTIQA
ISR

>Felis catus CEP250 (ENSFCAP 2972)
METGGPGSNNMKPQOSLOLVLEKQVLALQQOMAENQAISWRKLKSSQEAQQRQAALVRKLQ
AKVLOQYRTWCQELEKRLEASGAKGPISPRWESVEEPSLEQLLVRLEEEQQRCESLAEVNT



QLRLHMEKADMVNKALREDVEKLTVDWSRARDELMRKESQWOMEQEFFKGYLKGEHGRLL
GLWREVVTFRRHFLEMKSATDRDLTELKAEHVRLSGSLLTCCLRLTVGARSGEPDGSGRL
DGSESTQLLLLLTKTQKLEKEVHERSQELIQLKSQGDLEKAGLODRVTELSVLLTQAQKQ
NEDYEKMLKALREAMEILEKNHAELMDHEASLSRNAQEEKLSLOQVIRDITQVMVEEGDG
MTPGCGHESSLELDPSGDSSQFDSQDPGKALTLVRSVVTRRROQAVODLRQOQLSGCQEAVS
SLRROHDOQWEEEVKALROQRLOKLTGERDTLAGQTTDLOGEVESLSKERELLOKTREELQQ
QLEVLEQEAWRLRRTNMELQLQOGDSAQGEKEEQQEELHLAVRERKRLOQETLAGLEAKQSE
SLSELITLREALESSHLERELLRQEQTEVTAALARAERCVAELSSSENSLKAEVADLRAA
AAKLSALNEALALDKVGLNQQLLQLEQENQSMCSRMEAAEQARSTLOLGLAEAERSRDAL
QEKNTHLEVQLOKAEETGAELRADLRGIQEEKEEIQEKLSEAHHQQEAAFAQLEQLHQEM
KRODEVLAREVQEKEALVRERAGLEVRLOAVERDRQDLSEQLLGLSSAKEQLESNLFEAQ
QONSLIEVTKGQLEIQIQTVTRAKEVIQGEVRCLKLELDTERSRAEQERENAARQLAQAE
QEGHTALOQQKSAHEEEVNRLOQEKWEKERSRHOQOELGKALESLEREKMELEMRLTEQQAE
TEAIRTQREEERAEAESALCOMQOLETEKERVSLLETLLOTQKELAEASQQLERLRQDMKV
OKLKEQETTELLQTQLRDARQELEQAAQRDRGDLAGLREECRALLQAKTDLQEQVEDLKS
QLVSKDDSQRLVEQEIKEKLREAQEYSQIQKELESEKASLIQSLVEKEQRLLVLQEADSV
ROQELSSLRODLOEAQGGOKELSAQVELLKQEVKEKEADFLAQEAQLLEELEASRVTEQQ
LRASLRALETKAAQVQLRLRSTENQLAALAAEQQPGOQAQAQLASLCSVLOQALGSACEN
RPELHGGGDSASLGAPEPDONGARILFKRGPLLTALSAEAVASALHKLHODLWKTQQARD
DLREQAQKLEQRLTDTEAEKSQVCTELQHLORKLSONQEEKSKWEGKQISLECELTELHE
TVASLOSRLWQAELQGIEAQNERELLOAAKENLMAQVERLOQASVAEARAQASAAGALEED
LRNARSALKLKSKEAETERERAQALQEQGELKVAHGKALQENLAILAQTLSKREGEVETL
RGNIQELEKQREMQOKAALEVLSLDLKKRNQEVDVQQOEQIQELEKCRSVLEHLPMAVQEQE
QOKLAVQREQIKELEKDRETQRNILEHQLLELEKKAQVIESQKGQIQDLKKQLVTLECLAL
ELEENHHKMECQQKAIEELEDQREVQRLALTHLTLDLEERSQELQAQSSQIHELESRSTL
LARELQDKDQELOSQREQIEELQROKEHLTQDLERRDODMVLORERIQVLEDQRTLQOTKI
LEEDLGQIKLSLRERGRELASQRPLMQERAEEGKGOSKAQRGSLEHMKLILRDKEKEVEC
QQERIQELKEHKGHLEQQLOGLHRKVGETSLLLTQREQELVVLORHLOEAREQGQLKEQS
LOGHLEETQRALAQRDQELEALQQOOQOVOGOEESMKEKASTLORALEQAHAVLKERQGE
LEDHKEHVRRLREELVVEGQRVQALEEVLGDLRAESREQEEALLALRQQCAERAQEHEVE
IRGLODSLLOAEAMLKERGRELEAVQADGRSSQHREETARARAEALQEALSEAQATLOEK
EQRLLGQAELSRNLEASTATLOQAALDSCQAQARQLEEALRRREGEIRDRDLRHQEAVQQL
ORALAQRDDELSHQKROGQLLEQSLAQRDREDQGKQGEGREREEEEMRGLRESLRELQLT
LAQKEEEILGLREAQQRKNLEDSPHSHTASPAEEPSTQFDALGPRLOQELERLQAALRQT
EAREIEWREKAQDLALSLAQSKASVSNLQEVAMLLOQASVLERDSERQRLODELELTRQAL
EKERLFSPSLTSRAERGPREEVGVQLEEVPGVEAEPSPGMEEKQLWGQRLEQLOQQOAVAQL
EIDRSRLORHNVQLRATLEQVERERRRLKRDSMRALRTGILEVSEATQQDARGGQKGTSD
AKHMAELQKEVALLRAQLALERKQRODYIARSTQTSRELAGLHHSLSHSLLAVAQTPEAT
VLEAETRKLDESLTQSLTSPGPVLLCPSPTQATSR

>Myotis lucifugus CEP250 (ENSMLUP 14802)

METGGPGLNNMKPQSLQOLVLEDQVLALOQOMAENQAASWRKLKSSQEAQQRQAVLVRKLQ
AKVLQYRSWCQELEKQLEATGGPIPOMWDSVKEPNLEQLLMRLEEEQORCESLAEVNTQL
RLHMEKADVVNKALREDVEKLTVDWSRARDELIRKESOQWRMEQEFFKGYLKGEHGRLLSL
WREVVTFRRHFLEMKSATDRDLTELKAEHVKLSGSLLTCCLRLTVGTQSRESDGSGRLDG
SAPAQLLLOLAKTQELEKEAHERSQELIQLKSQGDLEKAELQDRVTELSALLTQSQOKQONE
DYEKMVKALRETMEILETNHAELMEHEASLSRNAQEEKLSLOQQVIKDITQVMVDEGDNMS
QOGSGHESTLELDYSDFEFSSQFDSQDPDKAVTLVRSVLTORROAVODLRQQLSGCQEAVSEL
QQOOHNQWEEEGEALRQRLOKLTGERDTLAGQTVDLOGEVDSLSKERALLOQETREELQQQL
AVLEQEAWRLRRTNMELQLQGDSAQGEKEEQQEELHLAVRERQRLOQEMLAGLEAKQSESL
SELITLRENLESSRLEGELLRQEQTEVTAALARAEQSIAELSSSENSLKAEVADLRAAAA
KLSALNEALALDKVALNQQLLQLEQENQSVCSRMEAAEQARNTLOQVGLAEVERSREALWE
KNTHLEAQLQKAEETGAQLQADLRSIQEEKEELQEKLSEARHQQEAASAQLEQLHQEAKR
QEEVLAREVQEKEALVREKAALEVRLOAGERDRQDLSDQLLGLSSAKEFLESSLEFEAQQQ
NSLIEVTKGQLEVQIQTVTQAKEVIQGEVRCLKLELDTERNRAEQERDTAARQLAQAEQE
GQTALQQLNSAHEEEVNRLOQEKLEKECSRHQQELDKALETLEKEKMELEMRLREQQAETE
ALRTOQKEEERAKAESALCOMQLETEKERVSLLETLLQTOKELADASQQLERLRQDMKVQK
LKEQETIGMLOQTOQLREARRELEQAAQQHRDDLTALQGESSSLLODKIDLOKQVEDLKSQL
VSKDDSRRLVEQEIQEKRREAQECSRIQKELERDKASLTLSLVEKEQRLLVLEEADSVRQ
QELRSLHODLOQEAQGGOKELSAQVELLKQEVKEKEANFLAQEAQLLEELEASRVTEQQLR
ASLWAQEAKEAQLQOLRLRSMESQLEALAAEQQPGHHAQAQLASLCSVLOQALGSVCESRP



ELSGGGDSAPSEFWGPEPDONGTRILFKRGPLLTALSAEAVASALHKLHODLRKTQQARDD
LRNQAQKLKQHLTDTEAEKSQVQTELRDLORQLSONQEEKSKWEEKQKSLESELMELHET
VASLQSRLRRAELQGMEAQNERQLLOAAKENLTAQVQHLOASVTEARAQASAAGVLEEDL
RTARSALKLKNEEVESERERAQALREQGELKVAQGKALQENLAILAQALSEREGEVEALQ
EKIQELEKQREMOKAALELLSLDLKKRNQEVDLOOEQIQELERCRSVLEHLPMAVQEREQ
KLTVQREQIKELEKDQETQRNVVEHQLLELEKRDQVIESQKGQIQDLKKQLVTLECLALE
LEENHRKVECQQKATIEELESQREVORVALTHLTLDLEERSQELQVLSSQVHELESHSSLL
AGELQEKDQEVKSQREQIEELORQKERLTODLORRDQEMVLOKERIQVLEDQRTLOTKIL
EEDLEQIKLSLRERGRELASQRQLMQOERAEEGKGONKAQRGSLEHMKLILRDKEKEVECQ
QERIQELQEHKGQLEQQLOGLHRKVGETSLLLTQREQEIVVLOQOHLOEAREQGELKEKSL
QOGOLEEAQRALAQRDOQELEALQOQQOQOQAQGQEEVVKEKAGTLORALEQAHMTLRERQGEL
EDQREHVORLOEELTVEGQRAQALEEVLGDLRAEFQKQEKTLLALQQQCAERAQEHEAEA
KALODSWLOAEAMLKQORDQELEALRADSQSSQHOEEAARGOQVEALQEALSKAQAALQEKE
QHLLGQAELSRSLEASTATLOAALDSCQAQARQLEEVLRKREGEIQDRDLRHQAAVQELQ
QOALAQRDGELRHOQRKQRQLLEKSLAQRLOQEDEREEEMRGLYESLRELQLTLAQREEEILE
LREQRKNLEASAHSRKASPVEEPSTKLDSLGPRLOQELERLOAVLRQTEAREIEWREKAQ
DLALSLAQSKASVSSLOQEVAMFLOASVLERDSEQOQRLODELELTRQALEKERLHSPGPTS
RTEQGPRGEAGGQLGQVSGGEAEPSAGTQEKQPWEQRLEHLOQOAVAQLEVDRSRLOHHNTI
QLRTTLEQVERERRKLKREFLRTSRSGVLETSEATASSPTPQVYLFIDCSLSCSLPLGEP
AQOVALLRAQLALERKQKQDYIARSVQTSRELAGLHHSLSHSLLAVAQAPEATVLEAETR
KLDESLTQSLTSPGPVLLCPSPSPSPRASQ

>Monodelphis domestica CEP250 (ENSMODP 2186)

MEARDQGHNMKPQPLNMVLEKQILALQQOMAENQAASWHKLKISQEAQQRQAVLVRKLQA
KVLOQYRNWCQELEKRLEDMGGPMPKRWTSAEEPRLEQLLTRLEEEHQRSEGLVKVNTQLQ
EHLEEADVVNKALQEDVGKLTVDWSQAQDELARROSDWOMEREFFKGYLKGEHGRLLSLW
REVVTFRRHFLEMKTATDRDLAELKAEQVKISGSLLTSCLHLSLELQSREAQGSGRLAGN
EQVHLOQLVAKTQELEKEIHKRSQELTLLKARGNMEKTELQDRVTELSALLAQSKKQONEEQ
EKMLKALKDTMDILETNRSELMEHEASLSRNSQKEKLSLQQVIKDITQVVVDDEDSENQS
FGLESSLEMESSIFCQLRSEDPDKAVTLVRSILAKKHQAVQGLROQLSTCQEAVSEFWQHQ
HTOQWEEEGEALRQRLOKLTGERDVLAGQTQGLQGEVDSLNRDRGHLEKAREELQQQLETL
EQEAWRLRRLNTELQLOGDLAQGEKVEQEEELQQAVRERDCLOQETLKGLEARQSSSLSEL
ISLKEALEKSHLEGELLNQERAEMARALAKAEQSIAELTGTERTLKAEVADLRDAAAKLS
ALNEALALDKVELNQQLLOLEQENQSVHGKVEASEKARSAVOMELDESEQRKEALLEEKA
CLEMQLOKSKDAEAELQGDLSREREEKIETQEKLNEAQROQLEVATTELEQLHQETTRQOEL
LREKVIQEKEILVRDKAALEVHLKALERDQODLSEQLLELSSAKELLETNLFEAQQQGSL
MEITKEQLMMQIQTVTQAKEVIQGEVKCLOMELEAQROQOAEQEQDTAAKHRDOMEQESQA
ALQQORATYEEELHLLOEERMDQIKHRQELEATLEQMKREKVDLEETCEKKLRELQEESE
AALAQRIKDHAQAESNRCOMOLEMEKERMSLLETLLKTONELADAGHQLEQLRQDIKDQK
LKEQENMEDLWAQLQEAQKTLMETRRKHHEHNDLAALEEEKSILLOOKENLEQQVODLKAQL
VTSEDSCRLAEHEAQKHLOEVQQCTHIQEEREQEKASLVQSLAEKEQRLLILQEADSLQQ
QELSSLRQEVKEAQEEQEQLSAQVLFLKEEMOKKEASLLDQEILLEKLGASKKTEQQLRA
SLWAQEAKAAQLQLOLCSVESQVGALILEQONGHQAQAQILMGLYSILQOQAFGSATIESRPE
LSGAGDASPLSWSPRTLEPGOQENFLKNQIAVTNFTTEDVASLLHKLORDLWQARHTRDDM
KCOQVEKLEQHLSQAEAERNQFSTEIQELOQSLLSONQKEKLKWEGEQSSLETELAVLQERV
ASLONSLKRSEQQRTEAQNEQATLWAANEKLVSEVEHLQASVAVTKAQANAREALEAELR
ATHSALRMKNEEAESEREKAEALRKKLAQGKALQENVDLLTSTLSKREKELEALQGVIQE
LEKQRESOQMVMQEHLSTLNLKKRSQELESRQEQIQELEKQKAGLEHLPVALEQKKKQIRLQ
REQIKELEGKQETQGNILEHQALDLOKKTQTLESQREHIQDLENQLVTLEHLVLEVKKNH
QEIESQKKKIEDLENQREMORVTLTHLTLDLEEKSQEIQSONKKIKELEKHNALLTVNLE
ERCQEMKSYRDQVEELKKQKDQLTWDLEKKNQELVLOEEKILVLEDQRMLONRVLEEDFE
OMKLALREKDQEIESQRQLMIEREEEEKGOAKAQRSSLEHMKLILRDKEKEVEYQRERTH
MFQQYGEQREEQLOQGLRRKIGEMTLLLTOKDQELETQOQHIRRVQERRESRERALQDQLE
RVQEALQTKVODLEALQOKAQLOQESQEEQOMSTLOAALEQARAALEEHEEATEAHKEQNQ
KVOOOQTAAELQVOALEELLGDLRAEFQEQEKVLETLRQOCTEQGHEQETQAWHQHTEAR
QWEKTTAGOVQALKEALRVAQASLOKKDQELLQQAELSQRLEGSAAALQVALDSCQTQAR
HLEEALREREEEIREQQLOHOEMVQQOLOLALAQRDGELRQLKEKGOQQQEAALNQSDKGEE
KEEKVLRONLRHLOLTLSRKEFQLOETHRRHGQESYYESHSPEKMEDGEEEEVYGTGTME
KMSLREISPVSMEEAKLQEELERVKNVLROTEAREIEWQEKAQALAFSLAESEASICNLR
EAALFLOAKTAEQNTEQLQLEEQLOLTROQALEDEQSHNRGSAWRTEPEIQGDEGTSQRKA
TGPEDDGSCTELEKTQOWOORLKYLLHAMASLEHERNRLORHNFQLRVTLEQVERERRKL



KRNENRMTHTTPPLPRETTALTPGOKQEKGGQENSSELKHVAELQRQVTALQTQLALERQ
QKODYISRCVQTSRELTDLHHNLSNSLWAVARAPEANILEAEARKLDKSLTQSLTSSAPS
PPCCTPRSAQATSRS

>Gallus gallus CEP250 (ENSGALP 55060)
MAAREAARGQACLRRRLHGAEEAQQQQAVLVRKLOEKLLOYRSWCRELEQRLEAGGVSVQ
GSLSYRWETTEDHSLEKALLQLEEEQQRCENLAEVNTLLREHLDKANEVNLALKEDVGKL
TADWMRAREELELKESEWRSEREFYDSYLRGEHNRLLSLWRQVLTFRRHFLEMKTATDRD
LSELKAEQMRLSGSILVSCFRLNSGVQLWESVTLGRPVLKDQAQQQVEREINQEALEVMC
LOVDEDLEKKELQDRVMELSALLVQSQKONEEKEKTVKTLNDTVEMLEASRLEVEYEAST
TKNAKEENLALQKLIKEITEVVLDDSDSTVGIVQRPESSNVLSCLSSLDAEHAFVLVQET
LARRQKAIQALKEELSTRQODSISFLOHQHRQOEEKCKKLOQRLEQLEEENKMSNSHQQHL
KSLVLALKCDCENLEKIRGELQQKLELSEQEASRLROSNTELQLKEDSAQGEKVEQQLAM
ERAHHDHELVLKDLAALEEKHSLLONELVAAREKLEESHLORDLLKQEKHELTVALEKAE
KSVAALTGAQNKLNSETADLHTAAAKMSSINEALALDKVELNKLVLQLEQENELLSDKVN
EMERAKVSEQEKITLYKRTNEELCAEKSHLEKLLKKAEEQQEELOMOLRILAEEKEETLE
KLNQVYRQQESASSGLEQLRQQOSSRQEDAVAKVSKEKEFLVHEKAALEVRLAAVERDRQG
LSEQLAEARSVKDTLESSLFEAQQOLSHLEITKSQLEIQLHTVVQAKEVIQGEVKCLQYE
LETERCLMKQEQKNMAQRLIQIEEQHNNTLKLOQOTDHEVEINKLLODLASEREGRQLELQ
EMLELWEKEKAEAEGQHEKKLFHMKEKVATMQAQQEEERTRVESANQEILTEKENEKKAL
LETLLQTOGELTEACHQLEQLRQEVKEQQEYEQONITEKLOQAELQETHCKIKMVENMHKEE
MENIKEEKNILLQQRDDLOKQVEELTSQLAASEESHQAIGHKAQQELSEAQELSRQKVLE
VVHLOKILEEERGOWEEVEHONKELQVCLOSLEGERSRWEEVERHNTEFQASLKALESER
ERLSLSLEQKELSLKTLEENNLVQONEVSKLHSAIQQAQQLHSDHRREIQELNNQVQTLQ
EVVLEKEASLAAREKQLLODLEESRAGERCLRDSLHVLEAEMAELHLRLCSTENRAKALA
TECQQANNAHCEAQSQLDKLHLVLHHVLCDSTDKSRDLVAWS SGKSGRDENYVECLGMKE
NMEGRDGSSQSY

>Anolis carolinensis CEP250 (ENSACAP 5625)

MEGDQAAHSMKMESAHLSDDQLVSVHQOMIESQASYRNKLONSQEAQHRQATILVQKLQGK
VLOYRNWCRDLEQRLEASRASYSLRODNKKDHSLEKALIQLEEEQQRCONLAGVNILLRD
HLDKANEVNGALREDVSKLTADWTKARDELEYKESEWHKERKFFESYMRAEHDRIIGIWR
QVVTLHRYFLEMKTATDRDLSELKVEQMRLSGSILISCFQLSSDTRLLEMSNLESSVLKG
SLOQOOOQLYLKPEKTDMEKEIYQQOTQAIMNLRVKGDLAREDLOQSRVIELTALLEQSQKE
NEEKEKTVKTLRDTLEKSNHLELEYEQEQSRSKTVNEEILSLRHVIKEITEAVLNGNDAT
VGKPQVEQSAELGHSLQLDPGGLDGTLLLVREALMKRSNEVQHLROQQLLASQNSITSLEK
QQEQQEEHSREFQGORLEQLEKERETFTSQIQHQQSTIETYSRDYATLEKSRTELQQHLEV
LEQEVWHLRONNTELQLKGDMVNGEKEEQQQELOQRMMREREY IQEDRNALEERHSSLKNE
LIALREALEKSHLDGELMKQEKYELASALEQTEQSLAQLTSAHNKLKAETADLQGATAKM
SALNEALALDKVGLHQIILKMEQESQMLSDNVDRLEKMKSLSQKQLKQAEQTNEELCTEK
IRLEKLLOQKAEELQEGLODELKMLKEEQKETYEKLSQVHHQOHEKSISSLEQAHQESNRLG
EMYAKVSKEKEKLMCEKATLEVRLGAVEREKSALTEQVTELRSVKDLLESSLFQAQQQVS
QOLEVAKGQLEMKVHAISQAKEVIQGEVKCLRIELEAEKSRIEQENEERVQLLSQAEQKHQ
ETLSHRQIVHKEEMNAVFQELEGERERHRVELEEALKRSAKEKEESESTCEQKLLELQKN
ITATQTRMEDELFKAQNAKQELLFEKENERKSLLDELLQTKDKLTSTCQQLEYFRQEIKK
HOEEAQVTVQGLEADLKDAQHRMKTLEKKHKEEIKSLKEEINILLOQORDALRSQVQELES
QOLLTAKDSCQSISQEAQHHLREGQELSKQKELEIAHLRKMLEAERKRCEEISHQSIELQS
OKEEMEHRNTELQAMLONQWEAEKHLNRELQRKOQEEVQROQCATLOALEREQNLWVEADRQ
NSEQHNVLQRQLEEAKFONKQLOTQKREADLONAKLLHQKEELECQNAQLKDALQSQREE
AECESTILQSHWEEAQORYSELONWKEKIEDENAELQALLSHQREKMESQNMELQSKQKE
TIEHONIVLOQKMKEERSHWEEVEDONSELKAALQTMEQKRASLALSLKETEDRAKKLQESD
DAHKDETAKLSTALQLTEQLLAEYRKEMQELNNEIQSLKQKTAEKEAALVAQQEQLIQDV
EESHTSEQRLKDSVQVLEAEVSTLROSLRSTESRAEALASECQRACSARWEAQSQLSKLH
SVLQYMLCNGLEVKVEHGGHGDNNIWNSLSLRTEQDKLIRPALSQSKDFSTELTVERVTE
ATQKLRKDLWOQSRLERDEVRNNMEKLKQQOQLIEKEGERDRISAKAQELQKWEFNESQEEKNK
AEGKRGSLESALKTEVIAFKEENVTLRRRLITLEKTLESTEKQRKDMLDERDSLQOMAKDK
LSWELDLLRESIRASEIQTNAMEKINQSLEQELQTALSALKTKNEELETQQKKLATLHQE
AEIGKTLOQENVDRLTASLEKKEEEIKFQLOQIKDLERHREVQKTTMEHLAESLEKRTQET
ECQKNQIEEVKKQEKMQKADLERLNLELEKSLQIMQSQOQEKIQKLEDLTQTQSTILKSLT
LDLEAKVKETQIKEEKIQILEKNESSQIGSLLKELGDLKMQLTEKDWELASQKQLLOECE
EQGKKQEKCLHTRLEHMKAILMDKEREVASREEQIAGFQOHEAQRDSHLCDLNEKVKELA



FTVAQRDEELESQRQQIREMEGEMETELKTLRELTAKTQLSLKERNIELEFOQRKHAEEVE
ROQIKILLGDVQISTAVLNLEDNNAEFQKDOKEQLKKQTVLNMLEQLRVLLIRKEREIKSL
KEQODEHKEENEKTVREMQTNLQQALENKEVQLOCLKEENRQLHQLEEKAAAQTKSVMEN
LEFTRTSLHDREKEIQSLKGHIREISROQKEVEQNKAVSLLNDLNKIKQSRTEKENELLRQ
VEHIRTYQVKLEATQAELQACQTRVNELQSVIKQKEEENERDFKRLRHKHEPVQENDKHP
GENEEYLEEKQRKKGEEMDAQNKQEKIKDEMKMLOENIQQLOHLLKKKDDEVEWQKRKVE
ELKERVKSKEKELLISSEHLKEIVSFLNLODNEDDNLQSHIQKLHMWKELEIVRSKALQE
KDOWLTROKEKIQQLEDEKKVKKQELDHVTAILKKTESGEIEWREKAQRLDLSLAQSEEA
LRALREEMTIMONMVSERDRDRHNLQEQLDTAFRTLEEERTATKALVGDVDQFISEKHLP
EILGKEGEEAMRKGGKLSWVDERRFLCRRLOLLOQAVARLENDYRVLEQHNTQLREALKQ
VEHERRRLKRSCGDLSLSFGLSQINAGPLKIPSIEKEETQVLHKELEKLOQKOVEVLOKQL
SLOKKQKQDYIDSCARTNHELSGLHQELSDSLAAVAKEPEATVLALETQKLDETLNYSLS
LASGSCNGFFAGKHLISSTPKRLOQKDSK

>Ciona intestinalis (ENSCINP_ 32049)
MLREQLVSANDSNAALADDLRKVTDDWNDVKQELKTKESEWREEQENEFSSYFGDEHSRLL
ALWRAVVQIRRGFGDLKSNTQRDLAQATINDVQRGARQLHASCLNLNANQSVQDTSAKVSL
EKERGEKGDVEEQLRRKVKEMLSMQSDFDTEKARLNGRINELTVAYDRAKSQLSDKDRTI
DDLRTP

>Strongylocentrotus purpuratus_ (XP _011663951)
MLREQLDQATEANRSLNHEIDQLSNEVKRSQDDLDNRETEWRDEEKSFNEYFNSEHSRLLVLWRQIVAFR
RNFAEMKSSTERDLTQMRSDVTRTSRNTQSACQONLQSASQGSETGAVMALEREKGEKMQLESQMREKLKD
MLDMQAKFDAEKGDLTTRINELTIANERYKIQVAEKENQLRQRSASAAGGDHFDSAQSEASQEAYMLPGA
DGGSLRAVQEECEALHMALRDIAQAVIQDADASAADMSEFAAGQEGDVTLDVSLASPYAKSTPLRPLSPT
RYNRHRSPSPRRPVTPSRRTASPSRARSPGFPDSTYSAVQAALQKRQLOVOELKARLNSTRDQASTLKKN
LEGSENERRQTERAVDAHRDNLSVSQRQLEEIKRDRDRLRNSLEATGSEKSGLENLRQSLNAQIESLNVE
NERLQAANSDLQRQRDHLEDEREDREKDSIRQKKEIERSHKLLEQMEGKNSNLKEDIVTLKEALNKAVLE
KDVLEQEKAEISESLARLEVQRAELEVELNRLRTEEAGLRDSLLKMQALNEGLGQDKIELNKIIMQLEAE
KNRLIEDKDNIHHERAATRDELMRVESEKVDTETEKMGLNQSLSLMEDNRTRLEEEMSLLNREKGELGDN
LSQLSRQKNSLAEELLQTRRDVERQIEAVTRIAKEKEELTKEKAELIVQLTASERENRAQAEVIAAMNTD
KESLERTLYEYQQSLAKLEAKRTQLESELQEQGVSKEGVTVELARQRKEMETIEMTRYQKDLELLNQRMVQ
QERDTQLALKQRQOAHDEDVERLNRERESLKLAMEAEKEDLVRKTNQEREELNGRYMQEKEELTEDLMGL
QRERDESLLLAENDKQQOSLSLAQTERNQLVEKLNSSQRDMANASMEMDRIKREAFTRAETDKEAIRDVQD
ELKELRARFEEGTNVRERQAKDLSNQIKDLQKVKEALLREVNELKTQLKMAEESRDGVRRELIEAHRKIR
EGDEGREIQRKENMELKROMNDEVREKDAINRANEELRQKVKKVETDRIQLNRNVEERTQKIAVLEESKT
ATIQKEAGDLRASLREVEKSRLEARRELQELRRQVKTLDTDKAKLTKDIHDLONRVARDDEKEEENRKETY
ALKQKVMETEAERESARKDAQNLTRRFGDLEEELRLKEKDYAMSVDEARSAERRISERLRTTENALDETK
ADLGDLKLKLSAAEGRVNGLESQLAQVEGAKQEVEFKLGSLHSTLRRTLGIGAGGMGSSLSLASSTSPGP
RSSLRDRSPSPVRARRTRSPVKGEDNTFASTADGEFGTPIPRTGSPELODRSASPLPTRSTSPTRMEQLVA
DIDPETVRIALKDFSQQLKDTERERDEAFCRIRLITQELAENEAARHRVDQRLOQFQKSLTEAEEGKRGA
DGRLSSAQTALMLQEETIRRSERDRKGMOQEKINTLERSLOQSAEAEKRNQSDRIAKMNQGSQRMEGDKRSL
RETLEASENRCTQLELKRRALEGDLOQRSHLSMNDKETESQVLODRIEALMRQIQDLESKNTSLQLTVDRL
SSSLARSEEGEHTLKDQLQSLSLSLNDTAMESTQKQEQLHHLQQAVANSEKDRRVLQERLDAARHGASDA
KKONHQLTERVQQOGONDLAECELRRAELEQQVRSSQQOLVKQHQESEETTMTQIQRFQAEKRSLKEHVTTL
QKAYSNLETEKREVQRSAGRLEKDKTALKKTLDKVEREKMRHEEAVMRATSEKGALDQSLTSLDQENIEL
QROTOQALOATLAETEQQHAQRLIELTTRHRQETEIETERLRTAQLOQAERTLEARERAHRQRVKGLEEQNS
TLKDOMHHEVRKRQQYISMSSKTNDEIQDLRNMLSDSLHSVARDPTLDPVLLEHETRKLDESMGYSSSLR
RSARGASPPTSLSPRLAKDRNRSISPVRLGKPASTSTPGMDSKLRSSSGRTRSARGLSPSSLRGSLRK

>Drosophila melanogaster (FBpp0308351)

MOAYRDNFKQTPCPSAVDLOAAGPAHQSATASRLPFSRSQRGRDPSASGASVSASVAGGL
TPRMMSPGPPGAGGGGGGGVSGGGSGDPSALLRONQELROQRLADESHSYRRRLDTYKQAQ
HNQANLVSRLOSKIQQYRQRCSDLEERMHETIKPTAGVGPKLTTGPTNQVLCSTSLTLGQ
SSLPCSSSLDSPPPSCSRDYVDDVLVTGGGAGAAELCRKLEEEHQRCEQIVAQNSALRQQ
LEESNRTNEALTNDLOKLTNDWASLRDELLIKEDEFKEEEQAFKDYYNSEHNRLLKMWRE
VVAVKRSFKEMOQTAMKAEVAKMGQOE INCVGKDINGSNATVAFAVQQOAKRAADDELKQOSQOR
SNDELONQLATLKVQYESARHEIMERDQRLLELMNQLKKLEDRCAQAESQAALASRYSDE
IERLNNSMREIAQAVVQDAENADREADAEVTGGVMQHMHLTRDAASVVGGAGGAGSTAGG
GGKSPRRNSTRASQAFAEGTISAVQAALHKYQLALHDMOQVKEONTSETLRTTKAQLETSE
GTKQLLTTKMOQLTEKLDSSNSKLSELLQERESLOQRGLDDIRVOKQQSEMGRADINSAFE



NLSSDYEKMOQLNCGKLQKRIDSMEEDKKAVELEIQRILKDKNITELNLRSEEDRSSRLRE
ETISLREELNRVSLNRDLLEQQRIESDNLINLLEKQKSDLEYDLDKLLLEKCDLOQEKHEK
LSNNSCSTSDELKSVONCLQEAQEERKKLRIQSVDQCNEIGELKKELAILDKARLELETD
NLSAGEKLKCLQLEKEKILODLACVTRDRGDIHNQLTAMCRKKEALNEELMRTRQRLEQT
TETNSRLNRNLEEMVKDVEEKQVVIDLHEKDTHRLNELLAALRSEKESLESVLEDTNTSL
EATEERRSQLERDLQEALVREESLKNHVARLOQKELEQCQRKAQETKTQLLNAARAAESDFE
NQKIANLQACAEEAAKRHGEEILQLRNALEKRMOOALQALQTAKDDEIEKLQERLATLOA
HLESLVQOHEEALIRAESEKQQALLIAHRDKQAVAERLEAVSRDLKTEQESLDRSRREAN
ARDEKQRAATAQLKDEMVOMRTKEEEHKIKLEECIRKQELQLSSLREERESLCRVSEELK
MEIRLKEDRMESTNNELQDALRKSKEGEGFIDSLRKELTDCRRQLADSNIERDKYSGSNK
ELRDHVKRVESAKREQARATIEEALQOKISNLEDTKNSLENERTRLSTILKETENHETKTTQ
DLNATKAQLQKAQVEFAQKDEGGKELQCKLVAEVELKERAQQELCQIKKQLSDLEANLCA
TROQELGRARCONNQEEHRFHAREQELAQRLEEGRGREKRLEDQKHNLEVCLADATQQIQE
LKARLGGAEGRIRALDEQLSCVELHKRDTEQKLSSVVHTLRRIAGIQVDGSVNLSHRLLS
PSRRFSPSRSCGDYDNRSTSQCPDGPIDVDPDLVRKGVRNLMHQVAQLEREKDDYKSQLG
AAKKQLODAADQQLRCDAKLGKLOAMLRNLOEEKSNLETDRKMKISATQALEEKLKHRND
ECOMLRERLAQTEMQLAATSEENGONEERLEKSRQQCSKLDNEKRQLOEELAKVEGRASK
LELORVAMEGDLTRLOMALQEKDCSIROMAERLENQNRALTQLEDRCTALKSTVDQLKER
LOKSAVSETQLRGEIKTLOKELSEQGHCSQANEDKLKLVOKSLOQTAENEKRILTERLDSA
OTNLNELRRSQQAQLDGNQRLOEQVTDLEVQRSALESQLRIAKWNQESGGDKDLTNGNGG
GNGEEELSRQLKSSQREKSELRSKLOQTLODKVKQLECDRKSKFSGGNAYDRAEKSNSFEYG
GAAESGEFDSNRYDVGGGNAGGGSFNCGLDHSVIEQETRDLRLKVRRLETLLAEKESELA
RCKARMNDSAKCHDGLDGDRYRSAQMHAEKLLDAREQSHRQOVLRLENQISMLREQLAQE
AKRRQQYILRSSKANREMQHLRSTLGDSLRNVSQHPVDPHLLESESRRLDSAVSMSLPPS
SCRDYDRD

>Apis mellifera (XP _006559453)
MSRPLPKNISQLSARGOMERRRPPFLRGPSRMREKIERGIGSKMDSTGSTLSGTGDCLSEEDLSPDALVR
ONYELRHRLEEEAANYKRRLDTYRQAQQHQAALVSRLOAKVLOYKQKCSELENQMAESIVYDSNKVVSSA
PPTTSVLDAAHQTLREIREEQIYDLDTALKKLSEERKRCEKLLOLNTTLKDOQLEESHQTNEALTNDLOKL
SNDWDILREELAIKEEEWREEEQAFNDYYTSEHNRLLILWRDVVSVKRLFADIKSSTERDLLKMKNNIIS
TEFNDVSSACNNTGFAMRMQAAMHPMISQQVQQAQEQVTTDLKTELITLKQQYDVAQNEIRIKEEKINQLT
RDVHSLEERCGEAETEIHRNTRLODDIEILOSALRDIAHAVIQDAESREIESTQAPPHLHLSPTGPIPQK
SPKRGTRSNTIPAFAESTISAVQAALHKYQLTIHELQVKLOTNKEQLONTRKQCENAEENVKTLEKKAEE
LITELDAVRLHCSQLNQEKDMLQKGLDTIRIEKNTLEKTRIELNNMMENLNNDCEKLQKANNKLQKICDN
LEDEKLYLQSELNRLSKDVELRELNLRSEEDRCSKMREELLTLREELNKTYLSKDMLEQQKLETDGLISQ
IEKSKGDLELELERVLLEKSDVQEVLMKLETVCSNHEQEKQRLOEELKKVTEEKNKLANQCTDQQGDLGS
LRKELLOQAEQTRLDLESEKVTLNEKVKFLEIEKEKIEIELAQVTRERGDFNNQLSVLARKKETLNEELMR
LKOQRLEQANEMNGRINRNLEDLVKDNEEKQVLLETNEKEVQRLOEQLASMRSEKETLEGVLFDTQTSLEN
MHVKKTQLEKEQKELLIKQESLKGQVERLMKDLENSEKRIHEVKQTLTQQOSGDQEAEFQQITISNVKKHSE
ENIKKLNEEKEQIKINLEKRLOQSLLOVTGEKDNEINQLQQORIDEMQQHIENLCQQHEEVLLRAENDKQQ
ALLTAHHDQOALMEKLETVLHEMEEEKNNVERVKREAAVKTEQERNNINQLRDELNRLKTKLDETRLKTD
EEKIKLDLKIEELWKERELAQRESEELQVQLHMTEDKVDSLONQLHETIRKLKDAENLNETLRKELVDIR
ROQLGDSTYEKEKYNSSNKELREHVKRIESEKREQNRILEESYQKISALEDMKVNVDAERSRLOAQIRDME
KEMLOLOKQLHFTODELQKSHQSNAQAQNDEKELQARLTNETEERERLOLOQLHQVKKQLMDVDNSLKVTR
QELGRLRSRADEENERWRVREQELVVRLEDSRCRERKLEDQKHNLEVCLADASQQIQELKARLGGSEGRV
RALDAQLSQLEITKKEVEQKLSSVGSTLRRIAGIQMDGSVNIPFKLLSPSRRWSPARAQDHIDSSRDVIL
DVDPEITIRKGVRSLMQQVAQIERERDDYKTELCNLKKQLDENQEIQNRSDIQINTLLTNIRMLODEKNSL
EVKLSQKQSGYEMQSEECEQLREKIINLELMISNNSEEKIQFEEKLDKLKQVLNKVENEKRNLQEELSKS
ESRATKLELQRMSLEGDLQRLOMMFQEKDANIHKLOQERNDTOQNRTMTTLEERCTSLKSMVEQLNLALEKA
STTENELKNEINSMOHNIMELTTTLOTSNEKNKQLOKQISNAENERRILSERIESMQOSLNDLKHTNQTL
TDOITRLONELANNEVQRCALESQLRIVAYPTQEENINKDEELLROQLOTAQRERSEMRGKMEALNDKMKL
LEADKRNLERQLSLEFKSTNRSKSYERYEKAHTELLGTSFDIDHYEQENRELRLKVRRLETQLAEKEAELT
RLKSSYTHTHSVEFDFNRDRTGEIERLRAAQLOAEKLLEAREQSHRQOVLRLENQIQLLREQLNQETIKRRQ
LYVLRSSRAGREMQQLROALGDSLRTVAQDPSLDAVLLEHEARKLDSTLTSTTSLPPSLALPPPPSYDRS
STPAQLK

>Anopheles gambiae (XP _311738)

MTTVLNGKDCAPSLGLRHSEGGGGGGGGSALADRSKKPEFSRPENKSRLOHEPSSTTTGGGVSGTGGPPAT
TARMPSSTGSSSGPPSAADTSALIRONNELRHRLOEEANNYRRRLETYKQAQNNQAALVSRLOAKVLOYK
QRCSDLEQLPPSAGSCSGGGGGGGGGRYAGGSGSREPSPGSRHLHHAHHAPSPPPSAGGGGGGGPICTDV



TGGPLSLPSACPVARERARSRSRSQSPCRKYSEGSHDEIRHQLDEERRRCEKLLVENSCLRQQLEESHRT
NEALTNDLOQKLTNDWESLRDELLSKEDEWKEEEQAEFNDYYNNEHTRLLKMWREVVQVRRMENEMTSTTKM
ELGRMHLELSGTVREVSGACSGVSVNLKQSSKFEEAQOMHIERENIELKSQLSELRLOQFEAAKQEIGQRD
ORLOOMAQELKLLDDRYTQADSQAAQAHRMNDELERLOAALRDIAHAVVQDAETSASADMGGCGGGSAGE
GGQHHLHLSQPIVSPGVAPRSPKRASGGMAGTGGSLRASQAFAEGTISAVQAALHKYQLATIHDLQVKLQT
NNDALKATRKQYDSCEHARDTLSGKVSELTEKLDSANHQLSELYKERDSLOQKTLDGLRSDKHTVERGKAE
LNSIVDSLNTDYEKLONVNSKLOKMYDALEEEKKMIELELQRVHKDKDIQELNLRAEEERCSRLREETIT
LREELNKLYLSRDLLEQQORIESDGLLNMLEKQKLELEFELDRVTGERNELHSTLEKRTNSNEHQEQETIRQ
LKTTVAQLDEERGKLRAQSSDQOSADLASLKKELISAEQARLDLDSEKLAISERLKCLEMEKDKIEAELSC
VARERNDLSNQLATISRKKETIGEEVMRLRQRLEQSNEMNGRLNRSLEELVKESEEKTVTIEGHEKELQR
LOEQLASLRSEKESLEAVLEDTNTSLEEAEAKKDALERENQDLLIKQESHKALTARLNKDLENAERRAQD
IKIQLTNAAANQEAEFLOKLSNLRTEFSEENIKKLNDEKEQIRQSLEKRMOQSLOALESAKDAETIRQLREQ
FETLOLHLDALNQQOHEEVILRAENEKQQALLIAHRDKQAVIEKLEVTARELKNELENGDRLKREMAARQE
KDRTTIGCLRDEVTKMRTKAEEARIRAEEEMNRLEVVAGSLREEKETLLKDAEELKVQLRLSEDRCDALN
HOLODTHRKLKEAENSTDATRKDLTDTRRTLADSNIERDKYANSNKELRDHVKRVEEQRRQQARTIEDAL
AKISSLEETRNGLEQDKVRLOTILKETETNVTKLNQELSNAQTDIQKFQTDTTQKDASEKELQARLANEG
EEKERVLAELHQIKKQMADLEGTLCATRQELGRARCKANQDEHRFHQREQELCARNEEGRGREKRLEDQK
HNLEVCLADATQQIQELKARLGGAEGRVRALDEQLVQLECQKKEVENKLSSIGHTLRRIAGIQMDGSVSL
PYRLMSPSRRYSPARGGTGGRSEGGEHHHHDRHHHGHHHHHHGHETRSLSGENVLIDVDPEMVRKGVRSL
MQOOIAHIERERDDFKVQLCTARKQLQEGSDAQLRLETKINKLOQQHVRAVHEDKTNLEARLAQKTSALQST
EETLRQKSDELTALREKATQLEQSLTSTSEERTHLEERLDKCRQSGARLESDKRHLODELARTEARATKL
DLORVALEGDIQRLOMAMQEKDCTVRNQQERLENQORSLTQLEDRCVALKSTVDQLKERLQAAAITETEL
RGEISGLORHNADQSHTFALGODKLKQLOKTLSGSENERRVLAERLDAAQHTINELRRNQQASQODSTTRL
QEQLAECEVQKSTLESQLRLAKWNQETSEQLAATGGNLGGGSGGAGGNTSGDQELTRQLISSQRERNELR
NKVEALNEKIRTLERDQQRPAGKYDRSEKKSGEYDSNRIESTTYSCGLDHAQLEQEGRELRMKVRRLETL
LAEKEAELARSRAKLLESPSKASSLGGGSVGADVERYRSAQVQAERLLDAREQSHRQQVTRLENQIAMLR
EQLAQEAKRRQQYILRSSRAGREMQQLRQTIGDSLRNVAQDPLDTSLLESEARRLDSAVSMSLPPTTSAT
GRGRGEYDRSLSPTER

>Capitella teleta (ELU12564)
MSTDSTDYSGSRSYKRRSGGGGWERTSRKVENLAHSLKDTNRNLKAVDKMLLDYKDASEQONSVIDKLQOG
DVSRSRHRIRDEKARIRGSSLRGCSEEDLSRDSRRRSRMPTSPLRNYDRAASDHEFADDWQPTRNSVREY
DDMDTPPRLHRLHQSVRDVSSEQLRLEDDLQOQEILRRHRIETDHNKTLAALLEQTKQADPALNSVEQRLQ
SIQDELRSERTFLRRKQDEVGKVSQELKQQOPANVVYDGRVNAVENEAQLRARLTQVETQKTAMESELERT
KORLEQVDGNKSTLITEVNDMRRQLSRVEHERDQLGLOLEQRERDLKAQLKTRSLDEQODGLREQETKRL
KODLEEARSQLTKSASVVGDYGELRRELDKSERLRSQLSDHIQVGVALF

>Hydra magnipapillata (XP 012555552)

MSFLDEKPPSDKSNDEDLPSLOSITIKRLEENEIKIPTKETLTNSEIPISMRDVTKVMSNDVADAEKLIEE
NRLLYDDLLWSQONQLSLMKSEKSSLNSSKLPLYNDYMRMQSPVNSSYNNESVRIQSPVSSFLSVENYILQ
INQLKOKIEDDHSNYKRKLHAYQEGQEKQSELIQKLQSKVQQYKMRNNELEMIANDKSNELEELRDKLQV
TIASAKEYEKRLMEFDEDRSNEMENYAVQLEEEKQRNVNLQHANNMLHEQLEQATSANSHLSLETQKLST
ELTKSCDELKHRDSEEENYFTEEHRKLVNLWNSIDSFRSAFNIVKLETQKDLLOVKAEFSKSARTIQAAS
MELEKTQRGLSTVNONTLLEEQAQREKVESQLREKIRELIDLOQATLNKMKDHYETITRLDEITNSLTESKAR
VDEQOKTIGLYKNKLKOLGIEYSETTENWKNDSQVNIEAMREEIEVLOSTLYELANCILEDADSTSSSLD
YLLSKVEAEIDTDNDIDPSSKVKDIVQSSSPLTITHVKLRSKSPVRARSPAYIQSLVAGSQSAMKKRQLQOLQ
EQKRQLDIAVMDKOSFKRQFDISSSKLOQLNTAYDELKTDHLSLOSKYNKSNEDCNKYRNQLOTI IEKEKQ
SFENMKNHLONKVEEYEHKVNQLENQTISYLKNNHENESEKKDSIMNEVSRLSNESQQLOKVIADLECKQS
MLKEECVDLKEKLNRASLEKDVFLOQENTHLOQELLKSAQDERDDLENDVNKLKMDEVQLKDALVKLQTLNE
ALGEDKLNLGKIVLOVEAERDQIYKEKENLESEKLGLKEELLRIDKEKASLESERKGILEAINLNDATIE
KLEEQLQEACFSKNKMNDTLNNVVREKEVSQYELVSLRLEVERLONSLNRLLKEKEELTKENSLISVKLS
GNLKEIQALTESNALLKSEKETLESYLYELQHLVGKLEVRKEQLETSNHEVHLAKDTIAVELAHLKKENE
IQTAKLNKENELLQOKLSLLERERDLSLSRLKEQHEDQTHQLAMDKDKMLTAKKEEHLIVINELKEEMED
YOIKAERDRLALINEVASTIQRERDDLLLOQAEAEKQAHLRAADSEKSLLVEKITKLKDDLDSANEELETILK
RDLEERAAREKDLLNDSAHEIEKCKENLEETVNLYEAKLKDLVDSHDKLLKNKEELYGELSNAKFQLKIL
NENHEAAQKECKELTNKVIDLNGKLDDASKHTLELKRSLKDAEVEKMLVLSGAEELREAFKQVESEKMTY
KKNYEDSKKLASILDDTNVMQOTRETDDLRHMISELETARQETRKEVOQLONRVRLLDTECVKCKKDLNIA
KDQLNKTNSLLEEERLDLINTKNKLRECETSKDATKAEMQALATKAREHNDEFGLREKDLLMALEDARQT
EVKVYDKMRQLENLLDVSNQEKSDLKLKLSSVEGRNLGLEDQLTKLEALKNDLDSKLSNVYSALRRTLGI
KPNQSINSINLLVHLRPSOQMSLRNVAHLTLGNRVYLOSSHDQOSSEFDETPPSKNVSFETSNEMDPEYVRN
SLREFAQKFKDLEHERDEALINIGGLOQRQLENLEMDRLDYENRLSVLOQKSLODTAEDKRGADGRLSSAQT



ALLLOQEETIRRLERERKTAEEKFQILESTVAQLETEKRTLKEKYMKAHKHKLKYEQEAEAMRSQIDGAES
RITRTDLKKKSLEGDIDRLRSQLHDAENEKHATKQRLEILOQRTCKDLELKSSSLQLTVDRLNMSLSKSTD
QEHLLQSKVTELSAIISEKQSVVVSLODKLOQTERIIVSNEQEKQAAFEKVENLKKQLLENKKLNDLQND
KILNLRNEIANLESTRINLESELROVQTLLOKNKVGDEELLNKLEKFKEEKKNLOERLAQQORLLAQGEQ
EKRDIEKNSVKVEKEKRALKATVEQLEKEKFLIDEELIQLKNDQTESDKIRSNYEQTINSLRIQLSQLOE
TLEEKELQHNKKLASMSARHRDDLMKEIERMKSSQQSLDRTYDARERAHKQRIRGLEDQINTLKDQFAKE
IQOKQSEFINRTTOKNEEIQEIRQKINSSINEVARNADPRILDRESQKLDTTYDNYNDEFSAVLTASTPYSN
RMKVSPEFIIDKYSSMTPTTDPGLMSSRIDLPITTEARNLSNTTEVSPIRKNLGKK

>Amphimedon queenslandica (XP 003384298)
MEEQETKAPPEEATKDTDSASGDGESKDVRVESTFEELEKEFEEVLOQEMVGDGSLGKFKTEYEKLHKALT
KSHESEKRLMLQCQELNAELISNASKVTSALKITQDDKATISSQKQEIEKLWRAVDDAQDKETKTHETIH
QLKLENISLNKLIENGAGFGPAMQESMKALEKEKEELTVERDEQMEEISALRTELSELMEKRKEAENERE
SVELKVLQLOEEITAKNQEIDRDSRRKAKLEKDLRGVQAEVDNKVEEIKAKQAQLNKAHEDYAKAEQVLK
DTQKKYENSVKONEALEVMLDKKKKEYDQEVNRNEELARQNSEQIMELKMKEESINEFKQEIMKINKIRE
GLOKKLREIEERKANVEANRDSLMQQIASIEKELEQERRQAESERRSFDELLRERDIISKSLRKSEGSAE
RLEHLMKMKEQTIKTLOHEITNFKEEAKKQRSLLLQLEKERDKYGKESTDATQKCLQOMEEVKRKELEML
QOKKLIAEAQNKLOQOOKTLYEAASSDRSLYSKQLIEARDEITDMKRRIKILSHQIDQLKEETAAKDGAMV
KVNADLMHLEREKDNLSAEISGRKQELEAARQLLENQKNEEKKLRKVLTEASTESARQKKELEQVINERD
ILGTQVIRRNDELSLLYEKIKIQQSTLDKGEIQYKSRVEDIRILKLEIKKLRREKGLLTKSVANIEDLKR
ELCOCOQRELLRERTRCKAIEEELENPINIHRWRKLEASDLGTYEMIQKIHTLOKKLIQKTEEVVEKELLT
QEKEKLYMDLKQILQRQPGPEVAEQLOIYQQTLKEKTKQMKSMASELNMYETQVAEHKMDIDRLERELQE
VKKKYYLOKKKEHIQKERERMLTKGLAPPVIPKATTNMPRFTGGGEFNLKPNVLA

Discs, large Drosophila Homolog-associated Protein-DLGAP

>Homo sapiens_ DLGAPL (ENSP 316377)
MKGLSGSRSHHHGVTCDSACDSLSHHSDRKPYLLSPVEHHPADHPYYTQRNSFQAECVGP
FSDPLASSTFPRRHYTSQQELKDECALVPRTLATKANRI PANLLDQFERQLPLSRDGYHT
LOYKRTAVEHRSDSPGRIRHLVHSVQKLFTKSHSLEGPSKGSVNGGKASPDEAQAARYGK
RSKSKERRAEPKARPSTSPGWWSSDDNLDGDMCIYHAPSGVMTMGRCPDRSASQYFLEAY
NTISEQAVKASRSNNDVKCSTCANLPVSLDTPLLKKSAWSSTLTVSRAREVYQKASVNMD
OAMVKSESCQQERSCQYLQVPODEWTGYTPRGKDDEIPCRRMRSGSYIKAMGDEDSGDSD
TSPKPSPKVAARRESYLKATQPSLTELTTLKISNEHSPKLQIRSHSYLRAVSEVSINRSL
DSLDPAGLLTSPKFRSRNESYMRAMSTISQVSEMEVNGQFESVCESVEFSELESQAVEALD
LPMPGCFRMRSHSYVRAIEKGCSQDDECVSLRSSSPPRTTTTVRTIQSSTVSSCITTYKK
TPPPVPPRTTTKPFISITAQSSTESAQDAYMDGQGQRGDIISQSGLSNSTESLDSMKALT
AATEAANAQIHGPASQHMGNNTATVTTTTTIATVTTEDRKKDHFKKNRCLSIGIQVDDAE
EPDKTGENKAPSKFQSVGVQVEEEKCFRREFTRSNSVTTAVQADLDFHDNLENSLESIEDN
SCPGPMARQFSRDASTSTVSIQGSGNHYHACAADDDFDTDFDPSILPPPDPWIDSITEDP
LEAVQRSVCHRDGHWFLKLLQAERDRMEGWCQOMEREERENNLPEDILGKIRTAVGSAQL
LMAQKFYQFRELCEENLNPNAHPRPTSQODLAGFWDMLQLSIENISMKEFDELHQLKANNWK
OMDPLDKKERRAPPPVPKKPAKGPAPLIRERSLESSQRQEARKRLMAAKRAASVRONSAT
ESAESIEIYIPEAQTRL

>Pan troglodytes DLGAP1 (ENSPTRP_16750)

MKGLSGSRSHHHGVTCDSACDSLSHHSDRKPYLLSPVEHHPADHPYYTQRNSFQAECVGP
FSDPLASSTFPRRHYTSQQELKDECALVPRTLATKANRI PANLLDQFERQLPLSRDGYHT
LOYKRTAVEHRSDSPGRIRHLVHSVQKLFTKSHSLEGPSKGSVNGGKASPDEAQAARYGK
RSKSKERRAEPKARPSTSPGWWSSDDNLDGDMCIYHAPSGVMTMGRCPDRSASQYFMEAY
NTISEQAVKASRSNNDVKCSTCANLPVSLDTPLLKKSAWSSTLTVSRAREVYQKASVNMD
OAMVKSESCQQERSCQYLQVPODEWTGYTPRGKDDEIPCRRMRSGSYIKAMGDEDSGDSD
TSPKPSPKVAARRESYLKATQPSLTELTTLKISNEHSPKLOQIRSHSYLRAVSEVSINRSL
DSLDPAGLLTSPKFRSRNESYMRAMSTISQVSEMEVNGQFESVCESVFSELESQAVEALD
LPMPGCFRMRSHSYVRAIEKGCSQDDECVSLRSSSPPRTTTTVRTIQSSTVSSCITTYKK
TPPPVPPRTTTKPFISITAQSSTESAQDAYMDGQGQRGDIISQSGLSNSTESLDSMKALT
AATEAANAQIHGPASQHMGNNTATVTTTTTIATVTTEDRKKDHFKKNRCLSIGIQVDDAE
EPDKTGENKAPSKFQSVGVQVEEEKCFRREFTRSNSVTTAVQADLDFHDNLENSLESIEDN
SCPGPMARQFSRDASTSTVSIQGSGNHYHACAADDDFDTDFDPSILPPPDPWIDSITEDP
LEAVQRSVCHRDGHWFLKLLQAERDRMEGWCQOMEREERENNLPEDILGKIRTAVGSAQL
LMAQKFYQFRELCEENLNPNAHPRPTSQDLAGFWDMLOLSIENISMKEFDELHQLKANNWK



OMDPLDKKERRAPPPVPKKPAKGPAPLIRERSLESSQROQEARKRLMAAKRAASVRONSAT
ESAESIEIYIPEAQTRL

>Gorilla gorilla DLGAP1 (ENSGGOP_28607)
MKGLSGSRSHHHGVTCDSACDSLSHHSDRKPYLLSPVEHHPADHPYYTQRNSFQAECVGP
FSDPLASSTFPRRHYTSQQELKDECALVPRTLATKANRI PANLLDQFERQLPLSRDGYHT
LQYKRTAVEHRSDSPGRIRHLVHSVQKLFTKSHSLEGPSKGSVNGGKASPDEAQAARYGK
RSKSKERRAEPKARPSTSPGWWSSDDNLDGDMCIYHAPSGVMTMGRCPDRSASQYFMEAY
NTISEQAVKASRSNNDVKCSTCANLPVSLDTPLLKKSAWSSTLTVSRAREVYQKASVNMD
QAMVKSESCQQERSCQYLQVPODEWTGYTPRGKDDEIPCRRMRSGSYIKAMGDEDSGDSD
TSPKPSPKVAARRESYLKATQPSLTELTTLKISNEHSPKLQIRSHSYLRAVSEVSINRSL
DSLDPAGLLTSPKFRSRNESYMRAMSTISQVSEMEVNGQFESVCESVFSELESQAVEALD
LPMPGCFRMRSHSYVRAIEKGCSQDDECVSLRSSSPPRTTTTVRTIQSSTVSSCITTYKK
TPPPVPPRTTTKPFISITAQSSTESAQDAYMDGQGQORGDIISQSGLSNSTESLDSMKALT
AATEAANAQIHGPASQHMGNNTATVTTTTTIATVTTEDRKKDHFKKNRCLSIGIQVDDAE
EPDKTGENKAPSKFQSVGVQVEEEKCFRREFTRSNSVTTAVQADLDFHDNLENSLESIEDN
SCPGPMARQFSRDASTSTVSIQGSGNHYHACAADDDFDTDFDPSILPPPDPWIDSITEDP
LEAVQRSVCHRDGHWFLKLLOQAERDRMEGWCQOMEREERENNLPEDILGKIRTAVGSAQL
LMAQKFYQFRELCEENLNPNAHPRPTSODLAGFWDMLQLSIENISMKEFDELHQLKANNWK
OMDPLDKKERRAPPPVPKKPAKGPAPLIRERSLESSQRQEARKRLMAAKRAASVRQONSAT
ESAESIEIYIPEAQTRL

>Mus musculus_ DLGAPL (ENSMUSP 52858)
MKGLSGSRSHHHGITCEAACDSLSHHSDHKPYLLSPVDHHPADHPYYTQRNSFQAECVGP
FSDPLASSTFPRRHYTSQQELKDESALVPRTLATKANRLPTNLLDQFERQLPLSRDGYHT
LOYKRTAVEHRSDSPGRIRHLVHSVQKLFTKSHSLEGPSKGSVNGGKASPDESQTLRYGK
RSKSKERRSESKARSNASNASPTSPSWWSSDDNLDGDMCLYHTPSGVMTMGRCPDRSASQ
YFMEAYNTISEQAVKASRSNNDIKCSTCANLPVTLDAPLLKKSAWSSTLTVSRAREVYQK
ASVNMDQAMVKSEACQQERSCQYLQVPQODEWSGYTPRGKDDEIPCRRMRSGSYIKAMGDE
DSGDSDTSPKPSPKVAARRESYLKATQPSLTELTTLKISNEHSPKLQIRSHSYLRAVSEV
SINRSLDSLDPAGLLTSPKFRSRNESYMRAMSTISQVSEMEVNGQFESVCESVEFSELESQ
AVEALDLPLPGCFRMRSHSYVRAIEKGCSQDDECVSLRSSSPPRTTTTVRTIQSSTVSSC
ITTYKKTPPPVPPRTTTKPFISITAQSSTESAQDAYMDGOQGQRGDMISQSGLSNSTESLD
SMKALTAATEAANAQIHGPASQHMGSNAAAVTTTTTIATVTTEDRKKDFKKNRCLSIGIQ
VDDAEEPEKMAESKTSNKFQSVGVQVEEEKCFRRFTRSNSVTTAVQADLDFHDNLENSLE
SIEDNSCPGPMARQFSRDASTSTVSIQGSGNHYHACAADDDEFDTDEFDPSILPPPDPWIDS
ITEDPLEAVQRSVCHRDGHWFLKLLOQAERDRMEGWCKLMEREERENNLPEDILGKIRTAV
GSAQLLMAQKEFYQFRELCEENLNPNAHPRPTSQODLAGEFWDMLQLSIENISMKFDELHQLK
ANNWKOMDPLDKKERRAPPPVPKKPAKGPAPLIRERSLESSQROQEARKRLMAAKRAASVR
ONSATESAESIEIYIPEAQTRL

>Rattus norvegicus DLGAP1 (ENSRNOP 73938)
MKGLSGSRSHHHGITCESACDSLSHHSDHKPYLLSPVDHHPADHPYYTQRNSFQAECVGP
FSDPLASSTFPRRHYTSQQOELKDESALVPRTLATKANRLPTNLLDQFERQLPLSRDGYHT
LOYKRTAVEHRSDSPGRIRHLVHSVQKLFTKSHSLEGPSKGGVNGGKASPDGSQTVRYGK
RSKSKERRSEPKARSNASNASPTSPSWWSSDDNLDGDMCLYHTPSGVMTMGRCPDRSASQ
YFMEAYNTISEQAVKASRSNNDVKCSTCANLPVTLDAPLLKKSAWSSTLTVSRAREVYQK
ASVNMDQAVVKSEACQQERSCQYLQVPODEWTGYTPRGKDDEIPCRRMRSGSYIKAMGDE
DSGDSDTSPKPSPKVAARRESYLKATQPSLTELTTLKISNEHSPKLQIRSHSYLRAVSEV
SINRSLDSLDPAGLLTSPKFRSRNESYMRAMSTISQVSEMEVNGQFESVCESVEFSELESQ
AVEALDLPMPGCFRMRSHSYVRAIEKGCSQDDECVSLRSSSPPRTTTTVRTIQSSTGVIK
LSSAVEVSSCITTYKKTPPPVPPRTTTKPFISITAQSSTESAQDAYMDGQGQRGDMISQS
GLSNSTESLDSMKALTAAIEAANAQIHGPASQHMGSNAAAVTTTTTIATVTTEDRKKDEFK
KNRCLSIGIQVDDAEESERKMAESKTSSKFQSVGVQVEEEKCFRRFTRSNSVTTAVQADLD
FHDNLENSLESIEDNSCPGPMARQFSRDASTSTVSIQGSGNHYHACAADDDEFDTDFDPSI
LPPPDPWIDSITEDPLEAVQRSVCHRDGHWFLKLLOQAERDRMEGWCKOMEREERENNLPE
DILGKIRTAVGSAQLLMAQKFYQFRELCEENLNPNAHPRPTSODLAGEFWDMLQLSIENIS
MKEFDELHQLKANNWKQMDPLDKKERRAPPPVPKKPAKGPAPLIRERSLESSQRQEARKRL
MAAKRAASVRONSATESAESIEIYIPEAQTRL

>Myotis lucifugus DLGAP1 (ENSMLUP_11070)



MKGLSSSRSHHHGVTCDSTCDSHHSDRKPYLLSPVEHHPADHPYYTQRNSFQAECVGPE'S
DPLASSTFPRRHYNSQQOELKDECALVPRTLATKANRLPPNLLDQFERQLPLSRDGYHTLQ
YKRTALEHRSDSPGRIRHLVHSVQKLEFTKSHSLEGPSKGSVNGGKASPDETQTVRYGKRS
KSKERRPEPKARPNTSPNTSPGWWSSDDNLDSDMCIYHSPSGVMTMGRCPDRSASQYFME
TYNTISEQAVKASRSNNDVKCSTCAHLPVNLDAPLLKKSAWSSTLTVSRAREVYQKASVN
VDQAMVKSESCQQERSCQYLQVPQDEWTGYTPRGKDDEIPCRRMRSGSY IKAMGDEDSGD
SDTSPKPSPKVAARRESYLKATQPSLTELTTLKISNEHSPKLOQIRSHSYLRAVSEVSINR
SLDSLDPAGLLTSPKFRSRNESYMRAMSTISQVSEMEVNGQFESVCESVESELESQAVEA
LDLPVPGCFRMRSHSYVRAIEKGCSQDDECVSLRSSSPPRTTTTVRTIQSSTGVIKLSSA
VEVSSCITTYKKTPPPVPPRTTTKPFISITAQSSTESAQDAYMDGQGQORGDIISQSGLSN
STESLDSMKALTAAIEAANAQIHGPASQHMGNNPATITTTTTIATITTEDRKKDHEKKNR
CLSIGIQVDDAEEPDKTGENKAPSKFQSVGVQVEEEKCFRRFTRSNSVTTAVQADLDEFHD
NLENSLESIEDNSCPGPAARQFSRDASTSTVSIQGSGNHYHACAADDDFDADFDPSILPP
PDPWIDSITEDPMEAVQRSVCHRDGHWELKLLQAERDRMEGWCQOMEREERENNLPEDIL
GKIRTAVGSAQLLMAQKFYQFRELCEENLNPNAHPRPTSQDLAGFWDMLQLSIENISMKFE
DELHOQLKANNWKOMDPLDKKERRAPPPVPKKPAKGPAPLIRERSLESSQROEARKRLMAA
RRRRVTRATESAESIEIYIPEAQTRL

>Monodelphis domestica DLGAP1 (ENSMODP 35344)
MKGLSSSRSHHHGVTCDSACDSLSHHSDRKPYLLSPVEPHPADHPYYTQRNSFQAECVVP
FNDPLASSTFPRRHYNSQQELKEECALVPRTLANKANRLPPNLLDQFERQLPLNRDGYHT
LQYKRTAVEHRSDSPGRIRHLVHSVQKLFTKSHSLEGPSKGSINGGKASPDDTQTMRYGK
RSKSKERRPEPKARSNASGWWSSDDNLDGDVCLYHAPSAVMTMGRCPDRSASQYEFMEAYN
TINEHAVKASRSNNDVKCSTCANLPVTLDAPLLKKSAWSSTLTVSRAREVYQKASVNVDQ
ALVKAETCQQERSCQYLQVPQDEWSGYTPRGGKDDEIPCRRMRSGSYIKAMGDEDSGDSD
TSPKPSPKIAARRESYLKATQPSLTELTTLKISNEHSPKLQIRSHSYLRAVSEVSINRSL
DSLDPAGLLTSPKFRSRNESYMRAMSTISQVSEMEVNGQFESVCESVFSELESQAVEALD
LPMPGCFRMRSHSYVRAIEKGCSQDDECVSLRSSSPPRTTTTVRTIQSSTGIIKLSSAVE
VSSCITTYKKTPPPVPPRTTTKPFISITAQSSTESAQDAYMDGOGQRGDIISQSGLSNST
ESLDSMKALTAATIEAANAQIHGPASQHMGSNTATASTTTTTTATVTAEERKKDHEKKNRC
LSIGIQVDDVDEPVKAGENKVTSKFQSIGVQVEEEKCFRRFTRSNSVTAAVQADLDFHEN
LENSLESIEDNTCPGPMSRQFSRDASTSTAERDRMEGWCQOMEREERENNLPEDILGKIR
TAVGSAQLLMAQKFYQFRELCEENLNPNAHPRPTSQODLAGFWDMLQLSIENISMKFDELH
QOLKANNWKOMDPLDKKERRVPPPVPKKPAKGHVPLIRERSLESSQROQEARKRLMAAKRAA
SVRONSATESAESIEIYIPEAQTRL

>Gallus gallus DLGAP1 (ENSGALP 46967)
MKGLSSSRSHHHGVTCDPPCDSLSHHSDRKPYLLNPVDPHPADHPYYTQORNSFQAECMVP
YNDQIASSTFPRRHYNSHHELKDECALVPHGTANKTNRIPANLLDQFERQLPLNRDGYHT
LOYKRTAMEHRSDSPGRIRHLVHSVOKLFTKSHSLEGPSKGSVNGSKASPEESQTMRYGK
RSKSKERRSEGKPRSNASGWWSSDDNLDNDVCIYHGPSGVMTMGRCPDRSSSQYFMEAYN
TISEHTVKSSRSNNDVKCSTCANLPVNLDSQLMKKSSWSSTLTVSRAREVYQKASVNMDQ
TVVKAETCQOERSCQYLOVPODEWSGYTPRGKDDEIPCRRMRSGSY IKAMGDDDSGDSDT
SPKPSPKIAARRESYLKATQPSLTELTTLKISSEHSPKLQIRSHSYLRAVSEVSINRSLD
SLDPAGLLTSPKFRSRNESYMRAMSTISQVSEMEVNGQFESVCESVFSELESQAVEALDL
PMPGCFRMRSHSYVRAIEKGCSQDDECISLRSSSPPRTTTTVRTIQSSTVSSCITTYKKT
PPPVPPRTTTKPFISITAQSSTESAQDAYMDGHGQRGDITISQSGLSNSTESLDSMKALTA
ATIEAANAQIHGPASQHVGNNTATVTTTTTIATVAVEDRKKDHFKKNRCLSIGIQVDGAEE
TAKPGENKATSKFQSIGVQVEEEKCFRRFTRSNSVTTAVQADLDFHENFEIIDPQEDNLC
SGQISRQFSRDASTSTVSIQGSGNHYHACAVDDDFETDFDPSILPPPDPWIDSITEDPLE
AVQRSVCPRDGHWFLKLLOAERDRMEGWCQOMEREERENNLPEDILGKIRTAVGSAQLLM
AQKFYQFRELCEENLNPNAHPRPTSQDLAGFWDMLOLSITENI SMKFDELHQLKANNWKQM
DPHDKKERRVPPPVPKKPSKGQVPLIRERSLESSQRQEARKRLMAAKRAASVRONSATES
AESTIEIYIPEAQTRL

>Anolis carolinensis DLGAPL (ENSACAP 21368)

MMKGLSGSRSHHHGVVYEPPCDSLVHHSERKPYLLNPVDHHPSDHSYYTQRNSFQGECMV
PYNDQIASSTFPRRHYNSHNELKDECALVPHGSAGKGNRIPANLLDQFERQLPLNRDGYH
TLOQYKRTAVEHRSDSPGRIRHLVHSVQKLFTKSHSLEGPSKGSINGGKASPEETQSMRYG
KRSKSKDRRSEGKSRSNASGWWSSDDNLDNDVCLYHGPSGVMTMGRCPDRSASQYFMEAY
NTLSEHAVKPSRSNNDVKCSTCANLPVTLDAPLMKKSSWSSTLTVSRAREVYQKASMNMD



QTMMKSETCQQERSCQYLQVPQDEWSGYTPRGKDDEIPCRRMRSGSYIKAMGDDDSGDSD
TSPKLSPKIAARRESYLKATQPSLTELTTLKISSEHSPKLOQIRSHSYLRAVSEVSINRSL
DSLDPAGLLTSPKFRSRNESYMRAMSTISQVSEMEVNGQFESVCESVEFSELESQAVEALD
LPMPGCFRMRSHSYVRAIEKGCSQDDECLSLRSSSPPRTTTTVRTIQSSTDLLDPVSHYD
CKMILTNHRPONKDASRRKLVSSCITTYKKTPPPVPPRTTTKPFISITAQSSTESAQDAY
MDGHGQRGDIISQSGLSNSTESLDSMKALTAATIEAANAQIHGPASQHIGNNTTTVTTTTT
VATVTADDRKRDHYKKNRCLSIGIQVDGEDSSSSSETRTPSKFQSIGVQVEEEKCFRRET
RSNSVTTAVQADMDFHENFEMSMDPQEDLSYPGOMSRQYSRDASTSTVSIQGSGNHYHAC
TVDDDFDTEFDPSILPPPDPWIDSIIEDPIEAVQRSVCPRDGHWELKLLOQAERERMEGWC
OOMEREERETHLPDEILGKIRTAVGSAQLLMAQKFYQFRELCEENLNPNAHPRPASQDLA
GFWDMLQLSIENISMKEFDELHQLKANNWKOMDPHDKKERRAPPPVPKKPSKGQVPLIRER
SLESSQRQEARKRLMAAKRAASVRONSATESAESIEIYIPEAQTRL

>Xenopus tropicalis DLGAP1 (ENSXETP 35507)
MKGLSSSRSHHHGVVCDSVCETLPHHTDRKPYLLNPVDPHPADHPYYAQRNSYPVDHMIS
YGDQIASSTFPRRHYSSHHDIKDDCALVPHGSVGKGNRLPSSLLDQFERQIPINRDGYHT
LQYKRSAVEHRSDSPGRIRHLVHSVQRLFTKSHSLEGPMKGNANGNKANSDEMQTVRYGK
RSKSKERRAEVKPRANIQGWWGSQDNLDNDVCIYHGPSTVMTMGRCPDRSTSQYFMEAYN
TINDHALKSSRSNNDVKCNTCTNLPVSLDSOMLKKSSWASSLTVSRAREVYQKPAINMDQ
ALVKSESMTQPQERPCQYLQVPQDEWSGYSPKSKDDEIPCRRMRSGSYIKAMGDDDSGDS
DTNSPKPSPKIAARRESYLKATQPSLTELTTLKISNEHSPKLQIRSHSYLRAVSEVSINR
SMDSLDPAALLTSPKFRSRNESYMRAMSTISQVSEMEVNGQFESVCESVFSELESQAVEA
LDLPMPGCFRMRSHSYVRAIEKGCSQDDDSLLLRPSSPPRTATTVRTIQSSTVSSCITTY
KKTPPPVPPRTTTKPFISITAQSSTESAQDAYMDGHGQRGDMISHSGLSNSTESLDSMKA
LTAATEAANAQIHGPASQHMDNTTTVNSTATTTAI INEDDRRKNHFRKNLSIGIQVDGPE
EAARAEERQAAFRYQSVGIQVEEERALRRLTRSNSVTAAVQADLDLREHFECPVELADQE
FQFSRPLAKQYSRDACTSTVSIQGSGNHYHACAVEEDFDADFDPSILPPPDPWIDSITED
PMEAVHRSVCHRDGHWEFLKLLQAEKDRMEGWCQQOMKREEHENDLPDPILDKIRSAVGCAQ
LLMSQKFYQFRELCEENLNPNAHPRPTSQDLAGFWDMLOLSIENISMKEDELHQLKANNW
KKMDSLDKKDKRAPPPVPKKPSKGQAPLVRDRSLESSERQRHEARKRLMSAKRAASVRQON
SATESADSIEIYIPEAQTRL

>Danio rerio DLGAP1 (ENSDARP 113100)
MKGLSGSRSHHHVVTCDPSFESMGHHLDHKPYLISQIDNPHPVDHSYYSQRSPYQPDCVV
PYGTFPRRHYSSQHELKDEMAVVPYSGGGVPASKGQQRLPVALLDQFDRQLPVPRDGYHT
LOYKRAAAALEQRSDSPGRIRHLVHSVOKLEFTKSHSLEGPHHGHGHGKGSINGGKASPDG
EPPATIRHRKRSKSRERCKSAEPKNRTPPSGYWSSDELEREACLFHHGPPGVMTMGRHPDK
SOSQYFLEAYNTINDQALKNSRSNNDLGKCSTCTSIPLSVDASQLVKKSSWSSSLTVSRA
ROVYQKASVNVDKALVKAEACQQERSCQFLOLWKCVEVELSVCLDADMHVWAKVCDVASL
LNROQVPODEWGGEFPLGKDEDIPCRRMRSGSYVKAMAEDDSGDSDGSPKPSPKMQARRASY
LKATQPSLTEMTTLKISQEHSPKLOIRSHSYLRAVSEVSINRSLDTLDPKALLASPQYRS
RNESYMRAMSTISQIEAMCESVEFNEMESHAVDALDLPMPGCEFRMRSHSYVRAIDQGCSQD
DDSPLLPASPPRTTTTVRTIQSSTVSSCITTYKKTPPPVPPRTSTKPFISITAQSSTESA
ODAYMDGPGTRGEPVLHSGLSNSTESIDSMKALTAATIEAANAQIHGPASQHVSNSTMTIS
TAPPSPLPLPVPVPVPIPIPALEDVRRDVLRKSRCLSIGIQSKFQSVGVQVEEEHGVTTA
VOADLDTPDYTPADSPVTDFPAAGCLSRQYSRDAATSTVSIQGSGNHYHACTSDDYEDVG
FDPSILPPPDPWIDSVIEDSLEVVGRSVCORDGRWEFLKLLOAETERMEGWCROMEHDEKE
NKMPDEVLGKIRGAVGSAQLLMSOKFQOFRELCEENLNPNAHPRPVAQDLAGEFWDMLQOLS
IENISLKFDELHQLKANNWRPLDPPERKERRLPPPVPKKPPKAHPPLARDRSLESTEKQR
QEARKRLMAAKRAASVRONSATESADSIEIYIPEAQTR

>Takifugu rubripes DLGAPL (ENSTRUP 45775)

MKGLSSSRSHHHGVTCDPSYDSMTLGHPDRRPYFLNPGEAHPADHPFYTQHNSCPSESST
YPDLASCTFPRRHFSSHHELKEECGALVPYTGPTGSRSNNRVSSAVLEQFDRQAPVRREG
YHTLOQYKRTAVEHQRSDSPGRIRHLVHSVQKLETKSHSLEGPSGSGGGGSGRVNGCKSSP
DDPPSTSGTLKHSKRSKSKDRSKSEPKMRTAISGYWSSDDTLDRDACLYHHHHGGRSGGL
PSGVMTMGRHPDKSQSQYFMESYNTISAHSLKTSRSNNDVKCTTCSAGSSGSIPLAAGSM
DGQVQOLKKSSWSSTLTVSRAREVYQKASVNLDKALVKAEQGRTCHFLQVPODDWSGESPL
GKDDEIPCRRMRSGSYIKAMAEEDSGDSDGSPKLSPKVQARRASYLKATQPSLTEMTTLK
ISTEHSPKLQIRSHSYLRAVSEVSINRSLDSLDPAGLLASPKFRSRNESYMRAMSTISQV
SEVEVNGQIEAVCESVESEMESQAVDALDLPVPSCEFRMRSHSYVRAIEKGCSQEEEEAGG



GAKVGNRRTGSPPRTTTTVRTIQSSTAIMKLKIFSEVSSCITTYKKTPPPVPPRTTPSKP
FISITAQSSTESAQDAYMDGGSGPRAGISSQPGLSNSTESIDSMKALTAATEAANAQVHG
PPSQHVTINSSITITATATTSAVAHISADSKAQREALRKCLSIGIQVDPEEGGPTEEQSKE
OSIGIQVEDERCYRRMTRSNSVTAAVQADLDDGTDPPELPPRHFATMPROHSRDAATSTV
SIQGSGNHYHACASDDYGDAGFDPSILPPPDPWMDGAGEAEAETPEAIARSVCPRDGRWE
LKLLOAEAERMEGWCROMEQDERENELPDEILGKIRSAVGSAQLLMSQKFQQFRELCEEN
LNPNAHPRPISQDLAGFWDMLQLSIENISLKEFDELHQLKANHWKPLTPPEIQERRMPPPV
PKKPLKGHPPLARDRSLESSERQRLEARKRLLAAKRAASVRQSSATESADSIEIYIPEAQ
TRL

>Tetraodon nigroviridis DLGAPla (ENSTNIP_ 15747)
MKSLSSSRSHHHGVTCDPSYDSMTLGHGDRRPYFLNPGEGHHTDHPCYTQHNSCQSESST
YPDLASCTFPRRHYSSHHELKEECGALVPYTGPTGSSKGDGGGVGSNNRISSTVLEQFDR
QAPVRREGYHTLQYKRTAVEHQRSDSPGRIRHLVHSVQKLFTKSHSLEGPSGSGGGGSGR
VNGCKSSPDDPPSSSGTLKHTKRSKSKDRSKSEPKMRTAISGYWSSDDTLDRDACLYHHH
HGARSGGLPSGVMTMGRHPDKSQSQYFMESYNTISAHSLKTSRSNNDVKCTTCSVGSGGS
IPLGAGSMDGQVQLKKSSWSSTLTVSRAREVYQKASVNLDKALVKAEQGRTCHFLQVPQD
DWSGFSPLGKDDEIPCRRMRSGSYIKAMAEEDSGDSDGSPKPSPKVQARRASYLKATQPS
LTEMTTLNRSLDSLDPAGLLASPKFRSRNESYMRAMSTISQKACFGSKYSKKIVSRDTSL
FGFGCKVSEVEVNGQIEAVCESVFSEMESQAVDALDLPVPSCFRMRSHSYVRATIEKGCSQ
EEEEAEDQSCRPPFTPSTGCIGSAVFLAVSSCITTYKKTPPPVPPRTTPSKPFISITAQS
STESAQDAYMDGGSGPRAGISSQTGLSNSTESIDSMKALTAATEAANAQVHGPPSQHVTN
SSITITATATATASAVAHISADSKAQREALRKCLSIGIQVDPEEGGPTEEQSKFQSIGIQ
VEDERCYRRMTRSNSVTTAVQADLDDAADPPELPPRHFATMPROHSRDAATSTVSIQGSG
NHYHACTSDDIADVDFDPSILPPPDPWMDGAGEAEAETSEAIGRLVCPRDGRWEFLKLLOA
ETERMEGWCRRMEQDETENELPDEILGKIRSAVGSAQLLMSQKFQQFRELCEENLNPNAH
PRPVSQDLAGFWDMLQLSIENISLKFDELHQLKANNWKPLTPPEIQERRMPPPVPKKPLK
GHPPLARDRSLESSERQRLEARKRLLAAKRAVSVRQSSATESADSIEIYIPEAQTRL

>Tetraodon nigroviridis DLGAPlb (ENSTNIP 8779)
MKGLSSSRSHHHVISYEPSYDPLGHHVDRKPYLISQNDIPVQIPVPHPAELPYYNAQRTS
YPPDSNSNIPYGTFPRRCHSTSSSHHPEVKDECMAIVPYDGGKTPTRVSATFADPLERQS
SFSRDGYHTLQYKRGMLAHSGGMVANNNDSPGRIRHLVHSVQKLFTKSHSLEGPHHTQCS
KGASNGSRASTIEGETPPTGPSHRKRSKSRERCRSAEPKHRSHHHRHHQLHGSASAPGSGY
WSSDDNLERELCLYHPHHHQPPPSPSISPSPIAMTMGRYTSNISHQYFMMDPYTTLNEPA
LKASRSNNDVKYAVSSACVPPLGLVDGPLMKKGACSSSLTVSRARELYTNNSSHNQARAG
AGSGNLNVDRALVKSKGSQQQERSCHFLQVPODDWSNFSPLGKEDDIPCRRMRSGSYVKA
MAEDDSGDSDGSPKPSPKIQARRASYLKATQPSLTEMTTLHIWPYHNKMLSSKSVYKKPG
TKVEMVKFFPMLPDREFVLKLLCFFCVSLCLFSFPCSSVQQLSEVGGKRAGLSRSTVRCNL
RPWGRSMDTMDTMDTLPMPGCFRMRSHSYVRAIDQGCAGKGRPLLLLPSSPPKTSATTVR
TIQSSTVSSCITTYKKTPPPVPPRTSTCSSKPYISITAQSSTESAQDAYMEEEGPRGDMT
LOSRLSNSTESIDSMKALTAAIEAANAQVHGPASQHVSSSTMTVSPPKPPVLCRRPVVED
YODDYRKEAFRKGKCLSIGIQVDGPEEIPDPEDSSKEFTSVGVQVEDHRGYRRCQRSNSVT
AAVQADLDIPDLLDTPLDSPVTDMEILPSGVLSRQYSRDAATSTVSIQGSGNHYHACASD
DYEDVGFDPSILPPPDPWIDSVTDDPMDVNVVQRSVCORDGRWFLKLLOAETDRMEGWCR
OMELDQRENALPEDILGKMRSAVGSAQLLMSOQKFQQFRELCEENLNPNAHPRPVASDLAG
FWDMLOLSIENISLKYDELHQLRANNWRPIDPPERKERPLPPPVAKKPPKGPHHHPPLVR
DRSLESSEKQRQEARKRLMAAKRAASVRONSATESADSIEIYIPEAQTRL

>Gasterosteus aculeatus DLGAPla (ENSGACP_5055)

MKGLSSSRSHHHAVTCDPSYDSMTLGHSDRRSYFLNPGEAHPSDHPCYTQRNSFQAECSA
YPDLASCTFPRRHYSSHHELKGECGAVVPYVGPTGCGKGGGNNNNRVPPNLLEQFERQAP
VRREGYHTLQYKRTAVEHQRSDSPGRIRHLVHSVOKLFTKSHSLGMNGSKSSPDDPPSSS
GTLKHSKRSKSKDRSKSEPKMRGAISGYWSSDDTLDREMCLYHHHRHGGTGGGPPTGVMT
MGRHPEKSQSQYFMESYNTISAHSLKTSRSNNDVKCSTCSGSGGGGGGVPLAGSQDGQVQ
LKKSSWSSTLTVSRAREVYQKASVNLDKALVKAEQGRTCHFLOKWETASPTFTFISVCEK
SGIHVWEKLQPVYLPSHLOQVPQDDWGSFSPLGKDDEIPCRRMRSGSYIKAMAEEDSGDSD
CSPKPSPKVQARRASYLKATQPSLTEMTTLEISTEHSPKLOQIRSHSYLRAVSEVSINRSL
DSLDPAGLLASPKFRSRNESYMRAMSTISQIEAVCESVFSEMESQAVDALDLPIPNCERV
RSHSYVRAIEKGCSQEDEEEAAAAAGVSRTGSPPRTIQSSTVSSCITTYKKTPPPVPPRT



TPSKPFISITAQSSTESAQDAYMDGGSGPRTGISSQPGLSNSTESIDSMKALTAAIEAAN
AQVHGPASQHVTNSTITITATAVAHVPADSKAQREALRKCLSIGIQSKFQSIGIQVEDER
CVTTAVQADLDDPAGHCATMPRQLSRDASSSTVSIQGSGNHYHACAPDDEGEAGEDPSIL
PPPDPWMDSVAEPDSGAPEAVGRSVCPRDGRWEFLKLLRAETERMEGWCROQMEQDEVENEL
PDEILGKIRSAVGSAQLLMSQKFQQFRELCEENLNPNAHPRPVSQDLAGFWDMLQLSIEN
ISLKFDELHQLKANNWKPLTPPEIQERRMPPPVPKKPPKGHHPPLARDRSLESSERQRLE
ARKRLLAAKRAASVRQSSATESADSIEIYIPEAQTR

>Gasterosteus aculeatus DLGAPlb (ENSGACP 19506)
MKGLSGSRSHHHVVSYEPSYDLLGHHVDRKPYLISQNDMPVPIPMPHQAELSYYNAQRTP
YPSESNSIVPYGTFPRRCHSTSSSHHPEVKDECMAMVPYYGGKTPTRVPEPFERQPSFPR
DGYHTLQYKRGVLAHSGGVGAQHNNNDSPGRIRHLVHSVQKLFTKSHSLEGPHHPQNSKG
ANNGSGANPEGEIPPVGVRQRKRSKSRERCRSAEPKHRSHHHPHHQLHGSASAPGSGYWS
SDDNLERELSLYHPHHHQPPPSPSPSISPSPIAMTMGRYPGNSQSQQYFMMDPYGTLNEH
THTHAHTHAHHGHTHHHSALKVSRSNNDVKYAASSACVPSLGLVDGPLVKKGAWSSSLTV
SRAREVYTNNSSHNQPRASAGASNLNLDRALVKSKGSQLQERSCHFLOQVWGAIFLYLEWA
IAPSVHIWYRTDCEICTLLSRQVPQODEWSGFSPLGKEDDIPCRRMRSGSYVKAMAEEDSG
DSDGSPKPSPKMQOARRASYLKATQPSLTEMTTLOISSEHSPKLOIRSHSYLRAVSEVSIN
RSLDTLDPKTLLDPKSLLSSPQYRSRNESYMRAMSTISQIEQVCEQVYSAMQAQAMEAAT
DSMETMDTLPMPGCFRMRSHSYVRAIDQGCSGDEEGEGGRPLLLLPSSPPRTSATTVRTI
QSSTVSSCITTYKKTPPPVPPRTSTCSTASKPYISITAQSSTESAQDAYMEEEGPRGDMT
IQSGLSNSTESIDSMKALTAAIEAANAQVHGPASQHVSNSAMTVCTPTPSVHSRGAVIED
HRDVYRKEALRKGKCLSIGIQSKFTSIGVQVEDDRGVTTAVQADMDIPDAMDTPLDSPDT
DMEVLSSGALSRQYSRDAATSTVSIQGSGNHYHACASDDYDDVGFDPSILPPPDPWIDSV
TDDSLDVVQRSVCHRDGRWFLKLLOQAETDRMEGWCROMELDQODNDLPDDVLGKMRSAVG
SAQLLMSQKFQOFRELCEENLNPNAHPRPVASDLAGFWDMLOLSIENISLKFDELHQIRA
NNWRPLDPPERKERRLPPPVPKKPPKAPHHHPPLARDRSLESSEKQRQEARRRLMAAKRA
ASVRONSATESADSIEIYIPEAQTR

>Oryzias latipes DLGAPI1 (ENSORLP 10417)
MKGLSGSKSHHHVVSYEPSYDPLGHHVDRKQLLISQMDIPVPVPMPAEHPYYNAQRTSYP
SDSNSIVPYGTFPRRCHSTSSSHHPEVKDECMAIVPYDGGKMQTQVPVNIVDQYEHQPPF
SRDGYHTLQYKRGVLAHTGGMGTNDNNNDSPGRIRHLVHSVQKLFTKSHSLEGPHHTQSS
KGAHNGSVNGGGGGGGGSRASPEGGNPSAGVRHRKRSKSRERCRSAEPKHRSYHHHHPQL
HGSASAPGSGYWSSDDNLERELCLYHPHHHQPPPSPSPSISPSPIAMTMGRCVDNNPDKE
HARHGHTHHHSALKASRSNNDLKYAASSACLPPVGLLDGPLVKKGAWSSSLTVSRAREVY
TNSSHNQPRASAGSGNLNLDRALVKSKGSQQODPSCHFLOQIWYYQSVQTAVYLPGLFVAW
AKSGSYANLNNEFQVPODEWSGFSPLGKEEDIPCRRMRSGSYVKAMAEDDSGDSEGSPKPS
PKVQARRASYLKATQPSLTEMTTLQISTEHSPKLQIRSHSYLRAVSEVSINRSLDTLDPK
SLLDPKSLLSSPQYRSRNESYMRAMSTISQIEQVCEQVYSEMQOSQAMEAAMDSLETMDTL
PMPGCFRMRSHSYVRAIDQGCAGEEEGEGGRPLLLLPSSPPRTSATTVRTIQSSTVSSCI
TTYKKTPPPVPPRTSTCSTASKPYISITAQSSTESAQDAYMEEEGPRGDMTIQSGLSNST
ESIDSMKALTAATEAANAQVHGPASQHVNNSTMTVSVPNSSALSRGYSIEDHRDEYRKEA
LRKGKCLSIGIQSKFTSVGVQVEDDRGVTTAVQOADLDLPDMLDMPMDSPEPNRHILSPNA
LSRQYSRDAATSTVSIQGSGNHYHACASDEYDDVGFDPSILPPPDPWIDNVTDDPLCVAS
RSICOQRDGRWEFLKLLQAETDRMEGWCQOMELDQQENDLPDEVLGKMRSAMESAQHLMSQK
FOOFRELCEENLNPNIHPRPVASDLAGEWDMLQLSIENISLKFDELHQLRANNWRPLDPP
ERKERRLPPPVPRKPHKGPHQHPPLVRDRSLESSEKQROEARKRLMAAKRAASVRONSAT
ESADSIEIYIPEAQTR

>Homo sapiens_ DLGAP2 (ENSP 400258)

MKGLSGSRTQPPLCSGHTCGLAPPEDCEHLHHGPDARPPYLLSPADSCPGGRHRCSPRSS
VHSECVMMPVVLGDHVSSSTFPRMHYSSHYDTRDDCAVAHAGAKINRIPANLLDQFEKQL
PLHRDGFHTLQYQRTSAAAEQRSESPGRIRHLVHSVQKLFTKSHSLEGSSKSNANGTKAD
GRADDHHHAHHAKHSKRSKSKERKPEGKPRPGMSSWWSSDDNLDSDSTYRTPSVLNRHHL
GPVAHCYPDALQSPFGDLSLKTSKSNNDVKCSACEGLALTPDAKYLKRSSWSTLTVSQAK
EAYRKSSLNLDKPLLHQDAKPALRPCHYLQVPQODEWGGYPTGGKDEETIPCRRMRSGSYIK
AMGDEESGESDSSPKTSPKSAILPEPLLKSIGQORPLGEHQTQTYLQAASDVPVGHSLDPA
ANYNSPKFRSRNQSYMRAVSTLSQASCVSQVSEAEINGQFESVCESVEFSEVESQAMDALD
LPGCFRTRSHSYLRAIQAGYSQDDECIPMMTPSDITSTIRSTAAVSYTNYKKTPPPVPPR
TTSKPLISVTAQSSTESTQODAYQDSRAQRMSPWPQDSRGLYNSTDSLDSNKAMNLALETA



AAQRHLPESQSSSVRTSDKAILVSKAEELLKSRCSSIGIQDSEFPEHQPYPRSDVETATD
SDTESRGLREYHSVGVQVEDEKRHGRFKRSNSVTAAVQADLELEGFPGHITTEDKGLQFG
SSFORHSEPSTPTQYSAVRTVRTQGLEFSYREDYRTQVDTSTLPPPDPWLEPAIDTVETGR
MSPCRRDGSWELKLLHAETKRMEGWCKEMEREAEENDLSEEILGKIRSAVGSAQLLMSQK
FOOFYWLCQONMDPSAMPRPTSQDLAGYWDMLQLSTIEDVSMKFDELQRLRLNDWKMMESP
ERKEERKVPPPIPKKPPKGKFPITREKSLDLPDRQROEARRRLMAAKRAASFRONSASER
ADSIEIYIPEAQTRL

>Pan troglodytes DLGAP2 (ENSPTRP_42538)
MKGLSGSRTQPPLCSGHTCGLAPPEDCEHLHHGPDARPPYLLSPADSCPGGRHRCSPRSS
VHSECVMMPVVLGDHVSSSTFPRMHYSSHYDTRDDCAVAHAGAKINRIPANLLDQFEKQL
PLHRDGFHTLQYQRTSAAAEQRSESPGRIRHLVHSVQKLFTKSHSLESSSKSNANGTKAD
GRADDHHHAHHAKHSKRSKSKERKPEGKPRPGMSSWWSSDDNLDSDSTYRTPSLLNRHHL
GPVAHCYPDALQSPFGDLSLKTSKSNNDVKCSACEGLALTPDAKYLKRSSWSTLTVSQAK
EAYRKSSLNLDKPLLHQDAKPALRPCHYLQVPODEWGGYPTGGKDEEIPCRRMRSGSYIK
AMGDEESGESDSSPKTSPKSAILPEPLLKSIGQRPLGEHQTQTYLQAASDVPVGHSLDPA
ANYNSPKFRSRNQSYMRAVSTLSQASCVSQVSEAEINGQFESVCESVEFSEVESQAMDALD
LPGCFRTRSHSYLRAIQAGYSQDDECIPMMTPSDITSTIRSTAAVSYTNYKKTPPPVPPR
TTSKPLISVTAQSSTESTQDAYQDSRAQRMSPWPQODSRGLYNSTDSLDSNKAMNLALETA
AAQRHLPESQSSSVRTSDKAILVSKAEELLKSRCSSIGIQVAALGRPRRSLLNVETATDS
DTESRGLREYHSVGVQVEDEKRHGRFKRSNSVTAAVQADLELEGFPGHITMEDKGLQFGS
SFORHSEPSTPTQYSAVRTVRTQGLESYREDYRTPVDTSTLPPPDPWLEPATIDTVETGRM
SPCRRDGSWEFLKLLHAETKRMEGWCKEMEREAEENDLSEETILGKIRSAVGSAQLLMSQKFE
QOFYWLCQONMDPSAMPRPTSQDLAGYWDMLOLSTEDVSMKEDELQRLRLNDWKMME SPE
RKEERKVPPPIPKKPPKGKFPITREKSLDLPDRORQEARRRLMAAKRAASFRONSATERA
DSIEIYIPEAQTRL

>Gorilla gorilla DLGAP2 (ENSGGOP_7425)

POYSWSPTQHFNEERYSPAPRSMKGLSGSRTQPPLCSGHTCGLAPPEDCEHLHHGPDARP
PYLLSPADSCPGGRHRCSPRSSVHSECVMMPVVLGDHVSSSTFPRMHYSSHYDTRDDCAV
AHAGAKINRIPANLLDQFEKQLPLHRDGFHTLQYQRTSAAAEQRSESPGRIRHLVHSVQK
LFTKSHSLEGSSKSNANGTKADGRADDHHHAHHAKHSKRSKSKERKPEGKPRPGMSSWWS
SDDNLDSDSTYRTPSVLNRHHLGPVAHCYPDALQSPEFGDLSLKTSKSNNDVKCSACEGLA
LTPDAKYLKRSSWSTLTVSQAKEAYRKSSLNLDKPLLHODAKPALRPCHYLQVPQDEWGG
YPTGGKDEEIPCRRMRSGSYIKAMGDEESGESDSSPKTSPKSAILPEPLLKSIGQRPLGE
HOTQTYLOQAASDVPVGHSLDPAANYNSPKEFRSRNQSYMRAVSTLSQASCVSQVSEAEING
QFESVCESVFSEVESQAMDALDLPGCFRTRSHSYLRAIQAGYSQDDECIPMMTPSDITST
IRSTAAVSYTNYKKTPPPVPPRTTSKPLISVTAQSSTESTODAYQDSRAQRMSPWPQDSR
GLYNSTDSLDSNKAMNLALETAAAQRHLPESQSSSVRTSDKAILVSKAEELLKSRCSSIG
IQDSEFPEHQPYPRSDVETATDSDTESRGLREYHSVGVQVEDEKRHGREFKRSNSVTAAVQ
ADLELEGFPGHITMEDKGLQFGSSFQRHSEPSTPTQYSAVRTVRTQGLFSYREDYRTQVD
TSTLPPPDPWLEPAIDTVETGRMSPCRRDGSWFLKLLHAETKRMEGWCKEMEREAEENDL
SEETILGKIRSAVGSAQLLMSQKFQQFYWLCQONMDPSAMPRPTSQDLAGYWDMLQLSTIED
VSMKFDELQRLRLNDWKMME SPERKEERKVPPPIPKKPPKGKFPITREKSLDLPDRQRQE
ARRRLMAAKRAASFRONSATERADSIEIYIPEAQTRL

>Mus musculus DLGAPZ (ENSMUSP 39647)

MGTAQVLPGILQKHCCILPDRNTESQCTLCGEPEEEEGGDLAQPGLSFPGPAEEDIDQQY
SWSPTOQHFNEERYSPAPRNMKGLTGSRNQPQLCAGHTCGLSPPDDCEHPHDHMHHGSDVR
QPYLLSPAESCPMDHHRCSPRSSVHSECMMMPVMLGDHVSSSTFPRMHYSSHYDTRDDCA
MSHTSTKVNRIPANLLDQFEKQLPLHRDGFHTLQYQRASAATEQRNESPGRIRHLVHSVQ
KLFTKSHSLEGSSKSNINGTKSDSRVDDHHQSHLSKHSKRSKSKERKPESKHKSGMSSWW
SSDDNLDSDSTYRTPSVAHRHHMDHIPHCYPEALQSPEFGDLSLKTSKSNNDVKCSACEGL
ALTPDTRYMKRSSWSTLTVSQAKEAYRKSSLNLDKPLVHPEIKPSLRPCHYLQVPQODDWG
AYPTGGKEEEIPCRRMRSGSYIKAMGDEESGESDSSPKTSPTVAIRPEPLLKPIIQRPLG
DHOTQOSYLQAATEVPVGHSLNPSINYNSPKFRSRNQSYMRAVSTLSQASCVSQMSEAEVN
GQFESVCESVEFSEVESQAMDALDLPGCFRTRSHSYLRAIQAGYSQDDECIPVMTSSNMTS
TIRSTAAVSYTNYKKTPPPVPPRTTSKPLISVTAQSSTESTQDAYQDSRAQRMSPWPQDS
RGGLYNSMDSLDSNKAMNLALETAAAQRHAADTQSSSTRSIDKAVLASKAEELLKSRCSS
IGVODSEFPDHQPYPRSDVETATDSDTESRGLREYHSVGVQVEDEKRHGRFKRSNSVTAA
VOADLELEGFPGHVSMEDKGLOFGSSFQOQRHSEPSTPTQYGALRTVRTQGLESYREDYRTOQ



VDTSTLPPPDPWLEPSLDTVETGRMSPCRRDGSWELKLLHTETKRMEGWCKEMEREAEEN
DLLEDILGKIRSAVGSAQLLMSQKFQOQFYWLCQONMDPSAMPRPTSQDLAGYWDMLQLSV
EDVSMKFDELHQLKLNDWKIIESPERKEERKIPPPIPKKPPKGKFPITREKSLDLPDROR
QEARRRLMAAKRAASFRONSATERADSIEIYIPEAQTRL

>Rattus norvegicus_ DLGAP2 (ENSRNOP 54654)
DOQYSWSPTQHFNEERYSPAPRNMKGLTGSRNQPQLCVGHTCGLSPADECEHPHDHVRHG
PDVRQPYLLSPAESCPMDHHRCSPRSSVHSECMMMPVMLGDHVSSSTFPRMHYSSHYDTR
DDCATSHASTKVNRIPANLLDQFEKQLPLHRDGFHTLQYQRASAATEQRNESPGRIRHLV
HSVQKLFTKSHSLEGSSKSNINGTKSEGRMDDHHQSHLSKHSKRSKSKERKPESKHKSGM
SSWWSSDDNLDSDSTYRTPSVAHRHHMDHI PHCYPEALQSPEGDLSLKTSKSNSDVKCSA
CEGLALTPDTRYMKRSSWSTLTVSQAKEAYRKSSLNLDKPLVHPEIKPSLQPCHYLQVPQ
DDWGAYPTGGKEEEIPCRRMRSGSYIKAMGDEESGESDSSPKTSPTVALRPEPLLKSIIQ
RPLGDHQTQSYLQAATEVPVGHSLDPSVNYNSPKEFRSRNQSYMRAVSTLSQASCVSQMSE
AEVNGQFESVCESVEFSEVESQAMDALDLPGCFRTRSHSYLRAIQAGYSQDDECIPVMTPS
NMTSTIRSTAAVSYTNYKKTPPPVPPRTTSKPLISVTAQSSTESTQDAYQDSRAQRMSPW
PODSRGGLYNSMDSLDSNKAMNLALESAAAQRHAADTQSSSTRSIDKAVLVSKAEELLKS
RCSSIGVQODSEFPDHQPYPRSDVETATDSDTESRGLREYHSVGVQVEDEKRHGRFKRSNS
VTAAVQADLELEGFPGHVSMEDKGLQFGSSFQRHSEPSTPTQYGALRTVRTQGLFSYRED
YRTQVDTSTLPPPDPWLEPSLDTVETGRMSPCRRDGSWFLKLLHTETKRMEGWCKEMERE
AEENDLSEEILGKIRSAVGSAQLLMSQKFQQFYWLCQONMDPSAMPRPTSQDLAGYWDML
QLSVEDVSMKFDELHQLKLNDWKIMESPERKEERKIPPPIPKKPPKGKFPITREKSLDLP
DROROQEARRRLMAAKRAASFRONSATERADSIEIYIPEAQTRL

>Loxodonta africana DLGAP2 (ENSLAFP 6018)
EEEGGDLAQPGISFPGPAEEELDQRYSWSPTQHFNEERYSPAPRNMKGLSGSRNQPQLCS
GHTCGLTPPEDCEHTHDHIHHGQETRQSYLLSPTDSCPMDHHRCSPRSSIHSECMMMPVM
MGDHMSSSTFPRMHYSSHYDTRDDCAMSHASTKINRIPANLLDQFEKQLPLHRDGFHTLQ
YORTSTAEQRSESPGRIRHLVHSVQKLFTKSHSLEGSSKSNVNGTKGDSRVDDHHHGHHS
KHSKRSKSKERKPESKHKSGMSSWWSSDDNLDSDSTYRTPSVINRHHVDHISHCYPETLQ
GPFGDLSLKTSKSNNDVKCSACEGLSMTPDTKYMKRSSWSTLTVSQAKEAYRKSSLNLDK
PLVHQEIKPSLRPCHYLQVPQDEWGGYPTGGKDEEIPCRRMRSGSYIKAMGDEESGESDS
SPKTSPKVAIRPEPLLKSIGQRPLGDHQTQSYLQAASDVPGGHNLDPSANYTSPKEFRSRN
OSYMRAVSTLSQASCVSQMSEAEINGQFESVCESVESEVESQAMDALDLPGCFRTRSHSY
LRATIQAGYSQDDECIPAMTSSDIASTIRSTAAISYTNYKKTPPPVPPRTTSKPLISVTAQ
SSTESTODAYHDSRTQRISPWPQDGRGLYNSTDSLDSNKAMNLALESAAAQRQASESQGG
SARTSDKAILVSKAEEFLKSRRSSIGIQDSEFPEHQPYPRSDVETAADSDTESRGLREYH
SVGVQVEDEKRHGRFKRSNSVTAGVQADLELEGFPGHITMEDKGLQFGSSFQRHSEPSTP
TOQYGAVRTVRTQGLESYREDYRTQVDTSNLPPPDPWLEPSIETVETGRMSPCRRDGSWEL
KLLHTETKRMEGWCKEMEREAEENDLSEEILGKIRSAVGSAQLLMSQKFQQOFYWLCQQNM
DPSAMPRPTSQDLAGYWDMLQLSIEDVSMKFDELHHLKLNDWKIIESPERKEERKVPPPI
PKKPPKGKFPITREKSLDLPDRQRQEARRRLMAAKRAASFRONSATERADSIEIYIPEAQ
TRL

>Dasypus novemcinctus DLGAPZ2 (ENSDNOP 4883)

DOQYSWSPTQHFNEERYSPAPRNMKGLSGSRNQPQLCSGHTCGLTPPEDCEHSHDHLHHG
QETRQSYLLSPTDSCPMDHHRCSPRSSIHSECMMMPMMMGDHMSSSTFPRMHYSSHYDTR
DDCAMSHASTKINRIPANLLDQFEKQLPLHRDGFHTLQYQRTSTAAEQRSESPGRIRHLV
HSVQKLFTKSHSLEGSSKSNVNGTKGDSRMDDHHHGHHSKHSKRSKSKERKPESKHKSGM
SSWWSSDDNLDSDSTYRTPSVLNRHHVDHISHCYPETLQSPFGDLSLKTSKSNNDVKCSA
CEGLAMTPDTKYMKRSSWSTLTVSQAKEAYRKSSLNLDKPLIHQEIKPSLRSCHYLQVPQ
DEWGGYPTGGKDEEIPCRRMRSGSYIKAMGDEESGESDSSPKTSPKVATRPEPLLKSTIAQ
RPLGDHQTQSYLQAASDVPGGLGLDPSANYNSPKFRSRNQSYMRAVSTLSQASCVSQMSE
AEINGQFESVCESVESEVESQAMDALDLPGCFRTRSHSYLRAIQAGYSQDDECIPAMTSS
NITSTIRSTAAAPYTNYKKTPPPVPPRTTSKPLISVTAQSSTESTQDAYHDSRAQRGSPW
PODARGLYNSTESLDSNKALNLALETAAAQRHAAEGQGGSARAGDKAVLGAKAEEFLRSR
RASVGIQDSEFPEHQPYPRSDVETATDSDTESRGLREYHSVGVQVEDEKRHGRFKRSNSV
TAAVQADLELEGFPGHVTTEDKGLQFGSSFQRHSEPSTPTQYGAVRTVRTQGLEFSYREDY
RTQVDTPNLPPPDPWLEPSIETVETGRMSPCRRDGSWFLKLLHTETKRMEGWCKEMEREA
EENDLSEEILGKIRSAVGSAQLLMSQKFQOFYWLCQONMDPSAMPRPTSQDLAGYWDMLQ
LSIEDVSMKFDELHQLKLNDWKMIESPERKEERKVPPPIPKKPPKGKFPITREKSLDLPD



ROROEARRRLMAAKRAASFRONSATERADSIEIYIPEAQTRL

>Monodelphis domestica DLGAP2 (ENSMODP 17783)

DOQYSWSPTQHFNEERYSPAPRNMKGLSSSRNQPQLCSGHTCGLTPPEDCEHTHDHLHHG
QEPRQSYLLSPTESCPMDHHRCSPRSSIHSECMMMPMMMGDHMSSSTFPRMHYSSHYDTR
DDCAMSHASTKINRIPANLLDQFEKQLPLHRDGFHTLQYQRTSNAAEQRSESPGRIRHLV
HSVQKLFTKSHSLEGSSKSNVNGTKSDSRGDDHHHGHPSKHSKRSKSKERKPESKHKSGM
SSWWSSDDNLDSDSTYRTPSVVNRHHVDHISHCYPDALQSHFGDLSLKTSKSNNDMKCSA
CEGLAMTPDGKYMKRSSWSTLTVSQAKEAYRKSSLNLDKPLVHQEIKPALRPCHYLQVPQ
DEWGGYPTGGKDEEIPCRRMRSGSYIKAMGDEESGESDSSPKTSPKVAVRTEALLKSIGQ
RPLGDHQTQSYLQAAGDVPGGHNLDPTANYNSPKEFRSRNQSYMRAVSTLSQASCVSQMSE
AEINGQFESVCESVEFSEVESQAMDALDLPGCFRTRSHSYLRAIQAGYSQDDECIPAMTSS
NITSTIRSTTAVSYTSYKKTPPPVPPRTTSKPLISVTAQSSTESTQDAYHDSRTQRIPPW
PODGRGLYNSTDSLDSNKAMNLALETAAAQRHASESQSSSVRTSDKAVLVTKAEEFLKSR
RSSIGIQTEMFPTHSLPYHSSTVETATDSDTESRGLREYHSVGIQVEDDKRHGRFKRSNS
VTAAVQADLELEGFPGHITMEDKGLQFGSSFQRHSEPSTPTQYGAVRTVRTQGLEFSYRED
YRTPVDTSNLPPPDPWLEPSIETVETGRMSPCRRDGTWFMKLLHTETKRMEGWCKEMERE
AEENDLSEEILGKIRSAVGSAQLLMSQKFQQFYWLCQONLDPSAMPRPTSQDLAGEFWDLL
QLSIEDVSMKEFDELHQLKLNEWKLIESPERKEERKVPPPVPKKPPKGKFPITREKSLDLP
DROQROEARRRLMAAKRAASFRONSATERADSIEIYIPEAQTRL

>Gallus gallus DLGAP2 (ENSGALP 26331)
MGTIQVLPGILQKHCCILPDRNTESQCTLCGEPEDLDSLTGHAFPEDEGGDLLKSSESEP
GTPEEEIDQQYSWSPSHHENEERYSPASRNMKGLSGSRNQPQLCSAHTCGLASPEDCEHT
HDHIHHGQEPROQSYLLSPTESCPMDHHRCSPRSSTHSECMMMPMVMGDHMSSSTFPRMHY
SSHYDTRDDCAMSHGNPKINRIPANLLDOQFEKQLPLHRDGFHTLOQYQRTSTAAEQRSESP
GRIRHLVHSVQKLFTKSHSLEGSSKGNVNGTKGDSRGDDHHHGHHSKHGKRSKSKERKPE
TKHKSGMSSWWSSDDNLDSDSTYRTPSVVNRHHADHISHCYPEALQGHFGDLSLKTSKSN
NDVKCSACEGLAMTPDSKYMKRSSWSTLTVSQAKEAYRKSSLNLDKPLVHQEIKPSLRPC
HYLOVPQDEWGGYPAGGKDEEIPCRRMRSGSYIKAMGDEESGDSDTSPKTSPKLAVRPES
LLKSIGQRPLGDHONQSYLQTASDVPGGHNLDPSANYNSPKFRSRNQSYMRAVSTLSQAS
CVSQMSEAEVNGQFESVCESVEFSEVEAQAMDALDLPGCFRTRSHSYLRAIQAGYSQDDEC
IPAMASSNITSTIRSTTAVTYTSYKKTPPPVPPRTTSKPLISVTAQSSTESTQDAYHDSR
AQRMSPWPODGRGMYNSTDSLDSNKAMNLALETAAAQRHVSESASIRTSDKAILVTKAEE
FLKSRRSSIGIQVETATDSDTESRGLREYHSVGIQVEDEKRHGRFKRSNSVTAAVQADLE
LEGFPGHITMEDKGLQFGSSFQOHSEPSTPTQYSAVRTVRTQGLESYREDYRTPVDTSNL
PPPEPWLEPAIETVETGRMSPCRRDGSWEFMKLLHTETKRMEGWCKEMEREAEENDLSEET
LGKIRSAVGSAQLLMSQKFQOFYWLCQONLDPSAMPRPTSQDLAGEFWDLLQLSIEDVSMK
FDELHQLKLNEWKIIESPERKPTGWWMEERKVPPPVPKKPPKGKFPITREKSLDLPDRQR
QEARRRLMAAKRAASFRONSATERADSIEIYIPEAQTRL

>Anolis carolinensis DLGAP2Z (ENSACAP 5144)
MKGLSGSRNQSQLCSAHTCGLASPEDCEHTHDHIHHGQESRQSYLLSPTESCPMDHHRCS
PRSSIHSECMMMPMVMGDHMSSSTFPRMHYTSHYDTRDDCTMSHANPKVNRI PANLLDQF
EKQLPLHRDGFHTLQYQRTSTAAEQRSESPGRIRHLVHSVQKLFTKSHSLEGSSKSNVNG
TKGDGRGDDHHHGHHSKHGKRSKSKERKPETKHKTGMS SWWSSDDNLDSDSTYRTPSVVN
RHHVDHISHCYPEALQGHFGDLSLKTSKSNNDVKCSACEGLAMAPDGKYMKRSSWSTLTV
SQAKEAYRKSSLNLDKPLVHQEIKPSLRPCHYLQVPODEWGGYPAGGKDEEIPCRRMRSG
SYIKAMGDEESGDSDTSPKTSPKVAVHPESLLKSIGQRALGDHQONQSYLQAASDVPGGHS
LDPAANYNSPKFRSRNQSYMRAVSTLSQASCISQMSEAEVNGQFESVCESVESEVEAQAM
DALDLPGCFRTRSHSYLRAIQAGYSQDDECIPAMASSNITSTIRSTTAVTYTSYKKTPPP
VPPRTTSKPLISITAQSSTESTQDAYHDSRTQRISPWPQDSRGMYNSTDSLDSNKAMNLA
LETAAAQRHMSENQSTSVRTSDKAILVTKAEEFRKSRRSSIGIQVETATDSDTESKGLRE
YHSVGVQVENDKRHGRFKRSNSVTAAVQADLELEGFPGHITMEDKGLQFGGSFQRHSEPS
TPTQYGAVRTVRTQGLFSYREDYRTQVDTSNLPPPEPWLEPAIETVETGRMSPCRRDGSW
FMKLLHTETKRMEGWCKEMEREAEENDLSEEILGKIRSAVGSAQLLMSQKFQQFYWLCQQ
NLDPSAMPRPTSQDLAGFWDLLQLSIEDVSIKFDELHQLKLNEWKI IESPERKEERKVPP
PVPKKPPKGKFPITREKSLDLPDROROQEARRRLMAAKRAASFRONSATERADSIEIYIPE
AQTRL

>Danio rerio DLGAP2 (ENSDARP 139510)



IDQLDSWSPPPYFDEDSYPSPPRNMKGLSSGRPQLTFTSGHTCGLPDCDQSLDHLQHVGP
DSRSPYLLSPTESCPLDPHRCSPRSSIHSECMVMPVSMASDHVSSSTFPRMHYSSHQDSL
RDDGSTSHGSGKMNRIPANLLDQFEKQLPTHRDGFHTLOQYQRTSATTTNSEQRNESPGRI
RHLVHSVQKLEFTKSHSLEGSSKMNGTKGDSRSDSGHHHHHHHHHGHDHGSHKHSKRSKSK
ERKSDSKQRSGIAGWWSSDDNLDSDSTYRTPSIMSRHHGDHITHCYPDMGHGHEGDLSLK
TSKSNNDVKCSACESIAMAPEGKFMKRSSWSTLTVSQAKEAYRKSSLNLEKPTMPQDLKS
SMRPCHFLQVPQDEWGGRDEEIPCRRMRSSSYVKAMGDQDSGDSDGSPKNSPQKMVRPNA
LVKSVLOROLSDORPSQSYHLOTSRETHPSITLEPSPNYNSPKFRSRNQSYMRAVSTLSQ
ASCVSQVSETEVNGQFESVCESVEFSEVESQAMDALDLPGCFRTRSHSYLRAIQAGESQDD
DCVPSMTSSTVTSTIRSTTAVTIYTPSTPTYKRTPPPVPPRSTSKPLISITAQSSTESTQD
AYHEGQLARGEFWGSDGSSLSLGRALYNSTDSLDSAKAVTIAMEAAAMAMAGKRHPSTDSH
SSVMTCDKAVLVSKAEEYLKTPRSSIGIQSSVEVQSQKIGRRDVEAATDSECESKGSREY
QOSVGIQVEDERRQGRFKRSNSVTAAVQADLELEGFPLMEDKGLOQFGGGFQRHSEPSTPTQ
YGAVRTVRTQGLESYREDYRTPTEPPSPOQRSPEPWLEPSPREPIATVAVTVTPPQPSDSG
RASPSCRRDGSWEMQLLHAETKKMEGWCKELEGEAEENDLSEEILGKIRSAVGSAQLLMS
OKFOQFYWLCQONLDPSAMPRPTSODLAGFWDLLOLSIDDVTSKENELQKIKSNDWRLID
SPVKKVRADYLPPPVPKKTLRKSVTREKSLDLPDROQRIEARRRLMAAKRAASFRONSASE
RADSIEIYIPEAQTRL

>Takifugu rubripes DLGAP2 (ENSTRUP 27118)
VDQOQYSWSPSQYFDEDSNSPPPRNMKGLSGGRPAQLOLTSPTSAYSCGLVECDPSLDHHL
HHGNVRSPSYLLSPTESCPLDSHRRCSPRSSIHSECMVMPVPMSTTDHSISSSTFPRMHY
GSASRDSGGNTSGGSKMNRIPANLLDQFEKOMPLHRDGFHTLQYQRTSTTTTSTEQRNES
PGRIRHLVHSVOKLFTKSHSLEGSSKINGTKSESHRDSSHHHHHHHQGHHKHSKRSKSKD
RKSDGGGKQRSGGWWSSDDNLDSDSTYRPPSVMSRHPVEHISHCYSDSVHGHLVGDMSLK
TSKSNNDVKCTACESINMAPEGKFMKRSSWSTLTVSQAKEAYRKSSLNLEKPMTPTDLKP
NLRPCHYLQVPQDDWGGYPGDGKDDEIPCRRMRSSSYVKAMGDEESGESDSSPKASPQKS
VRPEALVKAVIRPRDLLDSQSQSYHLOTTRNMHPSIALEPSTNYNSPKFRSRNQSYMRAV
STLSQASCVSQVSETEINGQFESVCESVEFSEVESQAMEALDLPGCFRTRSHSYLRAIQAG
YSQODDDCIPPMASTVTSTIRSTTAITYTPNYKKTPPPVPPRTTSKPLISITAQSSTESTQ
DAYHEGRHPHSGMWNPESLGLGPGRGLYNSNDSLDSTKAVTIAMEAAGVMAGKRHPSTDS
HSSVLTCDKAVLVSKAEEYLKTPSSIGIQSFIDLPLPSHPPSHRLALVEAATDSESESKG
SREYQSVGIQVEDNTKGOGRFKRSNSVTAAVQADMELEGEFPVMEDKGLQFGGGFQRHSEP
STPTQYGAVRTVRTQGLESYRDDYRTLAEPPSPRETSREATWQLEPPSPRENTASSAESG
RASPSLRRDGSWEFMQLLHTDTKRIEGWCKEMEAEAEENDLSEETILGKIRSAVGSAQLLMS
OKFQQFYWLCQONLDPSAMPRPTSQDLAGFWDLLOLSIDDVTVKEDQLOQQIKNNNWRLID
SPEKKPPAPVPKKTARQKSVITREKSLDLPDRHRQEARRRLMAAKRAASFRONSGSERAD
SIEIYIPEAQTRL

>Tetraodon nigroviridis DLGAPZa (ENSTNIP 13668)
MKGLSSSRFQHQIPLPYGLDYDPHVHDLHAHHGSESRHPSYLLSPTESCPTDFHHRYSPR
SSIHSDCMVMSPVMMPPPAASDHISSSTFPRMHYSSQYYDTATRDDCAAITASASVKSNR
LPANLLDQYEKQLPLHRDGFHTLQYQRTSTTTEQRSESPGRIRHLVHSVQKLFTKSHSLE
GSSKMNGTKGDIGGGGGAGYHHYGQHSTKHGSKRSKSKERKHRSGGWWSSDDNLDSDSTY
RTPSVMSRHHGEHASHCHPDSMHSHHFGDLSLKTTKSSNDVKCSACEALGPEGKEFMKRSS
WSTLTVSQAKEAYRRSAFNLDKPMMHTDLKSSRTCHFLQVPODDWGGYPGEKDEEIPCRR
MRSSSYVKAMGEVDDDSGDSDTSIKTSPQKTVRSDALVLKSAMQRPHFDPQRVLNTQHPL
PPILTFSQGYHLQTLRDMRPHPSVTLDPATVHPPPFRSRNQSYMRAVSTLSQVSETEING
QFESVCESVFSEVESQAMEALDLPGSFRTRSHSYLRAIQAGYSQDDDCLPSMTSSTVTST
LRSTTAQKNGTNSKVTDYKKTPPPVPPRTTTKPLISVTAQSSTESTQDAYQYQEGKHPRS
GLWTTDSLGRPIYSSTDSLDSTKAVTMAMESAAGKRHTSLGSHTSVQTCDKAVLVSKAEE
YLKTPRSSIGIQVETVTDSEPETKGLPQFHSIGIQVEDRKRHGRFKRSNSVATAVQADME
LEGFPSMEDKGFQFGGAFGRHSEPSTPTQYGAIRTVRTQGLESYREDYRPSSRPSSPHPE
PWLVEPSLESTDTGRVSPIRRDGSWEMOQLLHNETKRLEGWCKEMEREAEEHDLSEEILGK
IRSAVGSAQLLMSQKFQOQFYWLCEQNLDPSAMPRPTSODLAGEFWDLLQLSVDDVTAKFDE
LHQIKDNHWQLVKSPEKKERKWPPPVPKRPARGRSGIMRERSLDLODRQROEARRRLMAA
KRAASFRONSATERADSIEIYIPEAQTRL

>Tetraodon nigroviridis DLGAPZb (ENSTNIP 20628)
MKGLSGVRPAQLQLTSPVSAHTCGLAECDPSLDHHLHHGNARSPSYLLSPTESCPLDSHR
RCSPRSSTIHSECMVIPVSMSTTDHSISSSTFPRMHYGSASRDSGGNTSSGRNTRDDGGSS



SHGSGSKMNRIPANLLDQFEKQOMPLHRDGFHTLQYQRTSTTTTTTEQRNESPGRIRHLVH
SVOQKLFTKSHSLEGSSKMNGTKSDSHRDSKRSKSKDRKSDGSGKQRSGGWWSSDDNLDSD
STYRPPSVMSRHPVDHISHCFPDSVHGHLAGDMSLKTSKSNNDVKCTACDSINMAPEGKE
MKRSSWSTLTVSQAKEAYRKSSLNLEKPMTPTDLKANLRPCHYLQVPQDDWGGY PGDGKD
DEIPCRRMRSSSYVKAMGDEESGESDSSPKASPQKTVRPDALFVAIQPSRTEMYLPSFAN
SIKGVLSLEFSQSYHLOQAARNIHPSIALDPSANYNSPKEFRSRNQSYMRAVSTLSQVSETEV
NGQFESVCESVFSEVESQAMEALDLPGCFRTRSHSYLRAIQAGYSQDDDCIPPMASTVTS
TIRSTTAITYTPNYKKNPPPVPPRTTSKPLISITAQSSTESMODAYHEGRHPHGRMWTPE
GLSLGLGPGRGLYNSTDSLDSTKAVTIAMEAAGLMAGKRHPSTDSHSSVLTCDKAILVSK
AEEYLKTPRSSIGIQVEAATDSESESKGSREYQSVGIQVEDNKKGQGRFKRSNSVTAAVQ
ADLELEGFPVIESAASSAESGRASPSLRRDGSWEFMQLLHTDTKRIEGWCKEMEAEAEEND
LPEETSPLGLEPPSPRESAASSAESGRASPSLRRDGSWEFMQLLHTDTKRIEGWCKEMEAE
AEENDLPESVLGKIRSAVGSAQLLMSQKFQQFYWLCQONLDPSAMPRPTSQDLAGEWDLL
QLSIDDVTMKEFDQLOQOQIKNNSWRLIDSPEKKPPAPVPKKTARQKTVITREKSLDLPDRHR
QOEARRRLMAAKRAASFRONSASERADSIEIYIPEAQTRL

>Gasterosteus aculeatus DLGAP2a (ENSGACP_10715)
ETDOKFSPWSPSPKFNEDRRLPPTRNMKGLSGSRSQHQIPLPYGLDYDPHVHDLHGHHGS
DSRHSSYLLSPTESCPMDFHHRYSPRSSIHSDCMMMAPVMVPQAAASEHISSSTFPRMHY
SSPYYDPAAREKSNRLPANLLDQFEKQLPLHRDGFHTLQYQRTSTTTEQRGESPGRIRHL
VHSVQKLFTKSHSLEGSSKMNGTKGEERVSHHAHSTSMAARGARAKERKHRSGGWRSSDD
NLDSDSTYRTPSVMSRHHGEHVGHCYPDSTHSHHFGDLSLKASKSNNDVKCSACESMAMA
PEGKFMKRSSWSTLTVSQAKEAYRKSSLHLEKPMMHSDLKHSSRPCHYLQVPODEWSGYP
GDKDEEIPCRRMRSSSYVKAMGEVEDESGDSDSSPKISPQKAVRPDALVLKSAMORPRLD
SHSQGYHMQTARDMRPOHSVTLDPAAFHPPPFRSRNQSYMRAVSTLSQASCVSQVSETET
NGQFESVCESVFSEVESQAMEALDLPGSFRTRSHSYLRAIQAGYSQDDDCLPSMTSSTVT
STLRSTTAVSYPPSYKKTAPPVPPRGAPKPLISVTAQSSTESTQDAYQEGRHPRGGLWTT
DSLGRPIYSSADSLDSTKAVTMAMESAAGKRHASSGSHTSVQTCDKAVLVSKAEEYLKTP
RSSIGIQKLSQLOSTHQEHFQICQVETVTDSESESKGLPQFHSIGIQVEDHKRHGREKRS
NSVTTAVQADMELEGFPSMEDKGLOFGGGFGRHSEPSTPTQYGAIRTVRTQGLEFSYREDY
RPSSGPPSPQPEAWLAEPSLEGADTGRVSPLRRDGSWEMQLLHNETKRLEGWCKEMEREA
EEHDLTEEILGKIRSAVGSAQLLMSQKFQQFYWLCQONLDPSAMPRPTSQDLAGEFWDLLQ
LSIDDVTAKFDELOQQIKSNRWOLVESPDKKKERKWPPPLAKRPSKGRGVMRERSLDLQDR
ORQEARRRLMAAKRAASFRONSVTERADSIEIYIPEAQTRL

>Gasterosteus aculeatus DLGAP2b (ENSGACP_8971)
DOLYSWSPSQYFDEDSCSLPPRNMKGLSGGRPAQLHLTSPTAHTCGLVECDHSLEHHLHH
GNSRPPSYLLSPTDSCPLESHHRCSPRSSIHSECMVVPVSMSATDHSISSSTFPRMHYGS
GARESGGNTSGGRDSRDDGGSSSHGGSGKMNRIPPNLLDQFEKQMPLHRDGFHTLQYQRT
STTTTTTEQRNESPGRIRHLVHSVQKLETKSHSLEGSSKMNGTKGDPHRESSHHANHHHQ
GHHKHSKRSKSKERKSDGSGKQRSGGWWSSDDNLDSDSTYRTPSVMSRHPADHVGHCYPD
SMHGHLAGELSLKTSKSNNDVKCSACESISMAPEGKFMKRSSWSTLTVSQAKEAYRKSSL
NLEKPMTPTELRPNLRPCHYLQVPODDWGGYPGDEKDDEIPCRRMRSSSYVKAMGDEESG
ESDSSPKTSPOQKTVRPDAMVKAVIRPRELLDSQSEGSHFQAAGKRRPRFAGDPSAIYISP
NEGPGNKSYGQAFSPLIQPSRVTQVSETEMNGQFESVCESVFSEVESQAMEALDLPGCFR
TRSHSYLRAIQAGYSQDDDCIPPMGSTVTSTIRATTAITYTTNYKKAPPPVPPRTTSKPL
ISITAQSSTESTOQDAYHEARHPRGGMWAPDGLGLGLNAGRVLYNSTDSLDSTKAVTIAME
AAGVMVGKRHPSTDSHSSVLTCDKAVLVSKAEEYLKTPRSSIGIQVSPLSPYLGQPSAEV
EAATDSESEGKGLRQYHSVGIQVEDNKKGQGRFKRSNSVTAAVQADMELEGFPTMEDKGL
QOFGGGFQRHSEPSTPTQYGAVRTVRTQGLESYREDYRATAEPSSPRETTSEASWQLEPPS
PRKSAASPGDSGRASPSLRRDGSWFMQLLHTETKRIEGWCKEMEAEAEENDLSEDILGKI
RSAVGSAQLLMSQKFQQFYWLCQONMDPSAMPRPTSQDLAGEFWDLLQLSIDDVTMKFEDRL
QOQOIKKNNWRPVDSPEKKLFHLKPPAPVPKKTIROQRSLVTREKSLDLPDRGRQEARRRLMA
AKRAASFRQDSASERADSIEIYIPEAQTRL

>Oryzias latipes DLGAP2a (ENSORLP 21608)

DOQYSWSPSQYFDEDSYTPPPRNMKGLSGGRPPQLOLTSPTSAHTCGLAECDHPLDHHFEH
GDARSPSYLLSPTDSYPLESLHRCSPRSSIHSECMMMPMSLSATDHSISSSTFPRMHYGS
GSRDSGGNTSGGRDSRDDGSSSQGGSGKMNRIPANLLDQFEKQMPLHRDGFHTLQYQRTA
TTTTTTEHRNESPGRIRHLVHSVOQKLFTKSHSLEGSSKMNGTKSDSHRDSSRHHHHHHQG
HHKHSKRSKSKDRKSEGGGKHRSGGWWSSDDNLDSDSTYRTPSIMSQHPVDHITHCYPDS



VHSHLAGDLSLKTSKSNNDVKCSVCESMSMAPEGKEFMKRSSWSTLTVSQAKEAYRKSSLN
LEKPMIPSDLKPNLRPCSYLQVPQODEWGGYPGGGKDDEIPCRRMRSSSYVKAMGDEESGE
SDSSPKTSPOKSVRKDALVKAITRPKIGCHQVTKNYHLOATRETHPSFALDPSTNYNSPK
FRSRNQSYMRAVSTLSQASCVSQVSETEVNGQFESVCESVEFSEVESQAMEALDLPGCERT
RSHSYLRAIQAGYSQDDDCIPPMASTVTSTIRSTTAITYTPSYKKAPPPVPPRTTSKPLI
SITAQSSTESTQDAYHDGRHPRGGVWTADGLSLGLSPGRALYNSNDSLDSAKAVTIALEA
AGVMAGKRHPSTDSHSSLLTCDKAILVSKAEEYLKTPRSSIGIQSITVPSRYAAPPADVE
TATDSEAESKGSPEYHSVGIQVEDDKKGQGREFKRSNSVTAAVQADLELEGFPTMEDKGLQ
FGGGFQRHSEPSTPTQYGAVRTVRTQGLFSYRDDYRTPAEPPSPRETTSENTWQLEPPSP
RESNSSPGESGRVSPSLRRDGSWFMQLLHNETKKMEGWCKEMEAEAEENDLSEETILGKIR
SAVGSAQLLMSQKFQOFYWLCOQONLDPSAMPRPTSQDLAGFWDLLQLSIDDVSIKEDQLQ
QIKNNGWRPVDSPEKKSLRRQTPAPIPKKTARQKSTITREKSLDLPDRHRQEARRRLMAA
KRAASFRONSATERADSIEIYIPEAQTRL

>Oryzias latipes DLGAP2b (ENSORLP 14160)
DOOSSTWSPPRKFNEGRHLPPSRNMKGLSGSRSQHHIPLSHGLDYDPHVHDLHAHHGSDT
RYLSYLLSPTESCPIDFHHRYSPRSSVHSDRMMMAPVTMPPPAVSDHISSSTFPRMHYSS
QYYDSVTRDDCAATIHSSTKSNRLPANLLDOQFEKQLPLORDGFHTLOYQRASTAAEQRSES
PGRIRHLVHSVOKLFTKSHSLEGSSKMNGTKGDIIGGGGGTGGYYHHSHHSTKHGSKRSK
SKERKHRSGGWWSSDDNLDSDSTYRPSSVMSRHHGEHVDHCYPDSMHSHHFGEMSLKGSK
SNNDVKCSACESMAMAPEGKYMKRSSWSTLTVSQAKEAYRKSSLNLDKPIMHTDLKISSR
TPHYLQVPODDWGGYPGEKDEEIPCRRMRSSSYVKAMGEVDDESGESDTSPKMSPVSKTV
RPDALVLKSAMORPHLESQSQGYHLQTRDMRSHPSVTLNPAPSFHPPPFRSRNQSYMRAV
STLSQASCVSQVSETEINGQFESVCESVEFSEVESQAMEALDLPGSFRTRSHSYLRAIQAG
YSQODDDCLPSMTSSTVTSTLRSTTVVSYPPSYKKTPPPVPPRTTTKPLISVTAQSSTEST
QDAYQGGRHPRGGLWTTDSLGRPIYSSMDSLDSAKAVTMVMETGASKRHASLGSHTSVQT
CDKAVLVSKAEEYLKTPRSSIGIQKCLASSKKKYNCSLDISQVEPATDTEADKTGLPQFH
SIGIQVEDKKRRGRFKRSNSVTTAVQADLELEGFPSMEDKGLQFGGGFGRHSEPSTPTQY
GAIRTVRTQGLEFSYREDHRPSSRPTSPOQPEPWLVEPSLESTDTGRVSPLRRDGSWFMQLL
HNETKRLEGWCKDMEQEAEDNDLSEETILGKIRSAVGSAQLLMSQKFQOFYWLCQQONMDPS
AMPRPTSQDLAGFWDLLQLTIDDVTAKFDELQEIKNNQWNLLESPEKNEQERKWPPPLPK
RSAKGRGSVMRERSLDLODROQRQEARRRLMAAKRAASFRONSATERADSIEIYIPEAQTR
L

>Homo sapiens DLGAP3 (ENSP 235180)
MRGYHGDRGSHPRPARFADQQOHMDVGPAARAPYLLGSREAFSTEPRFCAPRAGLGHISPE
GPLSLSEGPSVGPEGGPAGAGVGGGSSTFPRMYPGQGPFDTCEDCVGHPQGKGAPRLPPT
LLDQFEKQLPVQODGFHTLPYQRGPAGAGPGPAPGTGTAPEPRSESPSRIRHLVHSVQKL
FAKSHSLEAPGKRDYNGPKAEGRGGSGGDSYPGPGSGGPHTSHHHHHHHHHHHHQSRHGK
RSKSKDRKGDGRHQAKSTGWWSSDDNLDSDSGFLAGGRPPGEPGGPFCLEGPDGSYRDLS
FKGRSGGSEGRCLACTGMSMSLDGQSVKRSAWHTMMVSQGRDGY PGAGPGKGLLGPETKA
KARTYHYLQVPQDDWGGYPTGGKDGEIPCRRMRSGSYIKAMGDEESGDSDGSPKTSPKAV
ARRFTTRRSSSVDQARINCCVPPRIHPRSSIPGYSRSLTTGQLSDELNQQLEAVCGSVFEG
ELESQAVDALDLPGCFRMRSHSYLRAIQAGCSQODDDCLPLLATPAAVSGRPGSSENFRKA
PPPIPPGSQAPPRISITAQSSTDSAHESFTAAEGPARRCSSADGLDGPAMGARTLELAPV
PPRASPKPPTLIIKTIPGREELRSLARQRKWRPSIGVQVETISDSDTENRSRREFHSIGV
OVEEDKRRARFKRSNSVTAGVQADLELEGLAGLATVATEDKALQFGRSFQRHASEPQPGP
RAPTYSVFRTVHTQGOWAYREGYPLPYEPPATDGSPGPAPAPTPGPGAGRRDSWIERGSR
SLPDSGRASPCPRDGEWFIKMLRAEVEKLEHWCQOMEREAEDYELPEEILEKIRSAVGST
OLLLSQKRKVQQFFRLCQQSMDPTAFPVPTFQDLAGFWDLLOQLSIEDVTLKFLELQQLKANS
WKLLEPKEEKKVPPPIPKKPLRGRGVPVKERSLDSVDRQROEARKRLLAAKRAASEFRHSS
ATESADSIEIYIPEAQTRL

>Gorilla gorilla DLGAP3 (ENSGGOP _13017)

MRGYHGDRGSHPRPARFADQQHMDVGPAARAPYLLGSGEAFSTEPRFCAPRAGLGHISPE
GPLSLSEGPSVGPEGGPVGAGVGGGSSTEFPRMYPGQGPFDTCEDCVGHPQGKGAPRLPPT
LLDOQFEKQLPVQODGFHTLPYQRGPAGAGPGPAPGTGTAPEPRSESPSRIRHLVHSVQKL
FAKSHSLEAPGKRDYNGPKAEGRGGSGGDSYPGPGSGGPHTSHHHHHHHHHHHHQSRHGK
RSKSKDRKGDGRHQAKSTGWWSSDDNLDSDSGEFLAGGRPPGEPGGPFCLEGPDGSYRDLS
FKGRSGGSEGRCLACTGMSMSLDGQSVKRSAWHTMMVSQGRDGYPGAGPGKGLLGPETKA
KARTYHYLQVPODDWGGYPTGGKDGEIPCRRMRSGSYIKAMGDEESGDSDGSPKTSPKAV



ARRFTTRRSSSVDQARINCCVPPRIHPRSSIPGYSRSLTTGQLSDELNQQLEAVCGSVEG
ELESQAVDALDLPGCFRMRSHSYLRAIQAGCSQDDDCLPLLATPAAVSGRPGSSEFNFRKA
PPPIPPGSQAPPRISITAQSSTDSAHESFTAAEGPARRCSSADGLDGPAMGARTLELAPV
PPRASPKPPTLIIKTIPGREELRSLARQRKWRPSIGVQVETISDSDTENRSRREFHSIGV
QVEEDKRRARFKRSNSVTAGVQADLELEGLAGLATVATEDKALQFGRSFQORHASEPQPGP
RAPTYSVFRTVHTQGQWAYREGYPLPYEPPATDGSPGPAPAPTPGPGAGRRDSWIERGSR
SLPDSGRASPCPRDGEWFIKMLRAEVEKLEHWCQOMEREAEDYELPEEILEKIRSAVGST
QLLLSQKVQQFFRLCQOSMDPTAFPVPTFQODLAGEFWDLLOQLSIEDVTLKEFLELQQLKANS
WKLLEPKEEKKVPPPIPKKPLRGRGVPVKERSLDSVDRQROEARKRLLAAKRAASFRHSS
ATESADSIEIYIPEAQTRLh

>Pongo abelii DLGAP3 (ENSPPYP 1806)
MRGYHGDRGSHPRPARFADQQHMDVGPAARAPYLLGSREAFSTEPRFCPRAGGHISPEPL
SLSEGPHTSHHHHHHHHHHHHQSRHGKRSKSKDRKGDGRHQAKSTGWWSSDDNLDSDSGE
LAGGRPPGEPGGPFCLEGPDGSYRDLSFKGRSGGSEGRCLACTGMSMSLDGQSVKRSAWH
TMMVSQGRDGYPGAGPGKGLLGPETKAKARTYHYLOVPQDDWGGYPTGGKDGEIPCRRMR
SGSYIKAMGDEESGDSDGSPKTSPKAVARRFTTRRSSSVDQARINCCVPPRIHPRSSIPG
YSRSLTTGQLSDELNQQLEAVCGSVFGELESQAVDALDLPGCFRMRSHSYLRATIQAGCSQ
DDDCLPLLATPAAVSGRPGSSFNFRKAPPPIPPGSQAPPRISITAQSSTDSAHESFTAAE
GPARRCSSADGLDGPAMGARTLELAPVPPRASPKPPTLITIKTIPGREELRSLARQRKWRP
SIGVQVETISDSDTENRSRREFHSIGVQVEEDKRRARFKRSNSVTAGVQADLELEGLAGL
ATVATEDKALQFGRSFQRHASEPQPGPRAPTYSVFRTVHTQGOWAYREGYPLPYEPPATD
GSPGPAPAPTPGPGAGRRDSWIERGSRSLPDSGRASPCPRDGEWEFIKMLRAEVEKLEHWC
QOMEREAEDYELPEEILEKIRSAVGSTQLLLSQKVQOFFRLCQQSMDPTAFPVPTFQDLA
GFWDLLOLSTEDVTLKFLELQOQLKANSWKLLEPKEEKKVPPPIPKKPLRGRGVPVKERSL
DSVDRQRQEARKRLLAAKRAASFRHS

>Mus musculus_ DLGAP3 (ENSMUSP 101700)
MRGYHGDRGSHPRPARFADQQOHMDVGPAARAPYLLGSREAFSTEPRFCAPRAGLGHLSPE
GPLSLSEGPSSVGPEGGPGGVGAGGGSSTEFPRMYPGQGPFDTCEDCVGHPQGKGATRLPP
TLLDQFEKQLPVQODGFHTLPYQRGPAGPGPGPGSGAAPEARSESPSRIRHLVHSVQKLFE
AKSHSLEAPGKRDYNGPKADGRGSSGGDSYSGPGSGGTPTSHHHHHHHHHHHHQSRHGKR
SKSKDRKGDGRHQTKATGWWSSDDNLDSDSGFLGGRPPGEPGGPFCLDAPDGSYRDLSFEFK
GRSGGSEGRCLACTGMSMSLDGQSVKRSAWHTMMVSQGRDGY PGAGPGKGLLGPETKAKA
RTYHYLOQVPQDDWGGYPTGGKDGEIPCRRMRSGSYIKAMGDEESGDSDGSPKTSPKALAR
RFASRRSSSVDTARINCCVPPRIHPRSSIPGYSRSLTTGQLSEEFNQQLEAVCGSVFEGEL
ESQAVDALDLPGCFRMRSHSYLRAIQAGCSQDDDCLPLLAAPASVSGRPGSSFNFRKAPP
PIPPGSQAPPRISITAQSSTDSAHESFTAAEGPARRCSSADGLDGPTMGARTLELAPVPP
RASPKPPTLITIKTIPGREELRSLARQRKWRPSIGVQVETISDSDTENRSRREFHSIGVQV
EEDKRRARFKRSNSVTAGVQADLELEGLAGLATVATEDKALQFGRSFQRHASEPQPGPRA
PTYSVFRTVHTQGOWAYREGYPLPYEPPATDGSPGPTPVPAPGPGSGRRDSWMERGSRSL
PDSGRTSPCPRDGEWFIKMLRAEVEKLEHWCQOMEREAEDYELPEEILEKIRSAVGSTQL
LLSQKVQQFFRLCQQSLDPTAFPVPTFQODLAGFWDLLOLSIEDVTLKFLELQQLKANSWK
LLEPKEEKKVPPPIPKKPSRGRGVPVKERSLDSVDRQROEARKRLLAAKRAASFRHSSAT
ESADSIEIYIPEAQTRL

>Rattus norvegicus DLGAP3 (ENSRNOP 19214)

MRGYHGDRGSHPRPARFADQOHMDVGPAARAPYLLGSREAFSTEPRFCAPRAGLGHLSPE
GPLSLSEGPSSVGPEGGPGGVGAGGGSSTFPRMYPGQGPFDTCEDCVGHPQGKGATRLPP
TLLDQFEKQLPVQQODGFHTLPYQRGPAGPGPGPGSGAAPEARSESPSRIRHLVHSVQKLFE
AKSHSLEAPGKRDYNGPKAEGRSSSGGDSYSGPGSGGPPTSHHHHHHHHHHHHQSRHGKR
SKSKDRKGDGRHQTKATGWWSSDDNLDSDSGFLGGRPPGEPGGPFCLDAPDGSYRDLSFEFK
GRSGGSEGRCLACTGMSMSLDGQSVKRSAWHTMMVSQGRDGY PGAGPGKGLLGPETKAKA
RTYHYLOQVPQDDWGGYPTGGKDGEIPCRRMRSGSYIKAMGDEESGDSDGSPKTSPKALAR
RFASRRSSSVDTARINCCVPPRIHPRSSIPGYSRSLTTGQLSEEFNQQLEAVCGSVFGEL
ESQAVDALDLPGCFRMRSHSYLRAIQAGCSQDDDCLPLLAAPASVSGRPGSSENEFRKAPP
PIPPGSQAPPRISITAQSSTDSAHESFTAAEGPARRCSSADGLDGPTMGARTLELAPVPP
RASPKPPTLITIKTIPGREELRSLARQRKWRPSIGVQVETISDSDTENRSRREFHSIGVQV
EEDKRRARFKRSNSVTAGVQADLELEGLAGLATVATEDKALQFGRSFQRHASEPQPGPRA
PTYSVFRTVHTQGQWAYREGYPLPYEPPATDGSPGPPPVPAPGPGSGRRDSWMERGSRSL
PDSGRTSPCPRDGEWFIKMLRAEVEKLEHWCOQOMEREAEDYELPEEILEKIRSAVGSTQL



LLSOKVQOFFRLCQOSLDLAGFWDLLOQLSIEDVTLKFLELQOLKANSWKLLEPKEEKKVP
PPIPKKPSRGRGVPVKERSLDSVDRORQEARKRLLAAKRAASFRHSSATESADSIEIYIP
EAQTRL

>Equus caballus DLGAP3 (ENSECAP_ 16420)
MRGYHGDRGSHPRPARFADQQHMDVGPAARAPYLLGSGEAFSTEPRFCAPRAGLGHLSPE
GPLSLSEGPSVGPEGGPGGAGVGGGSSTFPRMYPGQGPFDTCEDCVGHPQGKGAPRLPPT
LLDOQFEKQLPVOODGFHTLPYQRGPAGAGPGPGPESGTAPEARSESPSRIRHLVHSVQKL
FAKSHSLEAPGKRDYNGPKAEGRGGSGGDSFPGPGSGGPHTSHHHHHHHHHHHHQSRHGK
RSKSKDRKGDGRHQAKAAGWWS SDDNLDSDSGFLAGGRPPGEPGGPFCLEAPDGSYRDLS
FKGRSGGSEGRCLACTGMSMSLDGQSVKRSAWHTMMVSQGRDGYPGAGPGKGLLGPETKT
KARTYHYLQVPQDDWGGYPTGGKDGEIPCRRMRSGSYIKAMGDEESGDSDGSPKTSPKAV
ARRFTSRRSSSVDQARINCCVPPRIHPRSSIPGYTRSLTTGQLSEELNQOQLEAVCGSVEG
ELESQAVDALDLPGCFRMRSHSYLRAIQAGCSQDDDCLPLLAAPASVSGRPGSSENFRKA
PPPIPPGSQAPPRISITAQSSTDSAHESFTAAEGPARRCSSADGLDGPAMGARTLELAPV
PPRASPKPPTLIIKTIPGREELRSLARQRKWRPSIGVQVETISDSDTENRSRREFHSIGV
QVEEDKRRARFKRSNSVTAGVQADLELEGLAGLATVATEDKALQFGRSFQRHASEPQPGP
RAPTYSVFRTVHTQGOQWAYREGYPLPYEPPATDGSPGPAPASTPGPGAGRRDSWMERGSR
SLPDSGRTSPCPRDGEWEFIKMLRAEVEKLEHWCQOMEREAEDYELPEEILEKIRSAVGST
QLLLSQKVOQFFRLCQQOSMDPTAFPVPTFQDLAGFWDLLQLSIEDVTLKFLELQQLKANS
WKLLEPKEEKKVPPPIPKKPSRGRGVPVKERSLDSVDROROEARKRLLAAKRAASFRHSS
ATESADSIEIYIPEAQTRL

>Loxodonta africana DLGAP3 (ENSLAFP 10976)
MRGYHGDRGSHPRPARFADQQHMDVGPAARAPYLLGSGEAFSTEPRFCAPRAGLGHLSPE
GPLSLSEGPSVGPEGGPGGAGVGGGSSTFPRMYPGQGPFDTCEDCVGHPQGKGAPRLPPT
LLDQFEKQLPVQQODGFHTLPYQRGPAVAGPGPGPGSGSAPEARSESPSRIRHLVHSVQKL
FAKSHSLEAPGKRDYNGPKAEGRGGSGGDSYPGPGSGGHHTSHHHHHHHHHHHHQSRHGK
RSKSKDRKGDGRHQAKAAGWWSSDDNLDSDSGFLVGGQPSGEPGGPFCLEAPDGSYRDLS
FKGRSGGSEGRCLACTGMSMSLDGQSVKRSAWHTMMVSQGRDGYPGAGPGKGLLGPETKA
KARTYHYLQVPQDDWGGYPTGGKDGEIPCRRMRSGSYIKAMGDEESGDSDGSPKTSPKAV
ARRFTSRRSSSVDQARINCCVPPRIHPRSSIPGYTRSLTTGQLSEELNQQLEAVCGSVFEG
ELESQAVDALDLPGCFRMRSHSYLRAIQAGCSQDDDCLPLLAAPASVSGRPGSSFNFRKA
PPPIPPGSQAPPRISITAQSSTDSAHESFTAAEGPARRCSSADGLDGPAMGARTLELAPV
PPRASPKPPTLIIKTIPGREELRSLARQRKWRPSIGVQVETISDSDTENRSRREFHSIGV
OVEDDKRRARFKRSNSVTAGVQADLELEGLAGLATVATEDKALQFGRSFQRHASEPQPGP
RAPTYSVFRTVHTQGQWAYREGYPLPYEPPATDGAPGPAPTPTPGPGAGRRDSWIERGSR
SLPDSGRTSPCPRDGEWFIKMLRVEVEKLEHWCQOMEREAEDYELPEEILEKIRSAVGST
QOLLLSQKVQQOFFRLCQQOSMDPTAFPVPTFQDLAGFWDLLOLSIEDVTLKFLELQQLKANS
WKLLEPKEEKKVPPPIPKKPSRGRGVPVKERSLDSVDRQROQEARKRLLAAKRAASFRHSS
ATESADSIEIYIPEAQTRL

>Myotis lucifugus DLGAP3 (ENSMLUP 12457)
MRGYHGDRGSHPRPTRFADQQHMDVGPAARAPYLLGSGEAFSTEPRFCAPRAGLGHLSPE
GPLSLSEGPSVGPEGGPGGTGIGGGSSTFPRMYPGOGPFDTCEDCVGHPQGKGAPRLPPT
LLDQFEKQLPVQODGFHTLPYQRGPAGAGPGPGPGSGSAPEARSESPSRIRHLVHSVQKL
FAKSHSLEAPGKRDYNGPKADGRGGSGGDSYTGPGSGGPHTSHHHHHHHHHHHHQSRHGK
RSKSKDRKGDGRHQAKAGGWWSSDDNLDSDSGFLAGGRPPGEPGGPFCLEAPDGSYRDLS
FKGRSGGSEGRCLACTGMSMSLDGQSVKRNAWHTMMVSQGRDGY PGAGPGKGLLGPEAKA
KTRTYHYLOVPODDWGGYPTGGKDGE IPCRRMRSGSYIKAMGDEESGDSDGSPKTSPKAL
ARRFASRRSSSVDQARINCCVPPRIHPRSSIPGYSRSLTTGQFSSHQISOQWLAGPCGIGE
GVLLSLSCLNLDLPGCFRMREPQLTPGPSRPGCSQRRRLPAPSFAGPCLCLRGGPGSLLH
FKIPRPHPPGNPAPPAFLPGPEHHRYSLENFTPANSPPTLQSADGLDGPAMGARTLELAP
VPPRASPKPPTLIIKTIPGREELRSLARQRKWRPSIGVQVETISDSDTENRSRREFHSIG
VOQVEEDKRRARFKRSNSVTAGVQADLELEGLAGLASVATEDKALQFGRSFQRHASEPQPG
PRAPTYSVFRTVHTQGOWAYREGYPLPYEPPATDGSPGPAPAPTPGPGAGRRDSWMERGS
RSLPDSGRTSPCPRDGEWFIKMLRAEVEKLEHWCQOMEREAEDYELPEEILEKIRSAVGS
TOQLLLSQKVQQFFRLCQQSMDPTAFPVPTFODLAGFWDLLQLSIEDVTLKFLELQQLKAN
SWKLLEPKEEKKVPPPIPKKPSRGRGVPVKERSLDSVDROROQEARKRLLAAKRAASFRHS
SATESADSIEIYIPEAQTRL



>Monodelphis domestica DLGAP3 (ENSMODP 29570)
MRGYHGDRGSQPRPARLPDSPMDYGPSAPGSRPPYLLGPGDPYPTDPRYCPSRAGPGHLS
TDGPLSLSEPPSAGPDGGLGPGPGPGGAGSSTFPRMFPGQAPFDGCEDCVGHPPGKVAAR
LPPTLLDQFEKQLPLOODGFHTLPYPRGVAGGSGGPGPGPGAGGAAPEPRSESPSRIRHL
VHSVQKLFAKSHSLEAPGKRDYNGPKAESRPGAGSGSEGYAGHHSPHGPPHHHHHHHHHH
HHHHQSRHGKRSKSKDRKANGRHTPKSMGWWSSDDNLDSDSGFLAGGRPPGDAGAPFCLE
APDGTFRDLSFKGLPGGPEGRCLACTGMSMSLDGQTVKRSAWHTMMVSQGRDGFQGSGPS
KGLLGPETKAKDRSYHYLQVPHDEWGGYPTGGKDGE IPCRRMRSGSYIKAMGDEDSGDSD
GSPKMSPKGAARRYAYRRSSSVDQARINCCVPPRIHPRTGAPGYGRSLTTGQLSEELSQQ
FEAVCGSVFGEPESQAVDALDLPGCFRMRSHSYLRAIQAGCSQDDDCLPLLTAPMGAGPS
SVLKTSTSENFRKAPPPIPPGRQTPPRISITAQSSTDSAHESYPPPEGPAWAPEPTRRCS
SADGLDGPTTGTRTLELAPVPARASPKPPTLIIKTIPGREELRSLARQRKWRPSIGVQVE
TISDSDTETRSRREFHSIGVQVEEDKRRARFKRSNSVTAGVQADLELEGLAGLATVATED
KALQFGRSFQRHASEPQPGPRGPAYSVEFRTVHTQGOWAYREGYPLPYEPPAPDGPPGSGP
APAPTPAPTHGRRDSWMERGSRSLPDSGRASPCPRDGEWFIKMLOAEVEKMEHWCQQOMER
EAEDYDLPEEILEKIRSAVGSAQLLMSQKVQOFFRLCQQOSMDPASFPVPTSQDLAGFWDL
LOLAIEDVSLKFLELQQLKANSWKPLEPEEEKKVPPPTIPKKPSRGRGVPVKDRSLDSVDR
ORQEARKRLLAAKRAASFRHSSATESADSIEIYIPEAQTRL

>Gallus gallus DLGAP3 (ENSGALP 3970)

MKGYHGERSQAQHSSGHRCRCIPEDCEHPSDYIPHGPDGRPPYLLSPSEPCSLEHPFCPV
RSPSVAGECGPLSDPPSGSASSTFPRMHHAQQQQPYDSCDECMATAHPSSKINRLPPTLL
DOFEKQLPLHHDGFHTLQYPRAGGTEPRSESPSRIRHLVHSVQKLFAKSHSLEAPAKRDY
NGTKMDGRGDGYHHHHHHHHHHHHQSRHGKRSKSKDRKVDSRHRSKMMGWWS SDDNLDSD
SSYMVSGRHAVDQGTQYCVDAPESAFRDLTLKSLKSGGEGKCLACAGMSMSLDGQTVKRS
AWHTMTVSQAREAYPSASGTEKTLMLOETKAKDRAYQYLQVPODEWSGYPAVGKDGEIPC
RRMRSGSYIKAMGDEDSADSDASAKVSPRAATRRDSYRRSSSADQARSKFASRHYSDSYT
CNCPSCGVPPRMLPRGQGYGRSFTTGQINDELNHQFEAVCESVEFGEVESQAVEALDLPGC
FRMRSHSYLRAIQAGCSQODDDCLSLESMSAPAGPPITSSILKPGTSEFSYRKAPPPIPPGT
KAKPLISVTAQSSTESAHESYLPSEVTRGPAWSKDAAARCNSAESLESSKVTAVSLELPP
VOPRTAPKPSTLIIKAIPGREELRSLARQRKWRPSIGVQVEAVSDSDTESRSQREFHSIG
VQVEEDKRRARFKRSNSVTAGVQADLELEGFAGLAVATEDKALQFGRPFQRHSSEPESGR
QYAVYKTVHTQGOWAYREDYQMQYDAVEVPRRDAWVERGSRSLPDSGRASPCHRDGEWE I
KLLOAEVEKMEGWCQOMEREAEDYDLPEEILEKIRSAVGSAQLLMSQKVQQEFYRLCQQONM
DPNAFPVPTFODLAGFWDLLOLSTIEDVSMKFAELQQLKANGWKI IEPKEEKKVPPPIPKK
PPRSKVHPVKERSLDSVDRQROEARKRLLAAKRAASFRONSATESADSIEIYIPEAQTRL

>Anolis carolinensis DLGAP3 (ENSACAP 13190)
MRSYHGERSQSREHPCRCVPEACDQPMEYVHHSQESROQPYLLSPSEPCSLDHYCPSRSSA
EAPLSLTEPPSAASSSSSTFPRMHHAPQPYDSCDECMAAAHPSSKINRLPPTLLDQFEKQ
QLPLHHDGFHTLQYQRASSTEQPRSESPSRIRHLVHSVQKLFAKSHSLEAPSKREEFNGTK
ISHHHHRQSRHGKRSKSKDRKMDSSSSSRHRNKMMGWWSSDDNLDSDSSYMVSGRQHTVD
QATQFCVDAPESAFRDLTLKSLKSGGGEGKCLACAGMSMSLDGQTVKRSSWHTMTVSQAR
EAYPSSGGGPEKPLMLQEAKAKERSYHYLQVRRSSSWTSHAPLSRGSKIRCLGLYSGQLT
LEYIRSPPHRPRDASPSPEPGGMPELSSFLKSSFHCIFFPRTLCSAEDHVPKLVTESGES
SMKEQWELSISHMAETLCPRNVNCCTSPRIRPRGQGYGRSFTTGQINDELNHQFEAVCES
VFGEVESQAVEALDLPGCFRMRSHSYLRAIQAGCSQODDDCLSLNTQSPSMIQGVMVQLVH
NAGCTFSYRKAPPALPSGIKAKPLIAVTTQSSSESAHDSFLPREVSRSPSSWSKEAAKRC
NSTESLESTKITAMSLDLPSLQARTAPKPSTLIIRTIPGREELRSLARQRKWRPSIGVQV
ETISDSDTESRSHREVHSIGVQVEEDKRRARFKRSNSVTAGVQADLELEGLAGLAVATED
KALQFGRSFQRHSSEPESTRQYSVYKTVHTQGOWAYREDYQOMQYDTMEVPRODSWMDRGS
RSLPDSGRASPCHRDGEWFIKLLOQAEVEKMEGWCQOMELEAEDYDLPEEILEKIRSAVGS
AQLLMNQKFQQFYRLCQONMDPNAFPMPTFODLAGFWDLLQLSIEDVSIKFAELHQLKAN
GWKPIEPKLSFPQEDKKVPPPIPKKPPRSRLHPVKDRSLDSVDROQRQEARKRLLAAKRAA
SFROSSATESADSIEIYIPEAQTRL

>Danio rerio DLGAP3 (ENSDARP 93925)

MKGYQVSRSLSQHSSGPCYCMPEDCDTARDYMHHPDHYQGHNDHHYYPPGGPPEPLAMVP
SGGGTFPRSHPSQPQHFDSTCEECLSSAGHGHGHGGKMHRIPPNLLDQFEKQLPFHPDGE
HTLOYQRTASGEQRSESPSRIRHLVNSVORLFAKSHSLEAPSKREEFNGTRGGEYRERERG
HRSGGEESGGHHYSGTHQSRSARRNKSRERSKSGDSRHESRSSRHRSKTAGWWS SDDNLD



SDSSFLVGAGRGVRGYPTGHETLDAAIQELTLRKSKGPPPGECLACTNIAMTGDSGHSLK
RSTWSSMTVSQAREVYPSSRGGGGGPGGGGGGYEKALVPLDPKMKERSLHHLQVPSDDWC
GGGPSDSGGEIPCRRMRSGSYIKAMGDDDSVDSDTSPKASPKSALIAQREAFRRSVSMDQ
RSSTTSKYSCKQCTDAYPNSRTTPKGHARSRSYTRSLTSAQLGDTLNLEFGEMESQAVEAL
DLPGCFRTRSHSYVRAIQAGCSQDDDCLSVFSMSVPQASMKGEAVFPYRKGPPPLPPRMS
KPMISVTAQSSTESTQDAYFQSTGQPALVRPROQHSNSVDLTENSGGRTSRGGHYLGGGTA
RVRQSSNSAESLNGRALQSIAYHSGPGPMKPKHSSSADNLLEGPRGSRDRVGGSLGKSAS
LPONSMSLAKALTVGEEFKQEGRGRKWRPSTIAVQVDSSETLSDSDPEGKALREVHSIGVQ
VEDDKRRARFKRSNSVTASVQADLETEGEFGGLTVPTQDKGLQFGCSFQRHSSEPESASQFE
AEYRTVHTQGOWAYREDYHSGYTTEPGPPELRALPRSHSPLPLAPERGVGGWSEGPRSLP
DSGRASPCLRDGEFFLRLLOTEVERMEGWCONMEREAETNELPEEVLELIRGAVGSAQML
MSQRVQQFFRMCQQSVDPSSYPQPTTQDLASFWDLLQLAIEDVRVKFQDLOQRLKDSGWRL
PPEKKEDKKVPPPLPKKPIGGVTGSLRADSTAESGGMLVVSRGRSLPEREKSLDVGDRQK
LETRRRLLOTKRSASFRONSATESADSIEIYITEAQTRL

>Takifugu rubripes DLGAP3a (ENSTRUP_ 38091)
GGGTFPRSHPSQHPSLHSFDSCDECLPSGHSGKMHRIPPNMTDQFEKQVPFHPDGFHTLQ
YORSTSGGAEQRSESPSRIRHLVNSVQRLFAKSHSLEAPSKREYNGTRGSSDYRSERGGG
HRSGGEDGGGHYSGHQPRSTRRNKSRERSKSGDSRHESGRRHRSRTAGWWSSDDNLDSDS
SFLVGGGRRGYPSGHESLDAATIQELTMKRPKERMAAPGPGDCVACTTMALAGNEGGGHHG
HHGHSLKRSTWSAMTVSQAREVYPSTRGGGGYDKALVPVDPKMKERTFHYLQVPSEDWAG
GYGGGDAVDSGGEIPCRRMRSGSYIKAMGDDDSVDSDTSPKASPKSTLIAQRDAFKRSAS
VDORLNARTTPKSHTRSRSYTRSLTSTQLGDTLNRQFESVCETMFGEVESQAVEALDLPG
VFRTRSHSYVRATQAGCSQDDDCLSVEFSMSGPQGSIKSGAVFPYRKGAPPPLPPRMSKSS
LSVRAQSSTESTODAYFLLEGPTRPARERDGRVGGSLGKSVSLPONSMVLSKAGGHDDVR
GGRKLRPSIAVQVDSSETLSDSDAEGKALTEVHSIGVQVEDDKRRARFKRSNSVTASVQA
DLGPEGFPGLSIAVPMODKSLOFGCSFQRHSSEPESASQYTDCHRTVHTQGOWAYRETDL
RROQHPHLPPRSHSPLPITSERAWAGTPSLEGPRSLPDSGRASPCMRDGEFFLRLLQOTEVE
RMEGWCONMEREAEENDLPEEILEPTRSAVGGAQMLMSQKVQQFFRLCQQSLDPSAYPQP
TSODLANFWDLLOLNIEDVRIKFODLORVKESGWRLPPEKKEDKKLPPPLPKKPAGGGHT
LPIREKSLDLGDRQRTEARRRLLQTKRAASFRONSATESADSIEIYIPEAQTRL

>Takifugu rubripes DLGAP3b (ENSTRUP 38088)
HSGGGTFPRSHPSQHPSLHSFDSCDECLPSGHSGKMHRIPPNMTDQFEKQVPFHPDGEHT
LOYQORSTSGGAEQRSESPSRIRHLVNSVQRLFAKSHSLEAPSKREYNGTRGSSDYRSERG
HYSGHQPRSTRRNKSRERSKSGDSRHESGRRHRSRTAGWWSSDDNLDSDSSFLVGGGRRG
YPSGHESLDAAIQELTMKRPKERMAAPGPGDCVACTTMALAGNEGGGHHGHHGHSLKRST
WSAMTVSQAREVYPSTRGGGGYDKALVPVDPKMKERTFHYLQVPSEDWAGGYGGGDAVDS
GGEIPCRRMRSGSYIKAMGDDDSVDSDTSPKASPKSTLIAQRDAFKRSASVDQRLNATNS
GSRSVHRRIPNSRTTPKSHTRSRSYTRSLTSTQFVSPVTQLGDTLNRQFESVCETMEFGEV
ESQAVEALDLPGVFRTRSHSYVRAIQAGCSQDDDCLSVEFSMSGPQGSIKSGAVEPYRKGA
PPPLPPRMSKSSLSVRAQSSTESTODAYFONSGQLASGPGRTKQHSNSVDLGGSEGPSGR
SSRGGYYTAVGPGRSRQYSNSAESLDGNSMVLSKAGGHDDVRGGRKLRPSTAVQVRHEHR
ANDVDSSETLSDSDAEGKALTEVHSIGVQVEDDKRRARFKRSNSVTASVQADLGPEGEPG
LSTAVPMODKSLOFGCSFORHSSEPESASQYTDCHRTVHTQGOWAYREVEFHKTKADLKMT
HOSTPSLEGPRSLPDSGRASPCMRDGEFFLRLLOTEVERMEGWCONMEREAEENDLPEE T
LEPIRSAVGGAQMLMSQOKVQOFFRLCQOOSLDPSAYPQPTSODLANFWDLLOLNIEDVRIK
FODLORVKESGWRLPPEKKEDKKLPPPLPKKPAGGTLPIREKSLDLGDRQRTEARRRLLQ
TKRAASFRONSATESADSIEIYIPEAQTRL

>Tetraodon nigroviridis DLGAP3 (ENSTNIP 12089)

GGGTFPRSHPSQHPSLHSFDSCEECLPPGHSGKMHRMPPNMTDQFEKQVPFHPDGFHTLQ
YORSTSGGAEQRSESPSRIRHLVNSVOQRLFAKSHSLEAPSKREYNGTRGSGDYRSERGGG
HRSGGEDGGGHYSGHQPRSTRRNKSRERSKSGDSRHEAGRRHRSRTAGWWSSDDNLDSDS
SFLVGGGRRGYPSGHESLDAATIQELTMKRPKDRMVAPGPGECVACTTMALAGTEGGGHHG
HHGHSLKRSTWSAMTVSQAREVYPSTRGGGGYDKALVPVDPKMKERTFHYLQVPSEDWGG
GYGGGDSVDSGGEIPCRRMRSGSYIKAMGDDDSADSDTSPKASPKSTLIAQRDAFKRSAS
MDQRQCTDAYPNSRTTPKTHTRSRSYTRSLTSTQLGDTLNRQFESVCETMFGEVESQAVE
ALDLPGVFRTRSHSYVRAIQAGCSQDDDCLSVEFSMSGPQGSIKSGAVEFPYRKGAPPPLPP
RMSKSSLSVRAQSSTESTODAYFQALGAPSHTATRWIWEGLKAPPVAPREEGTTPPRALD
APNSMALSKTGGHDDARGGRKLRPSIAVQVDSSETLSDSDAEGKALTEVHSIGVQVEDDK



RRARFKRSNSVTASVQADLGPEGFPGLSIAVPTQODKSLOFGCSFQRHSSEPESASQYTEC
HRTVHTQGOWAYRESGYTTETDLRRHQHPHLPPRSHSPLPITSERAWAGTPSLEGPRSLP
DSGRASPCMRDGEFFLRLLOQTEVERMEGWCONMEREAEENDLPEEILEPIRSAVGSAQML
MSOKVQOFFRLCQQSLDPAAYPQOPSSQODLANEFWDLLOLNIEDVRIKFQDLORMKDSGWRL
PPEKKEDKKLPPPLPKKPAGGHTIPIREKSLDLGDRQRTEARRRLLOQTKRAASFRONSAT
ESADSIEIYIPEAQTRL

>Gasterosteus aculeatus DLGAP3 (ENSGACP 9867)

GGGTFPRSHPNQHPTHQSLDSCEECLSSVHGGKMHRIPPNVVEHFDKQVPEFHPDGFHTLQ
YQORSASGGAEPRSESPSRIRHLVNSVQRLFAKSHSLEAPSKREYNGTSGGHRSGGEDGGG
GHYSGHQPRSTRRSKSRERSKSGDSRHESGRRHRSRTAGWWSSDDNLDSDSSFLVSGGRR
GYPSGHESLDAATIQELTMKRPKERGGGGPVPGECMACTTMALAGSEGGGSQGHLGHSLKR
STWSAMTVSQAREVYPSTRGASYEKALVPLESKLKERTFHYLQVPSDDWGGGYGGGDGGG
EIPCRRMRSGSYIKAMGDDDSVDSDTSPKTSPKSTLVAQRDAFRRSISMDQSRTTPKTQT
RSRSYTRSLTSSQLGDTLNRQFEAVCETMFGEVESQAVEALDLPGVFRTRSHSYVRAIQA
GCSQDDDCLSVFSMSGPQGSIKGGAGEVFPYRKGAPPPLPPRMSKSSLSVRAQSSTESNQ
DAYYQSAGQAKHSSSADSLLEGPPRPARERDGRVAGSLGKSVSLPONSIVLSKAGGQDGR
KWRPSIAVQVDSSETLSDSDAEGKALTEVHSIGVQVEDDKRRARFKRSNSVTASVQADLD
PEGFPGLSIAVPTQDKSLOQFGCSFQRHSSEPESASQYTDCHRTVHTQGOWAYRESGYTTQ
ACQADPRPHQHPHLPPRSHSPLPITSERAWAGTPSLEGPRSLPDSGRASPCMRDGEFFLR
LLOTEVERMEGWCONMEREAEENELPEETILELIRNAVGSAQMLMSQKVQQFFRLCQQOSVD
PSAYPQPTSQDLAGFWDLLQLNIEDVRIKFQDLOQRLKDSGWRLPPEKKDKKLPPPLPKKS
AGGGHTLPIREKSLDLGDRQRTEARRRLLQTKRTASFRONSATESADSIEIYIPEAQTRL

>Homo sapiens DLGAP4 (ENSP 384954)
MKGLGDSRPRHLSDSLDPPHEPLFAGTDRNPYLLSPTEAFAREARFPGONTLPGDGLFPL
NNQLPPPSSTFPRIHYNSHFEVPEESPFPSHAQATKINRLPANLLDQFEKQLPIHRDGFEFS
TLOQFPRGEAKARGESPGRIRHLVHSVQRLFFTKAPSLEGTAGKVGGNGSKKGGMEDGKGR
RAKSKERAKAGEPKRRSRSNISGWWSSDDNLDGEAGAFRSSGPASGLMTLGRQAERSQPR
YFMHAYNTISGHMLKTTKNNTTELTAPPPPPAPPATCPSLGVGTDTNYVKRGSWSTLTLS
HAHEVCQKTSATLDKSLLKSKSCHQGLAYHYLOQVPGGGGEWSTTLLSPRETDAAAEGPIP
CRRMRSGSYIKAMGDEDSDESGGSPKPSPKTAARRQSYLRATQQOSLGEQSNPRRSLDRLD
SVDMLLPSKCPSWEEDYTPVSDSLNDSSCISQIFGQASLIPQLFGHEQQVREAELSDQYE
AACESACSEAESTAAETLDLPLPSYFRSRSHSYLRAIQAGCSQEEDSVSLQSLSPPPSTG
SLSNSRTLPSSSCLVAYKKTPPPVPPRTTSKPFISVTVQSSTESAQDTYLDSQDHKSEVT
SQOSGLSNSSDSLDSSTRPPSVTRGGVAPAPEAPEPPPKHAALKSEQGTLTSSESHPEAAP
KRKLSSIGIQERTRRNGSHLSEDNGPKAIDVMAPSSESSVPSHSMSSRRDTDSDTQDAND
SSCKSSERSLPDCTPHPNSISIDAGPRQAPKIAQIKRNLSYGDNSDPALEASSLPPPDPW
LETSSSSPAEPAQPGACRRDGYWFLKLLOAETERLEGWCCOMDKETKENNLSEEVLGKVL
SAVGSAQLLMSQKFQQFRGLCEQNLNPDANPRPTAQDLAGFWDLLQLSIEDISMKFDELY
HLKANSWOQLVETPEKRKEEKKPPPPVPKKPAKSKPAVSRDKASDASDKQROEARKRLLAA
KRAASVRONSATESADSIEIYVPEAQTRL

>Pan troglodytes DLGAP4 (ENSPTRP 469109)
MKGLGDSRPRHLSDSLDPPHEPLFAGTDRNPYLLSPTEAFAREARFPGONTLPGDGLEPL
NNQLPPPSSTFPRIHYNSHFEVPEESPFPSHAQATKINRLPANLLDQFEKQLPIHRDGES
TLOFPRGEAKARGESPGRIRHLVHSVQRLEFFTKAPSLEGTAGKVGGNGSKKGGMEDGKGR
RAKSKERAKAGEPKRRSRSNISGWWSSDDNLDGEAGAFRSSGPASGLMTLGRQAERSQPR
YFMHAYNTISGHMLKTTKNNTTELTAPPPPPAPPATCPSLGVGTDTNYVKRGSWSTLTLS
HAHEVCQKTSATLDKSLLKSKSCHQGLAYHYLOVPGGGGEWSTTLLSPRETDAAAEGPIP
CRRMRSGSYIKAMGDEDSDESGGSPKPSPKTAARRQSYLRATQQSLGEQSNPRRSLDRLD
SVDMLLPSKCPSWEEDYTPVSDSLNDSSCISQIFGQASLIPQLFGHEQQVREAELSDQYE
AACESACSEAESTAAETLDLPLPSYFRSRSHSYLRAIQAGCSQEEDSVSLOSLSPPPSTG
SLSNSRTLPSSSCLVAYKKTPPPVPPRTTSKPFISVTVQSSTESAQDTYLDSQDHKSEVT
SQOSGLSNSSDSLDSSTRPPSVTRGGVATAPEAPEPPPKHAALKSEQGTLTSSESHPEATP
KRKLSSIGIQVDCIQPVPKEEPSPATKFQSIGVQVEDDWRSSVPSHSMSSRRDTDSDTQD
ANDSSCKSSERSLPDCTPHPNSISIDAGPRQAPKIAQIKRNLSYGDNSDPALEASSLPPP
DPWLETSSSSPAEPAQPGACRRDGYWFLKLLOAETERLEGWCCOMDKETKENNLSEEVLG
KVLSAVGSAQLLMSQKFQQFRGLCEQNLNPDANPRPTAQDLAGFWDLLOQLSIEDISMKED
ELYHLKANSWQLVETPEKRKEEKKPPPPVPKKPAKSKPAVSRDKASDASDKQROEARKRL
LAAKRAASVRONSATESADSIEIYVPEAQTRL



>Mus musculus_ DLGAP4 (ENSMUSP_105195)
MKGLGDSRPRHLSDSLDPPHEPLFAGPDRNPYLLSPTEAFAREARFPGONTLPGDGLFPL
NNQLPPPSSTFPRIHYNSHFEVPEESPFPSHAQATKINRLPANLLDQFEKQLPIHRDGES
TLOQFPRGEAKARGESPGRIRHLVHSVQRLFFTKAPSMEGTAGKVGGNGSKKGGLEDGKGR
RAKSKERAKAGEPKRRSRSNISGWWSSDDNLDGEGGAFRSGPASGLMTLGRQQERTQPRY
FMHAYNTISGHMLKTTKNTTTELTAPPPPPAPPATCPSLGVGTDTNYVKRGSWSTLTLSH
AHEVCQKTSATLDKSLLKSKSCHQGLAYHYLQVPGGGGEWSTTLLSPRDMDSTAEGPIPC
RRMRSGSYIKAMGDEDSDESGGGSPKPSPKTAARRQSYLRATQQOSLGEQSNPRRSLDRLD
SVDMLLPSKCPSWEDDYNPISDSLNDSSCISQVFGQASLIPQLFGHDQQVREADLSDQYE
AACESACSEAESTTAEALDLPLPSYFRSRSHSYLRAIQAGCSQEEDSVSLQSLSPPPSTG
SLSNSRTLPSSSCLVAYKKTPPPVPPRTTSKPFISVIVQSSTESAQDTYLDSQDHKSEVT
SQSGLSNSSDSLDSSTRPPSVTRGGITPGPEAPEPPPKHAALKSEQGTLTSSESHSEAIP
KRKLSSIGIQERTRRSGSHLSEDNGPKAIDVMAPSSESSAPSHSMSSRRDTDSDTQDAND
SSCKSSERSLPDCTSHPNSISIDAGPRQAPKIAQIKRNLSYGDNSDPALEASSLPPPDPW
LETSSSSPAEPAQPGACRRDGYWFLKLLOAETERLEGWCCQMDKETKENNLSEEVLGKVL
SAVGSAQLLMSQKFQOFRGLCEQNLNPDANPRPTAQDLAGFWDLLQLSIEDISMKEDELY
HLKANSWQLVETPEKRKEEKKPPPPVPKKPAKSKAAVSRDKASDAGDKQROEARKRLLAA
KRAASVRONSATESADSIEIYVPEAQTRL

>Rattus norvegicus_ DLGAP4 (ENSRNOP 34166)
MKGLGDSRPRHLSDSLDPPHEPLFAGPDRNPYLLSPTEAFAREARFPGONTLPGDGLFPL
NNQLPPPSSTFPRIHYNSHFEVPEESPFPSHAQATKINRLPANLLDQFEKQLPIHRDGES
TLOFPRGEAKARGESPGRIRHLVHSVQRLFFTKAPSMEGTTGKVGGNGGKKGVLEDGKGR
RAKSKERAKAGEPKRRSRSNISGWWSSDDNLDGEGGAFRSGPASGLMTLGRQPERTQPRY
FMHAYNTISGHMLKTTKNTTTELTAPPPPPAPPATCPSLGVGTDTNYVKRGSWSTLTLSH
AHEVCQKTSATLDKSLLKSKSCHQGLAYHYLQVPGGGGEWSTTLLSPRDMDSTAEGPIPC
RRMRSGSYIKAMGDEDSDESGGGSPKPSPKTAARRQSYLRATQQOSLGEQSNPRRSLDRLD
SVDMPLPSKYPSWEEDYNPISDSLNDSGCISQVEFGQASLIPQLFGHDQQOVREADLSDQYE
AACESACSEAESTAAEALDLSLPSYFRSRSHSYLRAIQAGCSQEEDSVSLQSLSPPPSTG
SLSNSRTLPSSSCLVAYKKTPPPVPPRTTSKPEFISVTVQSSTESAQDTYLDSQDHKSEVT
SQSGLSNSSDSLDSSTRPPSVTRGGITPGPEAPEPPPKHAALKSEHGTLTSSESHSEAVP
KRKLSSIGIQVDCIQPVPKEEPSPATKFQSIGVQVEDDWRSSAPSHSMSSRRDTDSDTQD
ANDSSCKSSERSLPDCTSHPNSISIDAGPROAPKIAQIKRNLSYGDNSDPALEASSLPPP
DPWLETSSSSPAEPAQPGACRRDGYWFLKLLOQAETERLEGWCCQMDKETKENNLSEEVLG
KVLSAVGSAQLLMSQKFQQFRGLCEQNLNPDANPRPTAQDLAGEFWDLLQLSIEDISMKED
ELYHLKANSWQLVETPEKRKEEKKPPPPVPKKPAKSKAAVSRDKASDAGDKQRQEARKRL
LAAKRAASVRONSATESADSIEIYVPEAQTRL

>Canis familiaris DLGAP4 (ENSCAFP 12515)
MKGLGDSRPRHLSDSLDPPHEPLFAGPDRNPYLLSPTEAFAREARFPGONALPGDGLFEFPL
NNQLPPPSSTFPRIHYNSHFEVPEESPFPSHAQATKINRLPANLLDQFEKQLPIHRDGFES
TLOQFPRGEAKARGESPGRIRHLVHSVQRLFFTKAPSLEGTAGKVSGNGSKKGGLEDGKGR
RAKSKERAKAGEPKRRSRSNISGWWSSDDNLDGEGGAFRSSGPASGLMTLGRQAERSQPR
YFMHAYNTISGHMLKAAKSNAAELTAPPPPPAPPAACPSLGVGTDTNYVKRGSWSTLTLS
HAHEVCQKTSATLDKSLLKSKSCHQGLAYHYLQVPGGGEWSTALLSPREADAAAEGPIPC
RRMRSGSYIKAMGDEDSDESGGSPKPSPKTAARRQSYLRATQQSLGEQSNPRRSLDRLDS
VDMLLPSKCPSWEEDYNPVSDSLNDSSCISQIFGQASLIPQLFGHEQQVREADLSDQYEA
ACESACSEAESAAAEALDLPLPSYFRSRSHSYLRAIQAGCSQEEDSVSLQSLSPPPSTGS
LSNSRTLPSSSCLVAYKKTPPPVPPRTTSKPFISVTVQSSTESAQDTYLDSQDHKSEVTS
OSGLSNSSDSLDSSTRPPSVTRGGVTPAPEAPEPPPKHAALKSEQGTLTSSESHPEAIPK
RKLSSIGIQVDCIQPVPKEEPSPATKFQSIGVQVEDDWRSSAPSHSMSSRRDTDSDTQDA
NDSSCKSSERSLPDCTPHPNSISIDAGPROQAPKIAQIKRNLSYGDNSDPALEASSLPPPD
PWLETTSSSPAEPAQPGACRRDGYWFLKLLOQAETERLEGWCCQOMDKETKENNLSEEVLGK
VLSAVGSAQLLMSQKFQOQFRGLCEQNLNPEANPRPTAQDLAGFWDLLQOLSIEDISMKFEDE
LYHLKANSWQLVETPEKRKEEKKPPPPVPKKPAKSKPAVSRDKASDAGDKQRQEARKRLL
AAKRAASVRONSATESADSIEIYVPEAQTRL

>Monodelphis domestica DLGAP4 (ENSMODP 1726)
MKGLSGDSRGRHLSDSLEPPPPDALFPGSDRNPYLLSPTATVTADPFSRESGFPGASTGV
AGDTLFPLPSPLPTSGTFPRLHYNSHFEVPEEGPFPSHAQATKINRLPANLLDQFEKQLP



VHRDGEFSTLOQFHRAEPRPRGESPGRIRHLVHSVOKLEFFAKAQSLEGGGLKGSGNGRKGGA
GGGETGKGRRAKGKDSGKTAEPKRRSRSNISGWWSSDDNLDSGNSGDCGYRPSAGLMTLG
ROPERAQPRYFVYNTEFSEHMLKAAKNNSELPRAGAGGGGGAPPASLPASTEPSYGKRGSW
STLTLSHAREVCQKASATIDKALLKSKSCHODLAYHYLQVPPSEWNSSLSRTGGDSEIPC
RRMRSGSYIKAMGDEDSEDSDTSPKPSPKTAARRQSYLKATQQSLSEQSTTHRSLDRLDS
VDMLLPSKFPSWEEEYNPIGNSITESSCINQIFGQASEFVPQIFSHEEQVREAELSDQYEA
ACESAYSEAESATADVLDLPLPSYFRSRSHSYLRAIQAGCSQDEDSISLQSLSPPPTGSS
LSSSRTLPSSSCLVAYKKTPPPVPPRTTSKPFISVIVQSSTESAQDTYLDSQDHKSEVNS
OSGLSNSSDSLDSTRPPSVTQGSSGGTQAREAPELPQKNATLKNDKGTLTSEEPKAETAP
KRKLSSIGIQVDCIQPVPKEEPPPATKFQSIGVQVEDEWRYSGASHSMSSKRDTDSDTQE
ANDSSCKSSERSLSDCPPHHNSINIDTNPRPSVKASQIKRNLSYGDNSDPALETSSLPPP
DPWLETSSSSPLEPSQPGACRRDGYWFLKLLOQAETERLEGWCCQOMDKEAKENNLSEEVLG
KVLSAVGSAQLLMSQKFQQFRGLCDONLNPDSNPRPTAQDLAGFWDLLOQLSIEDISMKED
ELYHLKANSWQLADPPEKKALLSQEAKMSSKRAKAKTTKKRPOQRATSNVEFAMEDQOSQIQE
FKEAFNMIDONRDGFIDKEDLHDMLASLGKNPTDEYLEGMMSEAPGPINFTMFLTMEFGEK
LNGTDPEDVIRNAFACFDEEASGVIHEDHLRELLTTMGDRFTDEEVDEMYREAPTIDKKGN
FNYVEFTRILKHGAKDKDD

>Gallus gallus DLGAP4 (ENSGALP 1565)
MKGLGDNRSRHLSDNLDSPQDSLYAPQDRNPYLLSPTDSFTMDPRFPAQNALHGDCLLPL
NNQISNSSTFPRIHYNSHFEVPDENPFPSHAQATKINRLPANLLDQFEKQLPIHRDGEST
LOQFQRSDAKHRSESPGRIRHLVHSVQKLFAKSQSLEGPTKGNVNGKKGADDPKQNRRSKS
KDRAKTSEPKRRTRSNISGWWSSDDNLDSDTCSYRNPMGLMTLGRQPDHSQPKYFMHAYN
TISEHMLKSSKSNNDLKVTPCTNIPINNDSNYIKRGSWSTLTLSHAREVCQKASATIDKA
LLKSKSCHQDLAYHYLQVPQGEWNNTLSRDKDSEIPCRRMRSGSYIKAMGDDDSEDSETS
PKPSPKTAARRQSYLKATQQOSLSEQSTTOQRSLDRLDSVEILLPPKFPTWEEEYNQISDSV
NESSCINQIFGPPSLIPQIFTHGEQAREPELGEQYEAVCDSTYSEAESAAAEVLDLPLPS
YFRSRSHSYLRATIQAGCSQDEDTSSVRSISPPPAGSLSGSRTLPTNSSSCLVAYKKTPPP
VPPRTTSKPFISVTVQSSTESAQDTYLDSQODHKSEVTSQSGLSNSSDSLDSTRTPSVTRG
SIVTPARDTPELPQKNATLKSDKGTLTSEEPKVENVPKRKLSSIGIQVDCLQPVVKEEPP
PPVTKFQSIGVQVEDEWRNSHSRSMSSKQDTDSDTQEPNNSSCKSSERSIAECPQHNNSV
GVDTSTRQPAKPSQIKRNLSYGDNTDPALEPSSLPPPDPWLETSSASPSEPTQPGACRRD
GFWFLKLLOQAETERLEGWCRQMDQETKENNLSEEVLGKVLSAVGSAQLLMSQKFQQFHGL
CEQNLNPNANPRPTAQDLAGFWDLLOLSIEDISMKEFDELYHLKANSWQLAETPERKEEKK
PPPPVPKKPAKSKSQLNRDKASDSDKQRQEARKRLMAAKRAASVRONSATESADSIEIYV
PEAQTRL

>Pelodiscus sinensis_ DLGAP4 (ENSPSIP 18720)
MKGLGDNRSRHLSDNLDSPODSLYASQDRNPYLLSPTDPYPMDPRFPAQNSLHSDCLLPL
NNQISNSSTFPRIHYNSHFEVPDESPFPSHAQATKINRLPANLLDQFEKQLPIHRDGFEST
LOFORSDSKHRSESPGRIRHLVHSVQKLFAKSQOSLEGPTKGSVNGKKGTEDPKQONRRSKS
KDRAKTTETKRRPRSNISGWWSSDDNLDSDTCSYRNPMGLMTLGRQPDHSQPRYFMHAYN
TISEHMLKSSKSNNDLKVTPCTNIPINNESNYIKRGSWSTLTLSHAREVCQKASATIDKA
LLKSKSCQODLAYQYLQVPOGEWNNTLSRDKDNEI PCRRMRSGSYIKAMGDDDSEDSETS
PKPSPKTAARRQSYLKATQQSLSEQSTTHRSLDRLDSVEILLPPKFPSWEEEYNQLPDNI
NESSCISQIFGQSSFIPQIFTHGEQTREAELCDQYEAVCESAYSEAESAAVEVLDLPLPS
YFRSRSHSYLRAIQAGCSQEEDTASVRSISPPPASSIGGSRTLPSNSSSSCLVAYKKTPP
PVPPRTTSKPFISVIVQSSTESAQDTYLDSQODHKSEVNSQSGLSNSSDSLDSTRTPSVTR
GSLVTQARDAPELPQKNATLKSDKGTLTSEEPKVENIPKRKLSSIGIQVDCLQPVAKEEP
PTPTTKFQSIGVQVEDEWRNNHSRSMSSKQDTDSEAQEPNHSSSKSSERSLADCPPRHNS
VSVDASTRQPVKPSQFKRNLSYGDSSDPALEPSSLPPPDPWLETSSNSPSEPTQPGTCRR
DGYWFLKLLQAETERLEGWCROMDQETKENNLSEEVLGKVLSAVGSAQLLMSQKFQQFRG
LCEQNLNPNANPRPTAQDLAGFWDLLOQLSIEDISMKFDELYHLKANSWQLAETPEKKEEK
KPPPPVPKKPAKPKTPLNRDKASDSVDKQRQEARKRLMAAKRAASVRONSATESADSIET
YVPEAQTRL

>Xenopus tropicalis DLGAP4 (ENSXETP 37684)

MKGLGDARVRHLSGTLDSHPDSLYIPQERTPYLISSTESYPPEPRYTPENSLHPDCLYPL
NNQLSNSSTFPRIHFNSHYEPPEDTPPYPTPHVAPAKINRLPASLLDQFEKQLPIHKDGF
STLOQFQRGVPEGKDRSESPGRIRHLVNSVQKLEFNKSQSLEGGGRASVNGKKGSSEDSKGT
RRSKSKERGKGDGKGQSKGSAVSGWWSSDDNLDSDTGGYRNPAGMMTLGRRPEHAARHEFT



SGYNTISESMLKASKSNNDLKFTPFQPPSLTLSPLPAPQDVLPVSSTSTLKRGSWSTLTL
SHAREVCQKASATIDKAFLKSKSCHQDLSYQYLQVPSGDWSGPPIKEDDIPCRRMRSGSY
IKAMGDADSDESEGSPQPSPKTAARRQSYLKATQLSLSESTTQSAINKHTKRLVNNEHAT
LLYVSLCYVPRSLDRVDSLDILSPPKFQSWEEDYNQMTESVAEESKEEQSDREPMIPSVE
EESGSLRHEVEDLNLPNYFRSRSHRYARNIHKGLRHEVCCSSGNSSMEPTTTKLVTVNNI
GDSTGSSCLVGYKKTPPPVPPRTTSKPEFISVIVQSSTESAQDSYLDAQEGQSEGNSQSGL
STSTESLESTRAPSVTRIGPPTPIRQVPPEIPPKNASVKSNKEEPRAPEPLPKRKLSSIG
IQVDSIQPVPIPELPPPARFQSIGVQVEEEWRTKGYTKNLNTLLSLIRIPSLSYKPEITFE
LLTLCLOASNGSGPKKPQLSNLFSAFRESIRSYCRVFISFLIFKEEENIREFYIFPPIRSI
IIEELGGPTITIIKTIKLLLHFLIIQRVDCSCSACSSVSVQDPNTSNLPELSVIGKVLSAV
GSAQLLMSQKFQQFRGLCEQNLNPNSNPRPSAQDLAGFWDLLOQLSIEDISMKEFDELFQLK
ANGWALSETPDRNEMKRAPPPVPKKPARPKPPLSRDKAPGPSNSDKQRQEARKRLMAAKR
AASVRONSATESADSIEIYVPEAQTRL

>Danio rerio DLGAP4 (ENSDARP 2935)
MKAFTPORTRHLSDCEPPRSPAHLGSVYPPSHTPYLLPSAMDHYGALDPHHFSPAPGPGG
LPPDCLMPLNNQLSSSSTFPRIHYNSHFDQAPSSSLPSERARTRKMNRLPPNLLDQFEKQ
LPGOODGFSTLOFHRSTAVTTTKQQQQORTDSPGKIRYLVHSVQKLFAKSQSLENSATIKA
NMNGRNSRSSSSDDKHHRSKSKDRAKSEGTAKRRPRSNMSGYWSSDDLDSDVSNYRNPMA
MMTLGRQGPDSQVASRYYMQGYSTISEHTLKSSKSNSDLKHQPLPALPAPGGIGGGRAQM
FDGNFSKAGPWSTLTLGPTRQVCQKGSATLDRTLLKSKSVQQDLGCHFLOMPSTGEWSGT
LGRSGPMGEIPCRRMRSGSYVKAMADLEDSEDSDGSPKPSPKSAARRQSYLRATQQSLSD
QFPSRKNRSLDNLDCIGGGSPFPNWDDDDEFSQGCSTLGRGSCINQMRDMEMSQHYADELE
DIHPHPRCSDPPDVPMPTCFRSRSHSYLRAIQAGCSQDDDTASMDSDSPPPTTTTTVRTY
SNSTVSTCMTTCKKIAPPPVPPRTTSKPFISVTIVQSSTESAQDCYPDRKSDGNSQSGRSN
SSDSLDSTRANSLAKGTRPQIPVAAPREPQIPAAVVISPNALRETHNEPLKGETLAADEP
PLEPVPRRKLSSIGIQVDCIQEIQAKVETPPPLARFQSIGVQVEDGWTEFSRSSSMASRQE
TDSDTQDLSLTSLTFQSGSKSAEQKVMDSDPPVSSSGPSRQILTHRSTTQSSSSSFSESL
DPALDPSALPPPDPWLESGNGTGNGCSNQPLSSGTACRRDGHWELKLLQAETGRMEGWCC
QMEKETTEHQLSEEGTGKVRSAVGSAQLLMNQKFQOFRGLCEQNLNVNANPRPTAQDLAG
FWDLLQLSIEDISLKFDELYHLKSNDWKLNGESPEKQGFKENQKQAPPVPKKPGKSKPTL
GREKSTESVDKQRQEARKRLMAAKRAQSVKONSATESADSIEIYVPEAQTRL

>Takifugu rubripes DLGAP4 (ENSTRUP_ 24240)
MKGLGANRGRHLSDSCEPTGCPQKPLCPMSSDPHSSFLLSPTEFNHYGTLDPHLHQYTPTS
PTSLTPDCLMPSSOMTNSSTFPRLHEFTSQAEPGDCSLPCMAGAAAKINRLPSNLLDQIER
HLPLORDGFSTLQFHRGRMSKQRSESPGRIRHLMHSVQKLFAKSHSLENSAVKGNLNGRS
AGGTAGSTGAGEDGGRPSRRSKSKDRAKTEGMRQIPRPNALGLWSSDDALDDVTKAGTIA
VGYRNPLSMMTLGRAVSDSQARHIPOGYNTISAHTTLKASKSSSDLKEFLACPATQIGSKE
DEARTRGSKDDTMVKRGTWSTLTLHQARQVLOKGSATVNRTLLKSKSCHQDLAQQFLQVP
VGDWATLGRGRAKGTEIPCRRMRSGSYVKAMGDVEDSEDSEGSPKPSPKSAARRHSYLRA
TORSLSEQOPPPPPHRSLDNLDCLVSPLEAPLRHRNNGESQCSSTLGRSTQLGVEDVMCS
FSTARFRPHQHVMPSVLSMQGEFGSSAPYGEVESQAVEALDLPAPTCFRSRSHSYLRAIQA
GCSODEDTASVDSDSLPPISTGYSSNTRKTIPDISLTVSSRKAPPPVPPRGTSKPLISVT
AQSSTESAQDTYLDQQODRGSEANSQSGRSNSSDSLCSIRTGGLAQGSKPSPAPFPEVAPP
PAAPSVPPVPAPRELPPTITVTTDOQPPTAPRRKLSSIGVQODOERHQEFKRWIHDHPASS
TADLSPSDADRLSLSRDNSMASRONTETELKESQDTTPTEKNTTNCTSQTSNNTAPSKPE
KPTDQQPIKNASAASRISASPADSLDPALDPSSLPPPDPSLDAGNCSTHGDGVQATPACP
RDGNWFLKLLRAETARMEGWCQOMEQETKDNKLSEEVLGMTRSAVGSAQLLISQKFEQFR
GLCNENLNINANPRPTAQDLAGFWDLLOLSIEDISNKEDELYHLKTNNWQLPEKLQOKKDE
NKQLPSSVPKKPSKPKLSTGKDRSVDSAVDKORQEARKRLMAAKRAASVRONSATESADS
IEIYVPEAQTRL

>Tetraodon nigroviridis DLGAP4 (ENSTNIP 484)

MKGLGANRSRHLSDSCEPTGCPQRPLCPLSSDPHSPFLLSPTFNHYGTLDPHLHQCTPTS
PTSLTPDCLLPSSOMTNSSTFPRLHFTSQAEPGDCSLPCMAAAAKINRLPSNLLDQIERH
LPLORDGFSTLQFHRGRMSKQRSESPGRIRHLMHSVQKLFAKSHSLENSAVKGNLNGRSA
GAGDDGGRPSRRSKSKDRAKTEGTRQTPRPNALGLWSSDDALDDATKAGTIAVGYRNPLS
MMTLGRAVSDSQARHIPQGYNTISAHPTLKASKSSSDLKFLACPATQICSREEEARSRGS
KDDTMVKRGTWSTLTLHQARQVLOKGSATVNRTLLKSKSCHQDLAQQFLQVPVGDWATLG
RGRAKGTEIPCRRMRSGSYVKAMGDVEDSEDSEGSPKPSPKSAARRHSYLKATQRSLKLS



TNRSLDNLDCLVSPLEAPPHRRNDEFSHCSSTLGRGAQSLSQLLAERSVFAECHSGIKQGE
TOQTLSVRPHEACFAFCHQHESQAVEALDLPAPTCFRSRSHSYLRAIQAGCSQDEDTASVD
SDSLPPISAGYTSNTITVGTFSTAVSSRKAPPPVPPRGTSKPLISITAQSSTESAQDTYL
DOODRGSEANSQSGRSNSSDSLCSITPPPAAASVPPVPAPRDLPPTITVTITATTSTLPQON
DSSSRGVTLDQPPTAPRRKLSSIGVQVDCVLPVLKEEAQPLTAPLKFQSIGVQVENGRPL
SRDNSMASRONTETELKETQDSTATDKTTTNCNRPTESNTDPSKPEKPMEQQOPVKNTCAA
SRISTCPAETLDPALDPSSLPPPDPSLDTGNCSAHGDGVQITPACPRDGNWELKLLRAET
ARMEGWCQOMEQETKDNKLSEEVLGTIRSAVGSAQLLISQKFEQFRGLCNENLNINANPR
PTAQDLAGEWDLLOLSIEDISMKFDELYHLKANNWOLCEKPQKKDENKQLPSSVPKKSSK
PRLSTGKDRSVDSAVDKQRQEARKRLMAAKRAASVRONSATESADSIEIYVPEAQTRL

>Gasterosteus aculeatus DLGAP4a (ENSGACP_10781)
MKGLGTSRNRHFTDSCEPSSGHPEALYSQKTSTLPRSPYLLSPTMDHYGTMDPHLYPSAN
PGSLPPDCMLPLNNQMSNSSTFPRIHYNSYDQSDFSPPGDSIGGHMTKNQAPTSLLEFDK
QLPGGHDGFSTLQFHRTSAVAGGKQHTDSPGRIRYMLHSVQKLFAKSQSLESQNMKGNEN
GRSTGSGGGSSGTEDGGKONRRSKSKDRGTKSEATSKRRPRSNMSGYWSSDDLDSSDLSS
YHNTMAMMTLGRPTGHDSQGAQTRYIQSGYNTISSSKSSNDMKYQALTGPGGGGGHGLVG
AGRTVTNDNDYMKGGSWSTLTMGQPRHVIQKGSATLDRSMLKSKSCQPELTCNYLQVGRR
GDWSSTLGRSGGANEIPCRRMRSGSYVKAMGDMEDSDDSDGSPKPSPKSAARRQSYLRAT
QOSLSDQLPPRKELSNNRSLDNLDCIGGTVSSSPOWDDDDEFSQACSTLGRRSCLGQVSGN
LNRSKSYIAGHVRNLRDLEMSHQYEDRSSDSTFRDSRSHSQDNPEPLDLPMPTCFRSRSH
SYLRAIQAGCSQDDDTASMDSGCSPPHIDTTVRTYNTSTVSSCITTCKKAAPPPVPPRTT
SKPYKSVTVQSSTESAQDNYLDQQDRRSEVNSQSSHAHSNSSDSLDSTRANSLARGIRRP
PHITPTPIAIPREPIAPTTSNASTETIEEPQVAPVPRRKLSSIGIQVDCIQEVPQEETPP
LAKFQSIGVQVEDGWQRRLSRSSSMASKQETDSDTQDIPVVSHYNNSKQYNGDTPGDAPS
PPPPRQILKRSTTRSSSSSFSESLDPALDPSCLPPPEPWLESGNGSNGSVPQSGGGGTLC
RRDGHWFLKLLQAETGRMEGWCHOMEQETKDNQLSEEVLGKVRSAVGCAQLLMAQKFQQF
RGLCEQNLNVNANPRATAQDLAGFWDLLOLSIEDISLKFDELYHLKSNDWQPMPSAAAQS
PPGRKDEEKESATKKPGKGRPSLGREKSTDSSSASSTASAEKQRHEARKRLLAAKKAASE
RONSATESADSIEIYVPEAQTRL

>Gasterosteus aculeatus DLGAP4b (ENSGACP_4213)
MKGFGANRSRHMSDSCEPARCPOKPLCPLTSDPHGAFLLTPTINHYGTLDPHLHLCSPTS
PTSLNPDCLLPFSQMSNSSTFPRLHYSSQAEQGSATISSSSAAAAKMNRLPSNLLDQLER
HLPLORDGFSTLOFHRGRMSKQRSESPGRIRHLMHSVOKLFAKSQSLENSATKGNVNGRS
AGGTAGGAAGAGEDGGRPTRRSKSKDRAKTEGTKQROQRPNALGLWSSDDTLDTDTTTAGT
IAVGYRNPLSMMSLGRAVSDSQAGPRHIPQGYHTISAHTLKTSKSSSDLKFLACQATQVV
SKEEEGRIRGSKDDLLVKRGSWSTLTLSQARQVLOKGSATVNRTLLKSKSCHODMAQQFL
QVPLGDWAGTLGHGRPRGTEIPCRRMRSGSYVKAMGDLEDSEDSEGSPKPSPKATARRQS
YLRATQHSLSEQQPPPPQRNLDNLDCLVSPLEPPPRYRNSDFSRCSGTLGRGSATQVSQS
ALCPQRVSLHTFFQVYGQGCGHSLPYCQGESQAVEALDLPAPTCFRSRSHSYLRAIQAGC
SODEDTASVDSESPPHTGAGYSYSSNTRSAQYLFSNRKAPPPVPPRTTSKPLISVTVQSS
TESAQDVYIDQQERGSEANSQSGRSNSSDSLCSIRTAGLAKGSRPLPVPVPAAAPGPAAG
SVHPVPAPRDLOSONDTPSIGFTLDPVPVATKRKLSSIGIQVDCLLPVLREEPLPLTAPL
KFQSIGVQVENGRPLSRETSMASRONTETEPQDATENNTANCTNSQTADANAPNGQDKAM
EQOPLKHTHAPSRISSPPQVTLDPALDPSSLPPPDPSLESGNCCSHGDAGQPGPPACLRD
GNWFMKLLQAETGRMEGWCQOMEQETKDNKLSEEVLGTIRSAVGSAQLLMTKKFEQFRGL
CKENLNLNANPRPTAQDLAGFWDLLOLSIEDISMKFDELFQLKANNWQLPEKSEKDENKQ
LPSSVPKKQTKPKLSAGKDRSVDSAVDKQROEARKRLIAAKRAASVRONSATESADSVET
YVPEAQTRL

>Oryzias latipes DLGAP4 (ENSORLP 20789)

MKGLGTNRNRHLSDSCDPSSGHSEAFYTEKTSTLPRSPYLLSPTMDHYGSMDPHFYPSTN
PGSLPADCMLPLNNQLSNSSTFPRIHYNSYDQSDFSPPGDSIGGNQMPPHLLEFEKQLPG
GHDGFSTLQFHRTSAAAAAKQRTDSPGRIRYMLHSVQKLFAKSQSMETHNMKGNVNGRST
GSGGGSSGTEDGGRHQRRSKSKDRGSGTKSEATAKRRPRSNMSGYWSSDDLDSSDLSSYH
NTMGMMTQGRPTGHDTQVGQTRYVHSGYNTISSSKSTNDMKYPALPASGGRAGTADMLMN
DGDYMKGGSWSTLTMGQPROQVIQKGSATLDRSMLKSKSCQQDLTCNYLQVGRRGDWSSTL
GRSGGPNEIPCRRMRSGSYVKAMGDMEDSDDSDGSPKPSPKTAARRQSYLRATQQSLSDQ
LPPRNVQHTRRLKTQVKAFHILTSLKEMSSNRSLDNLDCIGGAGPLVPWEDDDESQACST
LGRRSCLGQLRDLERSHAYEDRSSESTFRDSRSQSQDNSEPPDLPMPTCFRSRSHSYLRA



IQAGCSQDDDSASVDSGCSPPPSDSTVRTYSTSTELCGVKRWSAAPEVSTCITTCKKTAP
PPVPPRTTSKPFISVIVQSSTESAQDNYLDQODRRSEVNSQSSHAHSNSSDSLDSTRANS
LARGIPRLPHIIATPVATTREPAASRTANASTETSDSGVQSEFLKRKLSSIGIQVDCIQE
VPREETPPPAKFQSIGVQVEDGWHWSRFRLSRSSSMASKQETDSDTKDSLDNGEPSGDAS
PPPPPRQILNRSTTRSSSSSEFSESLDPALDPSSLPPPDPWLDSGTDGHSGLPQGGGGGTL
CRRDGHWFLKLLQAETGRMEGWCQOMEQETKDNQLSEEVLGKVRSAVGSAQLLMSQKEFQQ
FRGLCEQNL

>Homo sapiens_ DLGAPS (ENSP 247191)
MSSSHFASRHRKDISTEMIRTKIAHRKSLSQKENRHKEYERNRHFGLKDVNIPTLEGRIL
VELDETSQGLVPEKTNVKPRAMKTILGDORKOMLOKYKEEKQLOQKLKEQREKAKRGIFKV
GRYRPDMPCFLLSNQONAVKAEPKKAIPSSVRITRSKAKDOMEQTKIDNESDVRATRPGPR
QTSEKKVSDKEKKVVQPVMPTSLRMTRSATQAAKQVPRTVSSTTARKPVTRAANENEPEG
KVPSKGRPAKNVETKPDKGISCKVDSEENTLNSQTNATSGMNPDGVLSKMENLPEINTAK
IKGKNSFAPKDFMFQPLDGLKTYQVTPMTPRSANAFLTPSYTWTPLKTEVDESQATKEIL
AQKCKTYSTKTIQQODSNKLPCPLGPLTVWHEEHVLNKNEATTKNLNGLPIKEVPSLERNE
GRIAQPHHGVPYFRNILQSETEKLTSHCFEWDRKLELDIPDDAKDLIRTAVGQTRLLMKE
RFKQFEGLVDDCEYKRGIKETTCTDLDGEFWDMVSEFQIEDVIHKENNLIKLEESGWQVNNN
MNHNMNKNVEFRKKVVSGIASKPKQODDAGRIAARNRLAAIKNAMRERIRQEECAETAVSVI
PKEVDKIVEFDAGFFRVESPVKLEFSGLSVSSEGPSQRLGTPKSVNKAVSQSRNEMGIPQQT
TSPENAGPONTKSEHVKKTLFLSIPESRSSIEDAQCPGLPDLIEENHVVNKTDLKVDCLS
SERMSLPLLAGGVADDINTNKKEGISDVVEGMELNSSITSQDVLMSSPEKNTASONSILE
EGETKISQSELFDNKSLTTECHLLDSPGLNCSNPFTOQLERRHQEHARHISEFGGNLITESP
LOPGEF

>Pan troglodytes DLGAPS5 (ENSPTRP_10806)
MSSSHFASRHRKDISTEMIRTKIAHRKSLSQKENRHKEYERNRHFGLKDVNIPTLEGRIL
VELDETSQELVPEKTNVKPRAMKTILGDORKOMLOKYKEEKQLOQKLKEQREKAKRGIFKV
GRYRPDMPCFLLSNQNAVKAEPKKATPSSIRITRSKAKDOMEQTKIDNESDVRAIRPGPR
QTSEKKVSDKEKKVVQPVMPTSLRMTRSATQAAKQVPRTVSSTTAKKPVTRAANENEPER
KVPSKGRPAKNVETKPDKGISCKVDSEENTLNSQTNATSGMDPDGVLSKMENLREINTAK
IKGKNSFAPKDFMFQPLDGLKTYQVTPMTPRSANAFLTPSYTWTPLKTEVDESQATKEIL
AQKCKTYSTKTIQQODSNKLPCSLGPLTVWHEEHVLNKNEATTKNLNGLPIKEVPSLERNE
GRIAQPHHGVPYFRNILOSETEKLTSHCLEWDRKLELDIPDDAKDLIRTAVGQTRLLMKE
REFKQFEGLVDDCEYKRGIKETTCTDLDGEFWDMVSEFQIEDVIHKENNLIKLEESGWQVNNN
MNHNMNKNVEFRKKVVSGIASKPKODDAGRIAARNRLAAIKNAMRERIRQEECAETAVSVI
PKEVDKIVEFDAGFFRVESPVKSFSGLSVSSEGPSQRLGTPKSVSKAVSQSRNEMGIPQQT
TSPENAGPONTKSEHVKKTLFLSIPESRSSIEDAQCPGLPNLIEENHVVNKTDLKVDCLP
SERMSLPLLAGGVADDINTNKKEGISDVVEGMELNSSITSQDVLMSSPEKNTASQNSILE
EGETKISQSELFDNKSLTTECHLLDSPGLNCSNPFTOQLERRHQEHARHISEFGGNLISESP
LOPGEF

>Gorilla gorilla DLGAPS5 (ENSGGOP_34009)
MSSSHFASRHRKDISTEMIRTKIAHRKSLSQKENRHKEYERNRHFGLKDVNIPTLEGRIL
VELDETSQELVPEKTNVKPRAMKTILGDQRKOMLOKYKEEKQLQKLKEQREKAKRGIFKV
GRYRPDMPCFLLSNONAVKAEPKKAIPTSIRITRSKAKDOMEQTKIDNESDVRAIRPGPR
QOTSEKKVSDKEKKVVQPVMPTSLRMTRSATQAAKQVPRTVSSTTARKPVTRAANENEPER
KVPSKGRPAKNVETKPDKGISCKVDSEENTLNSQTNATSGMDPDGVLSKMENLPEINTAK
IKGKNSFAPKDFMFQPLDGLKTYQVTPMTPRSANAFLTPSYTWTPLKTEVDESQATKEIL
AQKCKTYSTKTIQQDSNKLPCPLGPLAVWHEEHVLNKNEATTKNLNGLPIKEVPLLERNE
GRIAQPHHGVPYFRNILQSETEKLTSHCLEWDRKLELDIPDDAKDLIRTAVGQTRLLMKE
RFKQFEGLVDDCEYKRGIKETTCTDLDGFWDMVSFQIEDVIHKENNLMKLEESGWQVNNN
MNHNMNKNVEFRKKVVSGIASKPKQODDAGRIAARNRLAAIKNAMRERIRQEECAETAASVI
PKEVDKIVFDAGFFRVESPVKSFSGLSVSSEGPSQRLGTPKSVSKAVSQSRNEMGIPQQT
TSPENAGPOQDTKSERVKKTLFLSIPESRNSIEDAQCPGLPDLIEENHVVNKTDLKVDCLP
SERMSLPLLAGAVADDINTNKKEGISDVVEGMELNSSVTSQDVLMSSPEKNTASQYSILE
EGETKISQSELFDNKSLTTECHLLDSPGLNCSNPFTQLERRHQEHARHISFGGNLITFSP
LOPGEF

>Mus musculus_DLGAPS5 (ENSMUSP 40416)
MLVSRFASRFRKDSSTEMVRTNLAHRKSLSQKENRHRVYERNRHFGLKDVNIPLEGRELG



NIHETSQODLSPEKASSKTRSVKMVLSDORKQLLOKYKEEKQLOKLKEQREKAKRGVEKVG
LYRPAAPGFLVTDQRGAKAEPEKAFPHTGRITRSKTKEYMEQTKIGSRNVPKATQSDQORQ
TSEKQPLDRERKVMQPVLEFTSGKGTESAATQRAKLMARTVSSTTRKPVTRATNEKGSERM
RPSGGRPAKKPEGKPDKVIPSKVERDEKHLDSQTRETSEMGPLGVFREVESLPATAPAQG
KERKSFAPKHCVFQPPCGLKSYQVAPLSPRSANAFLTPNCDWNQLRPEVESTTTQDKANE
ILVOOGLESLTDRSKEHVLNQKGASTSDSNHASVKGVPCSEASEGQTSQPPHDVPYFRKI
LOSETDRLTSHCQEWEGKLDLDIPDEAKGLIRTTVGQTRLLIKERFRQFEGLVDNCEYKR
GEKETTCTDLDGEFWDMVSFQVDDVNQKENNLIKLEASGWKDSNNPSKKVLRKKIVPGRTS
KAKODDDGRAAARSRLAAIKNAMKGRPQOEVOQAHAAAPENTKEVDKIVEFDAGFFRIESPV
KSFSVLSSERRSQREFGTPLSASKVVPEGRAAGDLLROQKMPLKKPDPQSSKSEHVDRTFESD
GLESRCHVEDTPCPGEQDSSDIEHDVNKINVKMDCEFSVETNLPLPAGDANTNQKEAISAV
EGASSAVTSQDLLMSNPETNTSSQSNTSQEEAEASQSVLLHKSLTSECHLLEPPGLSCTS
PCTREETRQPDRSRQFSEFGGDLILEFSPL

>Rattus norvegicus_ DLGAPS5 (ENSRNOP 15553)
MPVSRFAGRLRKDSSIEMIRTSLAHRKSLSQKENRHRVYERNRHFGLRDVNVPLEGRDLV
NIHEMSQDLTLENASSKTKSVKMVLSDOQRKQLLOKYKEEKQLOKLKEQREKAKVEFKVGLY
RPAAPGFLVADQRGVKAEPQKAFPYTGRITRSKARDHMEQSKTGSRNIPQAAQFGORQIS
EKKPLDREKKVMOPMGPTSGKAAGSVAATQRAKQMAGTVPSTTRKPVTRATNENGSERRG
PSRGRPAGKAEGELDKIISSQGIALGSEEKHLQSQSSVTNEVESLQETVPAKGRERESFA
PERCAFQPPRGLKTYQVAPLSPRSANAFLTPSCDWNHLRPEVATAQDTANEVLVQQESNK
SQFGLDSQTDSRKERGLNQKDASTPNSDHLSVKGITSSEAGDGQTGQPQHDVPYFRKILQ
SETDRLNSHCLDWEKKLELDIPDDAKDLIRTAVGQTRLLIMERFROFEGLVDNCEYKRGE
KETTCTDLDGEWDMVSEFQVDDVTQKENNLMKLEESGWKDNNNPSKKVIRKKIVPGKTSKA
KQODEDGRTAARSRLAATKNAMKDRLRQEAQAQAAVPETIPTAADKIVEDAGFFRIESPVKS
FSVLSSERRSQFGAHVSASRAVPEGRAAGDLLRQKTPLKRPDPQSSTIEHVDRTFSDGLE
SRCSQVEDILCPVQQODSSDVERDVNKIKVKMESFSVATMNLPLPAGEVAGDANSNQKDAV
SAAAVEGVGSAVLSQDVLMSHPETNAFSQRDSLOEGAELSQSVLLHKSLTSECHLLGPPD
LSCTSPCTREDTRQODRGRQFSFGGNLIVESPLRP

>Canis familiaris DLGAPS5 (ENSCAFP 40149)
MSSHFVSRHRKDLSVNMIRTKIAHRKSLSQKESRYKEYERNRHFGLKDVNIPTLESKILL
ELDETSONLVPEKAKVKPRSKKTILGDQRKOMLOKYKEEKQLOQKLKEQREKAKRGVFKVG
LYRPDMPCFLLSNQSTVKAEPKKAVSSFVRITRSKAKDOMEHTKINNGSDVRAIQPGQRQ
TSERKVLDKEEKVVQPVMTTSVRLTRSATQAAKQIARTVSSTTARKPIIRATNDHEMERQ
RPNQRRPTKKTETKPDKVVSFKVDSEDNTLDLOQIGATNGMDPDGVLPKMENLPKNTAKTK
GKNSFAPQDFVFQPLDGLKTYQVKPMTPRSANAFLTPSYTWTPLKTEVDKTQEVTKEILT
QECKTYSAKMIHQDSDKLKCPLGSLTVWNKEHVLNKDETTTKNSNGLTIKEVPSLEIIED
QISQPHHDVLYFRNSLRLETEKLTSHCLEWDRKLELDIPDDAKDLIRTAVGQTRLLMKER
FKQFEGLVDNCEYKRGEKETTCTDLDGEWDMVSEFQIEDVNQKFNNLTKLEESGWQNNNN I
SKKVPQKKVVSGVASKPKODDDGRIAARNRLAATIKHAMREKMKOKEPVEAAASVMPKEVD
KIVFDAGFFRIESPIKSEFSGLSISSECLSQRLRTPKSVSKTVSESRAEMDHLRQTMSPQON
PDPQSTKSEHVDKETLLSTIPKTRNSTEDAQCPGLQGLIEVNDNANKINFEMACLPSERM
NLPFLAGEVADDINTNKKKEIPDVIEGLELHSSVTAQDILMSSPEKNIPSONNILQEEKT
KISQSVFDTRSLTTERHLLDSPDLNCSTTEFTWVERKHODHIRHISFGGNLIAFSPLRPFS
DKQPEEF

>Felis catus DLGAPS5 (ENSFCAP 15423)

MSSSHFASRHRKDLSIDMIRTKIAHRKSLSQKENRHKEYERNRHFGLKDVNIPTLESRVL
LELDETCQONLVPEKASVKPRSTKTALGDQRKOMLOKYKEEKQLQKLKEQREKAKRGVEFKV
GLYRPDMPCFLLSNQSTEPKKAVPSSVRITRSKAKDOMEQIKIDNGSDVRAIRPGQRQTS
ERKVLDKERKAVQPVTTTSVRMTRSATQAAKONARTVSSTTTRKPVTRANDHETERKAPN
QOGRPAKNIETKPEKVISFKLDSEENTLDSQASTTNGMDPDGVLSKLENLPKTNTAKTKGK
NSFAPQDFMFQPLDGLRTYQVTPMTPRSANAFLTPSYTWTPLETEIAKTQEPTKEILAQK
CKTSSAKIVHQDANKLQCPLGSLTVWNKEHVLNKDETTKNSNGLPTKEVPSLEINEDQVS
QPOHDVPYFRNILQSETEKLTSHCLEWDRKLELDIPDDAKDLIRTAVGQTRLLMKERFKQ
FEGLVDNCEYKRGEKETTCTDLDGFWDMVSFQIEDVNQKENNLTKLEESGWQNNNNTNKK
VFRKKVVSGVPSKSKEDDGRIAARNRLAAIKNAMRERMKKEEHVEAAASVMPKEVDTIVE
DAGFFRIESPVKSFSGLSISSERLSQRLRTPKSVSKAVSENRSKMGVLRQTVSPONPDPS
STTCGHVDKETLLSTIPKNRNSIEDTPCPGLODLIEVNYGTNKISFEMDRLSSERMSLPL
PAGEVRDDINDNKKEEISDDVEGMELNSSVTAQDVLMSSPEKNIASONNILQEEETKISQ



SVLEFDTKSLTTECHLLDSPGLNCGNTFTQVERRHPDHGRHISFGGNLITFSPLRPLSEEH
PEEF

>Myotis lucifugus DLGAPS (ENSMLUP 9522)
MSSSHFASRRRKDLSTDMIRTKIAHRKSLSQKEHRHKEYERNRHFGLKDVNIPTLEGRYL
LELDETSQELVPEKANVKTKSVKTLLHEQRKOMLOKYKEEKQLOKLKEQREKAKRGVEFKV
GLYRPDVPSFLESNRNTTKAEPIKAVSSEVRMTRSKTKDOMEQTKITIGNDVQATRPGOR
QTSEKKVLNKEKKVDQPEMPTSTIRMTRSATLAAKOMARTVSSTTRKPVTRATNDNEAERK
ATNQGRPAKNVETKPDKVISFQVDSEEDNLDSQTSATNDGVLSKMENLPNTNTVKMKGKN
SFAPKDFMFQPLDGLKTYQVTPMTPRSANAFLTPSFTWTPLKTEVDKTADATKE ILAQKC
KIDSAKTVHQDSNKLQYPLDSLTVWNKENVLNTNDTTKNSSGLLIKEVPSLEINEDQLSQ
POHDVPYFRNILOSETEKLTSHCLEWDRKLELDIPDDAKDLIRTTVGQTRLLMKERFKQF
EGLVDDCEYKRGEKETTCTDLDGFWDMVSFQIEDVNQKEFNNLTKLEDSGWQNNNNNNISK
KVIRKKVVSGIASKPKQDDGGRIAARNRLAATKNAMRERIKQEEHAEAAASVVPKEVDKI
VEFDAGFFRVESPVKSFSGLSISSERLSQRLRTPTSVSKAVSDSRAALGLLSQTASPEHPG
POSTRREQADEKTLLSNIPENRNSIVEDAQCPRLPDLIEVNHDISKINFKMDCLPSERMS
LPLPAGEVACDINTNKTEEISDVVEGMELNSSMTTQDVLMSSPEKDIPSQHNISQEEETK
IFQSVLFDNKGLTTECHLLESTDLNCSNLFTPVERRRREHARHISFGGNLITFSPLRALS
GEQPEEL

>Monodelphis domestica DLGAPS (ENSMODP 17488)
MASLSVPNHYRRDASTEMIRTKVAHRKSITWKENRHKKYEQNRHFGLLDVNTTSLEERNL
POLDETIDNILEKDNVKPSDLRELLSNQRKEMLQQYKERKQLOQKMKEQRDRMRGGVEFKVG
LYKPDPPQFLRGLPGOQKTVKPEPKKVFQTSVRITRSKVKDKLEQPKVNNGHNMEAVQAGQ
KPTSEHQSSKERKVVKPDMRVTRSATIAAKQIPKPTSSVAMRRPIPKLISENQLERKAST
EERPPPKTEVKVDKGKILPSKAGGEENSSKDALTEGPSHSFKKSPSEETIAEFLGKEYIPE
KNVASQVRKKYSFAPENFRFQPPDSLVNYRIKLISPQRECVAPSCEFWSPLEVKDYHSQES
KRETLKENKVDCNASAQPDLIDLQSPPKPLEILHKDCLSNKNGDTTTISDNLPLNTQIPL
LEINEHQTAPPQHDVQYFRNILOSETERLTGFCHDWEKKLTLDIPDDAQDLIRTTIGQTR
LLISERFKQFEGLVNDCDYNCGQKKITCMDLDGEFWDMVNEFQVEDVNKKFEKLSKLOQESEW
QEKNTINQKVIRKKAVPVEKCKSKQDDAARTAARNRLAATKASMKEKIKQEEPSLEIAVP
GVSKAKEIDKIVFDAGFFRVESPVKSFSATISASKEAVHSKSDDPAEYKTPGNKKRNLIEG
NWTKLCSPSYQ

>Xenopus tropicalis DLGAPS (ENSXETP 34368)
METRTQFTGRYKKDLSTENLRAKVARRKSITQKENRHNEFKKCRGLSVADANISLLKECE
LPPLEETDECSILKAQETTVDIVGKSKEYTKQRRDMLORFKEEKELRKLKEQREKAAKGV
FKCGIYKPDVTIPPVWGTQHTAKVKPKEKLAPPVVSRVTRSMAKAEPAGSKANRTQHVKA
GVLNTSKISAERGITKGCGONSALKKPETKVAPSQRGVRTALSTTTKPALRNNVVAKSON
KTTKETKAKENVKKSPVSEPPKVKEAEPLPKEAEPLPKEAEPLPKEAEPLPKEAEPLPKE
AEPLPKEAEPLPKEAEPLPKEAEPLPKEAAVETGTSSIEAHQPPHERKPSFAPQNFMEQP
MDGLSPYKFKPMTPSRANAFLTPCFTWSPVRLERNHLPASPKFNKEQTAVEQVLPVEQVL
PVEQVLPVEQVLPVEQVLPVEQVLPVEQVLPVEQVLPVEQVPAPQSSELEMGIHPAEQQK
ESATDVCLAPTDAPGSPSSSVSNPQKENEKEAPKEPEHDVPYFRDTLKSEIARLKQLCCE
WDKRIELDIPEDAAKDLIRTTVGQTRLLMCERFKQFEGLVDNCEFKRGEKETTCTDLDGF
WDMIYFQIEDVGKKFINLGKMEENSWQONTAPTKKVVKKKIGPAATSKSTQGDSGRAAAR
SRLAAIKAALKNKGKQEEPTVEAPALPTRFDEVVEFDAGFFRVESPAKGTNSVRAKCNSSW
SSPTTQPSTNRIQQSKNHNGEQITEVPNSPGTVNSPIRKSLEFDNSEEVSVQSDEPHPIPS
VVETDKAACAVHVADLTKYLVPTETSSIQLCDSPAPEDIGMAPARALFVEETAGISGSFEV
DDVFMCSPQTNGPAPQPISPTRESDAVCGNRDLNALNDQLDFLGSCTPINMVEK

>Danio rerio DLGAPS (ENSDARP 66410)

MESRFAHLYKRDSSTSMIRLKMSRRRSQSOQKENREKIQNMRRHLDRLPEIDLSMDTSTLM
ATQDKAPKTKTASDSSDAAEERKKMLARYKENKILOKEKEKREKEKKGVEFKVGLYKPQPL
GYLPSNTAAPGRAKATEMNQSTRITRSMVONQKLAVERHAVPKKVETLSTARAPAKDNRK
PLTSTKTRATTAEPPVRAQTTRSAAKTAPDAVVKPVADTRGPKTRSAVKYPAAPSSGRGK
VIQGNMKANVENKPAEIKDTAVDKVEEPKAAPASFAPQGEFVFQPPVGLRSFEPVPLSPSS
ANAFLSPSFNSEVSMEPAFPSPPKPVVSEFSSPPPSVSAYMPDHPISPPSVSSPLQAQSEP
QPSTDAAPSPSSAPMEPQHDVAYFRAAMASETERLTGLSELWESREDDASTIPEEMRDRMR
TAVGOARLLMKERFGQFNGLVDDCDFKRGEKITTCTDLOGEFWDMVYFQVEDVNKKESALK
EAEARDWKEEVKPVTKKRVVKKPPVVAGKAAAGGGGNAAAKSRLAATIKAAMKAKQAEQKA



TETSDKPQEDSSSVSVAPVQSVVFHGGFFQVESPVKTPAAVRRSCRGVVSSPSVTKESTP
VRQCRSTAISSASPLPCMSTTPPRPLOPEVLPICTPLRSAEPLPESPRAPOMTPDHMQAP
HTDLCSNSQPQFDSSSTCTQQTQPDFRNEAENSPAGQSESPVECSEAQIEDCIPESMLSP
STQAEDNVVSEESLHVSAGVDALSQCSFHEAEPSVCAPASPAMMPSTPTKDLNASSALSN
ELVLSACSSSPTSADVEMTGPQDAEGATGLDFERYLLPSVRDVSPEQSLAADRESLGVMD
AEMESPVSQPGESPVDVLASPTAVPRMVESHRISOMPPSLLLETPEQRERVRQSVCERDL
MTEFTPPTSK

>Takifugu rubripes DLGAPS5 (ENSTRUP_ 43035)
EILLLISTETSCYFAFCYSHVSRSLSMDSKFSHLFRRDTSVSMLRVKMSRRRSQTQKENR
ERTVNTRRKLDKLMELDASCLDASTAVVNMSVAHERTLHGTAIAKKTEAAVEERVKQLER
WREHKALQREKEKREKERKGVFKTGLYHPKDTLVVESQPWASSASDKVKEPVVQRLTRTR
AAAVKSACVQTKTKTDEPVSSRSAIRPPVTKTPAAKDKAKEKPAGIKFLSLEARTTRSRA
VVGVVVPEFSVAHKKHKGVIIEPANTTQPAVPTVSISASQVMEPERKTCPSSPLPCCETTE
RTMDQPQDDCVPAGEADEAPSFAPKDFIFQAPVGLATYRFEPLTPRSADAFLRPRFEILQ
KVFSFKKNLRSLLPLLFHSISFSLLPAPVLDHEPQHVSNNPPPPTNPQCSPPGASPAEAA
PTPTCSMEAQHDVPYFRAEIANGTNRLMSLCVHWEAKVEDESIPEEMRDRMRTAVGQARL
LMKERFKQFSGLVDDCEFSRGEKITTCTDLQGFWDMVYYQVEDVNKKEFDALKEAESRAWV
EDRKPPPRPKKAVMKHGALSQKPSGAPVKPTGSKAAAKSRLAAVKAAMKARQQAAETIKE
EPQTQTASQPAESVVEDGGFFQVESPAR

>Tetraodon nigroviridis DLGAPS5 (ENSTNIP 158509)
RMESKFSHLSQRDNSVSMLRIKMSRRRSQTQKENRERTLNARRRLEKLPELDASSADASA
LTTNTSVLHQRTLNETALAKKAAVEERMKQLERWKERKAVOKEKEKREKERRGVFKTGLY
HPKDSLVVFSGPAASTRGKEIKEHTAPSHHTRVTRSMKOQQLHLOQTVLOFFTCLRMFSNVQ
NPLKTQEPNTMAIKGNYPLSQPTORPTRTQAAPVKSATSQTKAKTGKKPKIQALYTHGSFEF
LAEPPSTRSASRPPVFRKPVENDKPKEPAGVQECGEGAGPPSKPSVTEQPRADSVPAQGA
PETPSFAPKDFTFQAPAGLTLFKFEPLTPQSADAFLTPSLSFSLPPAPVLDFGPQODVPGT
PPOQPKTPPCPPPAEAPPPPACAAEPQHNVPYFRAEVATETDRLTSLCVHWEAKIEDGSIP
EEMRDRMRTAVGOARLLMKERFKQFTGLVDDCEFARGEKVTTCTDLOGFWDMVYYQVEDV
NKKFAALKEAESRSWVEERKPPPRAKRPVKKPSDAPAKPTGSKAAAKSRLAAVKAAMRAR
QOAAGNTDSGAEEAQAGSQPSEPVVEDGGFFHVESPAKPPGPSVAGSLRRSSRLG

>Gasterosteus aculeatus DLGAPS (ENSGACP 12507)
MDSAFAHLRQRDTSVSMLRVKMSRRRSQSQKENRERVVNTRROLAELPELEMSSLDASTA
TVNISNIQGKTLNNGKSAKDVAGEERLKQLARWKERKALEKEKEKRERKGVEKTGMYHPK
DTLTIPSLPVVPAASTRAKESVRVTRSMKQQQQTQAALDRTTRSRVAPVKRAPAPATAKI
HDPAAHSASRLPTEVEPAVRALRSKSASRPAVTAAPVVAKDKPMEKTTVKVSYSAAVEAD
VIMESQETPRPPGPAPSSEEQNVAVEAPAVAVEEASSFAPKGEFMFKAPVGLSSFKFEPLT
PRSADAFLTPSLNAMLLLFLRSPSFSLPEVPAFNLQPPGEPSDSSPSKSPRRSPPCEAPA
TTGSPLESKRGVPYFRLEIVSETEGLMTLCADWEPKVEDESIPEEMRDRMRTAVGQARLL
MKERFKQFSGLVEDCELGRGEKITTCTDLOGEFWDMVYYQVEDVHKKENALKVAEGRGWVE
EHEPPPPRQRKGVKKPPSAAPAKATGTNQAARSRLAAVKAAMKAKQOAAEAEKAAKDAGA
AVEDAGPSSEESESRAEPPATVVEDGGFFQVESPAKPPGSLRRAGRPSAAALPQTPPCSN
YLSLRRSTRRCLALPQTPLLTAASPARPRHTPARLTLDOQAPASPRGTPRASRHRASNSSL
CEFSPVRDAAAVQGGAAPALSAPAAEHSLPSICVAEEPAGVCVDLPRSPCRTPQRSLSPSFE
SLSPSVTPSRPPTSSPPAVLSPEEAQESVCLTPGTLVVEVNTLCSAVNKVLCFCCCFQET
PGLDFERYLLPSQRSSLSPGGLDVEMESPRGOQTEDLLTLPEHGVRLVSYHNNTNLKSTML
LETPDLKDRIRQSVCPSDLMVETPPL

>Oryzias latipes DLGAPS5 (ENSORLP_4278)

MESRFASLRORDTSVSMLRVKMSRRRSQTQKENRQRAMNTRRQLDKLPELEMSSLDASMA
RSNVSALQERETNAKPEKIKAQEERLKQLERWKERKALEREKEKREKQQKGVFKTGLYHP
KDICTGPAVPPVSAKHKEKKVTVAPSQSTRVTRSMKQOQETHLMNSSVSDCITTAGPAVQ
PLSSRSAKRPPVPKTSAVKDKPKEKVADVRTTRAKAALSSVAPSSGHTKSSNGQITGAAH
LVINPIHPTQVSTALSENAKAAPPSFAPRDFIFQAPTGLSSFKFEPLTPRSADAFLTPRL
VYVPLLLSSPTLILPPVSSFTLHPQAELSKPSPPKTSHOQSPRGTSAAVTAPPPCSPLESK
HDVPYFRSEIAKETVRLTTFCHHWEPKVEDESIPEEMRDRMRTAVGQARLLMKERFKQE'S
GLVDDCDLGRGEKVTTCTDLQGFWDMVYYQVEDVNKKEDALKEAEGRSWVEECKPPPROR
KTVKKPSAAPAKATGTNAAAKSRLAAVKAAMKAKQQAAEAEKASQDSTSGDLPSQKPGPQ
AEALKLDAVVEDGGFFKVESPAKSSSEGGKPTVLCFICSFYKCVFRRSSRLSAAVLPLAS



PCSSYRTPRRAAQRPLALERTPIGSRASPVQLSRPTLEQAPTPKCQPDIQGIDGPANASL
CFSPVKELPSSEETSDGSPAQKAGGASPPTVSVERNSAEPTEGTPLSAAHCIPSSKSPSP
APHVPEPPSGLSEFVLSPCAPLTSAAAEAPQAVYQTPNSSVVEEVPGLDEDRYFQPSQRCS
LSPREPVAEETLSPMATDVEMEGPRGQAEELPALSAVSSVEFSPRSPOQVQSAKAALLLETP
DLKDRIRQSVCPTDLMSFTPPNF

>Anopheles gambiae (XP 319732)
MDRSVDSIGSCSLDVDADSTDFSDTSGELNFLTPISGKDITREFTAGIKERCMLPVINCQAVTSVLDPVT
GHISTVLTTTTAPNGQQQQOOALOPLLSGTGDSSPTAATNKKPSYLNLACCVNGYSNLTTYDSKLRODIN
KSREVSPSRPITATLHYNRTETVNGGAAGRMRGMNGSILSPPSGGADMTDNVGMENGNGSFAGSMRTKVI
SSQOSQISSHARDEATAQLLMTPKKSFIQQORVEKLYGASEVVVLNKONYSSSERKYLNNIANDNTSGGAPG
KLIHHGSTAQAGQQQOQHHHHPMGNGTARNGADVESLPVLRHLRPEFRAQLQIFSPKKMPKPAAPPANQQD
HRTTVTNRSTMVVKNARISSHTTTTSSSTNGRTSNDSSFSSSNNNIVLDGNHFLRILKTEQNRLKAMADE
VEQEINLLKADGVEFGEDINGYILVAVGKARLLCSQKMKQFEDLCYTNLNQSPDEKFQTTGEDLRGEFWDM
VMLQVNNVDASFAEIDSFRKNGWRKPAPKSPPPPARNGTAGATRTKLVKRPYKTGGTANGTSVTDGSNGV
EAKKASAALAAAKREAQRKQLMEMKRKQKLA

>Capitella teleta (ELT90804)
MVIMADPVAIVTEDATSGYVRKMVSRFSESLOQSEILNNGSEPSLVNHAPSSTPASKRTLTSHDPQPANGS
VDNLDHSVDSEAKSPSYVKLSCAVSGYSSNKYNAFNSEDKVKKTKPPLPHKPAPLRGASRTNGSDATSVS
LVSVTVDTDETDSCRVNGTSPRTPLVNGQRPQOQHDNDVPTPQKLGICVLCPLCLFDVIKFDAGKRVSQQE
KPMSGAHVLHFERGLRQTLIMDGSHFLVVVQKESDRLHELCAKAELYLEAEDLPEEASGRIRATIGKANL
LTSKKFKQFRGLCQKNLEQADDEPFQTTAQDLAGEFWDMVLTQVDDLDCKFAETIESLRSNGWISRNASSAS
LNNIEKSSNKAKHSGTKNKSCRQPSVACTPKSSLSASARAHRDEARRRLLOQAKRAGRQRKVSQSDNKDDV
EVEIFVPQ

>Octopus bimaculoides (XP_014770553)
MASSGPPSVLDRRSPHPDSKLVVDRITRRRSPVRANKGPCNDEVHSRIAQPYRTSFSAVVSLPRVRKTSN
EVLAANLALERSRSDQGSVSSKSSRRGISPRHVRYDDNVRVRHSDTEDSLMTSLSGQESSYSPLESPRDS
SDILSPISAMSSESDKSCPQLIVPSTGTLTNKPTHQETLRGIRKGCENNTLHPGDRLTPNNSVSFLPSES
SVHGGDSGVSTDVDSQREKTSKLNINKDYVYDRTISYRMAIQAQYSDEVKRLAEAKVVEKAPEEEAEVSN
PELKKSEVCAQSSLPSSQSNDSQKSTSQGAEPKRNDAHFLSHAKKSLSTSMGNEFFRRLSPNVRRRTKHHK
RNSSTEGSAQSLNTSDSCSIESDPSGHPVHRSNSKSRRSFMKFFGKIHHRNKSHSLRSVGDRKPSKDDLE
CSQSODIKQFDPSTQRILKSIEQNSMSDKTIYQKFKAKQPSNHTADAGNKSQAVRPLOATSKTLNNSPSG
ANQKNKENELKAMSLPLKPSLAEENELEANVSPQSNASTAGAASSVYATSSLSDONQSIDDFSLAVHTPG
SEGTFATSPGSHTNNAAKTHLINNDSPGSLDLGSQSAPDSFIDIPSRKPSYLKLSCSVSGYGKYSVYSSY
KDIERRSPFSSSSSLKAESRSTSCEMPATIQSDNKEVTKSIDDSPSKDKELKADMDGSVPASSNGIDGIPE
SSVINITSTESSHVDGDYFLKLTLKEEEKLSKLCAETANDLDKHHLPDDVSGKIRAAIGKANLLONKKEK
QFRELCONYMTPVSSEEDHPTKLEDLQGEFWEMVQIQIDDVYDMFAEIDLLRONGWKEVHFESRRSSSSSQ
KSASVNSTPSHTPGNHITNSLPPKISPDGHLMVMDATGKIT

>Amphimedon queenslandica (XP_003387885)
MSQARETQYKYKGRSKGVESRLKGKALDSKRQREELLSGRRRAALLEINEEIMAEEEIQEKGTGATGKKK
TSDDRKEELLKWKKERDRKKQKEQKKANAKPAFVVGKANISSNRKVPLPVEPSSTATVKEGPSKKGGKRV
TEPPGNAKREELGRKRVTGSRQPDKVQKPATRSSVRLQTAKSKETKAVKQSTKKQLTAESSKSTNSKRE T
TKELSPHPPPCIDKSDLOQRDSVLSSAWIPGAPPTPQCASONARPNFEQFFSKQVEFSPFQFKGQTGGETNT
GKAQSIFTFRKEFREEDIIKRIEDDSISNIEEEKREEKEAAVPATDDTGRGKSAKKEVKGGGRKRNLKKR
ONERTEKESDDEEDLETIDTGTKIGREEEPVDELPTNVRMSDTSIEAINVSVAHNNNYTNQQLEEERQSS
TDPPASAHTQDLSPPVINFAPPTTDVTPPSEGLATDATGNDSGFDLVPFYKRHTDVTQRFNALCAEWDDK
LSQLEDDGEKEEDAGRPSDEVIGDIRTTVCQAKLLMROQKLKQYLELVQQAEDPAAEHKTMAEDLQGEFWDM
VYFQVESIYKKFSSESEMESNSWKTVVTPAEDGDSTTCKPRRSKRGASKAKRGGSKTGASSAISERLKAA
RAKREAERLKIREMRQAFAAASKTKEEEEVPPAPVTPEKKDNIAESPFPDLISFSPAPSSLRPPTTPKSL
LKTPQSASKSKSSLKKRLSSIPDPVFEVDKSHETEGAFMTKLVQINASKKMIKDEDTNLIMSPARRSKRL
STRRRSELIVSSISEIPNDRNNVAYLPNEALID

E2F Transcription Factor-E2F

>Homo sapiens E2F1 (ENSP_345571)

MALAGAPAGGPCAPALEALLGAGALRLLDSSQIVIISAAQDASAPPAPTGPAAPAAGPCD
PDLLLFATPQAPRPTPSAPRPALGRPPVKRRLDLETDHQYLAESSGPARGRGRHPGKGVK
SPGEKSRYETSLNLTTKRFLELLSHSADGVVDLNWAAEVLKVQKRRIYDITNVLEGIQLT



AKKSKNHIQWLGSHTTVGVGGRLEGLTQDLRQLOESEQQLDHLMNICTTQLRLLSEDTDS
QRLAYVTCQODLRSIADPAEQMVMVIKAPPETQLOAVDSSENFQISLKSKQGPIDVFLCPE
ETVGGISPGKTPSQEVTSEEENRATDSATIVSPPPSSPPSSLTTDPSQSLLSLEQEPLLS
RMGSLRAPVDEDRLSPLVAADSLLEHVREDFSGLLPEEFISLSPPHEALDYHFGLEEGEG
IRDLFDCDFGDLTPLDF

>Gorilla gorilla E2F1 (ENSGGOP 3528)
MALAGAPAGGPCAPALEALLGAGALRLLDSSQIVIISAAQDASAPPAPTGPAAPAAGPCD
PDLLLFATPOAPRPTASAPRPALGRPPVKRRLDLETDHQYLAESSGPARGRGRHPGKGVK
SPGEKSRYETSLNLTTKRFLELLSHSADGVVDLNWAAEVLKVQKRRIYDITNVLEGIQLT
AKKSKNHIQWLGSHTTVGVGGRLEGLTQDLRQLOESEQQLDHLMNICTTQLRLLSEDTDS
QRLAYVTCQDLRSIADPAEQMVMVIKAPPETQLOAVDSSETFQISLKSKQGPIDVFLCPE
ETVGGISPGKTPSQEATSEEENRATDSATIVSPPPSSPPSSLTTDPSQSLLSLEQEPLLS
RMGSLRAPVDEDRLSPLVAADSLLEHVREDFSGLLPEEFISLSPPHEALDYHFGLEEGEG
IRDLFDCDEGDLTPLDF

>Macaca mulatta E2F1 (ENSMMUP 30996)
MALAGAPAGGPCAPALEALLGAGALRLLDSSQIVIISAAQDASAPPAPTGPAAPAAGPCD
PDLLLFATPQAPRPTPSAPRPALGRPPVKRRLDLETDHQYLAESSGPARGRGRHPGKGVK
SPGEKSRYETSLNLTTKRFLELLSRSADGVVDLNWAAEVLKVQKRRIYDITNVLEGIQLT
AKKSKNHIQWLGSHTTVGVSGRLEGLTEDLRQLOESEQQLDHLMNICTTQLRLLSEDTDS
QRYPWIGRRDLRSIADPAEQMVMVIKAPPETQLOAVDSSETFQISLKSKQGPIDVFLCPE
ETVGGISPGKTPSQEATSEEENRATDSATIVSPPPSSPPSSLTTDPSQSLLSLEQEPLLS
RMGSLRAPVDEDRLSPLVAADSLLEHVREDFSGLLPEEFISLSPPHEALDYHFGLEEGEG
IRDLFDCDFGDLTPLDF

>Mus musculus_ E2F1 (ENSMUSP_ 99434)
MAVAPAGGQHAPALEALLGAGALRLLDSSQIVIISTAPDVGAPQLPAAPPTGPRDSDVLL
FATPQAPRPAPSAPRPALGRPPVKRRLDLETDHQYLAGSSGPFRGRGRHPGKGVKSPGEK
SRYETSLNLTTKRFLELLSRSADGVVDLNWAAEVLKVQKRRIYDITNVLEGIQLTAKKSK
NHIQWLGSHTMVGIGKRLEGLTQODLOQLOESEQQLDHLMHICTTQLQLLSEDSDTQRLAY
VTCQDLRSIADPAEQMVIVIKAPPETQLOAVDSSETFQISLKSKQGPIDVFLCPEESADG
ISPGKTSCQETSSGEDRTADSGPAGPPPSPPSTSPALDPSQSLLGLEQEAVLPRMGHLRV
PMEEDQLSPLVAADSLLEHVKEDFSGLLPGEFISLSPPHEALDYHFGLEEGEGIRDLEDC
DFGDLTPLDF

>Rattus norvegicus E2F1 (ENSRNOP 22428)
MAVAPAGGQHAPALEALLGAGALRLLDSSQIVIISTAPDVGAPQVPTGPAAPPAGPRDPD
VLLFATPQAPRPAPSAPRPALGRPPVKRRLDLETDHQYLAGSSGPFRGRGRHPGKGVKSP
GEKSRYETSLNLTTKRFLELLSHSADGVVDLNWAAEVLKVQKRRIYDITNVLEGIQLIAK
KSKNHIQWLGSRTMVGIGQRLEGLTQDLOQLOESEQOQLDHLMHICTTQLOLLSEDSDIQR
LAYVTCQDLRSIADPAEQMVIVIKAPPETQLQAVDSAETFQISLKSKQGPIDVFLCPEES
AEGISPGRTSYQETSGEDRNADSGTAGPPPSPPSTSPTLDPSQSLLGLEQEAVLPRIGNL
RAPMEEDRLSPLVAADSLLEHVKEDEFSGLLPGEFISLSPPHEAVDYHFGLEEGEGIRDLE
DCDFGDLTPLDF

>Felis catus E2F1 (ENSFCAP 4643)
LPOQVKRRLDLETDHQYLAESSGPARGRGRHPGKGVKSPGEKSRYETSLNLTTKRFLELLS
RSADGVVDLNWAAEVLKVQKRRIYDITNVLEGIQLIAKKSKNHIQWLGSHAAVGIGGRLE
GLTQDLRQLQESERQLDHLIHICTAQLRLLSEDSDSQRSTLAYVTCQDLRSIADPAEQMV
MVIKAPPETQLQAIDSSETFQISLKSKQGPIDVFLCPEESAGGISPGKTSSQGTASGEED
RAVDPATTVPPPSSPSSSPAADPSQSLLSLEQEPLLSRMGGLRAPVDEDRLSPLVAADSL
LEHVREDFSGLLPEEFISLSPPHEALDYHFGLEEGEGIKDLFDCDFGDLTPLDF

>Equus caballus E2F1 (ENSECAP 21291)

AAPPRSAAPPVKRRLDLETDHQYLAESSGPTRGRGRHPGKGVKSPGEKSRYETSLNLTTK
RFLELLSRSADGVVDLNWAAEVLKVQKRRIYDITNVLEGIQLIAKKSKNHIQWLGSHAAV
GIGGRLEGLTQDLROQLOESERQLDHLIHICTTQLRLLSEDTDSQRYPCTAWRAADLRSIA
DPAEQMVMVIKAPPETQLQAVDSSETFQISLKSKQGPIDVFLCPEESAGGISPGKTLSQG
TASGEEDRAANPATTVPPPSSPSSSPATDPSQSLLSLEQEPLLSRMGGLRAPVDEDRLSP
LVAADSLLEHVREDFSSLLPEEFISLSPPHEALDYHFGLEEGEGIRDLEFDCDFGDLTPLD



F

>Myotis lucifugus E2F1 (ENSMLUP 14006)
ATGVCGGVGGQALRACLGRARGGLLDSWQIVIISIAQDTSAPLPPAPAVRAASPRDPDLL
LFATPQAPRPTPSPRPALGRPPVKRRLDLETDHQYLAESSGLARGRGRHPGKGVKSPGEK
SRYETSLNLTTKRFLELLSRSADGVVDLNWAAEVLKVQOKRRIYDITNVLEGIQLIAKKSK
NHIQWLGNHATVGIGGQLEGLTKDLOQLOENERQLDHLIHVCTTQLOLLSEDADSQRSTL
AYVTCQODLRSIADPAEQMVMVIKAPPETQLOAMDSSEAFQISLKSKQGPIDVFLCPEESA
GGISPRKTPSQGATSGEEDRAADPTPTVPPSSSLPSTPDVDPSQPLLSLEQEPLLSRMGG
LRAAMDEDHLSPLVAADSLLEHVREDFSSLLPEEFISLSPPHGALDYHFGLEEGEGIRDL
FDCDFGDLTPLDF

>Erinaceus europaeus_ E2F1 (ENSEEUP 9096)
VKRRLDLETDHQYLAESSGPPRGRGRHPGKGVKSPGEKSRYETSLNLTTKRFLELLSHSS
DGVVDLNWAAEVLKVQKRRIYDITNVLEGIQLITKKSKNHIQWLGNHAAVGIGGRLEELT
ODLOQOLOESERQLDHLIHICTTOLOLLSEDSDSQRYPGLDLRSIADPAEQTVMVIKAPPE
TOQLOQAVDSAETFQISLKSKQGPIDVFLCPEETVGGASPGKTPSQGTASGEEDRTADAATT
VPOQPPSPAGDPSPSLLSLEQEPLVPRMGCLRAPVDEDRLSPLVAADSLLEHVREDFSGLP
EEFISLSPPLEALDYHFGLEEGEGIKDLFDCDFGDLTPLDF

>Gallus gallus E2F1 (ENSGALP 4806)
POQVKRKLNLETDHQYIAESLPAARGRARIPGRGAKSPGEKSRYETSLNLTTKRFLELLSQ
SPDGVVDLNWAAEVLKVQKRRIYDITNVLEGIQLITKKSKNNIQWLGSQVAAGASSRQRL
LEKELRDLQAAERQLDDLIQTCTVQLRLLTEDPSNQSFAYVTCQDLRSIVDPSEQMVMV I
KAPPETQLQVSDPGEAFQVSVRSTQGPIDVFLCPEDSSGVCSPVKSPFKAPAEELSPGSS
QORASPLLHSAQDVNMLLPEALLPGTALPTKCPTEDVSLSPLASMDTLLEHGKDDEFPGFEFL
ADEFIALSPPQPODYHFGLEEGEGISELFDCDFGDFTHLDF

>Anolis carolinensis E2F1 (ENSACAP 8599)
FOELQFIGWKILLFDFKVAISRNWLKSTHPLERVKRKLNLETDHQYTIAESFQGNRGRARN
AVKGVKSPGEKSRYETSLNLTTKRFLELLSQSPDGVVDLNWAADVLKVQKRRIYDITNVL
EGIQLITKKSKNHIQWLGSRSTVGGPSNCHGLMKELQDLQDAEQQLDTLIQMCTTQFKLL
TEDLENKRKAYVTCQDLRSVVDPSEQLVMVIKAPPETOMQVSDPAEAFQIAVKSTQGPID
VFLCPEESSEVCSPTKSPOKVAVGOQRTPESSQAAAVVTTAATPVLLHPSQAEPLLSGENT
LPLKCPGDDVSLSPLASVDTLLOOQGKDDFSSFLPAEFIALSPPQTQDYHFGLEEGEGISE
LFDCDFGDFTSLDF

>Xenopus tropicalis E2F1 (ENSXETP 46332)
ALWEAGTFQVAEQQIVIISTPDVPAEAAGNPGLSEAELMLEFTTPQGPSTSYTAQRPDLGR
PPVKRKLDLETVSRYNQEALQTPRGKGKRPLKAVKSPGERSRYDTSLHLTTKRFLELLSQ
SSDGVVDLNWAAQVLNVQKRRIYDITNVLEGIHLITKKSKNHIQWLGYTSYAEYNSRYQS
TLKDCOKLEDQEKQLDKLIHMANTQLKLFKEEILDTQOCTFGYVTCQDLRSIADPSERML
MVIRYPPDTDMCVSDPAEAFQMSLKSTQAPIDVEFLCPDDSSGVCSPVTSPTKTSQAEPSS
INQAEPLPSVQPKEESPASTIPMLDIGLGLLSDMQEPFLPPENEIPLDSTLNCLPLSPSNL
LLDYRDAMPDFLPNDFISLSPASSQEYSFGLQTCEGAAELFNFDCDFSGLTALDL

>Danio rerio E2F1 (ENSDARP 137549)
MSEGFISGQTSEDLLADFESLLNNGSIDLSEDHQIVIISTPGTATTSTATGDILLFATPH
HTSTGTTSLPDHRRPILGRPPVKRKLDLDSDHQYICTSRTASNGPTPPATPAPPRVPKLA
VEKSRYDTSLNLTTKRFLDLLAQSPDGVVDLNWASQVLDVQKRRIYDITNVLEGIHLISK
KSKNNIQWLGNRIDGASLARFQELQKEVSELTEAEEKLDELINKCSLOLRLLTEDTHNKK
YPLRYVRCQDLRNTVDPPDQIIMVIRAPAETAMQVSEPSEGYQISLKSSKGPIDVFLCPE
DSSGVCSPVTDCSPAKSSNQSPAKSDPASQEVTSTPTTLPSSSPLPLHTDSESFLDSDPF
SGICAMPDFDLSPLDSDFLLERSGAADGLGLPLDSFICLSPPHSQDYHFGLEDHEGVSEL
FDCDFSDLVPLEF

>Takifugu rubripes E2F1 (ENSTRUP 28243)

ETLLNSGSIDLSQDHQIVIITSPSNEGLHPGSAPTSTGEILLFATPQGPADVGLHDKRRP
ALGRPPVKRKLDLDSDHQYVSTTRPCIGQAPSTPAPPRVPRNTTEKSRYDTSLNLTTKREF
LNLLSQSADGVVDLNWASQVLDVQKRRIYDITNVLEGIHLISKKSKNNIQWLGNRVDTAL
VSRHKELQKEVCDLTEAEEQLDQLISKCSLOLRLLTEDPONNTWGYVRCQODLKRSFDSPD



QLLMVIRAPPETQOMQVSEPSKGFEMSLKSTQGPIDVFLCPEDSSGACSPVSGSSPTKTNT
EPSLVPPVAQPTDQSNASGSTATLOLHHWPVSSAGPSLHAPVPDMPDFDLSPLSAADFEFLN
GEGFSLPLDGFINLSPPHSHDYHFGLEDHEGISELFDCDFGDLTHVLG

>Tetraodon nigroviridis E2F1 (ENSTNIP 7715)
LITGOQTSEDILADFETLLNSGSIDLGEDHQIVIITSPGNEGLHPGSAPTSTGEILLFATP
QGPADVGLODKRRPALGRPPVKRKLDLDSDHQYVSTTRPCIGQAPPSTPAPPRVPRNLTE
KSRYDTSLNLTTKRFLNLLSQSADGVVDLNWASQVLDVOKRRIYDITNVLEGIHLISKKS
KNHIQWLGNRVDTALVSRHKELOQKEVCDLAEAEEQLDQLVSKCSLOLRLLTEDPONNTWG
YVRCQDLKKSVDSPDQLLMVIRAPPETQOMQVSEPSKGFEMSLKSTQGPIDVFLCPEDSSG
ACSPVTGSSPAKATGPSLVPEQTTDOSKTRGSTALLEESSSSPASTSSTVTAASQQDSSS
LPMGNDSGYVSDMPNEFDLSPLSAADFLNGEGFPLPLDGFINLSPPHSHDYHFGLEDHEGT
SELFDCDFGDLTHVLE

>Gasterosteus aculeatus E2F1 (ENSGACP 6233)
EILLFATPQGSVDVGVQDKRRPALGRPPVKRKLDLDSDHQYVSTTRPSIGQAPPSIPRTA
TEKSRYDTSLNLTTKRFLNLLSQSADGVVDLNWASQVLDVQKRRIYDITNVLEGIQLISK
KSKNNIQWLGNRVDAALVSROKDLHGEVCDLKDAEEQLDQLISKCNLOLRLLTEDTQONNT
LGYVRCQDLKKSEDSPDQLVMVIRAPPETOMOVSEPSKSYQVSLKSTRGPIDVELCPEES
SGVCSPVTGGSPSKPDPLLVPPPARPTDQSQARNSTAAQDETLLSPESLLGGDPFSGLGE
MPDFNLSPISSSDFLNADGIPLPLDGFINLSPPHSHDYHFGLEDHEGISELFNCDEDDLS
QVLG

>Oryzias latipes E2F1 (ENSORLP_1148)
CCRSPLGGRQCHDFETLLNSGSIDLSQDHQIVIITSPSNEGLHPLAAPSSTGEILLFATP
QOSHADAGGQODRRRPALGRPPVKRKLDLDSDHQYVSTTRSSASQAPPSTPAPPRVPRSTAE
KSRYDTSLNLTTKRFLNLLSQSADGVVDLNWASQVLDVQKRRIYDITNVLEGIQLISKKS
KNHIQWLGNRIDASMVSRHKELQREACDLTEAEEQLDELIAKCNLOLRLLTEDPONKKLG
YVRCODLRQSFDSPDQLVMVIRAPPETOMOVSEPSEGYQVSLKSTRGQIDVFLCPEDSSG
VCSPVTGTSPSKTGADPSLASPLLPHPAEPPPQFPFPPTESLLGGDPEFSSLGDMADEDLS
PLSSSDFLNGEGLPLALDNFINLSPPOQSHDYHFGLEDHEGISELFDCDFDELSHVLG

>Homo sapiens E2F2 (ENSP_489612)
MLQOGPRALASAAGQTPKVVPAMSPTELWPSGLSSPQLCPATATYYTPLYPQTAPPAAAPG
TCLDATPHGPEGQVVRCLPAGRLPAKRKLDLEGIGRPVVPEFPTPKGKCIRVDGLPSPKT
PKSPGEKTRYDTSLGLLTKKFIYLLSESEDGVLDLNWAAEVLDVQKRRIYDITNVLEGIQ
LIRKKAKNNIQWVGRGMFEDPTRPGKQQQLGQELKELMNTEQALDQLIQSCSLSFKHLTE
DKANKRLAYVTYQDIRAVGNFKEQTVIAVKAPPQTRLEVPDRTEDNLQIYLKSTQGPIEV
YLCPEEVQEPDSPSEEPLPSTSTLCPSPDSAQPSSSTDPSIMEPTASSVPAPAPTPQQOAP
PPPSLVPLEATDSLLELPHPLLOQQTEDQFLSPTLACSSPLISFSPSLDQDDYLWGLEAGE
GISDLFDSYDLGDLLIN

>Pongo abelii E2F2 (ENSPPYP 2014)

MLOGPRALASAAGQTPKVVPAMS PTELWPSGLSSPQLCPATATYYTPLYPQTAPPAAAPG
TCLDATPHRPEGQVVRCLPAGRLPAKRKLDLEGIGRPAVPEFPTPKGKCIRVDGLPSPKT
PKSPGEKTRYDTSLGLLTKKFIYLLSESEDGVLDLNWAAEVLDVOKRRIYDITNVLEGIQ
LIRKKAKNNIQWVGRGMFEDPTRPGKQQQLGQELKELMNTEQALDQLIQSCSLSFKHLTE
DKANKRLAYVTYQDIRAVGNFKEQTVIAVKAPPQTRLEVPDRTEDNLQIYLKSTQGPIEV
YLCPPAVLDKDSPSEEPLPSTSTICPSPDSAQPSSSTDPSIMEPTASSLPAPAPTPQOAP
PPPSLVPLEATDSMLELPHPLLQQTEDQFLSPTLACSSPLISFSPSLDODDY LWGLEAGE
GISDLFDSYDLGDLLIN

>Macaca mulatta E2F2 (ENSMMUP 15528)
MLQOQGPRALVSAAGQPPKVVPAMSPTELWPSGLSSPQLCPATTTYYTPLYPQTAPPAVAPG
TCLDATPHGPEGQVVRCLPAGRLPAKRKLDLEGIGRPAVPEFPTPKGKCIRVDGLPSPKT
PKSPGEKTRYDTSLGLLTKKFIYLLSESEDGVLDLNWAAEVLDVQKRRIYDITNVLEGIQ
LIRKKAKNNIQWVGRGMFEDPTRPGKQQOLGQELKELMNIEEALDQLIQSCSLSFKHLTE
DKANKRLAYVTYQDIRAVGNFKEQTVIAVKAPPQTRLEVPDRTEDNLQIYLKSTQGPIEV
YLCPEEVQEPDSPSEEPLPSTSTLCPSPDSAQPSSSTDPSIMEPTASSVPAPAPTPQQAP
PPPSLVPLEATDSMLELPHPLLOOTEDQFLSPTLACSSPLISFSPSLDOQDDYLWGLEAGE
GISDLFDSYDLGDLLIN



>Mus musculus_ E2F2 (ENSMUSP_50047)
MLRAPRTLAPATAQPTKSLPALNPTELWPSGLSSPQLCPATTATTYYTSLYTQTVPSSVA
LGTCLDATPHGPEGQIVRCAPAGRLPAKRKLDLEGIGRPTVPEFRTPKGKCIRVDGLPSP
KTPKSPGEKTRYDTSLGLLTKKFIYLLSESEDGVLDLNWAAEVLDVQKRRIYDITNVLEG
IQLIRKKSKNNIQWVGRELFEDPTRPSRQQOQOLGOELKELMNAEQTLDQLIQSCSLSEFKHL
TEDNANKKLAYVTYQDIRAVGNFKEQTVIAVKAPPQTRLEVPDRAEENLQIYLKSTQGPI
EVYLCPEEGQEPDSPAKEALPSTSALSPIPDCAQPGCSTDSGIAETIEPSVLIPQPIPPP
PPPPLPPAPSLVPLEATDNMLELSHPLLOQOTEDQFLSPILAANSPLISFSPPLDODEYLW
GMDEGEGISDLFDSYDLGDLLIN

>Rattus norvegicus E2F2 (ENSRNOP 67839)
MGCGLVSPAGVSQAWRERGGAAGPQLLVLKTLGKDSLCLSKERMTSSPFRGPWILELEPK
RGGGVFVLEFPNVGTSLGCGTEPGSPLGLGGCRSHPDKGOQLWGCDGHQAKRKLDLEGLGRP
TVPEFRTPKGKCIRVDGLPSPKTPKSPGEKTRYDTSLGLLTKKFIYLLSESEDGVLDLNW
AAEVLDVOKRRIYDITNVLEGIQLIRKKSKNNIQWVGRGIFEDPTRPAKEQOLGQELKEL
MNAEQTLDQLIQSCTLSFKHLTEDNANKKLAYVTYQDIRAVGNFKEQTVIAVKAPPQTRL
EVPDRAEENLQIYLKSTQGPIEVYLCPEEGQEADSPTKEALPSTSTLSPVPDCAQPGCST
DSGLAETIESSVLMPQPVPPPLPPPPPAPSLVPLEATDNMLELSHPLLOQQTEDQFLSPIL
TASSPLISFSPPLDQEEYLWGMDEGEGISDLEFDSYDLGDLLIN

>Canis familiaris E2F2 (ENSCAFP_19556)
MLRGPRAPAAAAGPPSKALPAMSPTEPWPPGLSSPQLCPATATYCTSLYPQTVPPPAAAG
TCLDATPHGPEGQAVRCVPAGRLPAKRKLDLEGIGRPAIPEFRTPKGKCIRVEGLPSPRT
PKSPGEKTRYDTSLGLLTKKFIYLLSESKDGVLDLNWAAEVLDVOQKRRIYDITNVLEGIQ
LIRKKAKNNIQWVGRGMFEDPTRPGKQQOLGOELKELMSMEQALDQLIQSCSLNFKHLTE
DKANKRLAYVTYQDIRAVGNFKEQTVIAVKAPPQTRLEVPDRNEENLQIYLKSTQGPIEV
YLCPEEVQDPDSPAKERLPPASTLGPSPDSTQPSSSTDPGMTDPVASSASHPPPAPPPPP
PPPPLVPLEATDSMLELPHPLLOQTEDQFLSPTLPCSSPLISFSPPLDODDYLWGLDGGE
GISDLFDSYDLGDLLIN

>Felis catus E2F2 (ENSFCAP 10812)
MLRGPRALAPAAGPPSKGLPAMSPTELWPPGLSSPQLCPATTTYYTSLYPQTVPPTAAPG
TCLDATPHGPEGQAVRCVPAGRLPAKRKLDLEGIGKPAVPEFRTPKGKCIRLDGLPSPKT
PKSPGEKTRYDTSLGLLTKKFIYLLSESKDGVLDLNWAAEVLDVOQKRRIYDITNVLEGIQ
LIRKKAKNNIQWVGRGMFEDPTRPGKRQOLGOQELKELMSTEQALDQLIQTCSLNEFKHLTE
DKANKRLAYVTYQDIRAVGSFKEQTVIVVKAPPQTRLEVPDRSEENLQIYLKSTQGPIEV
YLCPEEVQEPDSPTKDPFPSPSPLGPIPDSTQPSSSTDPGMTEPMASPGPALTPOOALQL
PAPPPPPLPLVPLEATDSMLELPHPLLOQTEDQFLSPTLPCSSPLISFSPPLDODDYLWG
LDGGEGISDLFDSYDLGDLLIN

>Myotis lucifugus E2F2 (ENSMLUP 8054)
MLRGPRAPAPAAALPLKGLPALSPTELWPPGLGSPQLCPVTTAYYTSLYPQTVPPATVPG
TCLDATPHGPEGQAVRCVPAGRLPAKRKLDLEGIGRPAVLEFQTPKGKLIRVDGLPSPKT
PKSPGEKTRYDTSLGLLTKKFIYLLSESKDGVLDLNWAAEVLDVQKRRIYDITNVLEGIQ
LIRKKAKNNIQWVGRGALEDPTRPGKQQOQOLGQELKELMSMEQALDQLIQSCSLNEFKHLTE
DKANKKLAYVTYQDIRAIGTFKEQTVIAVKAPPQTRLEVPDRNEENLQIYLKSTQGPIEV
YLCPEEMQEPDSPAKEPVPSTSTLSPTPDSAQPCSSTNPGILEPTASPDLSPAPSLTSQQ
ALLPPPSLVPLEATDSMLELPQPLLQQTEDQFLTDSSPLISFSPPLDODDYLWGLDGGEG
ISDLEFDSYDFGDLLIN

>Monodelphis domestica E2F2 (ENSMODP 15986)
MLRIPKGVSPAPGGSAPAAPQKPPOQPLQIKKALPVVSPVWTPDVRSPQGGPVPASHFTPL
YPPMVAAVAPAAPGSCLDATPQGPEIRASRASAGRLPAKRKLDLEGMGRQGLSEFRTPKG
KCGGGEGLPSPKTPKSPGEKTRYDTSLGLLTKKFIYLLSESEDGVLDLNWAAEVLEVQKR
RIYDITNVLEGIQLIRKKAKNNIQWVGRGMFEDPAGPRKQQOSLGQELKDLSDTERVLDQL
IQSCTSDLKHLTEDETNQRYPSWRRGPRMGGDIRAIGNFKDQTVIAVKAPPETRLEVPDL
REENLQIYLKSTNGPIEVYLCPEDNREAGGSSQEAPPSDPGPFPGRSSSPSSSCSLDLIA
PPGRCLAIGAFFLSVWA

>Pelodiscus sinensis E2F2 (ENSPSIP_17158)



MLRVPKGVSSAPQQOKKIMPVMSSADLVTSSLSSPOMHSIPASYEFMQVYPQTVAAAPPPR
GSCLYATPHGPEIKAIRSASAGRLPAKRKLDLEGTGQPGLPEFRTPKGKGRMVTRIPSPR
TTKAPKSPGEKTRYDTSLGLLTKKFIHLLSESEDGVLDLNRAAEVLEVQKRRIYDITNVL
EGIQLIRKKSKNNIQWMGTGIFEDTSVTVKQQOSLROQELAELAKTERKVDELIQDCTLQLK
HLTEDETNQRLAYVTYQDIRAIGNFQEQTVIAVKAPPETKLEVPDFSEENVQLHLKSTNG
PIEVYLCPEEILDDSPAKESSFLTPSLODSSDGTDPSPGKGKGGLWPGLAWSPLPSPVLW
GLTFPFVAAAAPLMEVEDGLLDVPHHLLOQQTEDQLPYGDPAPFVSEFSPPLDODDYLWGLE
GGEGVSDLFEAYDLGDLLKN

>Takifugu rubripes E2F2 (ENSTRUP 29627)
AKRKLDLEDPLYMPEFRTPKGKCNIAARLTSPRTPKSPGERTRYDTSLGLLTKKFVGLIA
ESPDGVLDLNWATEVLEVQKRRIYDITNVLEGVQLIRKKSKNHIQWLVGDVFEGGTGGGQ
KACTLRKEIGDLEQAEKCLDELILSSTGQLKQLTEHGDNQRLGYVTYHDIRSIGSLODQT
VIAVKAPADTKLEVPDTEGESLQIYLKSKNGPIEVYLCPEDGLEDASPVKSVSTPKKEEP
PTVCTSHTTSTAPPSCSIKEEPVEFTIRIPAHIPAAAAASSSSILDVEGLLGLPPSLLQT
TEDQLPSATFTPDPNTPEFVSFSPPLDHDDYLWSLDDGEGVSDEFFDTYDLGDLLSN

>Tetraodon nigroviridis E2F2 (ENSTNIP 20402)
MMRMPKGVSAASGRPAAGLSCSQTKMKLLSAGVKTEFFSAGLSSPLMNAVPAGYFTQICN
TTAAEQRANSLYSTPHGPEAKPIRASSGRMPAKRKLDLEDPLYMPEFRTPKGKCNIAARL
TSPRTPKSPGERTRYDTSLGLLTKKFVGLIAESPDGVLDLNWATEVLEVQKRRIYDITNV
LEGVQLIRKKSKNHIQWLVGDVFEGGAGGGQKAGALRKELGDLERAEKCLDELILSSTAQ
LKQLTEYEDNQRLGYVTYQDIRSIGSFQDQTVIAVKAPADTKLEVPDTEGQGSLQIYLKS
KNGPIEVYLCPEEALEDASPVKSASTPKKDILQTICPPAPATSSTAPPSCSIKEEPVESK
PSSAHVAAASSASILDVEGLLGLPPSLLQITEDQLPSASFAPDPNTPFVSESPPLDHDDY
LWSLDDGEGVSDFFDSYDLGDLLSN

>Gasterosteus aculeatus E2F2 (ENSGACP_12624)
MMRMPKGVSPAPGRQKIKVVSTAGGKHEFFSTGLSSPPMSTVPPGYFTQICNTAAGEQRA
NSLYSTPHGPEAKPIRSSCGRLPAKRKLDLEDPLYLPEFRTPKGKCSIAARIPSPRTPKS
PGERTRYDTSLGLLTKKFVGLIAESPDGVLDLNWATEVLEVQKRRIYDITNVLEGVQLIR
KKSKNNIQWLVGDVFEGGASGGEKACALRKELGELERVERSLDDLVQSSTAQLKQLTEYE
DNKRYPLRCTLGYVTYQDIRSIGTLRDQTVIAVKAPADTKLEVPDTAGQGSLQIYLKSKN
GPIEVYLCPEEGLEDASPGKSAATPIKEFSKPLDPPTATAMAPPSYSAKEEPAEPTLLLE
AVDSLCPKELINGLLGLPPSLLQLTDDQLPCTSFAPDPNAPFVSFSPPLDHDDYLWSLED
SEGVSDFFDTYDLGELLKS

>Homo sapiens_ E2F5 (ENSP_398124)
MAAAEPASSGQOAPAGQGQGQRPPPOPPQAQAPQPPPPPQOLGGAGGGSSRHEKSLGLLTT
KFVSLLOQEAKDGVLDLKAAADTLAVRQKRRIYDITNVLEGIDLIEKKSKNSIQWKGVGAG
CNTKEVIDRLRYLKAEIEDLELKERELDQQKLWLQQSIKNVMDDSINNRESYVTHEDICN
CFNGDTLLAIQAPSGTQLEVPIPEMGONGQKKYQINLKSHSGPIHVLLINKESSSSKPVV
FPVPPPDDLTQPSSQSLTPVTPQKSSMATONLPEQHVSERSQALQQTSATDISSAGSISG
DIIDELMSSDVFPLLRLSPTPADDYNENLDDNEGVCDLEFDVQILNY

>Gorilla gorilla E2F5 (ENSGGOP_9511)
MAAAEPASSGQQAPAGQGQGQORPPPOQPPQAQAPQPPPPPPLGGAGGGSSRHEKSLGLLTT
KFVSLLQEAKDGVLDLKAAADTLAVROQKRRIYDITNVLEGIDLIEKKSKNSIQWKGVGAG
CNTKEVIDRLRYLKAEIEDLELKERELDQOKLWLQQSIKNVMDDSINNSTEFSYVTHEDIC
NCENGDTLLAIQAPSGTQLEVPIPEMGONGQKKYQINLKSHSGPIHVLLINKESSSSKPV
VEPVPPPDDLTQPSSQSLTPVTPQKSSMATONLPEQHVSERSQALQQTSATDISSAGSIS
GDIIDELMSSDVFPLLRLSPTPADDYNFNLDDNEGVCDLFDVQILNY

>Mus musculus_ E2F5 (ENSMUSP 29069)
MAAAEPTSSAQPTPOAQAQPPPHGAPSSQPSAALAGGSSRHEKSLGLLTTKEVSLLQEAQ
DGVLDLKAAADTLAVRQKRRIYDITNVLEGIDLIEKKSKNSIQWKGVGAGCNTKEVIDRL
RCLKAEIEDLELKERELDQOKLWLQOSIKNVMEDSINNRFSYVTHEDICNCFHGDTLLAT
QOAPSGTQLEVPIPEMGONGOKKYQINLKSHSGPIHVLLINKESSSSKPVVFPVPPPDDLT
QOPSSQSSTSVTPOQKSTMAAQNLPEQHVSERSQTFQQTPAAEVSSGSISGDIIDELMSSDV
FPLLRLSPTPADDYNENLDDNEGVCDLEDVQILNY



>Rattus norvegicus_ E2F5 (ENSRNOP_ 44464)

MAAAEPTSSAQPTPOQAQAQPPPPPPHGAPSSHQOSAALAGGSSRHEKSLGLLTTKFEVSLLQ
EAQDGVLDLKEAADTLAVRQKRRIYDITNVLEGIDLIEKKSKNSIQWKGVGAGCNTKEVI
DRLRCLKAEIEDLELKERELDQOKLWLQQOSIKNVMEDSINNRFSYVTHEDICSCENGDTL
LATQAPSGTQLEVPIPEMGONGQKKYQINLKSHSGPIHVLLINKESNSSKPVVEPVPPPD
DLTQPSSQSSTSVTPPKSTMAAQNLPEQHVSERSQONFQQTPATEISSGSISGDIIDELMS
SDVFPLLRLSPTPADDYNFNLDDNEGVCDLFDVQILNY

>Myotis lucifugus E2F5 (ENSMLUP 5617)
MAAAEPASSGQSAPQGOQAQVOWAPPASPAPPPQLGARGGARGRRRGCGPRCTRLEFIRQLQ
GAGMGVPDAGEAADTLAVROQKRRIYDITNVLEGIDLIEKKSKNSIQWKGVGAGCNTKEVL
ERLRDLRAEVEDLDLKERELDQQOKSWLQOSIRNVMDDTINSRRRTEFSYVTHEDICNCFHG
DTLLATIQAPAGTQLEVPLPEMGONGOKKYQINLKSHSGPIHVLLINKESSSSQPVVEPVP
PPDDLTQPPSQPSTPQTPHKPSPTPPSPPGPPASERSPSLOQHIPATDSASGSVTGDLIDE
LMSSDVFPLLRLSPTPADDYNFNLDDSEGVCDLEDVQILNY

>Monodelphis domestica E2F5 (ENSMODP 7364)
MAAAAELGSSGQQOPPGQGQPPOOPPAAPPGNGGGGSSSRHEKSLGLLTTKEFVSLLOEAK
DGVLDLKAAADTLAVRQKRRIYDITNVLEGIDLIEKKSKNSIQWKGVGAGCNTKEVIDRL
RYLKAEIEDLELKERELDQOKLWLQQSTIKNVMDDSINNRYPFISISVTFSYVTHEDICNS
FNGDTLLAIRAPSGTQLEVPIPEMGONGOKKYQINLKSHTGPIHVLLINKDSSSSKPVVE
PVPPPDDLTQPPSQVSTPVSPQKPNTETONLPEQHTLTIGQHLOQTPVSDTPSGSISGDI
IDELMSSDVFPLLRLSPTPADDYNENLDENEGVCDLEFDVQILNY

>Gallus gallus E2F5 (ENSGALP 30213)
MAAAAEAAGGGGSSRHEKSLGLLTTKEFVSLLQEAKDGVLDLKVAADALAVRQKRRIYDIT
NVLEGIDLIEKKSKNSIQWKGVGAGCNTKEVVDRLRYLEAEIEDLELKEKELDQQKLWLQ
QSIKNVMDDSTNHQFSYVTHEDICNCENGDTLLAIQAPCGTQLEVPIPEMGONGQKKYQT
NLKSSSGPIHVLLINKESNSSKPMVEPVPPPDDLAQTPSQPVAPVTPLKPTPASENPPEH
GLNQGQOLPETTVDTPSESSLQONSTTPATPYSSLPDSVLYPSLSGDVTQATTSSNDYQA
LLPLDVNCILKPNSFDIAKMEEPAGNIGGDIIDELMSSDGKYLASLLAVIKKVVAWFLYE
QHSW

>Anolis carolinensis E2F5 (ENSACAP 13864)
ASPFALLCSLSLSFEFYQAADTLAVRQKRRIYDITNVLEGIDLIEKKSKNSIQWKGVGAGC
NTKEIVDRLRYLEAEIEDLELKEKELDQOKIWLQOSIKNVKEDSENKHFSYITHEDICDC
FNGDTLLAIQAPSGTQLEVPVPQVGQKKYQINLKSNSGPIHVLLINKESSSSKPVVEFPVP
PPDDLLHLPSQSAIPLIPSKMDAEPQTLOESGTSNQELSLSQTPVADMATDINLQDIPTP
ETFCVSVPDSELYESLVTETTPSSNTCQPFIPLDVNSILKPNTFDVAKMDESGGIINSDI
IDELMSSDIFPLLRLSPTPEDDYSENLDDNEGICDLEFDVQILNY

>Danio rerio E2F5 (ENSDARP 56678)
MAESNSASEFPHSTPNGSSRHEKSLGLLTVKEVTLLOEAKDGVLDLKVAADSLAVKQKRRI
YDITNVLEGIGLIEKKTKNTIQWKGESTGCQPOEVLEQVELLKANIADLELQERELDMQK
ACLQOSIKQLNEDPYSCRYSYVMHEDICDAFSGDTLLAVMAPSGTQLEVPVPEMGHNGQK
KYQVNLRSHSAPIQVMLINRETSCSKPVVVSVPPIDDISSMPTPPSTPAGLQREFPISSID
LCDQKHGLLKSPAAEHQLTPSSTSPDVHMECNPESPASQCLLMQSSLGGPEEQQRELGGQ
DLOSMLEEMRDEREGVSNLIDELMSSDVFPLLRLSPNPGVDYSFNLDDNEGVCDLEFDVQI
LNY

>Takifugu rubripes E2F5 (ENSTRUP_5420)

RAAPSRHEKSLGVLTMKEFVRLLQQAEDGVLDLKVAASSLAVGQKRRIYDITNVLEGVGLI
EKKNKNIIQWRGENSHNRTREVMEQVOHLKAQNSELEAREKELDNQKAWLEENIKFLSHD
PNSTTYPFVTHEDICNAFRGETLLAVLAPAGTQLEVPLPEKGQSGOKKYQVNLRSHESPI
OVLLINRDSDSSVPVVFPVPPTEIICPTPPSTPASLQRFPLSSSDHOQMVLPEHDDLLTPS
STPPDAQTGKGPVDLIEELMSTDYYILITRFPPYTGIDYSENLDDNEGVCDLEDVQILNY

>Oryzias latipes E2F5 (ENSORLP_22426)

FPTAAARSTDVRLNLQAADSLAVKQKRRIYDITNVLEGVGLIEKKNKNIIQWRGQRSVCS
QTKEVQEQVGLLKAQISQLEALEEELDQOKVCLEESIQALSHGPRRSTYTFVTHEDICRA
FEGETLLAIVAPAETQLEVPVPDTGGGGQKSYQVNLRSRRAPIRVLLIDRDLDSSAPVVE



PVPPSDDFCPMPTPPSTPGGLORFTLVTPGGSAASPLCSQDPTCSDQOMAPVDLSGRAAS
SSDLASDONPMDLEVQDFQAALGVGSLLKMSDGGESLKDSREGEAELMEELISAEAPPLP
RLPALTGLDYSFSLDAGGGGCDLEDVSILNY

>Homo sapiens E2F6 (ENSP_370936)
MSQORPARKLPSLLLDPTEETVRRRCRDPINVEGLLPSKIRINLEDNVQYVSMRKALKVK
RPREFDVSLVYLTRKFMDLVRSAPGGILDLNKVATKLGVRKRRVYDITNVLDGIDLVEKKS
KNHIRWIGSDLSNFGAVPQOKKLQEELSDLSAMEDALDELIKDCAQQLFELTDDKENERL
AYVTYQDIHSIQAFHEQIVIAVKAPAETRLDVPAPREDSITVHIRSTNGPIDVYLCEVEQ
GQTSNKRSEGVGTSSSESTHPEGPEEEENPQQSEELLEVSN

>Pongo abelii E2F6 (ENSPPYP 14118)
MSQORPARKLPSLLLDPTEETVRRRCRDPINVEGLLPSKIRINLEDNVQYVSMRKALKVK
RPRFDVSLVYLTRKFMDLVRSAPGGILDLNKVATKLGVRKRRVYDITNVLDGIDLVEKKS
KNHIRWIGSDLSNFGAVPQOKKLOEELSDLSAMEDALDELIKDCAQQLFELTDDKENERL
AYDSITVHIRSTNGPIDVYLCEVEQGQTSNKRSEGVGTSSSESTHPEGPEEEKNPQQSEE
LLEVSN

>Macaca mulatta E2F6 (ENSMMUP 30569)
MSQQRPARKLPSLLLDPAEETVRRRCRDPINVEGLLPSKIRINLEDNVQYVSMRKALKVK
RPRFDVSLVYLTRKFMDLVRSAPGGILDLNKVATKLGVRKRRVYDITNVLDGIDLVEKKS
KNHIRWIGSDLSNFGAVPQOKKLQEELSDLSAMEDALDELIKDCAQQLFELTDDKENERY
PLTYVTYQDIHSIQAFHEQIVIAVKAPAETRLDVPAPREDSITVHIRSTNGPIDVYLCEV
EQGQTGSKRSEGVGTSSSESTHAEGPEEEENPQOSEELLEVSN

>Mus musculus_ E2F6 (ENSMUSP_ 20908)
MSQQRTARRQPSLLVDPAQETVRRRCRDPINVENLLPSKIRINLEENVQYVSMRKALKVK
RPRFDVSLVYLTRKFMDLVRSAPGGILDLNKVATKLGVRKRRVYDITNVLDGIELVEKKS
KNHIRWIGSDLNNFGAAPQOKKLQAELSDLSAMEDALDELIKDCAQQLLELTDDKENERL
AYVTYQDIHGIQAFHEQIVIAVKAPEETRLDVPAPREDSITVHIRSTKGPIDVYLCEVEQ
NHSNGKTNDGIGASPSKSSHPQCPEKEDEPPQ

>Rattus norvegicus_ E2F6 (ENSRNOP_ 57241)
MSQQRTARKLPSLLVDPAQETVRRRCRDPINVENLLPSKIRINLEENVQYVSMRKALKVK
RPRFDVSLVYLTRKFMDLVRSAPGGILDLNKVATKLGVRKRRVYDITNVLDGIELVEKKS
KNHIRWIGSDLNNFGAAPQOKKLQAELSDLSAMEDALDELIKDCAQQLLELTDDKENERL
AYVTYQDIHGIQAFHEQIVIAVKAPEETRLDVPAPREDSITVHIRSTKGPIDVYLCEVEQ
NHSNGKTADGVGASPSDSKHLQSPEKEDKPLQ

>Canis familiaris E2F6 (ENSCAFP 5307)
MSQQRPARKLPSLLVDPAEETVRRRCRDPINVEGLLPSKIRINLEDNVQYVSMRKALKVK
RPRFDVSLVYLTRKFMDLVRSAPGGILDLNKVATKLGVRKRRVYDITNVLDGIDLVEKKS
KNHIRWIGSDLSNFGAVPQOKKLQEELSDLSAMEDALDELIKDCAQQLFELTDDKENERL
AYVTYQODIHSIQAFHEQIVIAVKAPAETRLDVPAPREDSITVHIRSTRGPIDVYLCEVEQ
GHSSNKSSEGAGTSSSKNKHPEPPNKEENPPOQSEELLEVSN

>Felis catus E2F6 (ENSFCAP 11090)
MLEFICIFFICIIVFKLLIYISVEFSFFQPSKIRINLEDNVQYVSMRKALKVKRPRFDVSLV
YLTRKFMDLVRSAPGGILDLNKVATKLGVRKRRVYDITNVLDGIDLVEKKSKNHIRWIGS
DLSNFGAVPQOKKLQEELSDLSAMEDALDELIKDCAQQLFELTDDKENERLAYVTYQDIH
SIQAFHEQIVIAVKAPAETRLDVPAPREDSITVHIRSTKGPIDVYLCEVEHDHSGNKVSE
GAGTSSSKNKHPEHPDKEEKPPQQOSEELLEVSN

>Myotis lucifugus E2F6 (ENSMLUP 3074)
APLALSPGPEGGRCAGALPRSVRACLPSKIMINLEDNVQYVSMRKTLKVKTPRFDVSLVY
LTRKFMDLVRNAPGGILDLNKVATKLGVRKRRVYDITNVLDGIDLVEKKSKNHIRWIGSD
LNNFGAVPQOKKLREELSDLSAMEEALDELIKDCAQQLFELTDDKDNERLTLAYVTYQDIT
HSIRAFHEQIVIAVRAPAETRLDVPAPREDSITVHIRSTKGPIDVYLCEVEQGRSGRKGS
EGAGPSASKKSKHSETPDKEENPPQOSEQVCDVSV

>Monodelphis domestica E2F6 (ENSMODP 13925)



PSKIKINLEENVQYMAMRKALRVAKPRYDVSLVYLTRKFMELIKSAPGGVLDLNEVATTL
GVRKRRVYDITNVLDGIDLIQKRSKNHIQWIGSDLGGIGSKVPQOKKIRDELTDLTAMEK
ALDELIKDCAQQLFELTDDKENERYPLSLAITYVTYQDIHSIQAFHEQIVIAVKAPEETK
LEVPTPKEDCITVHIKSTKGPIDVYLCEVEQDNISTKTFEEMSTALSES

>Gallus gallus E2F6 (ENSGALP 30960)
QKQOKMONKKEEAELLGATEEDKARNCRSILSHSNLRTPMLDLNLDDDVPVVKKTLKVKRP
RFDASLVYLTRKFMDLVKRAPDGVLDLNDVATALGVQKRRVYDITSVLDGIDLIQKRSKN
HIQWVGSNLDQVVEMAAQRONLKDELSDLSAMEEALDELIKDCAHQLFDLTDDKENAKYP
YVTYQDIRSIQAFQKQIVIATIKAPEETRLEIPIPKEDCIKVHVKSTKGPIDVYLCEVEQD
KPADKNSEDKEAVTSETEPSVPPDEE

>Anolis carolinensis E2F6 (ENSACAP 242)

KTRYDGSLVHLTQRFMELLRTAPQGVLDLNEVSRKLGVRKRRVYDITNVLDGIHLIQKRS
KNHIEWVGSDIKNITRRTPEQOKLRDEIYDLTIMEEALDELIKDCAHQLFDLTDDKENSR
LAYVTYQDIRSIQAFQDQIIIATITKAPEETRMEVPPPKMNCIEVCIKSTKGPIDVFELCEV

>Tetraodon nigroviridis E2F6 (ENSTNIP_ 8765)
MDRGESRRTGDRLLPGDTCARGAPPDALPVIRFESSDEEGISSEPEGRSKARRSSDPQEH
TEGAMMKKFSRSRASLQRLTRRFLQLMQEAPGCCVDLSSASTRLRTKRRRLYDITNALYG
VQVIEKESRNKVRWIGKSPISVFLLNKKKELEKLROMEATLDGLIRRCAQQLEFDLTDDDR
HSACSLTWAYVTHQODLGLLOQTFQEQTVIAVRAPEETKMEVPVPTEDSVQIHLKATQGPIT
VLSCEPGPGRTAEATACFLALEESRIRTNVHAPDRGSSAQDSW

>Gasterosteus aculeatus E2F6 (ENSGACP 15833)
MVKCVVSGCQSRVTSVNRGISNRTQKRFFSFPGDTARVKVWLAALRETDKQDSTEQHWIC
EDHFLPEDISSAGINSDAIPIMPPCLDGPMGLISPWGPQSSEDEEEDRWAPGGGAWFIGL
IKENDYDSHVSFKLWREFIQISNNDELQQLOQRWQPETLRPSVSPPECONPADKPTSGAATA
GDPDVSLWMLTQRFLELLLASPDGSVDLRHVTAVLQTRRRRVYDITNVLEGISLIKKKSA
NKFKWIGSCQISSFLKIHQQKFQRELDNLKLVEDTLDTLIKSCAQQLFDMTDDEQNASSS
CTAAYVTYEDVGRLAAFREQTVLVVKAPEETKLEVPRNTLKQDNIQVHLKGGRGPITVLT
CDIDTSSAESRCFLTLEESRIKTAPLLPASGSPLSAVHSA

>Oryzias latipes E2F6 (ENSORLP_22707)
MVKCVVSGCPNRQAAGSRAVENRPRKREFFDFPKDPARVKVWLAALRETDKQODSTEQHLIC
EDHFLPEDISKNGVSNEAIPIMPHCLDGPLVSPWGAESSEDEDQWAAGGDDDCEGEDPQK
QOSHTNPQKQSQHNNPRKQSHTNPQKQSQHNNPRKIFQTSDGLPAFLVCEQYKKELNMSQS
EYVSLGLLAQRFLDLLONTPDGALDLRDVTTSLNTRRRRVYDITNVLEGISLLERQSANK
FKWIGKLPVSSFLGVFKIQKEVNNLKLVEDTLDSLIKSCAQQLEFDLTDDLONSLAFVTHE
DISRLOVFQEQTVMVVKAPEETKLEVPPPKEDSIQVHLKADRGPIMVMTCGVGAGQQSSC
FMALEESGIKLAPLPTELKSTGAATQKN

>Homo sapiens E2F3 (ENSP_262904)
MRKGIQPALEQYLVTAGGGEGAAVVAAAAAASMDKRALLASPGFAAAAAAAAAPGAYIQI
LTTNTSTTSCSSSLQSGAVAAGPLLPSAPGAEQTAGSLLYTTPHGPSSRAGLLQQPPALG
RGGSGGGGGPPAKRRLELGESGHQYLSDGLKTPKGKGRAALRSPDSPKTPKSPSEKTRYD
TSLGLLTKKFIQLLSQSPDGVLDLNKAAEVLKVQKRRIYDITNVLEGIHLIKKKSKNNVQ
WMGCSLSEDGGMLAQCQGLSKEVTELSQEEKKLDELIQSCTLDLKLLTEDSENQRLAYVT
YODIRKISGLKDQTVIVVKAPPETRLEVPDSIESLQIHLASTQGPIEVYLCPEETETHSP
MKTNNQDHNGNIPKPASKDLASTNSGHSDCSVSMGNLSPLASPANLLQQTEDQIPSNLEG
PEFVNLLPPLLQEDYLLSLGEEEGISDLEFDAYDLEKLPLVEDEFMCS

>Macaca mulatta E2F3 (ENSMMUP 46108)
MRKGIQPALEQYLVTAGGGEGAAVVAAAAAASMDKRALLASPGFAAAAAAAAAPGAYIQT
LTTNTSTTSCSSSLQSGAVAAGPLLPSAPGAEQTAGSLLYTTPHGPSSRAGLLQQPPALG
RGGSGGGGGPPAKRRLELGESGHQYLSDGLKTPKGKGRAALRSPDSPKTPKSPSEKTRYD
TSLGLLTKKFIQLLSQSPDGVLDLNKAAEVLKVQKRRIYDITNVLEGIHLIKKKSKNNVQ
WMGCSLSEDGGMLAQCQOGLSKEVTELSQEEKKLDELIQSCTLDLKLLTEDSENQRYPLSY
VTYQDIRKISGLKDQTVIVVKAPPETRLEVPDSIESLQIHLASTQGPIEVYLCPEETETH
SPMKTNNQDHNGNIPKPTSKDLASTNSGHSDCSISMGNLSPLASPANLLQQTEDQIPSNL
EGPFVNLLPPLLQEDYLLSLGEEEGISDLEFDAYDLEKLPLVEDEFMCS



>0Oryctolagus cuniculus_ E2F3 (ENSOCUP_12342)

MRKGIQPALEQYLVTAGGGEGAAVVAAAAAAAMDKRALLASPGFAAAAAAPGAYIQILTT
NTSTSSCSSSLQSGAVAAGPLLPSAPGAEPTAGSLLYTTPHGPSSRAGLLOQAPAPGRGG
SGGGGGPPAKRRLELGESGHQYLSDGLKTPKGKGRAALRSPDSPKTPKSPSEKTRYDTSL
GLLTKKFIQLLSQSPDGVLDLNKAAEVLKVQKRRIYDITNVLEGIHLIKKKSKNNVQWMG
CSLSEDGGMLAQCQGLSKEVTELSQEEKKLDELIQSCTLDLKLLTEDSENQRLAYVTYQD
IRKISGLKDQTVIVVKAPPETRLEVPDSIESLQIHLASTQGPIEVYLCSEETETHSPVKT
NNQDHNGNIPKPTSKDLASTNSGHSDCSISMANLSPLASPANLLQOTEDQIPSNLEGPEV
NLLPPLLQEDYLLSLGEDEGISDLFDAYDLEKLPLVEDFMCS

>Felis catus E2F3 (ENSFCAP_ 6648)
LOAKRRLELGESGHQYLSDGLKTPKGKGRAALRSPDSPKTPKSPSEKTRYDTSLGLLTKK
FIQLLSQSPDGVLDLNKAAEVLKVOKRRIYDITNVLEGIHLIKKKSKNNVOQWMGCSLSED
GGMLAQCQGLSKEVTELSQEEKKLDELIQTCTLDLKLLTEDSENQRLAYVTYQDIRKISG
LKDQTVIVVKAPPETRLEVPDPIESLOQIHLASTQGPIEVYLCPEETETHSPMKTNNQDHN
GNIPKPPSKEVVTEFPPSLPDPSVMGTRHDLASTNSGHSDCSISMANLSPLASPANLLQQ
TEDQIPSNLEGPFVNLLPPLLOEDYLLSLGEEEGISDLFDAYDLEKLPLV

>Dasypus novemcinctus E2F3 (ENSDNOP 15351)
PSFVLQAKRRLELGESGHQYLSDGLKTPKGKGRAALRSPDSPKTPKSPSEKTRYDTSLGL
LTKKFIQLLSQSPDGVLDLNKAAEVLKVQKRRIYDITNVLEGIHLIKKKSKNNVQWMGCS
LSEDGGMLAQCQGLSKEVTELSQEEKRLDELIQSCTLDLKLLTEDSENQRLAYVTYQDIR
KISGLKDQTVIVVKAPPETRLEVPDPLESLQIHLSSTQGPIEVYLCPEETETHS PMKTNN
QDHNGNIPKPTSKAQRSEFHFFLLOQPPNIAARIGVIIEIPISDLASTNSGHSDCSVSMAN
LSPLASPANLLOQTEDQIPSNLEGPFVNLLPPLLOQEDYLLSLGEEEGISDLFDAYDLEKL
PLV

>Monodelphis domestica E2F3 (ENSMODP 14171)
MRKGIQPALEQFLVTAGGGEGAAAAAAAAAASMDKRALLASPGFPAAAPGTYIQILTTNT
TTTSCSSSLOSGGAAAGPQHTNVPGVEQTAGSLLYSTPHGPSSRAGLLOQQPALGRGGGG
GPPAKRRLELGESGHQFLSDGLKTPKGKGRAAVRSPDSPKKKTRYDTSLGLLTKKFIQLL
SQSPDGVLDLNKAAEVLKVQKRRIYDITNVLEGIHLIKKKSKNNVQWMGCSLSDDGGMLA
QOCQOGLSKEVTELSQEEKRLDELIQSCTLDLKLLTEDSENQKLAYVTYQDIRKISGLKDQT
VIVVKAPPETRLEVPDPLESLQIHLSSNQGPIEVYLCPEENETHSPVKSYNQDHNGNIPK
PSSKDVASTNSGHADCSISMANLSPLASPTNLLQQTEDQIPSNLEGPFVNLLPPLIQEDY
LLSLGEEEGISDLFDAYDLEKLPLVEDFMCS

>Taeniopygia guttata E2F3 (ENSTGUP_6514)
AKRRLELGGSGHQYLAEGLKTPKGKGRAATRSPDSPKTPKSPSEKTRYDTSLGLLTKKET
QLLSQSPDGVLDLNRAAEVLKVQKRRIYDITNVLEGIHLIKKKSKNNIQWMGCSLSEDGG
MLAQROGLTKEVTELTQEEKKLDELIQSCTLDLKLLTEDSENQRYPEFSONLQTYVTYQDT
RKISGLKDQTVIVVKAPPETRLEVPDPVESALTHLSSTQGPIEVYLCPEENDALSPMKTY
SQDHNGNISKTISKEVASANSGQGDCSVNMATISPLASPANLLOQQTEDQIPSNFEGPFLN
LLPPLLOQEDYLLSLGDEEGISDLEFDAYDLEKLPSLMDEFIYS

>Xenopus tropicalis E2F3 (ENSXETP 28)
MRKGTQGGHEKLLLPGLQGTDKGSGLAGGFIAGGGGVVGAGGGGYVQIISSPGPPLHHHG
LCIPEQAASFIYSTPHGPATRAGQLQPALGRPPAKRRLELGDGSHQYLSDGLKTPKGKGR
AVTHCPDSPKTPKSPLEKTRYDTSLGLLTKKFIQLLSQSSDGVVDLNRAAEVLKVQKRRI
YDITNVLEGIHLIKKKSKNNIQWMGCTLPDDGGNLAKSQELSKELSELAQEENKLDELIK
NCTLDLKHLTENAENQRYPEFSYVTYQDIRKISGLKEQTVIVIRAPPETRLEVPDPVESLQ
THLSSSQGAIEVYLCPEESESSSPVKQCNQDHNGNVSKPKPHSKDSLSPNMENVNCSVEG
ISPLTSPTNLLQOTEDQISLNMDAPFVNLLPPLMQEDYLLSLGDEEGISDLFDAYELEKL
PSLDDFMCS

>Danio rerio E2F3 (ENSDARP 109781)

MRKGGSSVPGQVMLTGVVRAEQHGVFTAVSDRRCAVYSNATRIQINTPPSTNNGCVPEAS
ADSLYTTPLQOGSTHGTGLRPTLGRPPAKRRLELDITDHQYSEPAKTLRSRKGALKLKIPK
APKTPPEKTRYDTSLGFLTKKEFCQLLAQSSDGVLDLNKAAIVLNVQKRRLYDITNVLEGV
RLIKKKSKNNIQWLGSSLPSDGGLPSPAMQSHSLAREMLALTQEERRLDELIQTCTRNVQ



OMTEEIHSQKYAYVTYQDIRRIKSLKDQTVIAIKAPSETKLEVPDPKESLQVHLSSSKGP
IDVFLCTDGGDSGSPLONGLDVNGNHPAFLKVSQEAASDGPADNVKMNGNSNASVNGEGP
VSGNAPMSPLSSSLSSILQOQPEEAIPEFVPLSPALLSDEYMLGLGDEQGISDLEDSCDLDT
LALDDLLRI

>Takifugu rubripes E2F3 (ENSTRUP_21138)
MRRGISSASEKVILTGVGGSSLDSNITILTTLSDRLNPGOSNATFIQITITTPPPCNVTQTN
VCLSEPQINSIYTTPQOGAANGARQRPALGRPPAKRRLALDDSDHQHQPEPIRTPRGKGP
TANGTRIKTPKTPKSPPEKTRYDTSLGLLTKKFVELLGQSSDGVLDLNLAAETLQVQOKRR
LYDITNVLEGIHLIKKKSKNNIQWMGCSLLEEEGSLSQRQOQRLTDEVSALGEEEQRLEQLT
QRCSTDMRHMSELSSNQKYAYITYQDIKQLGNLRDQTVIVVKAPTDTKLEVTDPDESLST
HLTSTQGPIDVLLCPDDDSHPTSPVKNGGTDINGNSPFLKVLOQAPSPGAPPAAAAVSVTT
LSPISSPYTSLLOQOTEDQIPTSLGPFLNLAPPLLEQDDYLLGLGDDQGISDLFDACDEDK
IRSLGLDDLLCS

>Gasterosteus aculeatus E2F3 (ENSGACP_8788)
MRRGISSAPDKVILTGVGGSLDNNIILTALTDRLNAGOSNATYIQIITTPPPCNITQTSN
VCLSEPQINNIYTTPQOAGANGTGORPTLGRPPAKRRLALDDSDHQYQSEPVRTRGRVGT
AVANGARPKTPRTPKSPPEKTRYDTSLGLLTKKFVDLLAQSSDGVLDLNLAAETLQVQKR
RLYDITNVLEGIHLIKKKSKNNIQWMGCSLLEVEGALSQRQRLTAEVSAMGEEEQRLEQL
IQGCSLDMRRMSELQSNOQKYAYVTYQODIKQLGNLRDQTVIVVKAPTDTKLEVADPDENLS
IHLTSTKGPIEVLLCPDEENDPRSPVKDGGMDINGNSPFLKVLOQGPTCSSASTIQSLAPP
SSSSAVSVTTLSPISSPYTSLLOQTEDQIASSLGPFLNLGLPLLGOQEDYTLDLGDEHGIS
DLFDACDFDKMPSLGLDDLLCS

>Oryzias latipes EZ2F3 (ENSORLP_17999)
MMRVPKGVSPASVRPAVALASQQKMKVLSTGLSSPPMHAVPIGYFTQIGNTAAAEQRANS
LYSTPHGPEAKPIRSSSGRLPAKRKLDLEDPECLTEFRTPKDKGITAARIPSPRTPKSPG
ERTRYDTSLGLLTKKFVGLIAESPDGVLDLNWATEVLEVQKRRIYDITNVLEGVQLIRKK
SKNNIQWLVGDVFRGGASGGEKACSLRRELVDLDRAERSLDDLIQSSTTKLKQLTEYKDS
QLTLGYVTYQDIRSTIASLRDQTVIAVKAPAETKLEVPETAAGSLQIYLKSKNGPIEVYLC
PEEGLEDPSPVKSILNPSKASPHSLGQPGAAPAEPLSCSIKKEPDDCKPQPALARPATPT
SPAASLLDHPALLNTVEKAFNLLOITEDQLPGTSFTSDANTPFVSFSPPLDHDDYLWSLE
DGEGVSDFFDSYDLGDLLRS

>Homo sapiens_ E2F4 (ENSP_368686)
MAEAGPQAPPPPGTPSRHEKSLGLLTTKFVSLLQEAKDGVLDLKLAADTLAVRQKRRIYD
ITNVLEGIGLIEKKSKNSIQWKGVGPGCNTREIADKLIELKAEIEELQOQREQELDQHKVW
VOOSIRNVTEDVONSCLAYVTHEDICRCFAGDTLLAIRAPSGTSLEVPIPEGLNGQKKYQ
IHLKSVSGPIEVLLVNKEAWSSPPVAVPVPPPEDLLQSPSAVSTPPPLPKPALAQSQEAS
RPNSPQLTPTAVPGSAEVQGMAGPAAEITVSGGPGTDSKDSGELSSLPLGPTTLDTRPLQ
SSALLDSSSSSSSSSSSSSNSNSSSSSGPNPSTSFEPIKADPTGVLELPKELSEIFDPTR
ECMSSELLEELMSSEVFAPLLRLSPPPGDHDYIYNLDESEGVCDLEFDVPVLNL

>Pan troglodytes E2F4 (ENSPTRP 53494)
MAEAPQAPPPPGTPSRHEKSLGLLTTKEVSLLOQEAKDGVLDLKLAADTLAVRQKRRIYDI
TNVLEGIGLIEKKSKNSIQWKGVGPGCNTREIADKLIELKAEIEELQOREQELDQHKVWV
QOOSIRNVTEDVONSCLAYVTHEDICRCFAGDTLLAIRAPSGTSLEVPIPEGLNGQKKYQT
HLKSVSGPIEVLLVNKEAWSSPPVAVPVPPPEDLLQSPSAVSTPPPLPKPALAQSQEASR
PNSPQLTPTAVPGSAEVQGMAGPAAEITVSGGPGTDSKDSGELSSLPLGPTTLDTWPLQS
SALLDSSSSSSSNSNSSSSSGPNPSTSFEPIKADPTGVLELPKELSEIFDPTRECMSSEL
LEELMSSEVFAPLLRLSPPPGDHDYIYNLDDSEGVCDLFDVPVLNL

>Mus musculus_ E2F4 (ENSMUSP 15003)
MAEAGPQAPPPPGTPSRHEKSLGLLTTKFVSLLOEAKDGVLDLKLAADTLAVRQKRRIYD
ITNVLEGIGLIEKKSKNSIQWKGVGPGCNTREIADKLIELKAEIEELQQREQELDQHKVW
VQOSIRNVTEDVONSCLAYVTHEDICRCFAGDTLLAIRAPSGTSLEVPIPEGLNGQKKYQ
THLKSMSGPIEVLLVNKEAWSSPPVAVPVPPPDDLLQSPPAVSTPPPLPKPALAQPQESS
PPSSPQLTTPTPVLGSTQVSEVACQTSEIAVSGSPGTENKDSGEVSSLPLGLTALDTRPL
QSSALLDSSSSSSSSSSSSSSSSSGPNPSTSFEPIKADPTGVLDLPKELSEIFDPTRECM
SSELLEELMSSEVFAPLLRLSPPPGDHDYIYNLDESEGVCDLFDVPVLKL



>Rattus norvegicus_ E2F4 (ENSRNOP_ 21145)
MAEAGPQAPPPPGTPSRHEKSLGLLTTKFVSLLOEAKDGVLDLKLAADTLAVRQKRRIYD
ITNVLEGIGLIEKKSKNSIQWKGVGPGCNTREIADKLIELKAEIEELQOQREQELDQHKVW
VQQOSIRNVAEDVONSCLAYVTHEDICRCFAGDTLLAIRAPSGTSLEVPIPEGLNGQKKYQ
ITHLKSMSGPIEVLLVNKEAWSSPPVAVPVPPPDDLLQSPPAVSTPPPLPKPALAHPQETS
RPSSPQITTPTPVLGSTEVSDVAGQTAETIAVSGSPGTENKGSGELSSLPLGLTALDTRPL
OSSALLDSSSSSSSSSSSSSSSSSSSGPNPSTSFEPIKADPTGVLDLPKELSEIFDPTRE
CMSSELLEELMSSEVFAPLLRLSPPPGDHDYIYNLDESEGVCDLFDVPVLKL

>Canis familiaris E2F4 (ENSCAFP 30221)
MAEAGPQAPPPPGTPSRHEKSLGLLTTKEFVSLLQEAKDGVLDLKLAADTLAVRQKRRIYD
ITNVLEGIGLIEKKSKNSIQWKGVGPGCNTREIADKLIELKAEIEELQOQREQELDKHKVW
VOQOSIRNVTEDVONSPHTLAYVTHEDICRCFAGDTLLAIRAPSGTSLEVPIPEGLNGQKK
YQIHLKSVSGPIEVLLVNKEAWSSPPVAVPVPPPEDLLQSPPAVSTPPPLPKPTLAQPHD
TSRPSSPQLTTPTPVTGITEAQGVPGPAAETIAVSGGPGTDSKDGGELGSLPPGLAALDTR
PLOSSALLDSSSSSSSSSSSNSSSSGPNPSTTCHPVAPAPIEFLELPKELSEIFDPTREC
MSSELLEELMSSEVFAPLLRLSPPPGDHDYIYNLDESEGVCDLEFDVPVLNL

>Myotis lucifugus E2F4 (ENSMLUP 18522)
MAEAGPQAPPPPGTPSRHEKSLGLLTTKFVSLLQEAKDGVLDLKLAADTLAVROKRRIYD
ITNVLEGIGLIEKKSKNSIQWKGVGPGCNTREIADKLIELKAEIEELQQREQELDQHKVW
VQOSIRNVTEDVONSPHTLAYVTHEDICRCFAGDTLLAIRAPSGTSLEVPIPEGLNGQKK
YQIHLKSVSGPIEVLLVNKEAWSSPPVAVPVPPPEDLLOSPSALSTPPPLPKPAVALPQD
ASHPSSPQVTSTTTICVPAGVEAQGMAIPAAEITIVSGGPGSDSKDSGELSSLSLGPAALD
TRPLOSSALLDSSSSSSSSSSSSSSSSSGPNPSTSFEPIKVDPTGVLELPKELSEIFDPT
PECMSSELLEELMSSEVFAPLLRLSPPPGDHDYIYNLDESEGVCDLFDVPVLNL

>Monodelphis domestica E2F4 (ENSMODP_ 7623)
PPGTPSRHEKSLGLLTTKEVSLLQEAKDGVLDLKLAADTLAVROQKRRIYDITNVLEGIGL
IEKKSKNSIQWKGVGPGCNTREIADKLIELKAEIEELQQREQELDQHKVWVQQOSIRNVTE
DTFCLFSLTPATVAYVTHEDICKCFTGDTLLAIRAPSGTSLEVPVPEGLNVQKKYQIHLR
SATGPIEVLLVNKDAWSSPPVVVPVPPPEDLLQFQAAIPSPPOPRPAPSQHPETSIPSSP
CPSTPTSTODQSAIGQPTASPVAGSSSGPGADSKDASVLGTLNTASPAALDTRPLQOSSAS
LDSSSTLPNPSTSFEPIKPDPTGILELPKELSEMFDPTRECMSSGLLEELMSSEVEFAPLL
RLSPPPGDHDYIYNLDESEGVCDLEDVPVLNL

>Gallus gallus E2F4 (ENSGALP 2638)
MAECGPQPPGAGGGGGGGGGGGSGGAGAPSRHEKSLGLLTTKFVSLLOEAKDGVLDLKLA
ADTLAVRQKRRIYDITNVLEGIGLIEKKSKNSIQWKGVGPGCNTREIAHKLIELKADIED
LEQOEQELEKQKMWVQQOSIKNVTEDVONNWLAYVTHEDICKCEFTGDTLLAIRAPSGTRLE
VPIPEGPSRQKKYQIHLKSTSGPIDVLLVNKDAWSSPPVVLPVPPPEDLIQCQAVAPSKP
QIPPLAHFQEASVPSSTQPSTPTPSSTQDHSPPEQKDTSTECSISVVESKSSSSDLDPLS
NVSAPSGHTARLDTQLLQSSASLDSSSVLPSPSASFEPIKPDPAGMLELPKELSEMEDPT
RECMNSELLEELMSSEVFAPLLRLSPPPGDHDYIYNLDESEGVCDLFDVPVLNL

>Anolis carolinensis E2F4 (ENSACAP 22297)
MAADSGAQPPGGGPSRHEKSLGLLTTKEVSLLOQEAKDGVLDLKLAADTLAVRQKRRIYDI
TNVLEGIGLIEKKSKNSIQWKGVGPGCNTREIAHKLIELKAEIEDLEQRERELEQQKIWV
OQSTKNVTDDVONSRLAYITDEDLCKCFPGDTLLATIRAPSGTQLEVPVPEGLNGQKKYQT
HLKSTSGPIDVLLVNKDAWSSPPVVLPVPPPEDLIQCQLATPSKPHRPALHSVPSRSQPS
APVPSSTQDHVCATLKTAGATESDISITEPKSVGELDPLTPPAAPIILPAGLDTQPLQSS
ASLDSGSVLPSPSTSFQLIKPDPTEILELPKELSEMFEPDRECMNSELLEELMSSEVEFAP
LLRLSPPPGDHDYIYNLDESEGVCDLEFDVPILNL

>Takifugu rubripes E2F4 (ENSTRUP_24511)

LGAVGDSLQPQTPSRHEKSLGLLTTKFVTLLQEAKDGVLDLKAAADTLAVRQKRRIYDIT
NVLEGIGLIEKKSKNSIQWKGVGPGCNTREIADKLIDLKAELDDLALREHELDQQRVWVQ
OSIKNVTDDSNNSPLTLAYVKHEDLCGAFKGDTLLAIRAPIGTQLEVPIPESVGYIPNGQ
RKYQIHLKSSTGPIEVLLVNKDPSSASPVVLPVPPPDEILQSLPTPALTPASQPSVSQVL
KSAAAASVKPAPVAAAIPPVPSTESMMVPSILISSWSSDGTTVQVSDAPSSSPLAPATET



PVAATQQLLSSASLDGSASSSASAVFEPVKSDPSELLDFPKELSDMEFDPTKEISGDLLED
LMSSEVEFSPLLRLSPPPSDHDYIYNLDETEGLCDLFDVPILNL

>Gasterosteus aculeatus E2F4 (ENSGACP_18258)
STQPVRLTLPQTPSRHEKSLGLLTTKFVTLLQEAKDGVLDLKAAADTLAVRQKRRIYDIT
NVLEGIGLIEKKSKNSIQWKGVGPGCNTREIADKLIDLKAELDDLALRENELDQQRVWVQ
QSIKNVTDDSNNSPYPSLQHEDLCGAFKGETLLAIRAPIGTQLEVPIPESVVLNGQRKYQ
IRLKSSSGAIEVLLVNKDPSSSSPVVLPVPPPDDILQSLPVPTPTSQPPTAVPQYRLLSS
FTSSFRPSVLONCSSNDCKTRPGRNNSCSSHRDNPSISTQQLOSSASLDGSASSSASAGE
QPIKSDPSELLDFPKELSDMFDPTKEIISGDLLEDLMSSEVFSPLLRLSPPPSDHDYIYN
LDETEGLCDLEFDVPILNL

>Ciona intestinalis (ENSCINP 30840)
MDNSRVESTTTAREIFTNNLASVSPQCSSKSLPSNELHLTPSQDDTHQWLYGGHDMHGAT
DMSIVTVESQNNRNTAQVKRKLELQSSSSGSMNSYLMSESQIQQLOQTONFVNNYNKPPSF
KSPLKRAKSVSERKVLATNPPSRKRKMSTAGSVASGSPSEKSRYDTSLGLLTKRETQLMR
NSSDGILDLNQAADILAVQKRRIYDITNVLEGIGLIEKRSKNNVQWVACPNTESDHSSET
EKQETONEVDALRNKEEELDQLIRKROMELERLSESNTEHSYVTYQDIRGIKSFKEQIVI
CIKAPQDTKLEVPDPGEKIQOMLLKSTKGEIDVFLCPDPODHISPKKEPVEGDSGLLESTS
VSDGSQRLSGSQYEENRPLFMQTEDQMPSDEVDSAFIDEDSFIALSPAMNPDDYLFSLDD
SEGISELFDMNATSLSGARTS

>Ciona savignyi (ENSCSAVP 5210)
MDNSRVFSTTTAREMFTNNLASISPHCSNKTFEFHASPSLEHTHQWLPGGHDLAGVSDIS
IMSVESQSNRTSNQVKRKLELPSHSPGOSPYYMSESQLOQLHNQQLTNYNKPSSFKSPLK
RGKSAMERKVLATNPPIRKRKNSSTNAAMAGSPSEKSRYDTSLGLLTKRFIQLMKSSSDG
ILDLNHAAETILSVQKRRIYDITNVLEGIGLIEKRSKNNVQWVDAQKCDDEQVNEEEKRES
ELELASLRKQEEQLDTLIRKRQLELERLSESNNEYPEFYFSQLLDIYIRGIKSFKDQIVIC
IKAPQDTKLEVPDPGEKIQMLLKSTKGEIDVFLCPDPHDNMSPKKSQSDSCLGDTLEEDR
SQRISPNGKYEDTKPLLMOTDDCIPSDEVDSAFIDEDSFIALSPSVNPDEYLFTLDDSEG
ISELFDINSTSLSAPPSS

>Branchiostoma floridae (XP 002590245)

KSPLEKTRYDTSLGLLTKKFVGLLGSSPDGIVDLNQAAEVLNVQKRRIYDITNVLEGINLIKKKSKNHIE
WRVQSTMEKDKERLNSAIGLFKTVDTEHIRENLLDELIRHSSTQLKHLTEDSENKKYPFQHGEHYCKCRN
DIRSIKTFEEQTVIAIKAPPETRLEVPDPRESIQIWLKSSKGPIEVYLCPEEQNTEDAGSSSSDAASSEG
CSSTSGSPCSVKGSELKTNEMARSLLPQTEDQDQEIQDFVALSPPLMEDDYLFSLSPGEGISDLFDAYDL

>Saccoglossus kowalevskii (XP_002733979)
MPRGOPMQTVSRPAIPTLTITKSTVANTTYGEVSRGITIKGVTQIQELEPIYTVKALQQHQEILSQVGCT
PDLOTKVIKPTIGRPPQAKRKLDLDATAAMLDDGFKSPRGGRKKPRPSPKGSAQSPAERTRYDTSLGLLT
KKFVGLLRSAPEGVLDLNYAAEVLEVOKRRIYDITNVLEGINLIAKKAKNNIEWKGSSNSIASNGQEGSV
CASSVDLNAEIFDLEAKENRLDELIKSCTLOLKMLTEDANNGKYPL

>Octopus bimaculoides (XP 014790584)
MSIITTEDLRTPKRGRKTRTLPDCSPKVRSPGEKTRYDTSLGLLTKKEFVGLLRNAPDGVVDLNKAAESLE
VOQKRRIYDITNVLEGINLISKKSKNHIQWKGCISSIAANPVPLQLTTKLMDLHSEMAIYEAKENEMDKLI
EHCTKQLKILTEDPEKSKYAYVTYHDIRNIRSLDDQTVMAVKAPPETRLELPDISKIWLKSNSQAIEVYL
CPDDVKKDVKHTPATEGHNSSSSISEEQLSEDSTSCDSFKTQVSLKNALLEEQDISPDASINLLQQTEDQ
NLDSTLTHLEPPIYMEDYMENLNDGEGITDFEFGGVFEF

>Hydra magnipapillata (XP 012561724)
MOPLOPITFTTFKTPSKVEFMANSQTKQITRSAPQPTIAPATFKTKLNSPALEEKLAVQKSPACERRYETSL
GILTKREVSLLRNSVSGILDLNQAAELLDVQKRRIYDITNVLEGIGVIEKNSKNNIKWVGAKHLENQNDN
IADVENQEEAILATNLVDLHODIEDLKLSEAKLDELIQQCONEMKQCSGAKHYNKHSYVTYQDIRGIKDF
NNKTVIAIKAPPETKLEVPDPNESIQIWLKSSNGPIDVYLCPENKENVPPSNDRLDECAYSDSTSSVSEF
SPENNENLCSPGNLSQSSGYFDECQFSSYDANTTLSSMNCDALHINKLDSEDFIAYNESCYQONELSISPL
ISLEPNFKAEDYLFSLDCNEGISDLFDVDTFL

Family with Sequence Similarity 110-FAM110




>Homo sapiens FAM110D (ENSP_363386)
MLLAPPSTPSRGRTPSAVERLEADKAKYVKTHQVIARRQEPALRGSPGPLTPHPCNELGP
PASPRTPRPVRRGSGRRLPRPDSLIFYRQKRDCKASVNKENAKGQGLVRRLFLGAPRDAA
PSSPASTERPAASGGWAAPQDAPEAAGKRALCPTCSLPLSEKERFEFNYCGLERALVEVLG
AERFSPQSWGADASPQAGTSPPPGSGDASDWTSSDRGVDSPGGAGGGGGSEAAGSARDRR
PPVSVVERNARVIQWLYGCQRARGPPRESEV

>Pan troglodytes FAM110D (ENSPTRP 39919)
MLLAPPSTPSRGRTPSAVERLEADKAKYVKTHQVIARRQEPALRGSPGPLTPHPCNELGP
PASPRTPRPVRRGSGRRLPRPDSLIFYRQKRDCKASVNKENAKGQGLVRRLEFLGAPRDAA
PSSPASTERPAASGGWAAPQDAPEAAGKRALCPTCSLPLSEKERFEFNYCGLERALVEVLG
AERFSPQSWGADASPQAGTSPPPGSGDASDWTSSDRGVDSPGGASGGGGSEAAGSARDGR
PPVSVVERNARVIQWLYGCQRARGPPRESEV

>Gorilla gorilla FAM110D (ENSGGOP 23325)
MLLAPPSTPSRGRTPSAVERLEADKAKYVKTHQVIARRQEPALRGSPGPLTPHPCNELGP
PASPRTPRPVRRGSGRRLPRPDSLIFYRQKRDCKASVNKENAKGQGLVRRLFLGAPRDAA
PSSPASTERPAASGGWAAPQDAPEAAGKRALCPTCSLPLSEKERFFNYCGLERALVEVLG
AERFSPQSWGADASPQAGTSPPPGSGDASDWTSSDRGVDSPGGAGGGGGSEAAGSARDGR
PPVSVVERNARVIQWLYGCQRARGPPRESEV

>Pongo abelii FAM110D (ENSPPYP 1957)
MLLAPPSTPSRGRTPSAVERLEADKAKYVKTHQVIARRQEPALRGSPGPLTPHPCNELGP
PASPRTPRPARRGSGRRLPRPDSLIFYRQKRDCKASVNKENAKGQGLVRRLELGAPRDAA
PSSPASTERPAASGGWAAPQDAPEAAGKRALCPTCSLPLSEKERFFNYCGLERALVEVLG
AERFSPQSWGADASPQAGTSPPPGSGDASDWTSSDRGVDSPDGAGGGGGSEAAGSARDGR
PPVSVVERNARVIQWLYGCQRARGPPRESEV

>Mus musculus FAM110D (ENSMUSP_ 60143)
MLLSSPTTPSRGRTPSAVERLEADKAKYVKTHQVIVRRQEPALRGGPGPLTPHPCNELGA
SASPRTPGPARRGSGRROQPRPDSLIFYRQKRDCKASVNKENAKGOGLVRRLEFLGATRDAA
PSSPAPTERPGAPAGWAGSPDTPEATGKRAVCPTCSLPLSEKERFFNYCGLERALVEVLG
AERFSPQSWGAEHGPQVATSPPPGSGDTSDWTSSDRDAGSPDCAGGGGGSEAAGSARDGR
PTVSVVERNARVIQWLYGCQRARAPPRESEV

>Rattus norvegicus_ FAM110D (ENSRNOP 22130)
MLLASPTTPSRGRTPSAVERLEADKAKYVKTHQVIVRRQEPALRGGSGPLTPHPCNELGA
SASPRTPGPARRGSGRRQPRPDSLIFYRQKRDCKASVNKENAKGQGLVRRLFLGATRDAA
PSSPAPTERPGAPAGWAGSPDTPEATGKRALCPTCSLPLSEKERFEFNYCGLERALVEVLG
AERFSPQSWGAEHSPQVATSPPPGSGDTSDWTSSDRDAGSPDCAGGGGGSEAAGSARDGR
PTVSVVERNARVIQWLYGCQRARAPPRESEV

>Canis familiaris FAM110D (ENSCAFP 18618)
MILASPSTPSRGRTPSAVERLEADKAKYVKTHQVIARRQEPALRGGPGPLTPHACNELGP
PASPRTPRPARRSSGRRLPRPDSLIFYRQKRDCKASVNKENAKGQGLVRRLFLGAPRDAP
SSSPGPTERPAAPGVWAAPQODAPEAAGKRALCPTCSLPLSEKERFEFNYCGLERALVEVLG
AERFSPQSWGADASPQPGASPPPGSGDTSDWTSSDGDTDRPDGADRGGGGGGGSEAAGSA
RDGRPPVSVVERNARVIQWLYGCQRARGPPRESEV

>Bos taurus FAM110D (ENSBTAP 17456)
MLLASPSTPSRGRTPSAVERLEADKAKYVKTHQVIARRQEPALRGGPGPLTPHTCNELGP
PPSPRTPRPARRGSGRRLPRPDSLIFYRQKRDCKASVNKENAKGQGLVRRLFLGSPRDVA
SSSAGSSERPAAPGGWTAPQDAPEAAGKRALCPTCSLPLSEKERFFNYCGLERALVEVLG
AERFSPQOSWGADASPQPGTSPPPGSGDASDWTSSEGGADRRDGAEGGGSAAAGSERDGRP
QVSVVERNARVIQWLYGCQRARGPPRESEV

>Gallus gallus FAM110D (ENSGALP 2206)

MVPLGSTPRAVCTSGRDVSPLRLLNRGPESLRAQLAGGSGGRTPSAVERLEADKVKYVKS
OQVINSRQEPALRGCSPCCSPRGRRLLALQRCHELCHGSDLSCDGSRKAPCPSSPVPRRG
GGSRRLLRPDSLVIYRQKRDCPVINKENTKGYGLVRRLFQGPLRDKPPSSPSAQGSDKAP
ESPMLWVSMEQAEDVRTPGAGGSSSSTVPMPDSPVPQPPEAPSLAQPPASPSPSKPALGL



RLSLPLSEKERFENYCGLDRAMVEGLGKEREFVPAGWDAASARLHGSCEWEPSQASGCSGE
DAGPGEEEPDTRLCSAISVVERNARVIKWLYGCQRAWAAAKESTV

>Anolis carolinensis FAM110D (ENSACAP_ 17512)
YLRKQLEGTAGMRTPSAVERLEADKAKYVKSQQVIDRRQEPVLLCYSLQSSPCCRRPLAR
HORLVVTKDGLGPKKLPPTPPSPQSPIARRGGGRRLLRPDSLVIYRQKRDCSAVNKENTK
SYGIVRRLFQSPLRDGHNSRVVSTEGVEHPQRDPGPTDSKRKLCLSSSLPLSEKERFENY
CGLDRNLVQVLGAERFKPGTWDARSSGRFPGSVASASSLQHGSGEEGPAEEPSEKPSTST
SLVERNARVIKWLYSCQQAQTAAKESTV

>Danio rerio FAM110D (ENSDARP 84963)
MKPLTPIGSPSPLRLLNKGPDYLRRQMDAGSRGRSISAVERLEADKAKYVKTQQVINTKQ
EPVLVPCATPPPVPRRNLTTSTPSTPVLLPRNOMVPEFSAPSESRDENEDDSRKENCRNES
DVETNNNANKPPVLSPRTPLVAPHSAPIMRRSNGKRMLRPDSLVIYRQKKECKSPGENIN
GNIEVKGYSFVRRLFQGSMREKSSVNDVAQKTVINEEKASSSRDGDSRMSWSNDKDTVDG
GVETRRSSKSEREHSSAEIQNNNEEKQPKICLRNSTRNSNNNDMDPWKPVIPWKRTNMKR
SKSELRLRCSLAISEQERFFDYCGLDFDMVERLGPENFLAGASSVDTLSLLLRSVGGGGS
EPSEFSRHSGEGIFQEELAEQIPTGVSIIERNARVIKWLYGCRSAAQEGPKESTV

>Takifugu rubripes FAM110D(ENSTRUP 18192)
LPGDSKRINMKPLTPIGSPSPLRLLNKGPDYLRRQIDGGGHGRTISAVERLEADKAKYVK
SQQVINTKQEPVLVPCATPPPQPRRGVSLPGNVTPRLPPRSSTTPFSTTSGSLTPKENRR
TSVDIEVHNRSNVSFGMPPIPRTPGGNSLVAPHSAPVLRRSSGKRMMRPDSLVIYRQKKE
CKSPSGGTVGENNNMESRRSSKTERERSPESLPSHAFGSTLERTRNGFRNGANEGAKTVA
TNGNHSSNPDDDADDDPWKRASPQPAARRKFGELRRSKSDLRLRCSVALSEQDYFFDEFCG
LDMDMIQRLGRENFLSGASSIDTLSLALRSVVGDGCGGSEPSEFSRHSGDGLFEEELAEQ
LPTGVSITIERNARVIKWLYGCKNAAEEGPKESTV

>Gasterosteus aculeatus FAM110D(ENSGACP_17970)
MKPLTPVGSPSPLRLLNKGPDYLRROMDGGGHGRSVSAVERLEADKAKYVKSQQVINAKQ
EPALVPCATPPPOPRRAASIPGSPAPGLAPRRPSNAASSALSGSFASRDENENYDSRKEN
RRTSVDVEARNRSNANGALPPVPRTPGVGSLVAPHSAPVLRRSTGKRMLRPDSLLIYRQK
KECKSPHGAAAGDNSNTEGSTREKAAGGEGRIQKMLRRSESDLRLRCSAALSEQELFFAF
CGLDVDMVDRLGRTNFLSAASSLGTLSLALRSVDGDDRSEPSEFSQHSGDGLEFQEELAEQ
PPTGVSIIERNARVIKWLYGCRNAAREGPKESTV

>Oryzias latipes FAM110D(ENSORLP_ 18703)
SPSPLRLLNKGPDYLRRQIDGGGHGRSISAVERLEADKAKYVKSQQVINTKQEPVLVPCA
TPPPHTRRAFSTPGSLTPRLPPRRLSNTPFSISSGSFPSRDENENDDSRKENRRTSVDIE
VHNRSNVNYVTPPSPRTPGTNKLVAPHSAPVLRKSTGKRMLRPDSLVIYRQKKECKSLSD
AAAGENNNVDVKGQSEFVRRLEQGSMREKNGGGEGRIQKMVIGLGPTTKMLOTAQEAVKPT
KNEVLSVYPALDPDSDLKTQATELQRSKSDLLLHCSVAFSEQEHFFDFCGLDMDMIERLG
RONFLSGASSTDTLSLALRSVSEDSGGASEPSEFSRHSGDGLFQEELAEQLPTGVSIIER
NARVIKWLYGCKNAAQEGPKESTV

>Homo sapiens_ FAM110C (ENSP_328347)
MRALAALSAPPNERLLPRDPAATRDPDAARPARRSAVERLAADRAKYVRGRPGTGRGVAS
EGSGPGAIKCPGNDPGPPARAPAPVARRAIARKPLRPDSLIIYRQKCEFVRGSGADGPRA
SLVKKLFQGPGKDKAPVPRTGDEGKAGNPETVPTTPGPAADPAIPETPAPAARSAAPSSV
PAAPPGPEPRVVRRRGLQRSQSDLSSRYSAALAESDTFFQYCGLDPEVVEALGRENEFTAG
SDCVTLKVRSVSVATSGSGFSRHSGGDDEGLOQEEELIEQVPSTTSVIERNARIIKWLYTC
KKAKETPSQEQSRTRGSKPSR

>Gorilla gorilla FAMI10C (ENSGGOP 16511)
SGADGPRASLVKKLFQGPGKDKAPVPRTEDEGKAGNPETVPTTPGPAADPATPETPAPAA
RSAAPSSVPAAPPGPEPRVVRRRGLORSQSDLSSRYSAALAESDTFFQYCGLDPEVVEAL
GRENFTAGSDCVTLKVRSVSVATSGSGFSRHSGGDDDGLQEEELIEQVPSTTSVIERNAR
TIKWLYTCKKAKETPSQEQSRTRGSKPSR

>Macaca mulatta FAM110C (ENSMMUP_ 251)
LAAQPEGESAVERLAADRAKYVRGRPGTGRGVASEGSGPGAIKCPGNDRATIARKPLRPDS



LITYRQKCEFMRGAGADGPRASLVKKLFQGPGKDKVPVPRTGDEGKTGNPETVPTKPGAA
ADLAPPETPAPAARSAAPSSVPAAPPGPEPRVLRRRGLORSQSDLSSRYSAALAESDTFEFE
QYCGLDPEVVEALGRENFTAGSDRVTLKVRSVSVATSGSGEFSRHSGDDDGLQEEELIEQV
PSTTSVIERNARITIKWLYTCKKAKETPSQEQSRTR

>Mus musculus_ FAM110C (ENSMUSP_41563)
MRALPTLDSLARMRPPLGDPRAAEDTLTPRPANKSAVERLAADRAKYVRSTLGSSRGPVS
EHRVPEAPGVQHRNPIPSALAPAPVARRATIARKPLRPDSLVIYRQKCEFVRGSDADCSRV
GLMKKFFQGSGKDKMAVAPETTRVADEDKTTKETEATWTKSSQAAAARPASMLPPPTPVV
AVKSPAEKTRVANEDKTTKETEATWTKSSQAAAARPASMLPPPTPVVAVKSPAEKTRVAN
EDKTTKETEATWTKSSQAAATRPASMLPPPTPVVAVKSPALPFEVAPRVPVGCSGVQLRV
SRSKGLQRSQSDLSSRYSIAKAESDTFFKYCGLDPDVVEALGRENFSAGSDCVTLKVRSV
SMAASDSSEFSRHSEDGLQEEELLEQVPSTTSVVERNARIIKWLFTCKKAKETPSQKLQGP
A

>Rattus norvegicus_ FAMI10C (ENSRNOP_ 7466)
MRALPTLDSLARTRPSLGDSRAAEGTLTRQPANKSAVERLAADRAKYVRSTLGSSRGPVS
ENRVPEAPGVQHRNPIPSTLAPAPVARRAVARKPLRPDSLVIYRQKCEFVRGSDADSSRV
GLMKKFFQGSGKDKMSVTPETTRVADEYKTKETEATWTKASQAAAAKPASMLPPPAPVVA
MESPALPFEVAPRVPVRRSGVELRASRSKGLORSQSDLSSRYSTARAESDTFFQYCGLDP
EVVESLGRENFSAASDCVTPKMRSVSMATSDSSFSRHSEDGLQEEELLEQVPSTTSVVER
NARITIKWLEFTCKKAKETPSQKLQEPA

>Canis familiaris FAM110C (ENSCAFP_34814)
MRALPGLDAPQRQRPPAQQPEGPRGRDAAVPARRSAAERLAADRAKYLRGPRGAGPAPEG
SSAGPSAGAAGAPGPPAPAPAPGAVARRTVARRPLRPDSLVIYRQKCDFVRGQGADGPRA
GLVRKLFPGPGRDRAAACPGTARGDDELRARREGAVVSRPGSVGAPAAPGTPRGAPPAPP
APPAPPASSAPPAPPGTPRRAPAAPPAAPGTPRGAPAAPPAPPAPPTPPASCAAPRTPAS
SAPPGPQPRGSRRGGLRRSQSDLSSRYSASLAEFDTFFQFCGLDPEVLDALGRENFSAGS
DRVTPQVRSVSVATSDSGFSRRSGGQEGLQEEELTEQVPSTTSVVERNARITKWLYTCKR
AKETPGQGLQGPA

>Felis catus FAM110C (ENSFCAP 24329)
PAGGEGRAPELQRSQSDLSSRCSASLAEFDTFFQFCGLEPEVVEALGRENFSAGSDRVTL
KVRSVSVATSDSGFSRHSGGEEGLQEEELTEQVPSTTSVVDRNARITIKWLYTCKKARETP
GQGLQ

>Xenopus tropicalis FAM110C (ENSXETP_ 36569)
MPTDIMHAVRMHPIAELQHPSPAVPLRLLTRGPDYLRROQMEALGSPRANLSAVERLAADK
AKYVKTPQOOQQOGVCVGGSSSAGGSRGDPRGSSASDSSSGSSRGSQQEGTRGQQGTAPVR
RGSSKRSNRPDSLVIYRLKSRGEGQQAEPARVGLVRRLFLKEKPPGSAIPVPPQEHSTPC
PSERLSPEKEKQDSRSRTGLHRSQSDISSRYSRSFSDEFDSFFQYCGLEPEVVEELGRDRF
SPAREERLELLAQSRIRSVSVATSESGMSWRSEGEGSLGGLQEDEPLSGQLPGANSTTSV
TIERNARITKWLYGCKRAKETRGGSPD

>Danio rerio FAM110C (ENSDARP 132007)

SRILVKGPEFLRKOQMERENEANKGRVSAVERLAATKPQYVKCQQEVGSSQEPVISTESAS
GSSRGSSKEDDSVKNTVNVDYKELPEEDSNVVRRSSSKKRDSILLYRQKCELLRGAPVLR
RRLNRKPLLTVRDKGGESDRATSKECGKESSQVTITASGTNEVQRATPHRKVLETKEQER
KSRTGVARSSSDISSRYSKNFADEDVFFKYCGLDGDIIESLGKENFSARSDDLSSNIRST
SVSTSDDGEFSSCSDGLQEEELQETVROGSSVIERNARITIKWLYSCRNAAESGKTLRDLD

>Takifugu rubripes FAM110C (ENSTRUP_ 38131)
SAVERLAASKVKYVKSQEVVNMGSSDONSRSSGNAAAGDNTAQPAFGAQPQSVGQVRRSS
SKKRPDSLLLYRQKCELLRGPGSDRKHRVRCKKLISSVHKDVPLLEVTAQQHDSMEKEKM
AMLEGPVKECSSSANGYQSERGRIKESVGKKSTGLLGIPEIERRSGKGVSRSHSDISSRY
SKNFADFDAFFKYCGLSGEVIESLGKENFSARSDELAIKIRSVSISTSDSGFTRSSGDSD
GLLEDTLQAKIRQGTSVIERNARIIKWLYSCKNAKE

>Tetraodon nigroviridis FAMI110C (ENSTNIP 15203)
IKILEKGPEYLRKOMELETETKRHLSAVERLAASKPKYVKSQEVVNATPEPVISLTELSV



SGLESSDQSSSLIGNVAAGDNSALPAFGAQHRSAGEVRRSSSKKRPDSLLLYRQKCELLR
GDRKHHVRHKPLLHSVHKVTDKDCESVEKEKMATLKGPAKECSSSVGRSVEKKSTCHLMI
PETIERRFGKGVSRSHSDISSRYSKNFADFDAFFKYCGLSGEVIESLGKENFSARSDEMATL
KLRSVSISTSDSGFTRSSGESDGLLEDDLQSKIRQGTSIIERNARIIKWLYSCKNAKEAG
KKLRD

>Oryzias latipes FAM110C (ENSORLP_ 17369)
FPVESVSLDARKTTMETNSDATKILGKGPEYFRKOMERDNKGHMSAVERLAASKPIYVKS
QOVVNSCQEPVINLSPFTVSSSGSSNLPLKHGGNLVTGNSPTSVAQDSSPGQERRSSSKK
RPDSLLIYRQKCESLRGPANNRKHPMSRKLLLGPVNGNVPLLENASKECESKGNKEKLLL
AQGAAENCSSRVEFVSQSEKRSNRAVEEHSTESSNDSGTKKCAGGLLEVPQTERRSGKGVS
RSHSDISSRYSTNFADFDVEFFKYCGLDSDIIDSLGRENFSTCSDEISMSITIRSVSVSTSD
DGFSRDSGDSDGLLEKELEKKENQGTSVIERNARIIKWLYSCKNAAETGKMLRD

>Homo sapiens FAM110B (ENSP_355204)
MPTETLOTGSMVKPVSPAGTFTSAVPLRILNKGPDYFRROQAEPNPKRLSAVERLEADKAK
YVKSQEVINAKQEPVKPAVLAKPPVCPAAKRALGSPTLKVEGNHAKTESGVQRENLKLET
LKNIINSSEGSSSGSGHKHSSRNWPPHRSEATDLHRHSFAESLKVYPTQGRRSPQEGGSH
VGRRLLEQSAESFLHVSHSSSDIRKVTSVKPLKAIPCSSSAPPLPPKPKIAAIASMKSPE
ADPVEPACGVSRRPSLQRSKSDLSDRYFRVDADVERFENYCGLDPEELENLGMENFARAN
SDIISLNFRSASMISSDCEQSQDSNSDLRNDDSANDRVPYGISAIERNARITIKWLYSIKQ
ARESQKVSHV

>Pan troglodytes FAM110B (ENSPTRP_34709)
MPTETLQTGSMVKPVSPAGTFTSAVPLRILNKGPDYFRROAEPNPKRLSAVERLEADKAK
YVKSQEVINAKQEPVKPAVLAKPPVCPAAKRALGSPTLKVFGNHAKTESGVQRENLKLET
LKNIINSSEGSSSGSGHKHSSRNWPPHRSEATDLHRHSFAESLKVYPTQGRSSPQEGGSH
VGRRLLEQSAESFLHVSHSSSDIRKVTSVKPLKAIPCSSSAPPLPPKPKIAATIASMKSPE
ADPVEPACGVSRRPSLQORSKSDLSDRYFRVDADVERFEFNYCGLDPEELENLGMENFARAN
SDIISLNFRSASMISSDCEQSQDSNSDLRNDDSANDRVPYGISATIERNARITKWLYSIKQ
ARESQKVSHV

>Mus musculus_ FAM110B (ENSMUSP 127942)
MPTETLQTGSMVKPVSPAGTFTSAVPLRILNKGPDYFRRQAEPNPKRLSAVERLEADKAK
YVKSQEVINAKQEPVKPAVLAKPPVCPGTKRALGSPTLKVFGNHAKTESGVQRETLKLET
LKNIINSSEGSSSGSGHKHSSRNWPPHRDTTDLHRHSFAESLKVYPTPGHGSPQESSSHV
SRRLLEQSAETFLHVSHSSSDIRKVTSVKPLKAIPCSSSAPPLPPKPKVAAMKSPEADQV
EPACGVSRRPSLORSKSDLSDRYFRVDADVERFEFNYCGLDPEELENLGMENFARANSDIT
SLNFRSASMISSDCEQSQODSNSDLRNDDSANDRVPYGISAIERNARIIKWLYSIKQARES
QKVSHV

>Rattus norvegicus FAMI110B (ENSRNOP 12067)
MPTETLQTGSMVKPVSPAGTFTSAVPLRILNKGPDYFRROAEPNPKRLSAVERLEADKAK
YVKSQEVINAKQEPVKPAVLAKPPVCPGAKRVLGSPTLKVFGNHAKTESGVQRETLKLET
LKNIINSSEGSSSGSGHKHSSRNWPPHRDTTELHRHSFAESLKVYPTPGRGSPQESSSHV
SRRLLEQSAESFLHVSHSSSDIRKVTSVKPLKAIPCSSSAPPLPPKPKVAAMKSPDADQV
EPACGVSRRPSLORSKSDLSDRYFRVDADVERFFNYCGLDPEELENLGMENFARANSDIT
SLNFRSASMISSDCEQSQODSNSDLRNDDSANDRVPYGISAIERNARIIKWLYSIKQARES
QKVSHV

>Bos taurus FAM110B (ENSBTAP 15832)
MPTESLQTGSMVKPVSPAGTFTSAVPLRILNKGPDYFRRQAEPNPKRLSAVERLEADKAK
YVKSQEVINAKQEPVKPAVLAKPPVCPAAKRALGSPTLKGFGGGGGGAKSEGGAPRETLK
LEILKNILNSSEGSSTGSGHKHSARNWADAFLHVSHSSSDIRQGPGARPLKAILPCSSSA
PPLPPKPKVAAPAAVKSPEAEAAEPAGGVGRRPSLORSKSDLSDRYFRVDADVERFENYC
GLDPEELENLGMENFARANSDIISLNFRSASMISSDCEQSQDSNSDLRNDDSANDRVPYG
ISATERNARITIKWLYSIKQARESQKVSHV

>Monodelphis domestica FAM110B (ENSMODP 11099)
PPNMPTETLQTGSMVKPVSPAVTFTSAVPLRILNKGPDYFRROQAEPNPKRLSAVERLEAD
KAKYVKSQEVINAKQEPVKPAVLAKPPVCPAAKRALGSPTLKVENNNAKTESGMQRENLK



LEILKNIINSSEGSSSGSGHKHSTRNWPPHRSDSAELNRHSFAESLKVYPTQGRSSPQES
NSNVSRRLLEHSAESFLHVSHSSSDIRKVTSVKPLKAIPCSSSAPPLPPKPKVAAIATMK
APEIDPIEPSSCGVSRRPSLORSKSDLSDRYFRVDADVERFENYCGLDPEELENLGMENEFE
ARANSDIISLNFRSASMISSDCEQSQDSNSDLRNDDSANDRVPYGISAIERNARITIKWLY
STIKQARESQKVSHV

>Gallus gallus FAMI110B (ENSGALP 24834)
MPTETLPTGSMVKPVSPAVTEFTSAVPLRILNKGPDYFRROQAEPNPKRLSAVERLEADKAK
YVKSQEVINAKQEPVKPAVLAKPPVCPAAKRALGSPTLKVESNNAKTESGVQRENLKLET
LKNIINSSEGSSSGSGHKHGPRNWPPHRADSTELNRHSFAESLKVYPTQGRSSPQESSSN
VSRRLLDQSAETFLHVSHSSSDIRKVTSAKPLKAIPCSSSAPPLPPKPKIAAIATLKSPE
IEAVESGCGVSRRPSLORSKSDLSDRYFRVDADVERFENYCGLDPEELENLGMENFARAN
SDITSLNFRSASMISSDCEQSQDSNSDLRNDDSANDRVPYGISAIERNARIIKWLYSIKQ
ARESQKVSHV

>Anolis carolinensis FAMI110B (ENSACAP 5176)
MPTETLQTGSMVKPVSPAITFTSAVPLRILNKGPDYFRRQAEPNPKRLSAVERLEADKAK
YVKSQEVINAKQEPVKPAVLPKPPVCPASKRSLGSPTLKVEFSNNVKTESGVQRENLKLE I
LKNIINSSEGSSSGSGHKHSSRNWPPHKSDSGDLNRHSFAESLKVYPTQGRGSPQDSNSS
VGRRLLEQSTEAFLHVSHSSSDIRKVSSGKPLKAIPCSSSAPPLPPKPKIAALTTLKSPE
IDAVETSCGVSRRPSLORSKSDLSDRYFRVDADVERFEFNYCGLDPEELENLGMENFARAN
SDITSLNFRSASMISSDCEQSQDSNSDLRNDDSANDRVPYGISATIERNARITIKWLYSTIKQ
ARESQKVSHV

>Xenopus tropicalis FAM110B (ENSXETP 12484)
MPTETLQTGSMVKPVSPAVTEFTSAVPLRILNKGPDYFRROSEPNPKRLSAVERLEADKAK
YVKSQEVINAKQEPVKPAVLAKPPICPGAKRALSSPTMKMEFNNNAKNESCVQRENLKLE T
LKNIINSSESSSTGSAHKQSSRNWPPNRSDSADLNRHSFAESLKVYPTQTHSSPQDSNSN
ISRRFLEKTTNTFLHVSHSSSDIRKVTSVKQIKAIPCSSSAPPLPPKPKLAPLSTLKSPE
NDNLDSGCGVSRRPSLQRSKSDLSDRYFRVDADVERFENYCGLDPEELEKLGMENFTRAN
SDIISLNFRSASMISSDCEQSQDSNSDLRNDDSANDRVPYGISAIERNARITIKWLYSIKQ
ARESQKVSHV

>Danio rerio FAM110B (ENSDARP 138309)
MPTETLQADSKPVGQGGAFASAVPLRILNKGPDYFRRQTEPNPKRLSAVERLEADKAKYV
KSQEVINAKQEPIKPQVLAKPPVCPVPLKRGGGVGSGLKASNNNAKSDTCATTTKRENLN
LEILKNILNSSSSSEGPAKGTSHKVGARSWAPHHSSELSEPGCRSFTDSLKVPPSTQGRH
SPQGGNLNLSRRLLEERSCEVDGERSPLHASHSSSDIRRMCNGKPLRAARSSSSSAPPLP
PKPSAKALAACDNAPCSPERETLTSTAAELELGSSVARRPSLHRSKSDLSDRYARAGADV
ERFFNYCGLDPEELESVGVESFARANSDIVSLNFRSASMISSDCEQSRHSNDDLTDEEDD
AGERVPYGISAVERNARIIKWLYSIKQARESQKVSHV

>Takifugu rubripes FAMI110B (ENSTRUP_ 18808)
MPTETLAPALPDSKAPGPATPEFSSAVPLRILNKGPDYFRRQVEPNPKRLSAVERLEADKA
KYVKSQEVINAKQEPIKPPVLAKPHSSHSLVPKRGSGIDEGGNGRGLPFKASNNNAKSES
CSTSSGNSKRENLNLEILKNLLNSSSSSGAASEGLEGGAKRGMSRSWTPSGPSTSHSLRS
FSHSLKVPPISSGVCHSPHQGGNLNLSRRVLNERTDGAVLDRSHSPLPPLLTSHSSSDLL
RLCNGKPLRTARSSSSSAPPLPPKPNPASLPPPPDANLEIELGSSAARRSSLHRSKSDLS
DRYARAGADVERFFNYCGLDPEELEAVGPENFARASSDIVSLNFRSASMISSDCDRSRRS
SNGDEDEEEDGGERVPYGISAVERNARVIKWLYSIKQARETQKVSHV

>Tetraodon nigroviridis FAMI110B (ENSTNIP 5998)
AMPTETLAPALPDSKAPGPATPFSSTVPLRILNKGPDYFRRQVEPNPKRLSAVERLEADK
AKYVKSQEVINAKQEPIKPPVLAKPHSSHSLVPKRGSGIDEGGPGRGFPFKASNNNAKSE
SCATSSGNSKRENLNLEILKNLLNSSSSSGAASEGLAGGAKRGMSRSWTPSGSPSTSHSL
RSFSHSLKVPPVGGGGRRSPHQGGNLNLSRRVLDERSRSPLPPLLTSHSSSDLLRLCNGK
PLRTARSSSSSAPPLPPKPNPASLPPPTSADANLEIELGSSAARRSSLHRSKSDLSDRYA
RAGADVERFEFNYCGLDPEELEAVGPENFARASSDIVSLNFRSASMISSDCDRSRRSSNEG
LSDGGERVPYGISAVERNARVIKWLYSIKQARETQKVSHV

>Gasterosteus aculeatus FAM110B (ENSGACP_19484)



MPTETLPPALPDSKTAGPATAFSSAVPLRILNKGPDYFRROVESNPKRLSAVERLEADKA
KYVKSQEVINAKQEPIKPPVLAKPPAGHTLLSKRSLGIGGGANGGGMPFKASNNNTKSDT
CATSSGSSKRGNLNLEILKNLLNSSSSSGAGSEGLGAGAKSDSAPSPSTSHSLRSESHSL
KVPPINSGGRRSPLQOGGNLNLSRRGEGVLDRSRSPLPPLLTSHSSSDLLRLCNGKPLRTA
RSSSSSAPPLPPKPNPATIPLCDNTAPQSLPCDFGEPSTDANPELGSLVARRSSLHRSKS
DLSDRYARAGADVERFENYCGLDPEELEAVGPENFARANSDIVSLNFRSASMISSDCDRS
RRSSNDVLSDGDEEEEEAGERVPYGISAVERNARVIKWLYSIRQARETQKVSHV

>Oryzias latipes FAM110B (ENSORLP 10358)
MPTETLAPNLPDSKATGPATPLSATVPLRILNKGPDYFRRQVDPNPKRLSAVERLEADKA
KYVKSQEVINAKQEPIKPPILAKPAGHAFLLKRGSGTVGGGNGGGTPFKASNNNAKSDSC
ATSSGGTKRENLNLEILKNLLNSSSSSGAGSEGLASGSKSAVLMRSSDSAPSPSTSHSLR
SFPHSLKVPLTNSWGRCSPQLGGNLNLSRRVODERGYEGIVVERSRSPLPPLLSSHSSSD
LLRLCNGKPLRTARSSSSSAPPLPPKPNPLSLAPCDNSTPQSLPCHLGDPPDASGDANME
LEQGPNVALRSSLHRSKSDLSDRYARAGADVERFEFNYCGLDPEELEVVGLENFARANSDI
VSLNFRSASMISSDCDQSRRSSNDGVSEGDEAEDEEEEAGERVPYGISAVERNARVIKWL
YSIKQARETQKVSHV

>Homo sapiens FAMI110A (ENSP_445228)
MPVHTLSPGAPSAPALPCRLRTRVPGYLLRGPADGGARKPSAVERLEADKAKYVKSLHVA
NTRQEPVQPLLSKQPLEFSPETRRTVLTPSRRALPGPCRRPQLDLDILSSLIDLCDSPVSP
AEASRTPGRAEGAGRPPPATPPRPPPSTSAVRRVDVRPLPASPARPCPSPGPAAASSPAR
PPGLORSKSDLSERFSRAAADLERFENFCGLDPEEARGLGVAHLARASSDIVSLAGPSAG
PGSSEGGCSRRSSVTVEERARERVPYGVSVVERNARVIKWLYGLRQARESPAAEG

>Pan troglodytes FAMI110A (ENSPTRP 22513)
MPVDTLSPGAPSAPALPCRLRTKVPGYLLRRPADGGVRKPSAVERLEADKAKYVKSLHVA
NTROEPVQPLLSKQPLFSPETRRTVLTPSRRALPGPCRRPQLDLDILSSLINLCDSPVSP
AEASRTPGRAEGAGRPPPATPPRPPPSTSAVRRVDVRPLPASPARPCPSPGPAAASSPAR
PPGLORSKSDLSERFSRAAADLERFFNFCGLDPEEARGLGVAHLARASSDIVSLAGPSAG
PGSSEGGCSRRSSVTVEERARERVPYGVSVVERNARVIKWLYGLRQARESPAAEG

>Pongo abelii FAM110A (ENSPPYP 12132)
MPVDTLSPGAPSAPALPCRLRTKIPGYLLRRPADGGVRKPSAVERLEADKAKYVKSLHVA
NTRQEPVQPLLSKQPLFSPETRRTVLTPSRRALPGPCRRPQLDLGILSSLINLCDSPVSP
AEASRTPGRAEGAGHPPPATPPRPPPSTSAVRRVDVRPLPASPARPCPSPGPATAFSPAR
PPGLQRSKSDLSERFSRAAADLERFFNFCGLDPEEARGLGVAHLARASSDIVSLAGPSAG
PGSSEGGCSRRSSVTVEERARERVPYGVSVVERNARVIKWLYGLRQARESPAAEG

>Mus musculus FAMI110A (ENSMUSP 105489)
MPVDTLSPGAPATPALPFRLRTKVPGYLLPRPADGGARKPSAVERLEADKAKYVKSLRVA
NTRQEPVQPPLVRQPLFSPGPRGPVLTPSRRVLPCSGRRPQLDLDILSSLINLCDSPVSP
SEASRTPGRPEGSAHKVPPATPPRPPPSTVAVRRVDVRPLPASPARPYPSPGTTTTSSPG
RPPGLQRSKSDLSERFSRAAADLERFFNFCGLDPEEARGLGVAHLARASSDIVSLAGPSA
GPCSSEGGCSRRSSATVEERSLDRVPYGVSVIERNARVIKWLYGLRQARDPPTTEG

>Rattus norvegicus FAMI10A (ENSRNOP 66725)
MENLSGAPYPAANFVPVSVEFSPLPSGYVTAMPVDTLSPGAPTTPALPFRLRTKVPGYLLP
RPADGGARKPSAVERLEADKAKYVKSLRVANTRQEPVQPPLARQPLFSPGSRGPVLTPSR
RVLPCSGRRPQLDLDILSSLINLCDSPVSPSEANRTPGRPEGSAHKVPPATPPRPPPSTV
AVRRVDVRPLPASPARPYPSPGAATTSSPGRPPGLQRSKSDLSERFSRAAADLERFENEC
GLDPEEARGLGVAHLARASSDIVSLAGPSAGPCSSEGGCSRRSSATVEERTLERVPYGVS
VIERNARVIKWLYGLRQARDPPTTEG

>Canis familiaris FAM110A (ENSCAFP 34783)
MPVDTLTPGARDTPALPFRLRTKVPGYLLRRPADGGARKPSAVERLEADKAKYVKSLHVA
NTRQEPVQPLLSKQPLFSPGTRRTVLTPSRRVLPGPGRRPQLDLDILSNLIDLCDSPASP
TEASRTPARTEGAHQAPPATPPRPPPSTAAVRRVDVRPLPASPARPCPSPGTATASSPAR
PPGLQRSKSDLSERFSRAAADLERFENFCGLDPEEARGLGVAHLARASSDIVSLAGPSAG
PGSSEGDCSRRSSATVEERARERVPYGVSVVERNARVIKWLYGLRQARDTPAAEG



>Felis catus FAM110A (ENSFCAP 101409)
MPVDTLTPGARDTPALPFRLRTKVPGYLLRRPADGGARKPSAVERLEADKAKYVKSLHVA
NTRQEPVQPLLSKQPLFSPGTRRTVLTPSRRVLPGPGRRPQLDLDILSSLIDLCDSPASP
AEAGRTPGRTEGAHQAPPATPPRPPPSTAAVRRVDVRPLPASPAQPCPSPGTTTASSPAR
PPGLORSKSDLSERFSRAAADLERFEFNFCGLDPEEARGLGVAHLARASSDIVSLAGPSAG
PGSSEGDCSRRSSATVEERARERERVPYGVSVVERNARVIKWLYGLRQARDTPAAEG

>Myotis lucifugus FAM110A (ENSMLUP 9453)
MPVDMLSPGARDTPALPFRLRTKVPGYLLRRPADGGARKPSAVERLEADKAKYVKSLQVA
NTRQOPVQPLLSKQPLFSPGTRRTVLTPSRRALPGPCRRPQLDLDILSSLIDLCDSPVSP
AEASRTPGQAEGAHQDPPATPPRPPPSTAAVRRVDVRPLPASPAQPCPSPDTAASSPARP
PGLORSKSDLSERFSRAAADLERFEFNFCGLDPEEARGLGVAHLARASSDIVSLAGPSAGP
GSSEGGCSHRSSATIEERARERVPYGVSVIERNARVIKWLYGLRQARETPAVEG

>Gallus gallus FAMI10A (ENSGALP_ 40717)
MPVEALHAGDAMKGMAARTPFTSAMPIRILNKGPEYFRRRAEPAARKPSAVERLEADKAK
YVKSQQVASTRQEPVKPPLLKQPLFVPAVRRAVLTPSRKTTPGPRSAGRAKTSLNLEILN
HLINGCDSPKAESPRGGERHGAAEALSAGRVGKAPGSPAAPRPPGTVAVRRVDVRPCGAL
PPAVPGIRVPSSPSPCRPPAAPALSSPNRPESARRQTLLHRSKSDLSDRESRATADLERF
FNYCGLDPEEVQDMGAEHFARASSDIVSVKFHSVSTASSEGGRSPRSAATPEGRPAERMP
YGISVVERNARVIKWLYGLROAREPQQVSNV

>Anolis carolinensis FAMI110A (ENSACAP_10891)
MPVETLQASHAMKGISVTAAPFTSAMPFRILNKGPEYFRRQAAKAPPAAKKLSAVERLEA
DKAKYVKSQQVATTKQEPVRPLLLKQPLFTPGVRRVMLTPSRKTPQGSRCGAKTSLNLDI
LNNLINFCDSPLSPFPKADKSPLESKWRPEDRSRSPGYLPSTPKTKGGPSEGMSKLSQSS
ASSSSKPPSTVAVRRVDVRPCGPMRARVTPAIQLTPVPTSPAQARILSASPLNSPSPCGE
LRPDSAKRQTCLHRSKSDLSDRYSRATADLERFFNYCGLDPEDMGDMEVERFTRASSDIV
SIKFHSVSTASSEGTRSRRSAVTLEERQAERMPYGISIVERNARVIKWLYGLRQARECQK
VSNV

>Xenopus tropicalis FAMI10A (ENSXETP 42515)
MSVGTIRPSGVGAPLPPVMPLRIRNKGPEYFRRPAGGAGGKPSAVERLEADKLKYVKSKQ
VASTKQEPVRPALSKQPLFSPGVQRVLLTPNRRMPPAALRLSSPNNSLNLDVLTKLINLC
DSPLKSPRGEVAPWQAKKEPPNPSSTPNSPRTPSTAAVRRVDVKPREALPPAPGTPLSPS
SPLCSPSDSGKRRSQLORSKSDLSDRESRVSANLERFEFNYCGLDPGEVGNIGAEHFACAS
SDIAKFHSVSSSGSECAQSQFSETAGEETPAARLPYGISVIERNARVIKWLYGLKQTIES
QKLPPTPG

>Apis mellifera (XP _006557558)
MMTAMARLPCKQTSPSQOPQVNNFGNSRNCYWNMQTRHPAPPYVRNHQROQTDHTGKRKSAVELLQETKAF
YVKSETVLDRKQELKNSGHLQVSQLSAPGAPPRLLRKCGSASACSMQPTSPSQLPPAPMTPPCCWASCHE
QODRPDGILSPOQTLPPALPPKSPRLVPVPQRRTISGPPSSTGGDQLOQTKLRRLLNTDSKENVEFEPDSPTQ
TIVQTNGIPQEEKFRYSPGSLSPNFREEDRVKLGVVRIVRVRKKIDHCTQDVRFKFGRSNSHSHTSGRSG
RKSTSSQSVENTVCHKSLPDLHTSTRRRASLSPRASTKSSKPSGHHQSSSNCPDCETSSDYSEHSFKRDA
VCYRSSRHIRRSLGSGGGDASSVLSAGGRTQKSSGSSKLSHGATARDSGGSSGHCTPRSEPPPDCWSHIR
RDSGASTQHSTEKDRSRRGSYANGTPTSVVRRYSPESESSNSQTDYSPTCNSRESDGWKEGRGRPILRSK
SDISDRYWRQDNGRSNKVPARPPRSITQLENFEFDCLGLDSDNYQRITKPDSKSSSPVFEFDSVSSVDSALG
LYSWAGNNQTNQSSQWONNDCSVGMGNDDSNQRVNDPPSIVERNARITKWLCQCRKVQFGFS

>Anopheles gambiae (XP _001688662)

MAAVVYGNSPRHSSRHHQGHLLSQHSPYHTQSSNAGQHHSLPPPPGHHSSHHTLSSVSPPSQIITPPTSY
LSTATTAISSQOOQQSSVOOOSQPAYYHHHHSQOSVSLPPOQHAQTLSSYHQLRSSKRKSAVELLAESKPEY
VKSETVLDROQOQLLNKRSSAGGGSGSGGGSGGSSGGGGGGSQOSRSDGAQCGSTGTLSGSYMVSPSRTLP
SSAVSQALOQQOVOOOQOOOQORSTNRRSASSGSDLLOQTKLRKLLNAADSKETIMPPASDVGLINSKYGQP
LETSYIGTGMVGGGGGGGSLDDIGYIQPPKNYQQOQLTVHPEQPSDVSVFEFPSAFLSPQSLPPHPGGDDDL
YLYGGLHDSLVLTDDYRAISPPAEYAEQOQQOOQOQQOHGGSPEGKHSMGGGHSRYNYQRSYSHSQAVVPG
SGHHPTDESDYSPTQSYNINSHKSLPDLHSQSSRHSPHSEALSCCSRGNRSNRSGSSEFNRDSGGSSGHYT
HHSEPCCKQQQOOQOQOOQHSOQQOHOSSHHQLSHLPHSQMMMOOQQQOHHSQQOQOHYQQQOHHASQOHTLSSQGD
RODSMMMLGDYRRDSGSSTQHSGNSYYAYGIPPLRYDCIECRAKIREEADCLLNFTTPEVPEAFQDGYSE
KOHOLOOOOQOOOOOHOOQOOHHOOOLSKSQHAKYYDERGRKYYKNPPMSPLSPVSPLSPPEQAQLDLSP



PLGTFKRQKCLRFKNRSGRQSAVSNPSPSSGGRCGPGGGGPGSSASAGAVAGGPMVDDDRRPILRSKSDI
SDRYWNRSQPERTTLLPVAAADVRDHHRERRADRERERDRERDRERDREQQLEKQORSRSDSLTQLERFEF
DRLGLDEETYDRYIAPKGGSLORRSSGSYHHHSTAHHHNSASSDIHRLSDDCSTGGGGTPGGGGSGGGAD
SDESSAVFFSDVSTIDSTKLPDSTETANGPGAGGAAPASQLLVGAVGAVGQPGVGGQADGGVPLLGGAGP
APLYRTSEPPSIIERNARIIKWLCNCKKMQLA

>Nematostella vectensis (XP 001629519)
MADSLCIILFGLKRNIQFRVSNDFLLLKDSRNIPKDLSSLOOKFTPLSGFTVRSIRSMAACCPTISDLPK
VLREKLAHILDESNTPTWRELIHVMPPDMYRAHQVESFAMATLKCRSPTQELFDDLARRSVTLDELSGWV
QKLPQSNKKQSMIQLLYGHPVVTRQPGNIMVAVGANAVLSCGATGHQPLNYQWFKSKKALEGQTGSLLRV
KNVSKLDEGHYICRVANSNGDYVFTEWAKLSLONPSETHQFSRPIITSQPEYPEVHTVLGGTLRLYCDAL
GDPAPTFQWYKNDLPLPDGDQREYCKRDICADDQGRYMCVASNSSGSTESRPTRVFVRHQVPRGOMEAND
KVALLIGNKDYKMAQHLNTLFHPLNDVCDLAGVLRSIGFKVVSLVNLTLKEMEFALDEFYKLLVKDTYAL
FYFAGHGFEINGQGYLMPIDATERYHSQENLPAWKVLETMONSEAKLNIIVLDCCRTTPNDKPIETIPVD
NGCYQPIVTKENVLVIHGCLPONSVFESEDERNGFIAKHLIKLIGQTKPLSKIKLEFSKATHDEKIYDPE
DRKQQVVHIHTTEIDDMCLADNTAVHMOGACAVSGSEGWKAAHGRYTQGFRYFRSSGGGGGPEIPEDPVT
VHERDGVVVELVEMAEFSNALLVTARCRPDNYHVTEFDMPECVSGCLVTKVTGKESTIPQRFSRAESATIRI
ADLQRLOQVFLCLNMDRQEAWGLGRAHIVQPSP

>Hydra magnipapillata (XP_004205687)
MEECEFKEHFRVNRNTENFLVYELHPLLGKTTTTFREPISVVKRVAVALHYLASCEEYRGVSSLEGIGKS
IANLIVHEFINAVNDILLPKYVKFPLSVENLIKHSRDFEATLGFQKCIGAVDGCHIPIFAPKDQATISYYN
YKGWYSIVLESVVDCRYRFIYTSVGSPGRNNDSYIFONSSLKAILESSLEFDKCCKELGDSLVPLCLIGDS
AFPLTRHLLKPYPKNLELSET

>Amphimedon queenslandica (XP_011409799)
MDNSVFIGARPGDSEQALSSVVNYSTSKSSFFIVCEIFATIVLORQTSLLTLTTLAHISSELSIFIDLLPK
ELLGAVRALCIPNAIYKACATGYSQLAQKSNVLSTPGMHKNEVTFIGLLLAFNCFTIHDIITYIIKPMFK
VYLLHPQQOSSQANQGTLSLQFVSLLLRHILVDKYIRGEVNDDGVNIVYPPFVSHYLLAKSKELSFDVVLN
LLKELLKLSKDTLRSSRGTTWGGKTGMSILVESFPSGSQGNEAALIKLRETMELTAEQDWVREQCSKQDS
KOLLHVEKLGDASLSPAQAQYLLHLLIPYCPEDTVKRINESSGSLPPFMTHPEQTVDRILKNLDQWTLHN
ALLHLNLNINSSLHLHSIDHLSQSVIQVFEDSCTEEWTEDSSSQVDGAYCPSIWLVTPLVSELPKSVLGK
ILKSAGNVLGKGOWWNLDRQQERRRSTRASITPTTPNPKTGLOWQOPFLELVLACMNSNHSNHEELLGPL
QKQLTTFLTAFEKDSFPADEQNKSMLYTALKLRLGLVGSMLPSVCSVCESNVLDWVSLLIPLICSGAVDR
QOPDNSELFTNCLDMLSALLQALSPDFHMCVESGGEEGKKSYIMCIKKMKSDLASSKSTCKQEIQQLFPLP
QKLYEVTVVKPPSAFSQQFRIPEKVQOGLRVQEVKEISPWEITEGIKNSGPFQLSWEFGATRIKRKPLKYLE
QEKQIQHHTHQHFLSNSGHLLGGSGPSTSRHSVFLPDSNDSTNGAIGGGGGGGGVSSDSGDNATIPPGAAS
TAGGTRASVGGTGEGSGLDNKAEILLQINKMNREQOPSLTTQPGPLPPTFHTTGQVGVSNTPHOLTQQQP
MORQIPHGMMQOHSAAQMMRPPPHFLOQROQLEYMTPEQRNHFMSLPNEEKRVYLSNLQRTFRERRMLEQQQ
QO0Q0QOLMFRHPMHPRPMQOVAPPMOMTQVLOORMMPRYGPOHMGPPOMHHSGGYMMPGHHPAMEFRQPPP
GPMYTMHRPPMHHNLPPHHQ

Grainyhead like Transcription factor-GRHL

>Homo sapiens GRHL3 (ENSP_288955)
MSNELDFRSVRLLKNDPVNLQKEFSYTSEDEAWKTYLENPLTAATKAMMRVNGDDDSVAAL
SFLYDYYMGPKEKRILSSSTGGRNDQGKRYYHGMEYETDLTPLESPTHLMKEFLTENVSGT
PEYPDLLKKNNLMSLEGALPTPGKAAPLPAGPSKLEAGSVDSYLLPTTDMYDNGSLNSLFE
ESTIHGVPPTQRWOPDSTFKDDPQESMLEPDILKTSPEPPCPEDYPSLKSDFEYTLGSPKA
THIKSGESPMAYLNKGQFYPVTLRTPAGGKGLALSSNKVKSVVMVVEFDNEKVPVEQLREW
KHWHSRQPTAKQRVIDVADCKENFNTVEHIEEVAYNALSFVWNVNEEAKVEFIGVNCLSTD
FSSQKGVKGVPLNLQIDTYDCGLGTERLVHRAVCQIKIFCDKGAERKMRDDERKQFRRKV
KCPDSSNSGVKGCLLSGFRGNETTYLRPETDLETPPVLFIPNVHEFSSLORSGGAAPSAGP
SSSNRLPLKRTCSPFTEEFEPLPSKQAKEGDLOQRVLLYVRRETEEVFDALMLKTPDLKGL
RNAISEKYGFPEENIYKVYKKCKRGETSLLHPRLSRHPPPDCLECSHPVTQVRNMGFGDG
FWROQRDLDSNPSPTTVNSLHFTVNSE

>Gorilla gorilla GRHL3 (ENSGGOP 1766)

MSNELDFRSVRLLKNDPVNLQKFSYTSEDEAWKTYLENPLTAATKAMMRVNGDDDSVAAL
SFLYDYYMGPKEKRILSSSTGGRNDQGKRYYHGMEYETDLTPLESPTHLMKFLTENVSGT
PEYPDLLKKNNLMSLEGALPTPGKAAPLPAGPSKLEAGSVDSYLLPTSDMYDNGSLNSLF



ESTHGVPPTQRWQPDSTFKDDPQESMLEFPDILKTSPEPPCPEDYPSLKSDFEYTLGSPKA
IHIKSGESPMAYLNKGQFYPVTLRTPAGGKGLALSSNKVKSVVMVVEDNEKVPVEQLREW
KHWHSRQPTAKQRVIDVADCKENEFNTVEHIEEVAYNALSEFVWNVNEEAKVEIGVNCLSTD
FSSQKGVKGVPLNLQIDTYDCGLGTERLVHRAVCQIKIFCDKGAERKMRDDERKQEFRRKV
KCPDSSNSGVKGCLLSGFRGNETTYLRPETDLETPPVLFIPNVHEFSSLORSGGAAPSAGP
SSSNRLPLKRTCSPFTEEFEPLPSKOAKEDDLOQRVLLYVRRETEEVEDALMLKTPDLKGL
RNAISEKYGFPEENIYKVYKKCKRGETSLLHPRLSHHPPPDCLECSHPVTQVRNMGEFGDG
FWRORDLDSNPSPTTVNSLHEFTVNSE

>Mus musculus GRHL3 (ENSMUSP 101481)
MSNELDFRSVRLLKNDPVSFQKFPYSNEDEAWKTYLENPLTAATKAMMRVNGDEESVAAL
SFLYDYYMGPKEKRILSSSTGGRNDQGKKFYHSMDYEPDLAPLESPTHLMKFLTENVSGS
PDYTDQLKKNNLLGLEGVLPTPGKTNTVPPGPSKLEASSMDSYLLPASDIYDNGSLNSLFE
ESTHGVPPTQRWOPDSTFKDDPQESLLFPDILKTSPDPPCPEDYPGLKSDFEYTLGSPKA
ITHIKAGESPMAYLNKGQFYPVTLRTPAGGKGLALSSSKVKSVVMVVEDNDKVPVEQLREW
RHWHSRQPTAKQRVIDVADCKENFNTVOHIEEVAYNALSFVWNVNEEAKVEIGVNCLSTD
FSSQKGVKGVPLNLQIDTYDCGAGTERLVHRAVCQIKIFCDKGAERKMRDDERKQFRRKV
KCPDSSNNAGIKGCLLSGFRGNETTYLRPETDLETQPVLFIPNLHFSSLORPGGVVPSAG
HSSSDRLPLKRTCSPFAEEFEPLPSKQAKEDDLQRVLLYVRRETEEVFDALMLKTPDLKG
LRNAISEKYGLPEENICKVYKKCKRGILVNMDNNITIQHYSNHVAFLLDMGELDGKIQITIL
KEL

>Rattus norvegicus_ GRHL3 (ENSRNOP 61035)
MSNELDFRSVRLLKNDPVSFQKFPYNNEDEAWKTYLENPLTAATKAIMRVNGDDESVAAL
SFLYDYYMGPKEKRILSSSTGGRNDQGKKYYHSMDYEPDLAPLESPTHLMKEFLTENVSGS
PDYTDQLKKNNLLGLEGALPTPGKTSTLPPGPSKLEAGSMDSYLLPTSDMYDNSSLNSLF
ESIHGVPPTHDFEYTLGSPKAIHIKAGESPMAYLNKGQFYPVTLRTPAGGKGLSLSSSKV
KSVVMIVFDNDKVPVEQLRFWRHWHSRQPTAKQRVIDVADCKENFNTVQHIEEVAYNALS
FVWNVNEEAKVFIGVNCLSTDEFSSQKGVKGVPLNLQIDTYDCGAGTERLGAERKMRDDER
KQFRRKVKCPDSSNNGIKGCLLSGFRGNETTYLRPEADLETQPVLFIPNLHFSSLQORPGG
VVPSAGHSSSDRLPLKRTCSPFAEEFEPLPSKQAKEDDLQRVLLYVRRETEEVEFDALMLK
TPDLKGLRNAISEKYGFPEENICKVYKKCKRGILVNMDNNIIQHYSNHVAFLLDMGELDG
KIQIILKEL

>Bos taurus GRHL3 (ENSBTAP 26370)
SFSFRSVRLLKNDPVNFQKFPYTNEDEAWKTYLENPLTAATKAMMRVNGDDDSVAALSFEL
YDYYMGPKEKRLLSSSTGGRNDQGKRYYHGMEYEMDLTPLESPTHLMKFLTENVSGTPEY
PDVLKKNNLMSVEGAAPTPGKAALLPAGPSKLETGSVDSYLLPTSDVYDNGSLSSLFEST
HGVPPTOQRWQPDSTFKDDPQESLLEFPDILKTSPEPPGPEDYPNPKSDFEYTLGSPKAIHT
KSGESPMAYLNKGQFYPVTLRTPAGGKGLALSSNKVKSVVMVVEDNEKGPVEQLREWKHW
HSROPTAKQRVIDVADCKENENTVOHIEEVAYNALSEVWNVHEEAKVEVGVNCLSTDFESS
QKGVKGVPLNLQIDTYDCGSGTERLVHRAVCQIKIFCDKGAERKMRDDERKQFRRKVKCP
DSSNSGIKGSLLAGFRGNETTYLRPEADLETPPVLFIPNVHEFSSLORPGGLILSKKNNVD
ELALKRTCSPFTEEFEPLPSKQAKEDDLOQRVLLYVRRETEEVEFDALMLKTPDLKGLRSAT
SEKYGFPEENIYKVYKKCKRGILVNMDNNITIRHYSNHVAFLLDMGELDGKIQIILKEL

>Monodelphis domestica GRHL3 (ENSMODP 16354)

MSNELDFRSVQVLKNDAVNFQKEFSCTNEDEAWKTYLGNPLTAATKAMMRVNGDEDSVAAL
SFLYDYYMGPKEKRILSSSTGARSDLGKRYHHGMEYEVDFPPLESPTHLMKFLTENVSGS
QEYPDLTKKNNLMNLEGTASTKSGLLPPGPSKLEDSPADGSYLLPTGDMYDSSLSNLFET
THGPPPOQORWOPDSTFKDDGQESLLEFPDILKSPSEPQCPEDYPGTKSDFEYTLGSPKAIH
IKSGESPMAYLNKGQFYPVTLRTPGGGRCLHLSSNKVKSMIMVVFEFDNEKIPVEQLRFWKH
WHSRQPTAKQRVIDVADCKENENTVQHIEEVAYNALSEVWNVNEEAKVEFIGVNCLSTDES
TOQKGVKGVPLNLQIDTYDCGTGTDRLVHRAVCQIKIFCDKGAERKMRDDERKQFRRKAKC
PDSSNNGLKGCPLSNFRGNETTYLRPETDLESQPVLEFIPNIHFSNLQRNGVAGSPTIHNG
TNRLPLKRTCSPFSDDFDLLPPKQAKEDDLOQRVLLYVRRETEEVFDALMLKTPDLKGLRN
ATISEKYGFPEESIYKVYKKCKRGILVNMDNNITQHYSNHVAFLLDMGELDGKIQIILKEL

>Gallus gallus GRHL3 (ENSGALP 6748)
MRCCLDMRIHLKQKGEQKQONSPHSFRSVRLMKNDTMNEFQKFSYTNEDEAWKTYLENPLT
AATKAMMRVNGDDDSVAALSLLYDYYMVPKEKRILPSGMMGRNELGKRQYHGMEYDSDIT



SFDGSAHLMKLLSENTSMTQEYCEPQKKNGLSLEGIPTPHKPAMLPPGTSKLDATPDTYM
VPPGDLYDNSALNSLFETNPVATPQORWQPDSTFKEDPQESLLEFSDILKPQPEPPCSESY
PTDGVKSDFEYTLGSPKATHIKSGDSPMAYLNKGQFYPITLRAAGDSKCLHLSSNKVKSV
VMIVEDNEKIPTEQLKFWKHWHSRQPTAKQRVIDVADCKENENTVONIEELAYNALSEVW
NIHEEAKVEFIGVNCLSTDFSSQKGVKGVPLNLQIDTYDYGNGTNHLVHRAVCQIKIFCDK
GAERKMRDDERKQFRRKGKCLDSNNNGLKGCLLSGFRGNEITFLRPETDLETQPVLEFIPN
LHFSNQOQRCGTALPPAVPNSANRLPLKRSGTSFTDEFDPVPPKQTKEEDPQRVLLYVRRE
SEEVEFDALMLKTPDLQGLRMAISEKYGLPEESIYKVYKKCKRGILVNMDNNITIQHYSNHM
AFLLDMVEAEDKIQVILKEL

>Anolis carolinensis_ GRHL3 (ENSACAP 16996)
TALLRSFRSVRLLKNDGMGFQKFSCMNEDEAWKTYLENPLTAATKAMMRVNGDDESVAAL
SLLCDYYMIPKEKRYVPSGNTGRNDIGKRHCHVMDYEPDISSFENSAQLMKLLAENVSVS
QEYTDLPKKNGLVLDGLPAPHKPPALPPGPSKMEANPAESYMIPSGDVYDNGSLHSLFDA
THVAPPQORWQPDSTFKEDPQESLIFNDILKTQPEVPCSEGYSLNDAKSDFEYTLGSPKA
THIKSGESPMAYLNKGQFYPVSLKTVGDTKGLHLSSDKVKSVVMVVFEDNEKIPMEQLKEW
KHWHSRQPTAKQRVIDVADCKENEFNTVQHIEEVAYNALSEFVWNVAEEAKVEVGVNCLSTD
FSSQKGVKGVPLNLQIDTYDFGTGTNRLVHRAICQIKIFCDKGAERKMRDDERKQFRRKG
KCLDANNNSLKSCLVSGFRGNEITYLKPQADLETQPVLFIPNVHFSNLOQRCATVLPASGV
PHDPSSALLLLCQFLLEISPGPPLISALLLHLPVLLYVRRESEEVFDALMLKTPDLKGLR
NAISEKYGLPEESIYKVYKKCKRGILVNMDNNIIQHYSNHMAFLLDVVEAEEKFQVTLKE
L

>Xenopus tropicalis GRHL3 (ENSXETP 8467)
MSNELDYRPVMLLONDINLKYSSPNDDEAWSKYLENPMTAATKAMMRANGDDDGVAALSL
LYDYYRVPKEKRIITQGSTGRCDQVKRSCIEYDSDISTYDSTQLMREFLNDNNSSTHEYSE
THKKNSYLSLDCLINPSKLPLSSGKLDNNAHDDFMATSCDVYEKNPLTTLEFDPIHVPPPQ
QRWOPDSTFKEDTPEPLIFNDILRSQAESTCSEDYIPGEANRDFECTLESPKATIHIKSGE
SPMAYLNKGQFYPVNLRTAETRKCVHLT SNKVKSVVMVVEDNEKNPEEQLKRWKHWHSRQ
PTAKQRVIDVADYKENCNTVENIEEVAYNALSEFVWNINEEAKIFIGINCLSTDESSQKGV
KGVPLNLOQIDTYDFETGVKRLIHRAVCQIKIFCDKGAERKMRDEERKQFRRKGKSADQONN
KDIKASVLPGYRGSDFTYLRPVTDMETHPVLEFIPNIHYSNLQRCGVVLQSAADNSDRLSL
KRSSQSFPESFEAPPSKQQTNEDPORVLLYVRRETEEVEFDALMLKTPDLKGLRNAISEKY
ELPEERICRVYKKCKRGILVNMDNNIIQHYSNHVAFLLDLTDVDGKIQVTLKEL

>Homo sapiens_ TFCP2L1 (ENSP_263707)
MLEFWHTQPEHYNQHNSGSYLRDVLALPIFKQEEPQLSPENEARLPPLQYVLCAATSPAVK
LHEETLTYLNQGOSYETIRLLENRKLGDFODLNTKYVKSIIRVVFHDRRLOYTEHQQLEGW
RWSRPGDRILDIDIPLSVGILDPRASPTQLNAVEFLWDPAKRASAFIQVHCISTEFTPRK
HGGEKGVPFRVQIDTFKONENGEYTEHLHSASCQIKVEFKPKGADRKQKTDREKMEKRTAQ
EKEKYQPSYETTILTECSPWPDVAYQVNSAPSPSYNGSPNSEFGLGEGNASPTHPVEALPV
GSDHLLPSASIQDAQOWLHRNRESQFCRLFASEFSGADLLKMSRDDLVQICGPADGIRLEN
ATKGRNVRPKMTIYVCQELEQNRVPLOQKRDGSGDSNLSVYHATFLEELTTLELIEKIAN
LYSISPOQHIHRVYRQGPTGIHVVVSNEMVONFODESCEVLSTIKAESNDGYHIILKCGL

>Macaca mulatta TFCP2L1 (ENSMMUP 55543)
MLFWHTQPEHYNQHNSGSYLRDVLALPIFKQEEPQLSPENEARLPPLQYVLCAATSPAVK
LHEETLTYLNQGQSYEIRLLENRKLGDFQDLNTKYVKSIIRVVFHDRRLOQYTEHQQLEGW
RWSRPGDRILDIDIPLSVGILDPRASPTQLNAVEFLWDPAKRASAFIQVHCISTEFTPRK
HGGEKGVPFRVQIDTFKQNENGEYTEHLHSASCQIKVFKPKGADRKQKTDREKMEKRTAQ
EKEKYQPSYETTILTECSPWPDVAYQVNSAPSPSYNGSPNSFGLGEGNTSPTHPVEALPV
GSDHLLPSASIQDAQOWLHRNRFSQFCRLFASFSGADLLKMSRDDLVQICGPADGIRLEN
ATKGRNVRPKMTIYVCQELEQNRVPLOQKREGSGDSNLCVYHAIFLEELTTLELIEKIAN
LYSISPQHIHRVYRQGPTGIHVVVSNEMVONFQDESCFVLSTIKAESNDGYHIILKCGL

>Mus musculus_ TFCP2L1 (ENSMUSP_27629)

MLFWHTQPEHYNQHNSGSYLRDVLALPIFKQEEPQLSPENGARLPPLQYVLCAATSPAVK
LHEETLTYLNQGQSYEIRLLENRKLGDFQDLNTKYVKSIIRVVFHDRRLOYTEYQQLEGW
RWSRPGDRILDIDIPLSVGILDPRASPTQLNAVEFLWDPSKRASAFIQVHCISTEFTPRK
HGGEKGVPFRVQIDTFKQONESGDYSEHLHSASCQIKVFKPKGADRKQKTDREKMEKRTAQ
EKEKYQPSYETTILTECSPWPDVPYQANNTPSPSYNGSPNSFGLREGNSSPNHPVEPLPL



GSDHLLPSASIQDAQOQWLHRNREFSQFCWLFASFSGADLLKMSRDDLVQVCGPADGIRLEN
ATKGRNVRPKMTIYVCQELEQNQLPLPOKODDSGDNSLCVYHATFLEELTTLELTEKIAS
LYSIPPQHIHRVYRQGPAGIHVVVSNEMVONFQDESCEFILSTLKAESNDGYHIILKCGL

>Canis familiaris TFCP2L1 (ENSCAFP_7168)
XYNQHSSGSYLRDVLALPIFKQEEPQLSPENEARLPPLOYVLCAATSPAVKLHEETLTYL
NQGQSYEIRLLENRKLGDFQDLNTKYVKSIIRVVFHDRRLQYTEHQQLEGWRWSRPGDRI
LDIDIPLSVGILDPRASPTQLNAVEFLWDPSKRASAFIQVHCISTEFTPRKHGGEKGVPFE
RVQIDTFKONENGEYTEHLHSASCQIKVFKPKGADRKOKTDREKMEKRTAQEKEKYQPSY
ETTILTECSPWPDMAYQVNSAPSPSYNGSPNSFGLGEGNSSPTHPVETLPLSNDHLLPSA
STIODAQQWLHRNREFSQFCRLFASFSGADLLKMSRDDLVQICGPADGIRLEFNATIKGRNVRP
KMTIYVCQELEQNRAPLQQKRDGGDSSLCVYHAIFLEELTTLELVEKIASLYSISPQHIH
RVYRQGPTGIHVVVSNEMVONFODESCFILSTLKAESNDGYHITILKCGL

>Felis catus TFCP2L1 (ENSFCAP 11266)

FITRDTQREEGDODMSGGEFVQSDVLALPIFKQEEPQLSPESEARLPPLQYVLCAATSPAV
KLHEETLTYLNQGQSYEIRLLENRKLGDFQDLNTKYVKSIIRVVEFHDRRLQYTEHQQLEG
WRWSRPGDRILDIDIPLSVGILDPRASPTQLNAVEFLWEPSKRASAFIQVHCISTEFTPR
KHGGEKGVPFRVQIDTFKONDNGEYTEHLHSASCQIKVFKPKGADRKOQKTDREKMEKRTA
QEKEKYQPSYETTILTECSPWPDMAYQVNSAPSPSYNGSPNSFGLGEGNSSPTHPVETLP
LGNDHLLPSASTIQDAQQWLHRNRFSQFCRLFASFSGADLLKMSRDDLVQICGPADGIRLE
NATIKGRNVRPKMTIYVCQELEQNRAPLOQKRDGGGDSSLCVYHAIFLEELTTLELVEKIA
NLYSISPQHIHRVYRQGPTGIHVVVSNEMVONFQODESCFILSTLKAESNDGYHVILKCGL

>Homo sapiens GRHL1 (ENSP 324693)
MTQEYDNKRPVLVLONEALYPOQRRSYTSEDEAWKSFLENPLTAATKAMMSINGDEDSAAA
LGLLYDYYKVPRERRSSTAKPEVEHPEPDHSKRNSIPIVTEQPLISAGENRVQVLKNVPF
NIVLPHGNQLGIDKRGHLTAPDTTVIVSIATMPTHSIKTETQPHGFAVGIPPAVYHPEPT
ERVVVEDRNLNTDQFSSGAQAPNAQRRTPDSTFSETFKEGVQEVFFPSDLSLRMPGMNSE
DYVFDSVSGNNFEYTLEASKSLROKPGDSTMTYLNKGQFYPITLKEVSSSEGIHHPISKV
RSVIMVVFAEDKSREDQLRHWKYWHSROHTAKQRCIDIADYKESEFNTISNIEETAYNAIS
FTWDINDEAKVFISVNCLSTDFSSQKGVKGLPLNIQVDTYSYNNRSNKPVHRAYCQIKVEF
CDKGAERKIRDEERKQSKRKVSDVKVPLLPSHKRMDITVFKPEFIDLDTQPVLEFIPDVHFA
NLORGTHVLPIASEELEGEGSVLKRGPYGTEDDFAVPPSTKLARIEEPKRVLLYVRKESE
EVFDALMLKTPSLKGLMEAISDKYDVPHDKIGKIFKKCKKGILVNMDDNIVKHYSNEDTEF
QLOIEEAGGSYKLTLTETI

>Callithrix jacchus GRHLI (ENSCJAP 11987)
MTQEYDNKRPVLVLONEALYPQRRSYTSEDEAWKSFLENPLTAATKAMMSINGDEDSAAA
LGLLYDYYKVPRERRSSTAKPEVEHPEPDHSKRNSIPIVTEQPLISAGENRVQVLKNVPF
NIVLPHGNQLGIDKRGHLTAPDTTVIVSIATMPTHSIKTETQPHGFAVGIPPAVYHPEPT
ERVVVEFDRNLNTDQFSSGAQAPNAQRRTPDSTFSETFKEGIQEVFFPSDLSLRMPGMNSE
DYVFDSVSGNNFEYTLEASKSLROKPGDSTMTYLNKGQFYPITLKEVSSNEGVHHPISKV
RSVIMVVFAEDKSREDQLRHWKYWHSROHTAKQRCIDIADYKESEFNTISNIEETAYNAIS
FTWDINDEAKVFISVNCLSTDEFSSQKGVKGLPLNIQIDTYSYNNRSNKPVHRAYCQIKVFE
CDKGAERKIRDEERKQSKRKVSDVKVPLLPSHKRMDITVFKPFLDLDTQPVLEFIPDVHFA
NLORGTHVLPIASEELEGEGSALKRGPYGTEDDFSVPPSTKLSRIEEPKRVLLYVRKESE
EVFDALMLKTPSLKGLMEAISDKYDVPHDKIGKIFKKCKKGILVNMDDNIVKHYSNEDTEFE
QLOIEEAGGSYKLTLTET

>Mus musculus_GRHL1 (ENSMUSP 82689)

MTQEYDNKRPVLVLONEALYPQRRSYTSEDEAWKSFLENPLTAATKAMMSINGDEDSAAA
LGLLYDYYKVPRERRSSAVKPEGEHPEPEHSKRNSIPNVTEQPLISAGENRVQVLKNVPE
NIVLPHSNQLGIDKRGHLTAPDTTVIVSIATMPTHSIKTEIQPHGFAVGIPPAVYHSEPT
ERVVVFDRSLSTDQFSSGTQPPNAQRRTPDSTFSETFKEGVQEVFFPSELSLRMPGMNSE
DYVEFDNVSGNNFEYTLEASKSLROKQGDSTMTYLNKGQFYPVTLKEGSSNEGIHHPISKV
RSVIMVVFAEDKSREDQLRHWKYWHSRQHTAKQRCIDIADYKESEFNTISNIEETAYNAIS
FTWDINDEAKVFISVNCLSTDESSQKGVKGLPLNIQIDTYSYNNRSNKPVHRAYCQIKVFE
CDKGAERKIRDEERKQSKRKVSDVKVQLLPSHKRTDITVFKPFLDLDTQPVLEFIPDVHFET
NLORGSHVLSLPSEELEGEGSVLKRGPFGTEDDFGVPPPAKLTRTEEPKRVLLYVRKESE
EVFDALMLKTPSLKGLMEAISDKYDVPHDKIGKIFKKCKKGILVNMDDNIVKHYSNEDTEFE



QLOIEEAGGSYKLTLTETI

>Rattus norvegicus_ GRHL1 (ENSRNOP 68887)
NSIPNVTEQPLISAGENRVQVLKNVPENIVLPHSNQLGIDKRGHLTAPDTTVTVSIATMP
THSIKTEIQPHGFTVGIPPAVYHSEPTERVVVFDRSLSTDQFSSGPQPPNAQRRTPDSTF
SETFKEGVQEVFFPSELSLRMPGMTSEDYVEDSVSGNNFEYTLEASKSLRQKQGDSTMTY
LNKGQFYPVTLKEVSSNEGIHHPISKVRSVIMVVFAEDKSREDQLRHWKYWHSRQHTAKQ
RCIDIGEWPRSPPTSRRLQCPASQVLLLLATIINFLLKVFISVNCLSTDEFSSQKGVKGLPL
NIQIDTYSYNNRSNKPVHRAYCQIKVFCDKGAERKIRDEERKQSKRKVSDVKVQLLPSHK
RTDITVFKPFLDLDTQPVLFIPDVHFTNLOQRGSHVLSLPTEELEGDGSVLKRGPFGTEDD
FGVPPPAKLARTEEPKRVLLYVRKESEEVFDALMLKTPSLKGLMEAISDKYDVPHDKIGK
IFKKCKKGILVNMDDNIVKHYSNEDTFQLQIEEAGGSYKLTLTET

>Bos taurus_ GRHL1 (ENSBTAP 9846)
MTQEYDNKRPVLVLONEALYSQRRSYTSEDEAWKSFLENPLTAATKAMMS INGDEDSAAA
LGLLYDYYKVPRERRSSAAKADVEHAEPDHSKRNVPNVTEQPLISAGENRVQVLKNVPEN
IVLPHGNQLGIDKRGHPTAPDTTVTVSISAMPTHAIKTESQPHGFTVGIPPAVYHPEPTE
RVVVEDRNLNADQFGSGAQPPNAQRRTPDSTEFSETFKEGVQEVFFPSDLSLRMPGMNSED
YVEDSVSGNNFEYTLEASKSLRQKPGDSTMTYLNKGQFYPVTLKEVSGSEAVHHPIGKVR
SVIMVVFAEDKSREDQLRHWKYWHSRQHTAKQRCIDIADYKESFNTISNIEEIAYNAISFEF
TWDINDEAKVFISVNCLSTDESSQKGVKGLPLNIQIDTYSYNNRSNKPVHRAYCQIKVEC
DKGAERKIRDEERKQSKRKGKCTDPSSQLNAFSDVKVPLLPSHKRMDITVEFKPEFIDLDTQ
PVLFIPDVHFASLORGAHVLPIASEELEGEGSSLKRGPYSAEDDFVIPPPAKLTRVEEPK
RVLLYVRKESEEVFDALMLKTPSLKGLMEAISDKYDVPQEKIGKIFKKCKKGILVNMDDN
IVKHYSNEDTFQLOMEESGGSFKLTLTET

>Xenopus tropicalis GRHL1 (ENSXETP 15285)
MTQDYDNKRPVLVLONDGLYQORRSYTSEDEAWKSFLENPLTAATKAMMS INGDEDSAAA
LGLLYDYYKVPRERRPSAAKQEHDHADQEHNKRNGLPQINEQALLSENRVQVLKTVPENTI
VVPLANQVDKRGHLTTPDTTAAVSITSLPAHPIKTESQSHCFSVGLQSVFHTEPTERIVT
FDRTVPSDHEFTSNSQPPNSQRRTPDSTFSETYKEDVPEVEFEFPPDLSLRMGSMNSEDYVED
SVAGNNFEYTLEASKSLRPKPGDSTMTYLNKGQFYPITLKEIGGNKGIHHPISKVRSVIM
VVFADDKSREDQLRHWKYWHSRQHTAKQRCIDIADYKESFNTISNIEETAYNAISFTWDL
NDEGKVEISVNCLSTDFSSQKGVKGLPLNLQIDTYSYNNRSNKPVHRAYCQIKVECDKGA
ERKIRDEERKQSKRKVQDVKVGLPPSHKRTDITVFKPMMDLDTQPVLEFIPDVHFANLORT
THVLPIAPEDMEGELSSPGMKRVPFSPEEDFTAPPAKLPRVDEPKRVLLYVRRETEEVED
ALMLKTPTLKGLMEAVSDKYEVPIEKIGKIFKKCKKGILVNMDDNIIKHYSNEDTFQLQT
EESGGSYKLTLTEI

>Danio rerio GRHLI (ENSDARP 124180)
MSQEHENKRAVLVLPNDPAYNQRRPYTSEDEAWKSFLENPLTAATKAMMSINGDEDSAAA
LGLLYDYYKVPRDKRTISQQKTDVLGSDVDPNKRNMLTPLQETSMQLGDNRIQVLKGVPL
NIVLPGNQHVQODKRGLEFPSPDTTVITVSIAPVASNSVKTEGPSHGFSVTVPNPHCAEPDSH
TVVEFDRQLPHNQFSPNTQPRTPDSTFPENPDVESFPGDLOQLRMGPITQDDYGTEFDTVSGN
NFEYILEASKSLRQKSGDGTMTYLNKGQFYPITLRETDNGKLLQGPICKVRSVVMVVFEGE
EKSRDDQLKHWKYWHSRQHTAKQRCIDIADYKESEFNTISNIEEISYNAISFTWDISEEAK
IFISVNCLSTDFSSQKGVKGLPLNIQIDTYSYNNRSNKPIHRAYCQIKVFCDKGAERKIR
DEERKQSRRKGKCPDVNPPLGNFGADVKVPLLHKRTDMTVFRTLTDFETQPVLFIPDIHF
STFQRHAFTAEDSEEGSAMKRLPYTEEEFGSPPNKLARMDEPKRVLLYVRRETEEVFDAL
MLKTPTLKGLVEAISEKYEVSLEKIGKVYKKCKKGILVNMDDNIIKHYSNEDTFQIQMEE
MGGMIKLTLTEIE

>Takifugu rubripes GRHL1 (ENSTRUP_ 34820)

MSQEHDNKRAVLVLONEPGYGGQRRSFTTEDEAWKSFLENPLTAATKAMMSINGDEDSAA
ALGLLYDYYKVPREKRTIPONKPEALICDVDPNKRHQLQAGHSITSLHDVGMENKIQVVK
GPFNILQLAQDKRSQFSSPDTTVIVSIATVPNYPPIKTEVPSHSFSVTMPNNCAETDGHA
GVFERQLAHNGVQFSPSTQSCTPPDSTFPESFKDSSQEVFSFPGELQLRMSSIASEEYPQ
FDAAPGNNFEYTLEASKSLROQKTGDGTMTYLNKGQFYPITLREIDNKGIQQPITKVRSVV
MVVFGEEKCRDDQLKHWKYWHSRQHTAKQRCLDIADYKESFNTIGNIEEISYNAISETWD
TSDEAKIFISVNCLSTDFSSQKGVKGLPLNLQIDTYSYNNRSNKPIHRAYCQIKVFECDKG
AERKIRDEERKQSRRKVADVKVPILQKRNDVTIFKMMTDFETQPILFIPDIHEFSTFQRHG



QYTLKAASETEEGEESSSGMKRLPEFSDDEFASPPNKMAREEEPKKVLLYVRKETEEVEDA
VMLKDPSLKGLVEAISEKYELPLEKIGKVYKKCKKGILVHMDDNIIRHYSNEDTFQITME
ELGGMYKLTLTET

>Tetraodon nigroviridis GRHLI1 (ENSTNIP 20455)
MSQEHDNKRAVLVLONEPGYGGORRSFTTEDEAWKSFLENPLTAATKAMMS INGDEDSAA
ALGLLYDYYKVPREKRTIPQONKPEALICDVDPNKRHQIQAGHSIVPVHDAGVENKIQVVK
GPFNILQLAQDKRGQFSSPDTTVTIVSIAAVPNYQPIKTEGPSHSFSVSIPNSCAETDGHV
GVEFDRQLAHNGVPFSPGAQSRTPPDSTFPESFKDGSQEVFSFPGDLOLRMSSIASEEYPP
FDAVPGNNFEYTLEASKSLRQKTGDGTMTYLNKGQFYPITLREIDNKTVQQPITKVRSVV
MVVEFGEEKCRDDQLKHWKYWHSROHTAKQRCLDIADYKESFNTIGNIEEISYNAISETWD
TNDEAKIFISVNCLSTDFSSQKGVKGLPLNLQIDTYSYNNRSNKPTHRAYCQIKVECDKG
AERKIRDEERKQSRRKVVDVKVPILOKRNDVTVEFKMMTDFETQPILFIPDIHFSTFQRHA
VPVSAQSSAHCSSGIKRLPFSDDEFASPPSKMAREEEPKKATVLLYVRKEAEEVFDAVML
KNPTLKGLVEAISEKYELPLEKMGKVYKKCKKGILVHMDDNITIKHYSNEDTFQITVEELG
GMYKLTLTET

>Gasterosteus aculeatus GRHL1 (ENSGACP 116609)
MSQEHDNKRAVLVLONEPGYAGQRRSFTTEDEAWKSFLENPLTAATKAMMS INGDEDSAA
ALGLLYDYYKVPRDKRTITQSKPEALVCDVDPNKRHQIQLGHPIPLOEGGLENRIQVLKG
PFNILQLAQDKRAQFASPDTTVTIVSIAAVPNYTTVKTEGPAHGEFSVTVPNNCAETAGHVG
VYDRQLAHNVVQFSPGTHTRTPPDSTFSESYKDGSQEVYSFPGDIQLRMAMSPEDYTPEN
TVLGNNFEYTLEASKSLROKSGDGTMTYLNKGQFYPITLREADHKAMQQPITKVRSVVMV
VFGEEKCRDDQLKHWKYWHSRQHTAKQRCLDIADYKESEFNTIGNIEEISYNAISFTWDTN
EEAKIFISVNCLSTDFSSQKGVKGLPLNLOIDTYSYNNRSNKPIHRAYSHIKVEFCDKGAE
RKIRDEERKQTRRKVADAKVPLLOKRNDVTFFKTMSDHETQPVLFIPDIHFSTFQROFPM
QPFPTEDVEESSGMKRLPFSDEEFGSPPNKMARGGEPKKVLLYVRKEAEEVEDALMLKNP
TLKGLVEAISEKYELPLDKVGKVYKKCKKGILVHMDDNIIKHYSNEDTFQITMEEMGGMY
KLTLTETI

>Oryzias latipes GRHLI1 (ENSORLP 19084)
MSQEHDNFIPSKRAVVVLONKQGYGNQRRSFTTEDEAWKSFLENPLTAATKAMMS INGDE
DSAAALGFLYDYYEVPRDKRTIHQPKTELLASDVDPNKRQGKSSLEICLQEANMDNRVQV
LKTPINILOLTSDKRTHFPSPDTTVTIVSIATVPNYQSVKTEGPSHGEFSVTVPNNCNDAGV
FDROLNONATIQFSPSTQSRTPPDSTFPESFKDGSQEEVEFKHPPPQVKMEFAFDONCSNNFE
YSLEASKSLROKTGDGTMTYLNKGQFYPITLREVDNKGIQQPITKVRSVVMVVEGEEKCR
EDQLKHWKYWHSRQHTAKQRCLDIADYKESENTIDNIEEISYNAISFTWDTNEEAKIFIS
VNCLSTDEFSSQKGVKGLPLNLOIDTYSYNNRSNKPIHRAYCQIKVFCDKGAERKIRDEER
KQSRRKGKVPDLSCNPPFADMKVPILOQKRNDVTIFKMMNDLETQPVLFIPDIHFSALQRH
PMKSYNPFSAEEGEDRYVSHLLYISDDEFAPPPNKMPRVDEPKKVLLYVRKETEEVEDAL
MLKNPTLKGLMEAISEKYELPLDKIGKVYKKCKKGILVHMDDNIIKHYSNEDTFQITMED
QGGTYKLTLTET

>Homo sapiens_ GRHLZ2 (ENSP_251808)
MSQESDNNKRLVALVPMPSDPPENTRRAYTSEDEAWKSYLENPLTAATKAMMSINGDEDS
AAALGLLYDYYKVPRDKRLLSVSKASDSQEDQEKRNCLGTSEAQSNLSGGENRVQVLKTV
PVNLSLNQDHLENSKREQYSISFPESSAIIPVSGITVVKAEDFTPVFMAPPVHYPRGDGE
EQRVVIFEQTQYDVPSLATHSAYLKDDOQRSTPDSTYSESFKDAATEKFRSASVGAEEYMY
DOTSSGTFQYTLEATKSLROKQGEGPMTYLNKGQFYAITLSETGDNKCFRHPISKVRSVV
MVVESEDKNRDEQLKYWKYWHSROQHTAKQRVLDIADYKESENTIGNIEEIAYNAVSETWD
VNEEAKIFITVNCLSTDESSQKGVKGLPLMIQIDTYSYNNRSNKPIHRAYCQIKVECDKG
AERKIRDEERKQNRKKGKGQASQTQCNSSSDGKLAAIPLOKKSDITYFKTMPDLHSQPVL
FIPDVHFANLQRTGQVYYNTDDEREGGSVLVKRMFRPMEEEFGPVPSKOMKEEGTKRVLL
YVRKETDDVFDALMLKSPTVKGLMEAISEKYGLPVEKIAKLYKKSKKGILVNMDDNIIEH
YSNEDTFILNMESMVEGEFKVTLMET

>Gorilla gorilla GRHLZ (ENSGGOP 27105)

MSQESDNNKRLVALVPMPSDPPENTRRAYTSEDEAWKSYLENPLTAATKAMMSINGDEDS
AAALGLLYDYYKVPRDKRLLSVSKASDSQEDQEKRNCLGTSEAQSNLSGGENRVQVLKTV
PVNLSLNQDHLENSKREQYSISFPESSAIIPVSGITVVKAEDFTPVFMAPPVHYPRGDGE
EQRVVIFEQTQYDVPSLATHSAYLKDDQRSTPDSTYSESFKDATTEKFRSASVGAEEYMY



DOTSSGTFQYTLEATKSLROQKQGEGPMTYLNKGQFYAITLSETGDNKCFRHPISKVRSVV
MVVESEDKNRDEQLKYWKYWHSROQHTAKQRVLDIADYKESEFNTIGNIEEIAYNAVSETWD
VNEEAKIFITVNCLSTDESSQKGVKGLPLMIQIDTYSYNNRSNKPIHRAYCQIKVECDKG
AERKIRDEERKQNRKKGKGQASQTQCNSSSDGKLAAIPLOKKSDITYFKTMPDLHSQPVL
FIPDVHFANLQRTGQVYYNTDDEREGGSVLVKRMFRPMEEEFGPVPSKOMKEEGTKRVLL
YVRKETDDVFDALMLKSPTVKGLMEAISEKYGLPVEKIAKLYKKSKKGILVNMDDNIIEH
YSNEDTFILNMESMVEGFKVTLME I

>Mus musculus_GRHLZ2 (ENSMUSP 22895)
MSQESDNNKRLVALVPMPSDPPENTRRAYTSEDEAWKSYLENPLTAATKAMMSINGDEDS
AAALGLLYDYYKVPRDKRLLSVSKASDSQEDQDKRNCLGTSEAQINLSGGENRVQVLKTV
PVNLCLSQDHMENSKREQYSVSITESSAVIPVSGITVVKAEDFTPVFMAPPVHYPRADSE
EQRVVIFEQTQYDLPSIASHSSYLKDDQRSTPDSTYSESFKDGASEKFRSTSVGADEYTY
DOTGSGTFQYTLEATKSLROQKQGEGPMTYLNKGQFYAITLSETGDNKCFRHPISKVRSVV
MVVFESEDKNRDEQLKYWKYWHSROQHTAKQRVLDIADYKESFNTIGNIEETIAYNAVSFTWD
VNEEAKIFITVNCLSTDFSSQKGVKGLPLMIQIDTYSYNNRSNKPIHRAYCQIKVFCDKG
AFERKIRDEERKQNRKKGKGQASQAQCNNSSDGKMAATIPLOKKSDITYFKTMPDLHSQPVL
FIPDVHFANLQRTGQVYYNTDDEREGSSVLVKRMFRPMEEEFGPTPSKQIKEENVKRVLL
YVRKENDDVEFDALMLKSPTVKGLMEALSEKYGLPVEKITKLYKKSKKGILVNMDDNIIEH
YSNEDTFILNMESMVEGFKITLMEI

>Felis catus GRHLZ (ENSFCAP_4592)
LNKEQSSTKRLVALVPMPSDPPFNTRRAYTSEDEAWKSYLENPLTAATKAMMSINGDEDS
AAALGLLYDYYKVPRDKRLLSVSKASDSQEEPDKRNCLGTTEAQNNLTGGENRVQVLKTV
PVNLSLNODHLENSKREQYSTNISESPAITPVSGITVVKAEDFTPVFMAPPVHCPRGDGE
EQRVLIFEQTQYGVPSMASHSTYLKDDORSTPDSTYSESFKDGTAEKFRSASVGAEEYMY
DOASSGTFQYTLEATKSLRQKQGEGPMTYLNKGQFYAITLSETGDNKCFRHPISKVRSVV
MVVESEDKNRDEQLKYWKYWHSROHTAKQRVLDIADYKESFNTIGNIEEIAYNAVSETWD
VNEEAKIFITVNCLSTDFSSQKGVKGLPLMIQIDTYSYNNRSNKPIHRAYCQIKVEFCDKG
AERKIRDEERKQONRKKGKGQPSQTQCNNSSDGKLAATPLQKKSDITYFKTMPDLHSQPVL
FIPDVHFANLORTGQVYYNTDDEREGSSVLVKRMFRPMEEEFGPAPSKQOMKEEGMKRVLL
YVRKETDDVFDALMLKSPTVKGLMEAISEKYGLPVEKIAKLYKKSKKGILVNMDDNITEH
YSNEDTFILNMESMVEGFKITLMET

>Xenopus tropicalis GRHLZ (ENSXETP 14534)
MSQETDNKRLVVLVPNDAVENPRRAYTSEDEAWKSYLENPLTAATKAMMSINGDEESAAA
IGLLYDYYKVPREKRLLSLNKINEGHEDQDKRNCLPANETPSNLSTGENRVQVLKTVPVN
LSLNNDTVESSNREKYTTSLSESPQPAPASAVTVVKAEEFTPVFMAPSVPYRSDGEEPRG
VIFEQTHFGVHSITTHSDYLKDDQRSTPDSTYNESFKETTEIFVPSQKYRTPSVGTEEFL
YEQTASSTFQYTLEATKSLRQKQGEGPMTYLNKGQFYAITLSETGANKCFRHPISKVRSV
IMVVEFSEDKNRDEQLKYWKYWHSROQHTAKQRVLDIADYKESEFNTIGNIEEIAYNAVSETW
DVNEEAKIFITVNCLSTDFSSQKGVKGLPLMIQIDTYSYNNRSNKPIHRAYCQIKVFCDK
GAERKIRDEERKQNRKKGKSQAAQAQCNNSADGKLSAVPLOKKSDITFFKTMTDLDVQPV
LFIPDVHFGNLQRTGQVEFYNTDDDIEGSGVLVKRLLRPVDEDYGPPAPKQMKEGSRKVLL
YVRKETDEVFDALMLKYPTVKGLLEAISEKYGIPVEKIVKIYKKSKKGILVNMDDNIIEH
YSNEDTFILNVESLAEQGYKITLTEI

>Takifugu rubripes GRHL2 (ENSTRUP 4868)

MSQETDNKRLVVVVPNESSYPSVRRAYTSEDEAWRSYLENPLTAATKAMMSINGDEDSAN
ALGLLYDYYKVPKEKRLLPVSKVSEITEEQEKRSTLTSNPSSQSEAESVDNHVQVLKSVP
VNLSLSTEPQEAKREPFTGSSGPAGAAGDGVSSTLTVVKAEMYAPVEFMAGTGLHYRMEEE
EPASRVIYEHNPYDVTTVGHSSYVKEDQRSPPDSPYEEERDGTDDFLFPQERICRIIKSEFE
GFNSVVGACSDSFQYTLDATRSLRQKQOQGEVPMTYLNKGQFYAVTLNELSANKRLRQPISK
VRSVIMVVESEDKNRDEQLKYWKYWHARQHTAKQRVLDIADYKESEFNTISNIEEIAYNAT
SFTWDVNEEAKIFITVNCLSTDEFSSQKGVKGLPLMIQIDTYSYNNRSNKPLHRAYSQIKV
FCDKGAERKIRDEERKLLRKKSKEGKTNPTVQLRMEFVSSGKDGGVGVITIPKKSDTTFEFFEFK
TLTNLEAQPVLFIPDVHFGNLQRAGQVFAFNTEEIERDGGVLVKRMFRPSDEDLCPSPHK
QLKEDTQKRVLLYVRKETDEVFDALMLKSPTLGGLMDAISEKYGVPTERIAKVYKKSKKG
ILVNMDDNITEHYSNEDTFILDIDSYADALKITLTET

>Tetraodon nigroviridis GRHLZ (ENSTNIP 12011)



MSQETDSKRLVVVVPNESSFPAVRRAYTSEDEAWRSYLENPLTAATKAMMS INGDEDSAN
ALGLLYDYYKVVPKEKRLLPVSKVSETTDEQTKRSALASNPSGQOSVAEAVDNHVQVLKSV
PVNLSLSTEPQEAKREPFTALTVVKAEMYAPVFMTGTGLHYRMEKEEEQASRVIYEQNPE
EATTGSHTSYVKEDQRSPPDSPFQEEQDGSAQKYHPPSALVTEDFLFPQEGVDSEFQYTLD
ATRSLROQKQGEGPMTYLNKGQFYAVTLNELSANKRLRQPISKVRSVIMVVESEDKNRDEQ
LKYWKYWHARQHTAKQRVLDIADYKESENTISNIEETAYNAISFTWDVNEEAKIFITVNC
LSTDFSSQKGVKGLPLMIQMDTYSYNNRSNRPLHRAYSQIKVFCDKGAERKIRDEERKLL
RKKSKGLGAEARADVGKDGGVGVMAVPKKSDTTFFKTMTNLEAQPVLEFIPDVHEGNLORA
GQVFAFNTEEMEREGGLLVKRMFRPSDEDLCPSPHKQLKEETQKRVLLYVRKEADEVEDA
LMLKSPTLRGLMDAISEKYGVPTERIAKVYKKSKKGILVNMDDNIIEHYSNEDTFILDID
SYADALKITLTEI

>Gasterosteus aculeatus GRHL2 (ENSGACP 4851)
MSQETDNNNNKRLVVVVPNESSYPAVRRAYTSEDEAWRSYLENPLTAATKAMMSINGDED
SANALGLLYDYYKVPKEKRLLPVPKVLEITEEQQKRSALPGNPDSQSEAETVDNRVQVLK
SVPVNLSLNTEPQEHKREHFSSLTEAAPGNGGSAAAVKAEAYAPVFMTGAGLHYRGEGEE
SSRVIYEQAAYEVTTVSHSSYGKEDQLSPPDSPYAEERDGMT IKKFHAPSSLATEDFLLH
QEGVDGFQYTLDATRSLROQKQGEGPMTYLNKGQFYGVTLNELSASKRLRHPISKVRSVVM
VVESEDKNRDEQLKYWKYWHSRQHTAKQRVLDIADYKESENTIGNIEEIAYNAISFTWDV
NEEAKIFITVNCLSTDEFSSQKGVKGLPLMIQIDTYSYNNRSNKPLHRAYSQIKVFEFCDKGA
ERKIRDEERKLFRKKSKDIAMSCEFCNNSKDGGVGVITVPKKADTTYFKTMSDLEAQPVLE
IPDVHEFGNLQRAGQVFTFNTEEIEREGSVLVKRMFRRSDEDVCPSPHKQIKEETHKRVLL
YVRKETDEVFDALMLKSPTLRGLMDAISEKYGVATERIANVYKKSKKGILVNMDDNIIEH
YSNEDTFILSIDSYADAYKVTLMEI

>Oryzias latipes GRHLZ (ENSORLP 3636)
MSQETDKFSDSKRLVVVVPNENSFPAMRRAYTSEDEAWRSYLENPLTAATKAMMSINGDE
DSANALGLLYDYYKVPKEKRLLQIPKVAEVIEEQEKRSMLPSNSSNQSEPETLDNRVQVL
KSLPVNLSVNTEPQEAKREPFSTSTEPGSADAGSPPHAMVKAEGFPSVFMPGAGLHYRGE
GEEPTRVVFEQSPYEATTVSHSTYLKEDQKSPPDSPYDEDTDGHSKOKYHSSSSLAPDDF
LFHEAGVDSFQYTLDATRSLROQKQGEGPMTYLNKGQFYAVTLNELSANKRLRHPISKVRS
VIMVVESQDKNRDEQLKYWKYWHSROHTAKQRVLDIADYKESENTINNIEETAYNATISET
WDVNEEAKLFFIVFLFLSSSSVSSGVSHLPHHNRSGEFAGQSNAVRPLHRLFCHLSVEFEFP
SQGAERKIRDEERKLFRKKSKGMTPSVSYINESKDSNVGVITVPKKSDTTYFKTMTDLEA
QPVLFIPDVHFGTLORAGQVFAFNTEEMDREGGVLVKRMFRPSDEDLCPSPLKQIKEETH
KRVLLYVRKETEEVFDALMLKSPTLRGLMDAISEKYGVPTERIAKVYKKSKKGILVNMDD
NITEHYSNEDTFILNIESCADSFKIILTEI

>Homo sapiens_ TFCP2 (ENSP_257915)
MAWALKLPLADEVIESGLVQDFDASLSGIGQELGAGAYSMSDVLALPIFKQEESSLPPDN
ENKILPFQYVLCAATSPAVKLHDETLTYLNQGOSYEIRMLDNRKLGELPEINGKLVKSIFE
RVVFHDRRLQYTEHQQLEGWRWNRPGDRILDIDIPMSVGIIDPRANPTQLNTVEFLWDPA
KRTSVFIQVHCISTEFTMRKHGGEKGVPFRVQIDTFKENENGEYTEHLHSASCQIKVFKP
KGADRKQKTDREKMEKRTPHEKEKYQPSYETTILTECSPWPEITYVNNSPSPGENSSHSS
FSLGEGNGSPNHQPEPPPPVTDNLLPTTTPQEAQOQWLHRNRFSTFTRLFTNEFSGADLLKL
TRDDVIQICGPADGIRLEFNALKGRMVRPRLTIYVCQESLQOLREQQOQOQQOOQOQQKHEDGDS
NGTFFVYHAIYLEELTAVELTEKIAQLFSISPCQISQIYKQGPTGIHVLISDEMIQNEQE
EACFILDTMKAETNDSYHIILK

>Callithrix jacchus TFCP2 (ENSCJAP 32500)
MAWALKLPLADEVIESGLVQDEFDASLSGIGQELGAGAYSMSDVLALPIFKQEESSLPPDN
ENKILPFQYVLCAATSPAVKLHDETLTYLNQGOSYEIRMLDNRKLGELPEINGKLVKSIF
RVVFHDRRLQYTEHQQLEGWRWNRPGDRILDIDIPMSVGIIDPRANPTQLNTVEFLWDPA
KRTSVFIQVHCISTEFTMRKHGGEKGVPFRVQIDTFKENENGEYTEHLHSASCQIKVFEKP
KGADRKQKTDREKMEKRTPHEKEKYQPSYETTILTECSPWPEITYVNNSPSPGENSSHSS
FSLGEGNGSPNHQPEPPPPVTDNLLPTTTPOQEAQOWLHRNRESTFTRLETNESGADLLKL
TRDDVIQICGPADGIRLENALKGRMVRPRLTIYVCQESLOLREQQOQOQOQOQQOQOKHEDGDS
NGTFFVYHAIYLEELTAVELTEKIAQLESISPCQISQIYKQOGPTGIHVLISDEMIQNEQE
EACFILDTMKAETNDSYHIILK

>Bos taurus_ TFCP2 (ENSBTAP 25713)



MAWALKLPLADEVIESGLVQODFDASLSGIGQELGAGAYSMSDVLALPIFKQEESSLPPDN
ENKILPFQYVLCAATSPAVKLHDETLTYLNQGQOSYEIRMLDNRKLGELPEINGKLVKSIF
RVVFHDRRLQYTEHQQLEGWRWNRPGDRILDIDIPMSVGIIDPRANPNQLNTVEFLWDPA
KRTSVFIQVHCISTEFTMRKHGGEKGVPEFRVQIDTFKENENGEYTEHLHSASCQIKVEKP
KGADRKQKTDREKMEKRTPHEKEKYQPSYETTILTECSPWPEITYVNNSPSPGEFNSSHSS
FSLGEGNGSPNHQPEPPPPVTDNLLPTTTPOQEAQOWLHRNRESTEFTRLETNESGADLLKL
TRDDVIQICGPADGIRLENALKGRMVRPRLTIYVCQESLOLREQQQOQONQOKHEDGDSN
GTFEVYHAIYLEELTAVELTEKIAQLESISPCQISQIYKQGPTGIHVLISDEMIQONFQEE
ACFILDTMKETNDSYHIILK

>Gallus gallus TFCP2 (ENSGALP 54348)
MAWALKLPLADEVIESGLVQDFDASLSGIGQELGAGAYSMSDVLALPIFKQEESSLPPEN
ENKILPFQYVLCAATSPAVKLHDETLTYLNQGQOSYEIRMLDNRKIGELPEINGKLVKSIF
RVVFHDRRLQYTEHQQLEGWRWNRPGDRILDIDIPMSVGIIDPRANPTQLNTVEEFLWDPS
KRTSVFIQVHCISTEFTMRKHGGEKGVPFRVQIDTFKENENGEYTEHLHSASCQIKVFKP
KGADRKQKTDREKMEKRTPHEKEKYQPSYETTILTECSPWPEITYVNNAPSPGENSSHSS
FSIGEGNGSPNHQPEPPPPIADNLLPTSTPQEAQOQWLHRNRFSTFSRLFRNFSGADLLKL
TREDVIQICGPADGIRLENALKGRMVRPRLTIYVCQESQOLOELQQKHEDGDAVTSTEFEV
YHAIYLEELTAVELTEKLAQLFSISSQQISQIYKQGPTGIHVLISDEMIQNFQODESCEVL
DTMKAETNDSYHIILK

>Anolis carolinensis TFCP2 (ENSACAP 12164)
MAWALKLPLADEVIESGLVQDEFDASLSGIGQELGAGAYSMSDVLALPIFKQEESNLPPDN
ENKILPFQYVLCAATSPAVKLHDETLTYLNQGQSYEIRMLDNRKMGELPELNGKLVKSIFE
RVVFHDRRLQYTEHQQLEGWRWNRPGDRILDIDIPMSVGIIDPRANPTQLNTVEFLWDPS
KRTSVFIQVHCISTEFTMRKHGGEKGVPFRVQIDTFKENENGEYTEHLHSASCQIKVEKP
KGADRKQKTDREKMEKRTPHEKEKYQPSYETTILTECSPWPEITYVNNVPSPGESSSHSS
FSISEGNGSPNHQPEPPAPIADNLLPTSTPQEAQOWLHRNREFSAFSRLEFTNFSGADLLKL
TREDVIQICGPADGIRLENALKGRMVRPRLTIYVCQESQQLSEQOQKHEDGDAANSTFEVY
HATIYLEELTAVELTEKIAQLEFSISAQQISQIYKQGPTGIHVLISDEMIQNFQDESCFILD
TMKAETNDSYHIILK

>Xenopus tropicalis TFCP2 (ENSXETP 21218)
MAWALKLPLADEVIESGLVQDEFDASLSGIGQELGAGAYSMSDVLALPIFKQEESSLPSEN
ENKILPFQYVLCTATSPAVKLHEETLTYLNQGQSYEIRMLDNRKMGELPELNGKLVKSIF
RVVFHDRRLOQYTEHQQLEGWRWNRPGDRILDIDIPMSVGIIDPRANPTQLNTVEFLWDPA
KRTSVFIQVHCISTEFTMRKHGGEKGVPFRVQIDTFKENENGEYTEHLHSASCQIKVFKP
KGADRKQKTDREKMEKRTPQEKEKYQPSYETTILTECSPWPEITYVSNAPSPGENSSHNS
FPIGEGNGSPNHQPEPPAPIVDVSAGLTPIQONLLPTSTPQEAQOWLHRNRFAAFSRLETN
FSGADLLKLTRDDVIQICGPADGIRLENALKGRMVRPRLTIYVCQESQQLREQQQOQHKHE
NGEAGNSAFYVYHAIYLEEMTAIELTEKIAQLEFSISPHQINQIYKQGPTGIHVLISDEIM
FNHLICFVLPLAETNDSYHITLK

>Danio rerio TFCP2 (ENSDARP_121618)
MAWALKLPLADEVIESGLVQDFDASLSGIGQELGAGAYSMSDVLALPIFKQEESNLPPES
DNKILPFQYVLCAATSPAVKLHDETLTYLNQGQOSYEIRMLDNRKMGELPEINGKMVKSII
RVVFHDRRLQYTEHQQLEGWRWNRPGDRILDLDIPMSVGVVDPRANPTQLNTVEFLWDPS
KRTSVFIQVHCISTEFTMRKHGGEKGVPFRIQIDTFKENEAGEYTEHLHSASCQIKVEFKP
KGADRKQKTDREKMEKRAPQEKEKYQPSYETTILTECSPWPEATYVNNSPSPGENSTHNS
FPVTEGNGSPSHQPEPVAQLADVSLSCHLLRRESESNONLLPTATPQEAQQWLHRNRFESP
FCRLFTNFSGADLLKLTREDVIQICGPADGIRLENALKGRVVRPRLTIYVCQESQQOAREQ
HOKHENGDGTNNTFFVYHAIYLEDLTAVELTEKLAQLFSISPRQISQIFKQGPTGIHVLV
SDEMIQONFQDEVCEVLDTMKAETNDGYHIILK

>Takifugu rubripes TFCP2 (ENSTRUP 38080)

MAWALKLPLTDEVIESGLAQDFDASLSGIGQELGAGAYSMSDVLALPIFKQEESSLPSEN
ENMILPFQYVLCAPTSPAVKLHDETLTYLNQGQSYEIRMLDNRKIGELPEITGKMVKSIT
RVVFHDRRLOQYTEHQQLEGWRWNRPGDRILDLDIPMSVGIIDPRANPTQLNTVEFLWDPS
KRTSVFIQVHCISTEFTMRKHGGEKGVPFRVQIDTFKENENEEYTEHLHSASCQIKVFKP
KGADRKQKTDREKMEKRAPQEKEKYQPSYETTILTECSPWPEATYVNNSPSPGENNTHNS
FPVSEGNGSPNHQPEPVVQVIDISKVSEFCLONLLPSATPODAQOWLLRNREFSPFCRLETN



FSGADLLKLTREDVIQICGPADGIRLENALKGRVVRPRLTIYVCQESQQTREQQVKHENG
DAAINTFFVYHAIYLEEPTAAELTEKLAQLENISPIQISQIFKQGPTGIHVLVSDEMIQON
FODEVCEFVLDTMKDDTNDGYHIILK

>Tetraodon nigroviridis TFCP2 (ENSTNIP 15497)
MAWALKLPLTDEVIESGLAQDFDASLSGIGQELGAGAYSMSDVLALPIFKQEESSLPSEN
ENMILPFQYVLCAPTSPAVKLHDETLTYLNQGQSYEIRMLDNRKIGELPEITGKMVKSIT
RVVFHDRRLOQYTEHQQLEGWRWNRPGDRILDLDIPMSVGIVDPRANPTQLNTVEFLWDPS
KRTSVFIQVHCISTEFTMRKHGGEKGVPFRVQIDTFKENENEEYTEHLHSASCQIKVEKP
KGADRKQKTDREKMEKRAPQEKEKYQPSYETTILTECSPWPEATYVNNSPSPGENNTHNS
FPVAEGNGSPNHQPEPVVPAIDNLLPSATPQDAQOWLLRNRFSPFCRLFTNFSGADLLKL
TREDVIQICGPADGIRLENALKGRVVRPRLTIYVCQESQQTREQQVKHENGDAAINTFEFEFV
YHAIYLEELTAAELTEKLAQLFNISPROQISQIFKQGPTGIHVLVSDEMIQNFODEVCEVL
DTMKDDTNDGYHIILK

>Gasterosteus aculeatus TFCP2 (ENSGACP 14466)
MAWALKLPLTDEVIESGLVQDFDASLSGIGQELGAGAYSMSDVLALPIFKQEESNLPPDN
ENKILPFQYVLCAATSPAVKLHDETLTYLNQGOSYEIRMLDNRKIGELPEINDKMAKSIT
RVVEFHDRRLOQYTEHQQLEGWRWNRPGDRILDLDIPMSVGIIDPRANPTQLNTVEFLWDPS
KRTSVFIQVHCISTEFTMRKHGGEKGVPFRIQIDTFKENENEEYTEHLHSASCQFKVEKP
KGADRKQKTDREKMEKRTPQEKEKYQPSYETTILTECCPWPEVTYVGNSPSPGENSTPNS
FPVPEGNGSPNHQPEPVVQVADNLLPTATPQDAQQWLLRNREFSPYCRLFTNFSAGADLLK
LTREDVIQICGPADGIRLENALKGRVVRPRLTIYVCQESQQPREQQPKHENGDAAANTEF
VYHAIYLEELTAAELTEKLAQLENISPRQINQIFKQGPTGIHVLVSDEMIQNYQDEVCEV
LDTMKDDTNDGYHITILK

>Oryzias latipes TFCPZ2 (ENSORLP_19587)
MAWALKLPLTDEVIESGLVQDEFDASLSGIGQELGAGAYSMSDVLALPIFKQEESNLPADN
ENKILPFQYVLCAATSPAIKLHDETLTYLNQGOSYEIRMLDNRKIGELPEITGKMVKSII
RVVFHDRRLOQYTEHQQLEGWRWNRPGDRILALDIPMSVGIIDPRANPTQLNTVEFLWDPS
KRTSVFIQVHCISTEFTMRKHGGEKGVPFRIQIDTFKENESGEYTEHLHSASCQVKVEKP
KGADRKQKTDREKMEKRTPQEKEKYQPSYETTILTECSPWPEVTYVNNSPSPGENSSHNS
FPVAEGNGSPSHQPEPVVPVADNLLGTATPQDTQOWLLRNREFSPFCRLEFTNEFSVGADLLK
LTREDVIQICGPADGIRLENALKGRAVRPRLTIYVCQESQQAREQQPKHENGDAASTEYV
YHATIYLEELTSTELTEKLAQLFNISPROINQIFKQGPTGIHVLVSDEMIQNFQDEVCEVL
DTMKDETSDAYHIILK

>Homo sapiens_ UBPI1 (ENSP_283628)

MAWVLKMDEVIESGLVHDFDASLSGIGQELGAGAYSMSDVLALPIFKQEDSSLPLDGETE
HPPFQYVMCAATSPAVKLHDETLTYLNQGOSYEIRMLDNRKMGDMPEINGKLVKSIIRVV
FHDRRLOQYTEHQQLEGWKWNRPGDRLLDLDIPMSVGIIDTRTNPSQLNAVEFLWDPAKRT
SAFIQVHCISTEFTPRKHGGEKGVPFRIQVDTFKONENGEYTDHLHSASCQIKVEFKPKGA
DRKQKTDREKMEKRTAHEKEKYQPSYDTTILTEMRLEPITEDAVEHEQKKSSKRTLPADY
GDSLAKRGSCSPWPDAPTAYVNNSPSPAPTFTSPQOSTCSVPDSNSSSPNHQGDGASQTS
GEQIQPSATIQETOOWLLKNREFSSYTRLESNEFSGADLLKLTKEDLVQICGAADGIRLYNS
LKSRSVRPRLTIYVCREQPSSTVLOGQOQAASSASENGSGAPYVYHAIYLEEMIASEVAR
KLALVENIPLHQINQVYRQGPTGIHILVSDOMVONFQODESCFLFSTVKAESSDGIHIILK

>Pan troglodytes UBP1 (ENSPTRP 25410)

MAWVLKMDEVIESGLVHDFDASLSGIGQELGAGAYSMSDVLALPIFKQEDSSLPLDGETE
HPPFQYVMCAATSPAVKLHDETLTYLNQGQSYEIRMLDNRKMGDMPEISGKLVKSIIRVV
FHDRRLQYTEHQQLEGWKWNRPGDRLLDLDIPMSVGIIDTRTNPSQLNAVEFLWDPAKRT
SAFIQVHCISTEFTPRKHGGEKGVPFRIQVDTFKONENGEYTDHLHSASCQIKVFKPKGA
DRKOQKTDREKMEKRTAHEKEKYQPSYDTTILTEMRLEPITEDAVEHEQKKSSKRTLPADY
GDSLAKRGSCSPWPDAPTAYVNNSPSPAPTFTSPQQSTCSVPDSNSSSPNHQGDGASQAS
GEQIQPSATIQETQOWLLKNREFSSYTRLESNFSGADLLKLTKEDLVQICGAADGIRLYNS
LKSRSVRPRLTIYVCREQPSSTVLQGQOQAASSASENGSGAPYVYHATIYLEEMIASEVAR
KLALVENIPLHQINQVYRQGPTGIHILVSDOMVONEFQDESCFLESTVKAENSDGIHIILK

>Mus musculus_UBP1 (ENSMUSP 81946)
MAWVLSMDEVIESGLVHDFDSSLSGIGQELGAGAYSMSDVLALPIFKQEDSSLSLEDEAK



HPPFQYVMCAATSPAVKLHDETLTYLNQGQOSYETRMLDNRKMGDMPELSGKLVKSIIRVV
FHDRRLQYTEHQQOLEGWKWNRPGDRLLDLDIPMSVGIIDTRTNPSQLNAVEFLWDPAKRT
SAFIQVHCISTEFTPRKHGGEKGVPEFRIQVDTFKONENGEYTDHLHSASCQIKVEFKPKGA
DRKOKNDREKMEKRTAHEKEKYQPSYDTTILTEMRLEPITEDAVEHEQKKSSKRTLPADY
GDSLAKRGSCSPWPDTPTAYVNNSPSPAPTEFTSSQPSTCSVPDSNSSSPNHQGDGAAQAS
GEQIQPSATTQETQOWLLKNREFSSYTRLESNESGADLLKLTKEDLVQICGAADGIRLYNS
LKSRSVRPRLTIYVCQEQPSSTALQGQPQAAGSGGESGGGTPSVYHAIYLEEMVASEVAR
KLASVENIPFHOQINQVYRQGPTGIHILVSDOMVONFODETCEFLESTVKAENNDGIHIILK

>Canis familiaris UBPIL (ENSCAFP_6873)

MAWVLKMDEVIESGLVHDFDASLSGIGQELGAGAYSMSDVLALPIFKQEDSSLPLDGETK
HPPFQYVMCAATSPAVKLHDETLTYLNQGQSYEIRMLDNRKMGDMPEITGKLVKSIIRVV
FHDRRLQYTEHQQLEGWKWNRPGDRLLDLDIPMSVGIIDTRTNPSQLNAVEFLWDPAKRT
SAFIQVHCISTEFTPRKHGGEKGVPFRIQVDTFKONENGEYTDHLHSASCQIKVFKPKGA
DRKQKTDREKMEKRTAHEKEKYQPSYDTTILTEMRLEPIIEDAVEHEQKKSSKRTLPADY
GDSLAKRGSCSPWPDTPTAYVNSSPSTAPAFTSPQOGTCSVPDSNSSSPNHQGDGVSQAC
SEQLOPSATIQETQOWLLKNREFSSYTRLEFSNFSGADLLKLTKEDLVQICGAADGIRLYNS
LKSRSVRPRLTIYVCQEQPSSSPLOGQOPAGSGGDSGSGTPYVYHAIYLEEMVASEVARK
LAMVENIPFHQINQVYRQGPTGIHILVSDOMVONFQDESCEFLEFTVKAENGDGIHIVLK

>Ciona intestinalis (ENSCINP 23332)
YTSEDEAWRSYLENPLTAATTAMMSIHGDEDSAAALGILYDYYKVPREKRILTYQPNTGN
RDKQTRFKLCSKTSGVQONLVPNPINLNLLRYLKDCYIKRDSCQKQSLEFCRSISTYSKCV
SSQEGNISSTGLTSEDVSAMTPVISAASTAVHGDSSLEITVRDHSTEEVNGLGEYLNIGR
VQEDIRQLTPDSAYSEAKDSPPOMSQVYNFALTCFEFNVLYSREYFEYAMEAPKSLKQKDG
EPTMSYINKGQFYCISLRECAGRPWRYKNTRVTSVVQIVFGDGKPEDEQLRHWKYWHARQ
HTAKQRIIDIADYKESCMISDIDEFAHNAISEFNWDVNDVAKIFVSCNCLSTDFSAQKGIK
GLPLLLQIDTYMDNRRGAAPAHRGMCQLKVFCDKGAERKIRDEERKAMRKRQRSGMSPSTI
TPPPTSAAPAGGAPGKROQEVVYFKTVVDGITPSVYFVPEIFVRNNSMTQHFYLDFSDPLR
GSTKRSLSMLSSDEGEFPSNKVLKRSEDTRVLLYVRRETDDVYDGIMLCDPTLEGLKRAL
EEKYGIPVOKMSKVLKKSRKGILVNVDDNIVRHYSNEDTFITAVETETIDNDVTHKITLS
\AY

>Ciona savignyi (ENSCSAVP 18633)
PPINPLYTSEDEAWRSYLENPLTAASTAMMSIHGDEDSAAALGILYDYYKVPREKRILAY
QPSNKEKONCRTTSINPQSENVNSGNQIRILTFLOTWSQINVRDHTPDELTSPLLKNFEFPH
SDVITLSTVRPELSALCEVSAHLFIYMFAVLHQVNGLGEYLNIGRTQDIKQLTPDSTYSE
AKESPPQITQPFGSPSSVATLPSMESPTSEKYFEYAMEAPKSLKQKDGEPTMSY INKGQF
YCISLRECSGRPWRYQONSRVTSVVQIVEFGDGKPEEEQLSHWKYWHARQHTAKQRIIDIAD
YKESCMISDIDEFAHNAISEFSWDVNDVAKIFVSCNCLSTDEFSAQKGIKGLPLLLOQIDTYTI
DNRRGVAPAHRGMCQLKVFCDKGAERKIRDEERKAIRKROQRSAQAPLRSPSITPPPAAGA
PGGTPGKRLDVVYFRTVEFDYITPSVYEFVPEVYRRILNNWYRKFRVHYRVTDDISPSFILL
KSELTLOQIKLPMPKLSNNDDRVLLYVRKENDEVYDGIMLRESTVKGLKQATEEKYGIPVQ
NISKVLKKSRKGILVNIDDNIVRHYSNEDTFIIDVETETLGNDVTHKITLSIV

>Branchiostoma floridae (XP _002586459)
MTQEVDNSKRSVVVLONEALYRNTYSSRDEDEAWRSYLENPLTAATTAMLNINGDEDSAAALGLLYDYYK
VPKEKRMNANYVTRTPMGPPETDQPSRDLTMLRNVPLADSITSSGFDGHHAHSSPVTTQPPATSPLTVRA
DHHIHIHKPDHSPMIVAKPDEMDRTPDSAFSEATFKDHQQEHDVLGDDMSAFQVENYNISQVSLAAAHVQ
RROQPELLQQVITETQIMPPPEPINGVAFEYILEAPKSLRQKPGEASMSYVNKGQFYAVTLTEAGSSPWR
HHSTKVRSVIQVVFGDGRSEEEQLKHWRYWHARQHTARQRIIDMADYKESTNVIENIDEIAHNAIAEFSWD
VRETGKVFISVNCLSTDFSSQKGIKIDTYTDYFKGATPVHRAYVQIKVFCDKGAERKIRDEVRKISKKKQ
SEEIKSQIPSHKRNELAYFKPMADLKTPPVLEFVPDFIPAARAPPQITQPVTFGLTPPFDRGMKRSFEFSEDS
AYSPESSPTPAAKVANKSVLLYVRKEEDDVYDALMLREPSVQGLLSAVEEKYKVPNDKVSKVFKKSKKGI
LVNIDDNITEHYCNEDTFIIELQEETDGNIRVILTEVQDTP

>Drosophila melanogaster (FBpp0312214)

MALSFLSONSGLLDLQSTIFDPQYTHHQQOOQOQLLHLSHHPOQHHTIQQHONQOQLOQQAEQTIQ
QHOOQERTLSTKEDLNLENELDOMEFNNLNRSQYQONNNNNNSISNNONSNNNTNTTNGISE
NLNQIONRHFISGYHHQHIGSDYEQVINFVDSPPNSEESWTDGQSKDSPGPQITIDVQTIY
LNSGSRKRRMDWDSLDIGQSENSPTASQSGDLPSKVAHQEKEKHKREKHSGRSSWSDDIG



FDLNAEFNSNSYLNNENFLSEFSPTLTTLKQEPQTDQIKPSPKVSLDNASASPSIATAKLD
EVONSPSQATISGQODSANGSGSAANGKHDVNSGLACGCGSPQGSPLANAEYELNEKGKPQQ
LSVLDPAKIEIGSANGATHAEDHKFQYILAAATSIATKNNEETLTYLNQGQSYEIKLKKI
GDLSLYRDKILKSVIKICFHERRLOFMEREQMOOWQQOSRPGERIIEVDVPLSYGLCHVSQ
PLSSGSLNTVEIFWDPLKEVGVYIKVNCISTEFTPKKHGGEKGVPFRLOQIETYIENTNSA
TASGSGGSNNSAIASGSGSSGSAAPASPERTPSAGSNGKQAVHAAACQIKVEKLKGADRK
HKQODREKIQKRPQSEQEKFQPSYECTIMNDISLDLVMSATTTGCYSPEYMKLWPNSPVHI
PKYDGMLPFAPSAASPATSSSPIAINSVTSTNSPTLKLMDATNMVSPQHVPADMDDYSQON
IMPESTPSQVTQWLTNHRLTAYLSTFAQFSGADIMRMSKEDLIQICGLADGIRMENILRA
KTIAPRLTLYASVDGCSYNAIYLLSNTAKELQQOKLFKMPGFYEFMAKASAQENGAGGAAT
AAAAALFNNWGMHSKYSGSGSNIEFNDANKSCVYISGPSGILVTITDEVLNNEIKDGSLYA
LEVQAGKVILKLINKQDNN

>Drosophila melanogaster (FBpp0289766)
MSTSTATTSVITSNELSLSGHAHGHGHAHQLHQHTHSRLGVGVGVGILSDASLSPIQQGS
GGHSGGGNTNSSPLAPNGVPLLTTMHRSPDSPQPELATMTNVNVLDLHTDNSKLYDKEAV
FIYETPKVVMPADGGGGNNSDEGHAIDARIAAQMGNQAQOQOQOQOQOTEHQPLAKIEFDE
NQITRVVGPNGEQQQIISREIINGEHHILSRNEAGEHILTRIVSDPSKLMPNDNAVATAM
YNQAQKMNNDHGQAVYQTSPLPLDASVLHYSGGNDSNVIKTEADIYEDHKKHAAAAAAAA
GGGSIIYTTSDPNGVNVKQLPHLTVPOQKLDPDLYQADKHIDLIYNDGSKTVIYSTTDQKS
LEIYSGGDIGSLVSDGQVVVQAGLPYATTTGAGGQPVYIVADGALPAGVEEHLQSGKLNG
QTTPIDVSGLSQNEIQGFLLGSHPSSSATVSTTGVVSTTTISHHQOQOOQOOOQOQOOQ0OQ0
QHOQOOQHPGDIVSAAGVGSTGSIVSSAAQQQOOQQOQLISIKREPEDLRKDPKNGNIAGAA
TANGPGSVITQKILHVDAPTASEADRPSTPSSSINSTENTESDSQSVSGSESGSPGARTT
ATLEMYATTGGTQIYLQTSHPSTASGAGGGAGPAGAAGGGGVSMQAQSPSPGPYITANDY
GMYTASRLPPGPPPTSTTTFIAEPSYYREYFAPDGQGGYVPASTRSLYGDVDVSVSQPGG
VVTYEGRFAGSVPPPATTTVLTSVHHHQOQOQOQOQOOHOQOQOOQOHHQQOQHHSQDGKSN
GGATPLYAKAITAAGLTVDLPSPDSGIGTDAITPRDQTNIQQSFDYTELCQPGTLIDANG
SIPVSVNSIQQRTAVHGSQONSPTTSLVDTSTNGSTRSRPWHDFGRQONDADKIQIPKIFTN
VGFRYHLESPISSSQRREDDRITYINKGQFYGITLEYVHDAEKPIKNTTVKSVIMLMERE
EKSPEDEIKAWQFWHSRQHSVKQRILDADTKNSVGLVGCIEEVSHNATAVYWNPLESSAK
INIAVQCLSTDFSSQKGVKGLPLHVQIDTFEDPRDTAVFHRGYCQIKVFCDKGAERKTRD
EERRAAKRKMTATGRKKLDELYHPVTDRSEFYGMQODFAKPPVLFSPAEDMEKSEYGHETD
SPDLKGASPFLLHGQKVATPTLKFHNHFPPDMQTDKKDHILDONMLTSTPLTDFGPPMKR
GRMTPPTSERVMLYVRQENEEVYTPLHVVPPTTIGLLNATENKYKISTTSINNIYRTNKK
GITAKIDDDMISEFYCNEDIFLLEVQQIEDDLYDVTLTELPNQ

>Apis mellifera (XP_006558550)
MELQFIMDGSADALNGTIWEFPNTPSPPYEQLSPVRONRCDPIATQHAMGYHSAENSLRQDKYNSPKDSPE
DGVQIRSSSESPQHLSPSSDNSPNCQQSTLKRRAGEPLSQITELEKKHAKRDGSVGSNGSGQGWSTQVEE
LAEHLAADFDGSLSALAASDLATAVASYNMSEALLALPSLTVFKQEAPSPENQONSNLNHVSQRTINSAP
TNNVNNSVEADSNNNGQTAASLHOQLLYPSNEEYPPTSSSGNHVSSSQOGSELNEDCRFQYVLAAATSIAT
KVNEETLTYLNQGQSYEIKLKKLGDLSAYRGKILKSTIRICFHERRLOQYTEREQMLAWQRARPGERLLEV
DVPLSYGMVDVCQPSPSNNSVEFMWDPTKEVGVYIKVNCISTEFTPKKHGGEKGVPFRIQVETRLPGGPR
LHAASCQVKVFKLKGADRKHKQDRDKILRRPPHEQDKYQPSYDCTVLSDIPLDSLSSSNVITQSGGSPYA
STEAISPQSRSTISGNTSPVVAPLALSVSNPGIVPLVPASDAVKENVGTAPALPSPAAILPDQSCIETER
SSCLVQLSPDASAAQTTTWLRASRFNAFESTFASFSASDILRLSRDDLIQICGLADGIRLENALHSKAPT
PKLTLYFSLEDNSSLWRVAYLDSLTSSALINKLLNTLSLSHDRLHSVLFLGPQGIHVLVTDELVANMKDE
SMYFVETIKDNASERYKLLLKPSSRS

>Caenorhabditis elegans_(Y48G8AR)
MSFQLDQSTSVIKTAPPGRLEFKNEPIDIASSNIQDLAKMQTLDGYYQQTSLOLPQSQQY
HRMYENVYNNQQILYAQTONFQYPSTLLTNGSLAQTEWRGQQOMDTSAYSNTGYSRSSTSQ
OPOQYTQOVTENERIVYKPVDMPSPVDSGIGGDISILNPKEEFFTSADGGSMLERSSERTL
SHRDSPLVIPKLYNNLGFQYVLEAPISTSVRRDDDRMTYVNKGQFYTVSLEYTPDLNKCL
KSQTVKSQLMVVFREDKTYEEETIKTWQSWHARQHVSKQRILEIDSKNSSGMIGQIEEIGN
NAVQFYWNPSDPSGVRISTAVQCLSTDFSTQKGVKGLPLHVQIDTYDGENDKVPFHRGYC
QIKVEFCDKGAERKLRDEDKRAQKRKVOEYTAGALPGGRKKSDGEYHDQCERSEFYHMREL
DKPAALFIAPEEFEPRYVDSTSLSFDMSEIEPIPTKRPRTSERIMLYVRKRDEQIYQPLH
VVPASLSGLALAIANKFGADPDKMSGVYKRCAKGITVKVDDEMLRLYCNEDTEFIIDVEHA
TDGSTAATLIEVAPTNPNSYSNS



>Nematostella vectensis_ (XP _001636486)
MGFFGLENRYTFILEAPTSIVQRRGDDTLTYLNKGQFYAIDFEGNFDPPSTEEDIIRVKSVVHLVFRDEK
DPRAELEHWNYWHSQQPNPQQORAFDIDRKSCONIDENITDQAYNAAGEFTWSPHLNAKIVIRINCLSTDFES
POKGVKGIPLHLQIDTYEDVDNPDAEPVHRAFCQIKVFRDKGAERKNKDESKSAERR

Inhibitor of DNA Binding protein-ID

>Homo sapiens_ID1 (ENSP_365280)
MKVASGSTATAAAGPSCALKAGKTASGAGEVVRCLSEQSVAISRCAGGAGARLPALLDEQ
QVNVLLYDMNGCYSRLKELVPTLPONRKVSKVEILQHVIDYIRDLOQLELNSESEVGTPGG
RGLPVRAPLSTLNGEISALTAEAACVPADDRILCR

>Pan troglodytes IDI1 (ENSPTRP 59507)
MKVASGSTATAAAGPSCALKAGKTASGAGEVVRCLSEQSVAISRCAGGAGARLPALLDEQ
QVNVLLYDMNGCYSRLKELVPTLPONRKVSKVEILQHVIDYIRDLOQLELNSESEVGTPGG
RGLPVRAPLSTLNGEISALTAEAACVPADDRILCR

>Gorilla gorilla IDI1 (ENSGGOP_ 15723)
MKVASGSTATAAAGPSCALKAGKTASGAGEVVRCLSEQSVAISRCAGGAGARLPALLDEQ
QOVNVLLYDMNGCYSRLKELVPTLPONRKVSKVEILQHVIDYIRDLQLELNSESEVGTPGG
RGLPVRAPLSTLNGEISALTAEAACVPADDRILCR

>Mus musculus_ID1 (ENSMUSP 92019)
MKVASGSAAAAAGPSCSLKAGRTAGEVVLGLSEQSVAISRCAGTRLPALLDEQQVNVLLY
DMNGCYSRLKELVPTLPONRKVSKVEILQHVIDYIRDLOQLELNSESEVGTTGGRGLPVRA
PLSTLNGEISALAAEAACVPADDRILCR

>Rattus norvegicus_ID1 (ENSRNOP 52261)
MKVASSSAAATAGPSCSLKAGRTAGEVVLGLSEQSVAISRCAGTRLPALLDEQQVNVLLY
DMNGCYSRLKELVPTLPONRKVSKVEILQHVIDYIRDLOQLELNSESEVATAGGRGLPVRA
PLSTLNGEISALAAEAACVPADDRILCR

>Bos taurus_ IDI (ENSBTAP 21521)
MKVASGSAAAAAGPSCALKAGKAAGGAGEVVRCLSEQSVAISRCAGGPGARLPALLEEQP
VNVLLYDMNGCYSRLKELVPTLPONRKVSRVEILQHVIDYIWDLELELNSESHVGTPGGR
GLPARAPLSTLNGEIGALAAEAACVPADDRILCR

>Loxodonta africana ID1 (ENSLAFP_ 17611)
MKVASGSASAAAGPSCALKAGKAAGGAGEVVRCLSEQSVAISRCAGGAGGRLPALLDEQQ
VNVLLYDMNGCYSRLKELVPTLPONRKVSKVEILQHVIDYIWDLQLELDSQSAVGVPGSR
GLPARAPLSTLNGEMSALAAEAACVPADDRILCR

>Myotis lucifugus IDI1 (ENSMLUP_19722)
MKVASGNAAAAAGPSCALKAGKTAGEVVRCLSEQSVAISRCAGGPGARLPALLDEQQVNV
LLYDMNGCYSRLKELVPTLPONRKVSRVEILQHVIDYIWDLELELNSESQVGTPGARGLP
ARAPLSTLNGEISALAAEAACVPADDRILCR

>Monodelphis domestica ID1 (ENSMODP 24318)
MKVASGSAAAGPSCALKPGKVSGGAGEVVRCLSEQSVAISRCGGAGTRLPALLDEQQVNV
LLYDMNGCYSRLKELVPTLPONRKVSKVEILQHVIDYIWDLOLELDSQAAGTPGARGLPA
RAPLSTLNGEMSALAAEAACVGADDRILCR

>Danio rerio IDI1 (ENSDARP_59731)
MKVVGPTCALKSSKVGGEDVVRCLSDQSLAISKCKIPLLDEQMTMFLODMNSCY SKLKEL
VPTLPTNKKASKMEILQHVIDYIWDLQVELESKKNQSSAPRTPLTTLNAELASISVENGC
SDDRIMCR

>Takifugu rubripes_ ID1 (ENSTRUP 24736)
PTVEATLTTMKVVGSTCALKSKVGSEEMVRCLSDQSLTISKCKIPLLDEQMAVLLQDMNS
CYSKLKELVPTLPTNKKASKVEILQHVIDYIWDLQVELDEPEKSRQLAGSVPRTPLTTLN



AELASTAVENGCSDDRIMCR

>Tetraodon nigroviridis ID1 (ENSTNIP 3643)
STVEATRATMKVVGSTCALKSKVGSEDVVRCLSEQSLAISKCKIPLLDEQMAVLLODMNS
CYSKLKELVPTLPTNKKASKVEILQHVIDYIWDLQVELDEPEMSRQLSAASVPRTPLTTL
NAELASITVENGCSDDRIMCR

>Gasterosteus aculeatus IDI (ENSGACP 13273)
MKVVGSTCALKSKVGGEEMVRCLSEQSLSIAKCKIPLLDEQMSAFLHDMNSCYSKLKELV
PTLPTNKKASKVEILQHVIDYIWDLQVELDEPEKSRHHSAGGVTRTPLTTLNAEIASIAV
ENGCSDDRIMCR

>Oryzias latipes ID1 (ENSORLP 17208)
ASVEATLLKMKVVGSTCALKTKVSGEMGLSDQSLAISKCKLPLLDEQMSVEFLQODMNSCYS
KLKELVPTLPTNKKASKVEILQHVIDYIWDLQIELDEPEKSRQLSAASGORTPLTTLNAE
LASTIAVENGCSDERIMCR

>Homo sapiens_ID2 (ENSP_379585)
MKAFSPVRSVRKNSLSDHSLGISRSKTPVDDPMSLLYNMNDCYSKLKELVPSIPQONKKVS
KMEILQHVIDYILDLQIALDSHPTIVSLHHQRPGONQASRTPLTTLNTDISILSLQASEF
PSELMSNDSKALCG

>Macaca mulatta ID2 (ENSMMUP 4318)
MKAFSPVRSVRKNSLSDHSLGISRSKTPVDDPMSLLYNMNDCYSKLKELVPSIPQONKKVS
KMETILQHVIDYILDLQIALDSHPTIVSLHHQRPGONQASRTPLTTLNTDISILSLQASEF
PSELMSNDSKALCG

>Callithrix jacchus ID2(ENSCJAP 11113)
MKAFSPVRSVRKSSLSDHSLGISRSKTPVDDPMSLLYNMNDCYSKLKELVPSIPQONKKVS
KMETILQHVIDYILDLQIALDSHPTIVSLHHQRPGQSQTSRTPLTTLNTDISILSLQASEF
PSELMSNDSKALCG

>Mus musculus_ID2 (ENSMUSP 20974)
MKAFSPVRSVRKNSLSDHSLGISRSKTPVDDPMSLLYNMNDCYSKLKELVPSIPQONKKVT
KMETILQHVIDYILDLQIALDSHPTIVSLHHQRPGONQASRTPLTTLNTDISILSLQASEF
PSELMSNDSKVLCG

>Rattus norvegicus_ID2 (ENSRNOP 9491)
MKAFSPVRSVRKNSLSDHSLGISRSKTPVDDPMSLLYNMNDCYSKLKELVPSIPQONKKVT
KMETILQHVIDYILDLQIALDSHPTIVSLHHQRPGONQTSRTPLTTLNTDISILSLQASEF
PSELMSNDSKVLCG

>Felis catus ID2 (ENSFCAP 21760)
MKAFSPVRSVRKNSLSDHSLGISRSKTPVDDPMSLLYNMNDCYSKLKELVPSIPQONKKVS
KMETILQHVIDYILDLQIALDSHPTIVSLHHQRPGQSQASRTPLTTLNTDISILSLQASEF
PSELMSNDSKALCG

>Bos taurus IDZ (ENSBTAP 28235)
MKAFSPVRSVRKNSLSDHGLGISRSKTPVDDPMSLLYNMNDCYSKLKELVPSIPQONKKVS
KMEILQHVIDYILDLQIALDSHPTIVSLHHQRPGQSQASRTPLTTLNTDISILSLQASEF
PSELMSNDSKALCG

>Monodelphis domestica ID2 (ENSMODP 18263)
MKAFSPVRSVRKNSLSDHNLGISRSKTPVDDPMSLLYNMNDCYSKLKELVPSIPQONKKVS
KMEILQHVIDYILDLOQIALDSHPSIVSLHHQRPGONPSSRTPLTTLNTDISILSLQASEF
PSELMSNESKALCG

>Gallus gallus ID2 (ENSGALP_36138)
MKAFSPVRSVRKNGLSEHNLGISRSKTPVDDPMSLLYNMNDCYSKLKELVPSIPQNKKVS
KMEILQHVIDYILDLQIALDSHPSIVSLHHQRPGONAASRTPLTTLNTDISILSLQAAEF
PSELMASDSKALCG



>Pelodiscus sinensis_ ID2 (ENSPSIP 4744)
MKAFSPVRSVRKNSLSEHTLGISRSKTPVDDPMSLLYNMNDCYSKLKELVPSIPQNKKVS
KMEILQHVIDYILDLQIALDSHPSIVSFHHQRPGPNPSSRTPLTTLNTDISILSLQASEF
PSELMSNDSKALCG

>Danio rerio ID2 (ENSDARP 72092)
MKATISPVRSFRKSSASVTTTEHSLGISRSKTPVDDPLSLLYNMNDCYSKLKELVPSIPON
KNVSKMEILQHVIDYILDLQIALDSNSAITSLHHPRAGOGTSRTPLTTLNTDISILSLQT
PEFPSDLITEDSRTLYR

>Takifugu rubripes IDZ2 (ENSTRUP_ 37209)
MKAISPVRSFRKNNANFSEHSLGISRSKTPVDDPLSLLYNMNDCYSKLKELVPSIPQONKN
VSKMEILOHVIDYILDLOIALDSSVALNSRLHHPTRPGQTPSRTPLTTLNTDISILSLOS
PELPSELMTDDSRTLHR

>Tetraodon nigroviridis ID2 (ENSTNIP 20446)
MKAISPVRSFRKNNANFSEHSLGISRSKTPVDDPLSLLYNMNDCYSKLELVPSIPQONKNV
SKMEILQHVIDYILDLQIALDSNVALNSRLHHPARPGOQTPSRTPLTTLNTDISILSLQSP
ELPSELMTDDSRTLHR

>Gasterosteus aculeatus ID2 (ENSGACP 11916)
MKAISPVRSFRKNNANISEHSLGISRSKTPVDDPLSLLYNMNDCYSKLKELVPSIPQONKN
VSKMEILQHVIDYILDLOQIALDSSVALTSLHHPARPGOQAPSRTPLTTLNTDISILSLQAT
YEQHRTPCQ

>Oryzias latipes IDZ2Z (ENSORLP_ 18816)
MKAISPVRSFRKNAVNLTEHSLGISRSKTPVDDPLSLLYNMNDCYSKLKELVPSIPQONKN
VSKMEILOQHVIDYILDLOQIALDSSVALSSLHHPARPGQTGASRPPLTTLNTDISILSLOS
PELPSELMTDDSRTLHR

>Homo sapiens ID3 (ENSP 489102)
MKALSPVRGCYEAVCCLSERSLATIARGRGKGPAAEEPLSLLDDMNHCYSRLRELVPGVPR
GTQLSQVEILQRVIDYILDLOVVLAEPAPGPPDGPHLPIQTAELTPELVISNDKRSFCH

>Pongo abelii_ ID3 (ENSPPYP_2013)
MKALSPVRGCYEAVCCLSERSLATARGRGKGPAAEEPLSLLDDMNHCYSRLRELVPGVPR
GTQLSQVEILQRVIDYILDLQVVLAEPAPGPPDGPHLPIQTTELSPELVISNDKRSFCH

>Mus musculus_ ID3 (ENSMUSP 8016)
MKALSPVRGCYEAVCCLSERSLAIARGRGKSPSTEEPLSLLDDMNHCYSRLRELVPGVPR
GTQLSQVEILQRVIDYILDLQVVLAEPAPGPPDGPHLPIQTAELTPELVISKDKRSFCH

>Rattus norvegicus_ID3 (ENSRNOP 35270)
MKALSPVRGCYEAVCCLSERSLATIARGRGKSPSAEEPLSLLDDMNHCYSRLRELVPGVPR
GTQLSQVEILQRVIDYILDLQVVLAEPAPGPPDGPHLPIQTAELTPELVISKDKRSFCH

>Canis familiaris ID3 (ENSCAFP_19544)
SGAAAGVRALPAAVGAPWLSCSSRHPASLCNMKALSPVRGCYEAVCCLSERSLATIARGRG
KGPAAEEPLSLLDDMNHCYSRLRELVPGVPRGTQLSQVEILQRVIDYILDLQVVLAEPAP
GPPDGPHLPIQTAELAPELVISNDKRSFCH

>Felis catus ID3 (ENSFCAP_ 23941)
MKALSPVRGCYEAVCCLSERSLATIARGRGKGPAAEEPLSLLDDMNHCYSRLRELVPGVPR
GTQLSQVEILQRVIDYILDLQVVLAEPAPGPPDGPHLPIQTAELAPELVIANDKRSFCH

>Pteropus vampyrus_ ID3 (ENSPVAP 8330)
MKALSPVRGCYEAVCCLSERSLATIARGRGKGPAAEEPLSLLDDMNHCYSRLRELVPGVPR
GTQLSQVEILQRVIDYILDLQVVLAEPAPGPPDGPHLPIQTAELSPELVISNDKRSFCH

>Ornithorhynchus anatinus_ ID3 (ENSOANP 19268)



MKAISPVRSVRGCYEAVCCLSEQSLATIARGGGGKRPALEEPLGLLYDMNGCYSRLRELVP
GIPRGTTLSQVEILQHVIDYILDLOGALEEPAAGAGPPTGPLLSLKAAELASELYSGDER
RLC

>Gallus gallus ID3 (ENSGALP 42729)
MKAISPVRSVRSCYEAVCCLSEQSLATIARSSNNKSPALEEPMNLLYDMNDCYSKLRELVP
GIPQGTKLSQVEILQHVIDYIFDLQIVLEEGAKGRDPSSEATLLSLKAAELASGLCSKDE
RSLCH

>Taeniopygia guttata ID3(ENSTGUP_927)
MKAISPVRSVRSCYEAVCCLSEQSLATARGSHNKSPALEEPMNLLYDMNDCYSKLRELVP
GIPQGTKVSQVEILQHVIDYIFDLOIVLEEGSKGRDPSSEATLLSLKAAELAS

>Pelodiscus sinensis ID3 (ENSPSIP 18126)
MKAISPVRSVRSCYEAVCCLSDQSLAIARGSHNKSPALEEPMSLLYDMNDCYSKLRELVP
GIPQGSKLSQVEILQHVIDYIFDLQIVLEEQAKGQDSSSDTSLLSRKAAEFASELCSKDE
RRLCH

>Danio rerio ID3 (ENSDARP_71555)
MKAISPVRSVRSCYEAVCCISEQSLAISRCKSPSEELSDMNMNDCYSKLKELVPSIPQNK
SVSQVEILQHVIDYIFDLQIALENETDTONTPDIFLSMKNSEMSRNESKEDGAMCH

>Takifugu rubripes ID3 (ENSTRUP 29951)
MKAISPVRSARSCYKAVCCISEQSLVIGRNKHSCLEEPVSALHDMNDCYSRLKQLVPSIP
ONESVSQVEILQHVIDYIFDLOQIALQAEEAAAPKMVLSIKTKDLTHNFSKEGERLYH

>Tetraodon nigroviridis ID3 (ENSTNIP 1755)
MKAISPVRSARSCYKAVCCISEQSLVISRNKHSCVEEPVGALRDMNDCYSRLKELVPSIP
QDOSVSQVEILQHVIDYIFDLOIALQAEEAAAPKMVLSIKVRTDGACVSADISWDSNRVC
VCS

>Gasterosteus aculeatus ID3 (ENSGACP 12641)
MKAISPVRSVRSCYKAVCCISEQSLAINRNKHSCLEEPLGALCDMNDCYSKLKELVPSIP
ONKSVSQVEILQHVIDYIFDLQIALEAEDAATPEMVLSIKAADLARNESKEEGRLCH

>Oryzias latipes ID3 (ENSORLP 17983)
MKAISPVRSVRNCYKAVCCISEQSLAINRTNKHCCEDEPVSALCDMNDCYSRLKELVPST
PONKSVSQVEILQHVIDYIFDLOQIALEAVDPSAPEMVLSIKTSDITRNEFSKEEGRLCH

>Homo sapiens_ ID4 (ENSP 367972)
MKAVSPVRPSGRKAPSGCGGGELALRCLAEHGHSLGGSAAAAAAAAAARCKAAEAAADEP
ALCLQCDMNDCYSRLRRLVPTIPPNKKVSKVEILQHVIDYILDLQLALETHPALLRQPPP
PAPPHHPAGTCPAAPPRTPLTALNTDPAGAVNKQGDSILCR

>Pongo abelii ID4 (ENSPPYP 23841)
MKAVSPVRPSGRKAPSGCGGGELALRCLAEHGHSLGGSAAAAAAAAAARCKAAEAAADEP
ALCLQCDMNDCYSRLRRLVPTIPPNKKVSKVEILQHVIDYILDLQLALETHPALLRQPPP
PAPPHHPAGTCPAAPPRTPLTALNTDPAGAVNKQGDSILCR

>Macaca mulatta ID4 (ENSMMUP 19275)
MKAVSPVRPSGRKAPSGCGGGELALRCLAEHGHSLGGSAAAAAAAAAARCKAAEAAADEP
ALCLQCDMNDCYSRLRRLVPTIPPNKKVSKVEILQHVIDYILDLQLALETHPALLRQPPP
PAPPHHPAGTCPAAPPRTPLTALNTDPAGAVNKQGDSILCR

>Mus musculus_ ID4 (ENSMUSP 21810)
MKAVSPVRPSGRKAPSGCGGGELALRCLAEHGHSLGGSAAAAAAAAAARCKAAEAAADEP
ALCLQCDMNDCYSRLRRLVPTIPPNKKVSKVEILQHVIDYILDLQLALETHPALLRQPPP
PAPPLHPAGACPVAPPRTPLTALNTDPAGAVNKQGDSILCR

>Equus caballus ID4 (ENSECAP 11106)
PALCLQCDMNDCYSRLRALVPTIPPNKKSKVEILQHVIDYILDLOQLALETHPALLRQPPP



PAPPHHPAGTCPSAPPRTPLTALNTDPAGAVNKQGDSILCR

>Monodelphis domestica ID4 (ENSMODP 14146)
MKAVSPVRPSGRKAPSGCGGELALRCLAEHSHSLGGSAAAVAAAAAARCKAAEAAAEEPS
LCLQCDMNDCYSRLKKLVPTIPPNKKVSKVEILQHVIDYILDLQLALETHPALLRQQPPP
PPPLHHPSSGSCPAGPPRTPLTALNTDPAGAVNKQGDSILCR

>Gallus gallus ID4 (ENSGALP 50623)
MKAVSPVRHPGRRAQPAGAGGGGGHPALRCLAEHSGCKGGEEPAALCLQCDMNDCYSRLR
RLVPTIPPNKRVSKVEILQHVIDYILDLQLALETHPALLRQPPPTLHPGGCPAGTPRTPL
TALNTDPVRGWLC

>Anolis carolinensis_ ID4 (ENSACAP 3085)
DEPAALCLQCDMNDCYSRLRKLVPTIPPHKRVSKVEILQHVIDYILDLQLALETHPALLR
QPPQOOOQOQLLAPHQAPRTPLTALNVDPVR

>Xenopus tropicalis ID4 (ENSXETP 54646)
APVAAAMKAVSPVRPQSRKAQVPAVCGELALHCLSEHSLGVARYKMEEEETLCLQYDMND
CYSRLKRLVPTIPPNKKVSKVEILQHVIDYILDLOQLALDTHPVLLRQQPPTRTPLTDLNT
DPAALVVNKQGDSILCR

>Danio rerio ID4 (ENSDARP 66371)
MKASVPVRPHKLPSSCSQLSLRYLSESSRCKMEDEDLFCLQYDMNDCYSRLKRLVPTIPQ
DKKVSKVEILQHVIDYILDLOQLALETHPALLKQTSPPASTRTPLTQINTEQRTTGVNKED
SLFLCR

>Takifugu rubripes ID4 (ENSTRUP_30900)
MKAVTPVRPQODSSSGSNQLSLHCLTKQSYNIARCRMEEEDLFCLQYDMNDCYSRLKRLVP
TIPODKKVSKVEILQHVIDYILDLOLALETHPSLHKQQSGTCPPPASKPSRTPLTVLNVD
HHQGPGRKNTCPV

>Gasterosteus aculeatus ID4 (ENSGACP 4826)
MKAVTPVHPQDSSSGGSPLSLHYLSKESLNIARCRVEDEDLFCLQYDMNDCYSRLKRLVP
TIPODKKVSKVEILQHVIDYILDLOQLALETHPSLHKQQPOQRTGTCPAPASNPSRTPLTPL
NVDHHORTSIVKKPEDSILCR

>Oryzias latipes ID4 (ENSORLP_3198)
MKAVSPVRPQDPSSSSSQLSLHYLSKQSLNIARCRMEEEDLFCLQYDMNDCYSRLKRLVP
TIPODKKVSKVEILQHVIDYILDLOQLALETHPALHIQQRLGTCPPAASNPNRTPLTVLNV
DHORTSVVKKPEDSVLCR

>Saccoglossus kowalevskii (NP_001161570)
MKERQGNRATKLHNSTSALRHVSKESVETCSRGNMVAAAAAVLAAGSMSEYLDGILTYSMSDCYSKLKDL
VPTIPPNKKVSKVELLQHVIDYIQDLOQVELEAHPAMRNTPPPPLEKQIPTNRTPLGTIPPENTATIAADQV
SHLEKSASCSWDIDSCSPRSC

>Ptychodera flava (AJS19026)
ETKDSRPSKLHNSTLSLRHVSKDSHSISSCKGNTAAAAAALAAVGPMSSYLDGILTYSMQODCYSKLKDLV
PSIPPNEKVSKVELLQHVIDYIQDLOTALESHPALRNSPPPPLMEKQNSNRTPLGTIPPENTAILSDQVS
HLEKTTNNTNWEDSCSPRSC

>Strongylocentrotus purpuratus (XP 780755)
MKQPPOMQTAVQHQPYPAALHHTLPQHAGGEKKQKRAGVSNFTMSDCYEKLKQLVPTIPKNRKVTRVETL
QHVIDYIQDLOTALEGKNIDVKMMGSVNALTGMITDSMAMPAPSPAASNRMPEFTTIVPOSTQOQOSHQOMT
CPPATPLGVHTQSNVROOQOQOQCYPOPOHTSLFHHQGY SDYHQRQOMHMNMLOQQOHPGSSSKVLPHPYETP
ESSPESRPCSC

>Nematostella vectensis_ (XP _001636690)
MKPQSKPTDSKFEEALRATIRSASSITRASIFSEFERDSNDNMSECYERLKNMVPNVPVGRRISKVEILQ
YVIDYILDLQTALENQTANRRRRRSNRVNRSPLSTISLNEDIEKLRNDIAFFKIAENK



>Hydra magnipapillata (XP 012554514)
MVVMTPNMTDKKGLKNTSNEETKKKVELEIKNENLKPEVFETFLPTTISYHSNCLPDATIFLTTSNGQLIT
TSTINYSIFLTDITSSSVINKQETKKDKDEEHLTAAAATPSASQLCSSATSKEENIFSPKFPFLTTSSQS
DNNITKTFAPVEFSLSNPLLAPNLAIPIYNTQPTTTGVGDSFKNIFVTTPOQAKPNPSKSKESGNSESDSHN
MATSRGRKRTAQSRLPAKLKEPAAVARRNARERRRVKMVNDGELRLRRHVPTDPKNKKLSKVKTLRLATE
YITHHLOQHLLQVDNCSQQTLQLVANISQVSSFDDIDGGNAWLNTEAMNRVNREMDEDIFQTIDPARLRTNY
TDYITR

>Trichoplax adhaerens (XP 002110381)
MNPLSVDSISPVDSDSNLSQYSFTNSSIPSISSSKTSTTITMNQSDPCLDTSSGYLPNHQOSNQEFVLSSYQ
NDEEETTVHLNNQSKRKHLKKSKSKESVTAKRRNERERRRVQLVNDGFSELRKHVPTDSENRKLSKVKTL
RSATEYIKQLOSLLEKQTVPEAPRRKVYARQSMLKKSNVKGKTNLGY INFEVLLENISDSVNERTYELAD
VELDYLCHLRIITIYISGNRAWIQ

>Amphimedon queenslandica (XP 003387453)
MKRHLSDSETEMNEEYEECSSPDTAQVVSRKKRRGIIEKRRRDRINNCLMELRRLVPAAFEKQGSAKLEK
AETLOMTVDHLRHLHQTRDPRGFTDPLSAYSNTRAFLDYRVMGFRECVAEVARYMTNVEGLDMKDPMRVR
VLNHLENYLTQRELAINAAVAASAQMGLPKLSPPATLPPAGIAIQHATGPFIPIPAHRASPDGNLSPPTT
FALPTPVISFAPTTATVPVFGAAHIATPNAHPPIISLAKIEGSVQATPISPTKKFCSSTSSSPSATKQPE
RPWADPTDDD

Maestro Heat-like Repeat-containing Protein Family-MROH

>Homo sapiens_ MROHS (ENSP_481783)
MDRQCSERPYSCTPTGRVSSAVSQONSRISPPVSTSMKDSSCMKVHQDSARRDRWSHPTT I
LLHKSQSSQATLMLQEHRMFMGEAYSAATGFKMLQDMNSADPFHLKY I IKKIKNMAHGSP
KLVMETIHDYFIDNPEISSRHKFRLFQTLEMVIGASDVLEETWEKTFTRLALENMTKATE
LEDIYQDAASNMLVAICRHSWRVVAQHLETELLTGVFPHRSLLYVMGVLSSSEELFSQED
KACWEEQLIQMAIKSVPFLSTDVWSKELLWTLTTPSWTQQEQSPEKAFLFTYYGLILQAE
KNGATVRRHLOQALLETSHQWPKOQREGMALTLGLAATRHLDDVWAVLDQFGRSRPIRWSLP
SSSPKNSEDLRWKWASSTILLAYGQVAAKARAHILPWVDNIVSRMVEYFHYSSWDETLKQ
SFLTATLMLMGAVSRSEGAHSYEFFQTSELLQCLMVLMEKEPQODTLCTRSRQQAMHIASS
LCKLRPPIDLERKSQLLSTCFRSVFALPLLDALEKHTCLFLEPPNIQLWPVARERAGWTH
OGWGPRAVLHCSEHLQSLYSRTMEALDFMLQSLIMONPTADELHFLLSHLYIWLASEKAH
EROQRAVHSCMILLKFLNHNGYLDPKEDFKRIGQLVGILGMLCQDPDRATQRCSLEGASHL
YQLLMCHKTGEALQAESQAPKELSQAHSDGAPLWNSRDQKATPLGPQEMAKNHIFQLCSFE
OVIKDIMOOLTLAELSDLIWTAIDGLGSTSPFRVQAASEMLLTAVOEHGAKLEIVSSMAQ
ATRLRLCSVHIPQAKEKTLHAITLLARSHTCELVATFLNISIPLDSHTFQLWRALGAGQP
TSHLVLTTLLACLQERPLPTGASDSSPCPKEKTYLRLLAAMNMLHELQFAREFKQAVQEG
YPKLFLALLTOQMHYVLELNLPSEPPKQQAQEAAVPSPQSCSTSLEALKSLLSTTGHWHDF
AHLELQGSWELFTTIHTYPKGVGLLARAMVONHCRQIPAVLRQLLPSLOSPQERERKVAT
LILTKFLYSPVLLEVLPKQAALTVLAQGLHDPSPEVRVLSLOGLSNILFHPDKGSLLQGQ
LRPLLDGFFQSSDQVIVCIMGTVSDTLHRLGAQGTGSQSLGVAISTRSFFNDERDGIRAA
AMALFGDLVAAMADRELSGLRTQVHQSMVPLLLHLKDQCPAVATQAKFTFYRCAVLLRWR
LLHTLFCTLAWERGLSARHFLWTCLMTRSQEEFSTHLSQALSYLHSHSCHIKTWVTLFIG
HTICYHPQAVEFQMLNAVDTNLLFRTFEHLRSDPEPSIREFATSQLSFLOKVSARPKQ

>Macaca mulatta MROHS (ENSMMUP 31900)

MDGQCSERPHSHTPTGRMSSAVSONSRISLPVSTSTKDSSCMKAPQDSACRDRWSHPTTI
LLHKSQSSQAALMPQEHGMFMAEAYSAATCLKMLODMNGADLFHLKYI IKKIKNMARGSP
KLVMETIHNYFIDNPEISSRHKFRLFQTLEMVIRASDVLEETWEKTFMQLALENMTKATE
LEDTYQDAASNVLVAICRHSWOQAVAQHLETELLTGIFPHRSLLYVMGVLSSSEELFSQED
KACWEEQLIQMAIKSVPFLSMDVWSKELLWTLTTPSRTQQEQSPEKAFLFTYYGLILQAE
KNSATVRRHLOQALLETSHQWPKOQREGMALTLGLAATRHLDDVWAVLDQFGRSRPIRWSLH
SSSPKNSEDLRWKWASSTILLAYGQOMAAKARAHILPWVDNIVSRMVEYFHYSSWDETLKQ
SFLTATLMLMGAVSRNEGAHSYEFSQTSELLECLMVLMEKEPQDTLYTRSRQQTMHIASS
LCKLRPPIDLERKSQLLSTCFRSVFALPLLDALEKHTCLFLEPPNIQVWPMAREWAGWMH
OGWGPGAVLHCSELLONLYSRTMEALDLMLQSLIMONPTTDELHFLLSHLYIWLASEKAH
EROQRAVHSCMILLKFLNHKGNLDPKENFKRIGQOLVGILGMLCQDPDRAIQRCSLEGASHL
YOQLLMCHKGEFCGAPTSTPTATSGRPTPSPLTSTLPQFAPKPNPDLNHNPGRGEAWPPGP
GISMEYECGKEPGPWFALTDVDVCNPFRVQAASEMLLIAVQEHGDKLKIVSGMAQAICLH



LCSVRIPOAKEKTLHAITLLARSHTRELVTTFLDISIPLDSHTFQLWRALGAEQPTSHLV
LTMLLAWLQERPLPTSASDSSPCPKEKTYLRSLAAMNMLHELQFARECCQACQRGLPLPC
SSTNKAFSLETFPAKPGPSHQPQEASASPEPPLLSCSTSLEALKSLLSTTGHWRDFAHLE
LOGSWELFTTIHTYPKGVGLLARTVGPGONHCROQIRAVLROQLLPSLOSPEERERKVAILT
LTEFLYSPALLEVLPKQAALTVLTQGLRDPSPEVRVLSLOGLSNILFHPDKGSLLRGQLR
PFLDGFFQSSEQVIVCIMDTVSDMLHRLGAQGAGSQSLSVAISARSFFNDERDRIRAAAM
ALFGDLVAAMADRELSGLRTQVHQSMVPLLLHLKDQCPAVTTQAKFTFYRCAVLLRWRLR
HTLFCTLAWERGLSARHFLWTCLVRGLGSVGRNRAKEWGPGLRLPIHSRHTICCHPQAVE
OMLNAGDINLLLCTFEHLKSDPEPSIREFATSQOSFLOKVSARPKQ

>Canis familiaris MROHS5 (ENSCAFP_1794)
MSQNPRAAQRQAGTRGNPEGDAPCPASHRISSPISRSMKDLSCMKVPQDPAHRDKQAHPT
TILLCKSRSSQAALMPKEHKMFMEEAYNAATICFKMLRDLNGSDPLHLKYIIKKIKGMAYR
APNLVLETIHDYLVDNPEISSRHKFRLFHVLEAVIEASNSLEEAWQKSFMQLALENMTKS
TELEEVYQDAASDVLLAICRHSWRMVAQHLETEVLTGVFPHRSLLYVMGILTSNEAIFNE
GEKACWEEQLAQLAVKSVQFLNTDMWSKELLLALTKPDRTHQEQPPEKAFLFIYYGLILQ
AEDNSTTVRTHLRTLLDTSHQWPKQREGIALTIGLAAARHLDHVWAVLEQFGRSTPIKWS
LHSFCLKNAEDLOQWKWASSTILLSYGOMAVRAKAHILPWVDNILSRMVEYFHYSSWDETL
KOSFLSAVLMLVGAVSRNEGAHSYEFSQVSELLDCLMVLMEKEPRDTLCTPTRQQTIHIT
SSLCKLRPPLDLEKKSQLLSTCLHSVLALPLLDVLEKHTCLFLEPPNIQAGPLAPYRRGA
DAGAWRPPDLPHVPTQTLYNKTSSALDQLLOQSFIMOSPTTDELHLLLSHLYPWLASEKAQ
ERQRAVDRSTALLRFLSHSHSLDPKEDFRRIGQLVGMLGILCQDPDRAIQQSSVEGLGHL
YOLLISQTARAAPMVNAQAPKQLSPASVDGAPVWSSGDQKTAPPTPPEMTFPKDHIFQLD
SSQVIKEVMKHLTKAELTDLIWTAIEGLGSASPFRVOAAADMLLTTIREHGAKLETVANL
GRATHLQLCSVCIPQAKEKALHAITLLAQNHTPELVATFLDESVPLDSHAFCLWRALGAE
QOPVSRQVLAVLLAWLQERALPPGPRDGSPQPKDKPCPRSLAAMNMLHELQFAREFKKAVQ
EAFPQLLLALLAQLHYTLELHLPQEPHLPQERQGWSVTPPSHCSTSLEALKSLLSTTGHW
QODFAHLELQGGWKLFSTIDTYPQGVSLLARAMVONHCKQIKAVTSQLLPNLQSKEARERK
VAILILTEFLYSPTLLEVLPRQAALIVLARSLRDPSPEVRVLSLOGLGNILFHPEKESLL
RRQLPPFLDGFFONNEQVVVQVMGTVSDVLHRLGAHSAAAQSLGVAINARSFFDDERDGI
RAAAMALFGDLVAAMAGKELSSLRTQVHQSMVPLFLHLKDHCPGVVTQAKFTLYRCAVLL
RWRLRHTLFCTLAWERGLSARHFLWTCLMTHSQEEFGIHLAQALSYLHSRHRHIKTWAAL
FIGYTICYHPQAVSOQMVSSVDTNLLFSTFEDLKKDPEPSIRVFATRQLYFLQOKVAARP

>Felis catus MROHS5 (ENSFCAP 24435)
MDEQNSEKSHSHASADRTSSAVSQONPRTSSHVSKSMKELSYLKVPQDPSRKDRQGHPTTI
ILCKSQSSQVAVEPKEHSMFMEETYSAAICFKMLODLNGSDTRGLKY ITKKIKNMAHEAP
NLVLETIHDYEFVNNPEMSCRHRFWLFQVLEAATEASDSLEEAWEKTFMKLALENMTKSTE
LEEVYQDAASNVLLAICRHSWQVVAQHLETEVLTGVFPHRSLLYVMGILTSNESIFQKGE
KACWEKQLAQMAGKSVQFLHMEKWSKELLSALTKPDOQTHQEQPPEKAFLEVYYGLILONE
DNATTVRTHLRTLLDTSHOWPKQREGIALTVGLAATRHLDHVWAVLEQFGRSTPVKWSLH
SFCLKKSEDPKWRWASSTMLLAYGOMAVKAKAHILPWVDNILSRMVEYFHYSSWDETLKQ
SFLTATIFMLVGAISRNEGAHSYEFSQISELLECLMVLMEKEPODTLCTSTROQTIHIISS
LCKLRPPLDLKRKSRLLSVCLRSVFALPLMDVLKKHTCLFLEPPNIQLAPSMSTPGEPSS
KHWGSRDLLHPPAQTLYNKTLEALDOMLOSLIMONPTADELHFLLSHMYTWLASEKTHER
QRAVHSCVALLGFLSHDLYLDTKEDFRRTGQLVGVLGILCQDPDKATRHSSLEGVGHLYQ
LLMRORARELPTVEAQAPKQLSQASEDGAPIWSIGDQQTAPPTPREMAFPKDHIFQLGSS
QVIKEVMKHLTVAELTDLIWTAVDGLGSASSFRVQAAADMLLLAIQEHGAELETVAKLGR
ATHLQLCSVHIPQAKEVALHAITLLARNHTSELVATFLDPSIPLDSHTFQLWRALGAERP
TSRLVVATLLAWLQERPLPPGARDGSPPPEDKTYLPSLTAMNLLHELQFAREFEKAVQEA
YPELLLALLTQTHYISELNLPEEPQPGOQEAQPLATPSPORTSLEALKGLLSTTGHWQDEA
HLELRGAWELFATTRTYPQGVGLLARAMVONRCGQIKAVTSRLLSSLRSEEKRERKTAVL
ILVEFLYSPMLLEVLPRQAVLTVLARSLRDPSPEVRALSLOGLGNILFHPEKGSLLORQM
PAFLNGFFONSEQVVVRVMGTVSDVLHRLGANGAAAQSLRVAINARSFFDDERDGIRAAA
MALFGDLVAAAAGRELIGLRAQVHQSLVPLLLHLKDRCPAVVTVSARCRAFPLAGLRVCR
WROGAALLSGSSLALGQQVWPPALVSVTEEFSTHLAQALSYLHSRHHHIKTWAALFIGYN
ICYHPQAVSQVVNSMDTNLLLCTFEDLKKDPEPGIREFASROQLFFLOQEMAARPQ

>Loxodonta africana MROHS5 (ENSLAFP 25258)
OAFLEFYYYGLILQATEDSATVRAHLOSLLETSHOQWPKOREGMALTMGLAAVRHLEDVWAV
LDQFGRSAPIKCSPHIFSPKDDTLKQOQSFLKGVLLLVRAISRNEGAHSYEFSQAPELLDCL



MILLEKESPDTLCTSIRQQOAIHIISSLCKLRPPPDLERKSRLLSVCFRSVFALPLLEVLE
KHTCLFLEPPNIQALYDRTAEALDQLLOTFIRQTPTAEELHFLLSHMYFWLASEKAHERQ
RAVHSCTALLKFLSONPHLDPKEEFRWTGKLVGMLGILCQDPDRATQLSSLEGMGHLYQL
LMROKDATASRPQIYKQLODEFSNVPSRKVPLKCYHLKEVMKRLTMOELTDLIWTAIDGLG
SHSPFRVQAAAEMLLAATQDRGAKLDTVARLGRATIHLQLCSVRIPQAKEHALQAITLLAR
SHTSQLVAAFLDEFSIPLDRCPAPDWIKLSAGARVPVEIVELVYVLKHKQFAPPRDILLST
GDSRLLARSEAMNTVHELQFTREFKVAVQEAYPELLLALLAQVHYILELDLPREPQPHSE
IQEAAVTSPQSTSLEALKSLLSTTGHWHDFAHLELQGSWELFTTLPTYPQGVSLLARAMV
ONHCQQIKAVLGQLLPSLOQSREERERKVAMLILTEFLYSPALLEVLPKQAALAVLARGLR
DTSPKVRVWSLQGLGNVLFQSGKVSLLRGQLPPFLDGFFQDSEPVVVRVMGTVSDVLRRL
GALGAGAQSLGVAINARSFFDDERDGIRAAAMALFGDLVAAMEGKELGRLRAQVYQSMVP
LLLHLKDHCPAVVTQAKFTFYRCTVLLHWRLRHTLEFCTLAWEQGLSARHFLWTCLMTHSQ
EEFHVHLTQALSYLHSCHHHIKTWAALFIG

>Ornithorhynchus anatinus MROHS5 (ENSOANP 10714)
ELKDAYQONAASNILVALYAHSKQLVTHKLEEEFLTGTFPHRSLLYTMGTISSSEHLQDTP
EKKEYWEEQLTRVGTKSTGFLMVDDWAQQLMWAITLSDRDCPEPTPEKAFLETYYGMTLR
ASNNSALVRKHLRSLLGVSHQSPAHREGVALTLGLVANRHLTDAWAVLDEFGRMGPQRKC
WSHLSHQVPDDSQDVQLKWMGSTILLSYGQIAAKAKEMILPWVDNIASRMVNYEFHCSIWD
DSLKQSFLVATLMLVRAISRTEGAQSYAFHQAQELTRCLVTLVEKEPLDSLCTSARQQAM
LITADLSKLRPALEPKKKSHLLFTCFRSVFTLPPMEMLEKHTCLLANPPDVQVNHPATPS
QPTVLSRALAPSGVFSEHLWALFEETREALDKILOSFLSENPCPEELHCLVGHMYSWLAS
ERALERQRAVKSCVSLLRFTYENLCFDSSSEFRRIGHLVGMLGLLCRDPDRVTRHLDLEG
IGYLWLLLLRHKGEKELQAVTSGPEHRHNCPCHGGPCHSEKKKKTSPSAPVSLLGHLLHI
CQTTTLSTMMKVMGLIQLRDLIWTVLDGLRGSVHFRVEAAADMLLALLEDFGAKLEKVAD
IGRTLYLOQLASIHSVAIKTSVLKALTLLARDHTWELVSAFLEFSLPPDSQAFDLWRAVGT
EQHVSPKVLKVLLAKLOQERPLPEESKGAIEEKTHFKSFAAMSTLHEVLFAHEFKAAVQEA
YPELFLALVTQLHYVFELGPPGQOASLPGPOQRSETNEFSSPGSSTALEAVKTLLSTSGHWKD
LAHVELQGGWDLEFTSLNTYQKGLTLLASRAMVONRCPQLRAVLKLTVPGLESKHERERKV
AILTIFTEFLHSPTILODLPKRTILSLLHKALADPSPTVRVISLOGLGNVLFHPGKGALLQ
AQLGGFLNGLYQDKEQVVTGVMDTMSNVLYRLAQOGAGPQSLDIALTLRPFFDDERDQVR
AAATSLFGDLVTVMEGKDRSTLKTQVCRSLVSLLLHLKDDSPAVVTKSKFAFFRCAVFLK
FRLCHTLFCTLAWEQGLSARHFIWTCLMSNGRDEFHIHLSQALGYLHSPLOHLRMAAATE
1G

>Homo sapiens MROHG6 (ENSP_479227)

MAGGVWGRSRAREAPVGALTLTALTEGIRARQGQPQGPPSAGPQPKSWEVKPEAEPQTQA
LTAPSEAEPGRGATVPEAGSEPCSLNSALEPAPEGPHQVPQSSWEEGVLADLALYTAACL
EEAGFAGTQATVLTLSSALEARGERLEDQVHALVRGLLAQVPSLAEGRPWRAALRVLSAL
ALEHARDVVCALLPRSLPADRVAAELWRSLSRNQRVNGQVLVQLLWALKGASGPEPQALA
ATRALGEMLAVSGCVGATRGFYPHLLLALVTQLHKLARSPCSPDMPKIWVLSHRGPPHSH
ASCAVEALKALLTGDGGRMVVTCMEQAGGWRRLVGAHTHLEGVLLLASAMVAHADHHLRG
LFADLLPRLRSADDPQRLTAMAFFTGLLOSRPTARLLREEVILERLLTWQGDPEPTVRWL
GLLGLGHLALNRRKVRHVSTLLPALLGALGEGDARLVGAALGALRRLLLRPRAPVRLLSA
ELGPRLPPLLDDTRDSIRASAVGLLGTLVRRGRGGLRLGLRGPLRKLVLQOSLVPLLLRLH
DPSRDAAESSEWTLARCDHAFCWGLLEELVTVAHYDSPEALSHLCCRLVQRYPGHVPNEL
SQTOQGYLRSPODPLRRAAAVLIGFLVHHASPGCVNQDLLDSLFQDLGRLQSDPKPAVAAA
AHVSAQQVAMLARARGCPRGPRLLRIAPRPARPPPVFADSPFQRRSVAGRWGCSGPRRA

>Macaca mulatta MROH6 (ENSMMUP 2188)

PVLSTARLSLCCPVKATRALGEMLAVSGCVGATRGFYPHLLLALVTQLHKLACSPRSPDM
PKIWVLSHRGPPHSHASCAVEALKALLTGDGGRMVVTCMEQAGGWRRLVGAHTHLEGVLL
LASAMVAHADHHLRGLFADLLPRLRSADDLQRLTAMAFFTGLLQSRPTARLLREEVILER
LLTWQGDPEPTVRWLGLLGLGHLALNRRKVRHVSTLLPALLGALGEGDSRLVGAALGALR
RLLLRPRAPVRLLSVELGPRLPPLLDDIRASAVGLLGSLVRRGRGGLRLGLRGPLRKLVL
QOSLVPLLLRLHDPSRDAAESSEWTLARCDQAFCWGLLEEMVTVAHYDSPEALSHLCRRLV
ORYPGHVPNFLSQTQGYLRSPQDPLRRAAAVLIG

>Callithrix jacchus MROHG6 (ENSCJAP 39882)
MARGVWGWVPEMPMGALTLTAVAEGIRARQGRSREPPSTGPOQPEPWELKPEAEPQAQATA
THSETESGCGATIPEAGSEPRSPERPHQVPQSSWEEGVLADLALYTAACLEEAGFAGTQA



TALTLSSALEARGERLEDQVHALVRGLLAQVPSLAEGRPRRAALRVLSALALEHARDVVC
ALLPRSLPPDRAAAELWRLSCNQRVNGQVLVQLLWALKGASGPEPQTLAATRALGEMLAV
SGCVGATRGFYSHLLLALVTQLHKLARSPRSPDMPKIWVLSHRGPPHSHASCAVEALKAL
LTGDGGRMVVTCMEQAGGWRRLVGAHTHLEGVLLLASAMVAHADHHLRGLFADLLPRLRS
ADDPQRLTAMAFFTGLLQSRPTARLLREEVILERLLTWQGDPEPTVRWLGLLGLGHLALN
RRKVRHVSALLPALLGALGEGDARLVGAALGALKRLLLRPRAPVRLLSSELGPRLRPLLD
HTRDSVRASAVGLLGTLVRRGRGMLRLGLRGPLRKLVLQSLVPLLLRLHDPSPDAAESSE
WTLARCDQAFCWGMLEEMVTVARYDSPEALSHVCRRLVOQRYPGHVPNFLSQTQGYLRSPH
DPLRRAAAVLIGFLVHHASPGCVNQDLLDSLFHDLGRLONDPEPAVAAAAHVSAQQVALL
ARSRGRPRPVFANSPFQRRSLAGRWGCSGPCRA

>Mus musculus MROH6 (ENSMUSP 139029)
MAGGVWGRGRDGRDGPVGSLTLTALAEGIRASQGQPVGPSSTGPQSDPQELGPEPEPYIQ
TLTPAFEAQPGNEVVAPTAGSEIYSPHNAQEPAPERPYQASQYSWEEGTLADLALYTAAC
LEEAGYAGTQATALTLSSALEARGQRLEDQVHGLVRGLLAQVPSLAEGRPRRAALRVLSA
LALEHAQDVVCALLPSSLPPDRAASELWRSLSRNQRVNGQVLVQLLWALKGVAAPESEAL
AATRALGEMLAVSGCVGATRGFYPHLLLALVTQLHELAQGAHSPDSPKVWEPSHRGPPHS
HASCTVEALKALLTGDGGRMVVTCMEQAGGWRRLVGAHTHLEGVLLLASAMVAHADHHLR
GLFADLLPRLRSANNPQRLTAMAFFTGLLOSQSTARLLREEVILERLRTWQGDPEPTVRW
LGLLALGNLAMNRGKIRHVNMLLPVLLRALGEGDVRLVGAALGALRRLLLOQPGAPVRLLS
SELRPRLPPLLDDARDSVRASAVGLLGTLVRRGQRGLRLGLRGPLRKLVLQSLVPLLLRL
HDSSQDAAESSEWTLARCDQALRWGLLEEMVTVAHYDSPEALSRVCHRLVQRYPSHVQYF
LSQTOGYLRSPODTLRRAATVLIGFLVYHTRPKGISQDLLDSLFQDLGOQLOGDPESAVSS
AAHVSAQQOVALLARAQVQTRSPNLFRFIRRHHSYPPRPHPLYDDSPFLRRSLAGRWSCLE
PH

>Rattus norvegicus MROH6 (ENSRNOP 42442)

MAGGVWGRGRDGPVGSLTLTALAEGIRASQGQPVGPSSTGPQAEPEELGPEAEPYIQTLT
PASEAQPGNEVVAPTASSEIGSPPNVQEPAPERPYQVSQYSWEEGTLADLALYTAACLEE
AGYAGTQATALTLSSALEARGQRLEDQVHDLVRGLLAQVPSLAEGRPRRAALRVLSALAL
EHAQDVVCALLPSSLPPDRAASELWRSLSRNQRVNGQVLVQLLWALKGAAGPESEALAAT
RALGEMLAVSGCVGATRGFYPHLLLALVTQLHDLAQGAHSPDSPKVWEPSHRGPPHSHAS
CTVEALKALLTGDGGRMVVTCMEQAGGWRRLVGAHTHLEGVLLLASAMVAHADHHLRGLE
ADLLPRLRSANNSQRLTAMAFFTGLLOSQPTAQLLREEVILERLRTWQGDPEPTVRWLGL
LGLGHLAMNRGKIRHVNTLLPVLLRALGEGDVRLVGAALGALRRILLOPGAPVRLLSSEL
RPRLPPLLDDARDSVRASAVGLLGTLVRRGORGLRLGLRGPLRKLVLOSLVPLLLRLHDS
SQDAAESSEWTLVRCDRALRWGLLEEMVTVAHYDSPEALSRVCHRLVHRYPSHVQHFLSQ
TOGYLRSPODTLRRAATVLIGFLAYHTSPKGVSQDLLDSLFQDLGOLOGDPESAVSSAAH
VSAQQVALLARAQVQTRSSNLFRFIRHRHRSYPTRPHPLYDDSPFLRRSLAGRWSCLEPR

>Bos taurus MROH6 (ENSBTAP 45971)
MAGGVWGPARGAPVGALTLTALAEGIRASRGQPMGPPAPGPQPQPELEPAVEEPGRAATT
PTAGGEPPSPPPPQEPAPEGPQQTPRSSWEEGALADLAVYTAACLEEAGFVGTQATALTL
SSALEAQGHRLEDQVHGLVRGLLAQVPHLAEGRPRRAALRVLSSLALEHSRDVVFALLRC
SPAPDRVAAELWRSLSRNQRVNGQVLVQLLWALKGSAGSQLEALAATRALGEMLSVSGCV
GATRGFYPNLLLVLVTQLHELARDAHSPDTPKVWVPSHRGPPHSHASCTVEALKALLTGD
GGRMVVTCMEQAGGWRRLVGAGTHLEGVLLLASALVAHADHHLRGLFADLLPRLRSTDDA
ORLTAMAFFTGLLOQSRPTARLLREEVILERLRAWQGDPEPTVRWLGLLGLGHLALNHGKV
RHATTLLPALLGALGEGDPRLVDAALGSLRRVLLQPRAPVRLLSAELRPRLPPLLDDTRD
SVRASAVGLLGTLVRRGRGGLRVGLRRPLRKLVLQSLVPLLLRLHDPSPDTAESSEWTLA
RCDQALHWGLLEEMVTVAHYDSPEALSRICHRMVQWYPSHVPSFLSQTQGYLRSPQGPLR
RAAALLTGFLVHHSSPSHVNQDLLDSLFQDLGRLRSDPEPAVAAAARVSGQQVALLARAQ
POPCGRSLWGLRHLPCPGRPRPRPARPPPVYADSPFQHRSHPGRWGCSGPG

>Pteropus vampyrus MROHG6 (ENSPVAP 5655)

MAGGVWGRARGAPVGALTLTALAEGIRASQGQPVRPPPKGPQPEPEPTEAEPGNITASPE
PCSPPREQEPASERPHQVPOSSWEEGPLADLALYTAACVEEAGFMGTQATALTLSSALEA
RGERLEDQVRALVLGLLAQVPSLAEGRPRRAALRVLSALALEHAQDVVRALLPCSLPPDR
AAAELWSSLGRNQRVNGQVLLOLLWVLKGTAGLELEALAATCALGEMLAVSGCVGATRGEF
YPHLLLTLVTQLHRLARGAHSPDTPKIWAPSQRGPPHSHASCTVDALKALLTGDGARMVV
TCMEQAGGWRRLAAAHTHLEGVLLLASAMVAHADHHLRGLFAELLSRLCSPDEAQRLTAM



AFFTGLLOQSGPTARLLREEGILERLRAWQHDPEPTVRWLGLLGLDHLALNNGKARHVSAL
LPALLGALGEADARLVGAALGALRRVLLOPRAPVRLLSTELGPRLAPLLDDARDSVRASA
IGLPGTLVRQGRGGLRVGL

>Monodelphis domestica MROH6 (ENSMODP 14116)
MARGRRGWGGGEPRGOQAGPLGALTLAALAEGIQISRGATGPSQGQPPQEPKEPENPTEAV
TTPRTEGLEPDPATGDLKNEPCSSKASSSESEPQPWEPEQHPQCLLAPGSLADFALQTVV
CLEDAGISGTHALAFSLSSALEAQGGQLPEKVREVVQGLHGOMAQLVEGRARRVALRALC
SLAAEHTQEVVQTLLPHSLPCDRAAAELWRGLSRNQRVNGLVLVHLLOQEVKGPPQOSQGLS
PSSSPGPSRQODAKPHTQALAATRALGEMLSVSGCVAATRGFYPQVLIALVTQLHQLAWGYV
HSPOAQVKVRGPPSNHASCAVEALKALLSGDGGRMVVTCMEQSGGWRRLMGSGTHLEGVL
LLASALVAHADHHLRGLFADLLPRLQSPDKAPRLTAMAFFTGLLQSQPTARLLRDEAIVQ
RLTAWQGDPEPTVRWLGLLGLGHLALNHRKARHVGTLLRALLDALGEADTRLVGAALGAL
RRLLLRPRARARVSAYCASLGTRLRPLLDHCQODSVRASAIGLLGTLVGRCSLRRARMVRE
LVLGSLVTLLLRLODPSLDAAQSAEWTLARCDRFLHWKLLEEISTMAHYDSPEALSRTCG
RLVOWYPRRASDFLSQAQGYLRSPEVPIRRVAAMFIGFLIHHMDPDCVNPGLVDSLLHDL
GEMQWDAETCIRDVSHITMHQVRLVCQDQDSPGHGNEFSPWQLFCCWGHHQERERPVYEDS
PFKPRSRAGLWGCGRPS

>Anolis carolinensis MROHG6 (ENSACAP 3363)
MNSEFYVSVIIFLVIQLHYLVDCSDIDYGQEEILQTSSYISCTMETLKALVKRETTSRACFE
ASLTGSWDLLSSPENYLEGVLLLARALVKHHRGLDYAVEFTKVIPLLHHGDDKQKLTAMAF
FTALLSSESTYTVLQKHYSLGLLKNWLADSSATYRWLSLHGMGNVAHHLOSKKEFTTLIL
SILPSFDDSDEKVALTAMEVITKVMVQOKINVNLYVKITKQLOPFLADGRNKVSCAANKL
FODILKNIDAKDKYAMQODQVLTAIVTLMVNLQELNLDVAKESGSRWLLVVTTSFSCWLQE
SENGWTTNDNEDSWDMVCKHLVKEHPGKLRRLLNQAQHYRQSPOKSSRSAATIFIG

>Homo sapiens MROH7 (ENSP_396622)
MALSPGANLVFHEDPKMTPSPPSCGAPGLGSGTIPQPHPDMAQVPMLNLLPSPGLALVPD
LNDSLSPVSGEASGLVSENTPRPDDSRAIAPASLQITSSCSGEALDLDSKDVSRPDSQGR
LCPASNPILSPSSTEAPRLSSGNHPQOSNSEDAFKCLSSKIFKLGORNSNPSRHELNPFIR
HHSREGLVLGHCISRPSSKALLIPTSNSSLDLDSNPLLNMGSRNTSKLNLNVAPDSHGTL
IPDTNETITLASHNISESVSKGAFSTTWSTSSKETMNVASSGHSRSDLSVTITQASYVTL
IPGSSYGISLHSSTHEPNSTISPPSCMTLILGSNETLSLDSSLLESDTSTLTLSSQQDDA
KDNSIHTVPLEENLESWSEMASTIKVGQFPLGFPISNPAGKDAVTLQGIPEGAFDEVTSCL
VKVPEKTEGGNNMALVENVTTLQKSODLLEAEGEKKTMIKKIMROQIQEEPLDSLSSSVRK
QAMEILTQLSHTQPTLGMRERSELVNVCVHSVFSLPSVQAMQEKDEAKAETIQALYHQTL
EALQTLLKALFIEDPTPAGLKSILEALGPWMNSGKAHERARAVNTNVSVLNHMLLTLPFF
MPLGFPALGLLLGRLILHIGDPDEEIGCEALDGIIILYTILELQKRARDKEETNKKELYE
SNKHFLGPYNPVSPCONILRVIEEFGDFLGPQQIKDLLLAALEGLKGSSEAPGKDSREMM
QLASEVMLSSVLEWYRHRALEVIPEIMOGIYMOLSHIQEPRARQVALLPVSLLASSFMTE
VVVALLMCPLPLNSNGAEMWRQLILCKPSCDVRDLLDLLLGSLKEKPVTKEGRASIVPLA
AASGLCELLSVNSCMGRVRRIYPOQLLLALLIQVHYHIGLNLPGCVAPPKDTKKGAQPSPF
VPVRWVVKVVKTLLLRMGCSYETTFLEDQGGWELMEQVESHHRGVALLARAMVQYSCQEL
CRILYLLIPLLERGDEKHRITATAFFVELLOMEQVRRIPEEYSLGRMAEGLSHHDPIMKV
LSIRGLVILARRSEKTAKVKALLPSMVKGLKNMDGMLVVEAVHNLKAVEFKGRDQKLMDSA
VYVEMLQILLPHFSDAREVVRSSCINLYGKVVQKLRAPRTQAMEEQLVSTLVPLLLTMQE
GNSKVSQKCVKTLLRCSYFMAWELPKRAYSRKPWDNQQOQOTVAKICKCLVNTHRDSAFIFL
SQSLEYAKNSRASLRKCSVMFIGSLVPCMESIMTEDRLNEVKAALDNLRHDPEASVCIYA
AQVQODHILASCWONSWLPHGNSWVCYSATTHRWSPSCENLPTSHQRRSWIMQALGSWKMS
LKK

>Pan troglodytes MROH7 (ENSPTRP_1342)

MALSPGANLVFHEDPKMTPSLPSCGAPGLGSGTIPWPHPDTAHVPMLNLLPSPGLALIPD
LNDSLSPVSGEASGLVSENTPRPDDSRAIAPASLQITSSCSGEALDLDSKDVSRPDSQGR
LCPASNPILSPSSTEAPRLSSGNHPQSNSEDAFKCLSSKIFELGORNSNPSRHELNPFIR
HHSREGLVLGHCLSKPSSKALLTIPTSNSSLDLDSNPLLNMGSRNTSKLNLNVAPDSHGTL
IPDTNETITLASHNISESVSKGAFSTTWSTSSKETMNVASNGHPRSDLNVTITQASYVTL
IPGSSDGISLHSSTHGPNSTISPPSCMTLILGSNETLSLDSSLLFSDTSTLTLSSQQODDA
KDNSIHTVPLEENLESWSEMASIKVGQFPLGFPTSNPAGKDAVTLOGIPEGAFDEVTSCL
VKVPEKTEGGNNMALVENVTTLQKSODLLEAEGEKKTMIKKIMROQIQEEPLDSLSSSVRK



QAMEILTQLSHTQPTLGMRERSELVNVCVHSVESLPSVQAMOEKDEAKAETIQTLYHQTL
EALOQTLLKALFIEDPTPAGLKSILEALGPWMNSGKAHERARAVNTNVSVLNHMLLTLPEF
MPLGFPALGLLLGRLILRIGDPDEEIGCEALDGIIILYTTLELQKRARDKEETNKKELYE
SNKHFLGPYNPVSPCONILRVIEEFGDFLGPQQIKDLLLAALEGLKGSSEAPGKDSREMM
QLASEVMLSSVLEWYRHRALEVIPEIMOGIYMQLSHIQEPRARQVALLPVSLLASSFMTE
VVVALLMCPLPLNSNGAEMWRQLILCKPSCDVRDLLDLLLGSLKEKPITKEGRASIVPLA
AASGLCELLSINSCMGRVRRIYPQLLLALLIQVHYHIGLNLPGCVAPPKDTKKGAQPSPF
VPVRWVVKVVKTLLLRMGCSYETTFLEDQGGWELMEQVESHHRGVALLASCQELCRILYL
LLPLLERGDEKHRITATAFFVELLOMEQVRRIPEEYSLGRMAEGLSHHDPIMKVLSIRGL
VILARRSEKTAKVKALLPSMVKGLKNMDGMLVVEAVHNLKAVFKGRDOQKLMDSAVYVEML
QILLPHFSDAREDVRSSCINLYGKVVQKLRAPRTEAMEEQLVSTLVPLLLTMQEGNSKVS
QOKCVKTLLRCSYFMAWELPKRAYSRKPWDNQOQOTVAKICKCLVNTHRDSAFIFLSQSLEY
AKNSRASLRKCSVMFIGSLVPCMESIMTEDRLNEVKAALDNLRHDPEASVCIYAAQVQDH
ILASCWONSWLPHGNSWVCYSATTHRWSPSCENLPTSHQRRSWIMQALGSWKMSLKK

>Pongo abelii MROH7 (ENSPPYP 1530)

MALSPGANLVFHEDPKMTPSLPSCGALGIGSGTIPQPHPDMAHVPMLNLLPSPGLALVPD
LNASPSPVSGEASGLVSENTPRPDDSRAIAPASLQITSSCSGEALDLDSKDVSRLDSQGH
LCPASNPILSPSSTEAPGLSSGNHPQSNSEDAFKCLSSKIFELGORNSNPSRHELNPEFIR
HHSREGLVLGHCISRPSSKALLIPASNSSLDLDSNPLLNMGSRNTSKLNLNGAPDSRGTL
IPDTNKAFTLASHNISGSVSKGAEFSTTWSTSSKETMNVASNDHPRSDLNVTITQASYMTL
IPGSSDGISLHSSTHGPNSTISPPSCMTLILGSNETLSLDSSLLEFSDTSTLTLSSQQDDA
KDNSIHTVALEENLESWSEMASIKMGQFPLGEFLTSNSAGKDAVTLQGIPEGAFDEMTSCL
VKVPEKTEGGNNMALVENVTTLOKSODLLEAEGEKKTMIKKIMRQIQEEPLDSLSSSVRK
QAMEMLTQLSHTQPTLGMRERSELVNMCVQSVESLPSVQAMOEKDEAKAETIQTLYHQTL
EALOTLLKALFIEDPTLAGLKSILEALGPWMNSGKAHERARAVNSNVSVLNHMLLTLPEF
MPLGFPALGLLLGRLILRIGDPDEEIGCEALDGIIILYTILELQKRARDKEETNKKELYE
SNKHFLGPYNPVSPCONILRVIAEFGDFLGPQQIKYLLLAALEGLKGSSETPGKDSREMM
QLASEVMLSSVLEWYRHRALEVIPEIMOGIYTQLSHIQEPRARQVALLPVSLLASSFMTE
VVVALLMCPLPLNSNGAEMWRQLILCKPSCDVRDLLDLLLGSLKEKPVTREGRASIMPLA
AASGLCELLSVNSCMGRVRRIYPQLLLALLIQVHYHIGLNLPGCVAPPKDTKKGAQPSPFE
VPVRWMVKVVKTLLLRMGCSYETTFLEDQGGWELMEQVESHHRGVALLARAMVQYSCQEL
CRILYLLIPLLERGDEKHRITATAFFVEMEQVRRIPEEYSLGRMAEGLSHHDPIMKVLST
RGLVILARRSEKTAKVKALLPSMVKALKNMDGMLVVEAVHNLKAVEFKGRDRKLMDSAVYV
EMLOILLPHFSDAREDVRSSCINLYGKVVQKLRAPRTQAMEEQLVSTLVPLLLTMQEGNA
KVSQOKCVKTLLRCSYFMAWELPKRAYSRKPWDNQQOQTVAKICKCLVNTHQODSAFIFLSQS
LEYAKNSRASLRKCSVMFIGSLVPCMESIMTEDRLNEVKAALDNLRHDPEASVCIYAAQV
ODHILANCWONSWLPHGDSWVCYSATTHRWSPSCENLPTSHQRRSWIMQALGSWKMSLKQ

>Mus musculus MROH7 (ENSMUSP 102382)

MALSRGTSLILHEDPEKIPSPNSCEVPGIMSNTTPRPTPDLALAPPPEHALALTPALHPA
LSPDPEGVSGPVSNDIPSHNASGATTPSSTQINTVDTADQGLNHTSGPDAAGTLCPDSQP
ARIPSSTQANVLSPENSSRPCSEDVSKSFSSKVEGLGQSNSNPSRPEPNLYIKALSREAL
VRSHNISRQOGSQVPLLLPSNTSLDRLHSGNISKVNLGIAPNSNEAITLTSHTIFASISKE
ALSAPWNTGSKGSINGTSTIQPRSGLNVTVTHASHVSMIPGSSEGLSLQSSARVPNSTLS
PSSCMTLIMDSESPSMDSSFLVTDTSTLTLSSHRDYSEDNSIRTMPLEENLGKWDSLQGV
TALQSPPEGTSEDVKVNEAEKRNHDNKAALVANIITYQKNQEMVEMKEEKEATVKMMMRQ
IQEEPLDSLLSPARROQAMEILAQLSHTKPILSVRERVELVNTCVRSVFSLPSVQAMQEKD
ESKAEVIQILYYQTLDSLOKLLNALFIEDPTPTGLKSILEPLGPWMNSGKAHERARAVNS
NVSVLNHTLVTLPFLISSGFPTLGLLLGRLLLRIGDPDEEIGREALDGITILYTILDLQOK
RTKNKEDTNKKELYENNKRFLGPYNPVSPCONILRVIAEFGDFLGPQQVRDLLLAALEGL
KGISETQGKDSGEMMQLASEVMLSSVLEWYRHRALEVIPEIMQGIYMQLTHIQEPRAREV
ALLPISFLASSFMTEVVVALLMCPLPLDSNGAEMWRQLILRKPSCDVRDLLDLLLTSLKE
KPVTKKGRASIVPLAAASGLCELLSVNSCVGRVRRIYPQLLLALLIQVHYHIGLNLPSRM
APRKDSKDDTQPPLEFIPVRWMVKVVKTLLLKMGCSYESAFLEEQGGWELMGQAESHYRGV
SLLARAMVHYSCQELCRILYLLIPLLERGDERHKITATAFFVELFRMEQVRRIPEEYSLG
RMVEGLSHRDPIMNVLSIRGLVILACKSEKMAKVQSLLPSMVKSLKNMDGMLVVEAVHDL
KRIFKGQGKKLTDSAVYVEMLOQILLPHFTDAREMVRASCINVYGKVVKKLOTPRTQAMEE
QLTSTLMPLLEFIIQEGNAKVSQKCVKTLVCCSSFMNWELPKKAYSQKPWDNQQLTVTKIC
KYLVSSHRDNVFTFLNQSLEYAKNSRASLRKSSVIFIGSLVPCMENMMTEERLNEVKATL
EILRHDPEASVCICAAQAQDQIMATCWRNSWPLLYGDSWVCDPSSMHRWSPSCENLPTSH



QRRSWIMQALASWKMSLKQ

>Rattus norvegicus MROH7 (ENSRNOP 72770)
MALSRGTSLILHEDPEKTPSPNSCEVPGIMSNTTPRPTPDLTLAPLPAHGVALAPALHPA
LSPDPEGVSGPVPNDISNPNASGAATPSSIQINTADTDDQSLDHTPKPNLAGTLCPDSQP
VPSLSSTQATVLSPENSIKPLSEDIPKSFSSKVEGLGQSNSNPSRPEPNLYIRALSREAL
VRSHTISRQSSQTPLLLPSNTSLDRLHSGNISKVNLGRAQNSNEAITLTSHTIFASVSKE
ALSASWNTGSKGSVNVTSNSQPRSGLNVTVTHASHVSLIPGSSEGLSLHSSAQVPNSTLS
PSSCMTLIMGSESLSMDSSEFVVTDTSTLTLSSHRDYSEDNSIRTMPLEENLGKWDSLQGV
TAFRSPPEGTSEDAKANESEKRDHDNDTALVENIISYQKNQDEVEVTGEKETTVKMMMRK
IQEEPLDSLLSPARRQAMEILAQLSHTKPILSVRERVELVNTCVRSVFSLPSVQAMQEKD
ESKAEVIQTLYHQTLDSLOKLLNALFIEDPTPAGLKSILEPLGPWMNSGKVHERARAVNS
NVSVLNYTLVTLPFFVSSGFPTLGLLLGRLLLRIGDPDEEIGREALDGITILYTILDLQK
RTKNKEEINKKELYETNKRFLGPYNPASPCONILRVIAEFGDFLGPQQVRDLLLAALEGL
KDISETQGKDSIEMMQLASEVMLSSVLEWYRHRALEVIPEIMQGIYMQLSHIQEPRAREV
ALLPISFLASSFMTEVVVALLMCPLPLDSNGAEMWRQLILRKPSCDVRDLLDLLLTSLKE
KPVTKKGRASIVPLAAASGLCELLSVNSCVGRVRRIYPQLLLALLIQVHYHIGLNLPSRV
APRKDSKDDIQPPLEVPVRWMVKVVKTLLLKMGCSYESAFLEEQGGWELMGQAESHYRAV
SLLARAMVHYSCQELCRILYLLIPLLERGDERHKITATAFFVELFRMEQVRRIPEEYSLG
RMVEGLSHRDPIMKVLSIRGLVILARRSEKMTKVQGLLPSMVKSLKNMDGVLVMEAVHDL
KTIFKGQAKKLTDNSVYIEMLOQTLLPHFIDARETVRTSCINTYGKVVKKLRMPRTQAMEE
QLTSTLMPLLFIIQEGNAKVSQHFPLEFHTAGIFFLLVCRNV

>Bos taurus MROH7 (ENSBTAP 53490)
METLTQLSHSQPVLGLQERSELVNTCVKSVESLPTIQAMOEKDQAKADALQILYCQTLDA
LOTLLNALFVEDPYVSLLSSRLSPLGPWMNSGKAHERARAVKSNVSVLNHALLTPPFLMS
SGFPALGLLLGRLIIRIGDPDEEIGREALDGITILYTILELQKRARDKEETNKKELYESN
KRFLGPYNPVSPCONILRVIAEFGDFLGPQQVKDLLLAALEGLKGGSEAREKDLGEMMQL
ASEVTLSSVLEWYRHRALEVIPEIMHGIYAHLSHIQEPRAREVALLPVSLLASSFMTEVV
VALLMCPLPLDSNGAEMWRQLILRKPSCDVRDLLDLLLTSLKEKPVTKKGRASIVPLAAA
SGLCELLSVNSCMGRVRRIYPQLLLALLIQVHYHIGLSLPGRVASRKDAKKDAQTPGFEIP
VRWVVKVVKTLLLKMGCSYEANFLEEQGGWELMGQAENHHRGVSLLARAMVHYSCQELCR
ILYLLIPLLERGDEKHKITATAFFVELLRMEQVRRIPEEYSLGRMAEGLSHRDPIMKVLS
IRGLVILAQRTEKAAKVQALLPSMVKGLKSVDGLLVVEAVHNLKTIFKGQDRKLMDNSVY
VEILQILLPHFSDSREDVRTSCINLYGKVVQKLRSPRTPAVEEQLISTLVPLLLTMQEGN
AKVSQKCVKTLFRCSCFMAWELPKKAYSRKPWDNQQOTVAKICKYLVDTHRDSAFTFLSQ
GLEYAKSPRASLRKSSVMFIGSLVPCMESSMTEDRMNEVKAALENLRHDPEASVCICAAQ
AQDNILASCWRNSWPLPHGDSWVCDPATTHRWSPSCENLPTSHQQRSWIMQVLGSWKISL
KQ

>Myotis lucifugus MROH7 (ENSMLUP_15399)

MALSQRASLVLCEDPKKTPSFSSTGAPGLGSGTISGPNPGTDLVPALNVPPSPGLALVPD
LHPILSPVSEEAPGLVSDSTPSPDESGAVAPAALQTTPPPSGEALGLELNHISRPNSQEA
LHPASPLVPSPDSAEAQGPSSDNPSGLNSEEAFNPHSSKAFELGONNSNPSRSESNPEFLR
TFSREALVLGPCLSRPCSKALLIPASGSMDSPSNHLLSVGSRTISKLDLKGAPGPCGTLS
PSTNETIKLVSQDISGSVSKGSFGAAWKTSSKGNINVALNSNSRSDVNVTVTQASCLTVI
PGFODDISLRSSTRRPNSVPSPTSCMTLIMGSKETLSLSSSLIFSDTSTLTLSSQQDDSE
DNTIHTVPLEESQSWSEMANSEMSREPLVEPTCNTADKGTAAFHSVPERTFSEETSCLVN
APGEREDGEDGNKMTLVENVITLOKSQDVPEGDGEKKTMMKKMMEQIQEEPLDSLSSSVR
RGMETLTQLSHTQPALGVRERSELVNTCVRSVESLPSVQAMOEKDEAKAESIQILYRQTL
DALQTLLNALFVEDPTPAGLKSILEPPGPWMNSGKAHERAPPCEQQCLSLFLILLRLPEV
SPMPTRMISFSLLGSVCLRGRNSVDQVSTEAKPTLLVEKTLTTCSKGARDKSETDKRELY
ESNKRFLGPYNPASPCONILRVIAEFGDFLGPQOVKDLLLAALEGLTGGSEAEAQGRDSG
EMMOLASEVTLSSVLEWYRHRALEVIPEITQATIYVQLSHIQEPRAREVALLPISLLASSFE
MTEVVVALLMCPLPLDSNGAEMWRQLILGKPSCEVRDLLDLLLTSLKEKPVTKKGRASIV
PLAAASGLCELLSVNSCLGRVRRLYPQLLLALLIQVHYHIGLNLPRRLPSQPDRKDAKKD
AQPSVFEPVRWVVKVVKTLLLKMGCSYEATFLDDQGGWELMGQEENHHRGVSLLARAMVQ
YSCOERCRILYLLIPLLERGDEKHKITATAFFVELFOMEQVRRIPEEYSLGRMAEGLNHQ
NPIMKVLSIRGLVILARKTEKTAKVQALLPSMVKGLKSVDGLLVMEAGHNLKTIFKGQDR
KLNDSSVYVELLQILLPHFSDAREDVRSEFCINLYGKVVQKLRSPCTPAMEQQLVSTLVPL
LLTMQEGNTKVGQLCVKTLFRCSCEFMAWELPKRAYSRKPWDSQQQAVTKICNYLVNTHRD



SALTFLSQSLEYSNNSRASLRKSSVLLIGSLVPFMDSIMTEDRLNEVKAALENLRHDPEA
SVCICAAQAQDSILTSCWRTSWPMTHADLWVCDPAATHRWGSSCENLPTSHQPRSWIMQA
LGSWTTSLRQ

>Monodelphis domestica MROH7 (ENSMODP 4784)
MALNPDKSAHHSKSSDMTPSPSMVLSPTLGISLSPSTSETLVPNLGSLPRLASTAALAPF
FGLAPTLMVSDAESASSDLALVPASITYQIPTSSKAVSMGANGGPNSGSSIILGPASSTI
LIPGLNDSSDPGPNQISKPHSNAAMAPGPSPSLLAGKEADSPNPSSTVLLOPALSSAFLV
SRSPSTHRALGLNSNSTPKSSSTGFDKAVKLSQSPSLTSGKALCLSFDTSHLMGPAGTHL
MVTDPSPNFQKNPDVESVSRPSSNLTLSPFSGLTSSPSSRKALGVGMGNVSRSSSSVALT
PTLSRPSSPASKKASNAETDNSNGTPDSAANTEALSDPNVSRPNSLMALAPIACMALVVD
HSQDKKNDSGCMLTDASCVTLSSSQDSPDNFSIVLESNSKTTELKRKLESSQSVMLQTLS
RSTSEDSRLSQAKSDENKNVPEKSQEQLEPEGETKQLLRKMMKQIQEEPIDVLSNSNRQQ
AMITLAHLSQIPPRLHAKEKSELVTVCVRSVEFSLPSVQTMOEQDSPNADFIKILYSQTLD
ALQALLKSLFLEDPTPASLTSILEVSRSLRDGSGPGLGQVRGNGWTREKPLGPWITSAKA
HERARAVNNNVSLLNCTLQTQSFFTSHIEHDSNTPMEPONKEKLSIEQNRRNYYLVPGEP
MFGLLLGRLILRICDPDEEIGSEALDGVIILYTILELQKRNLDKEETNELELYESNKRFL
GPYNPVSPCONILRVIAEFGDFLGPQQVKDLLLAALEGLRDDQETPTKDTAEMMQLASEV
TLSSVLEWYRHRVLEVIPEIMNGIYVHLHGIHEPRAREVALLPISLLASSFMTEVVIALL
MCPLPLDSNGAEMWRQLILRKPSCDIRDLLELLLTSLKEKPVTNKGRASIVPLAAASGLC
ELLSVNSCVTRVRRIYPQLLLALLVQVHYHIGLNLPGQGSCFRNSLSATFMPVRWVVKVV
KTLLLKMGCSYEATLLESQGGWELMGQAEHHHRGVSLLARAMVHYSCQELCRMLYLLIPL
LERGDEKHKITATAFFVELLRMEQVKRIPEEYSLGRMSEGLSSEDPIMKVLCIRGLVILA
HRTEKSNKIQALLPSMMKGLOWVDGLLAVEAVSNVKTILRSQDKKSSDISIYLDILQVLQ
PHFDDNREEVRLAAITLFGKVVQLLRSPCTPLTEQQLVNSLVPLILQLOEGNPVVGKRCK
KTLSYCCYHMAWVLPKMMYSKKPWDPSQQOSVAKICKYLVNTHRDSALVFLTQSLEYTKSP
RAALRRSAVTFIGSLVPCMEGMLTEELLSEVKSEQAKTYKDEGNDYFKDKDYKKAVLSYT
EGLRKKCSDPDLNAVLLTNRAAAQFHLGNLRSALNDVTAARKLKPNHLKAITRGAACHLE
LKNFREATRWCDEGLRLDSQERKLLETRAKAERLKRVEERDIRKAKVKEKKEEAQKGALL
RATQARNIRLAAAAPGDDDEPSDDADDPDGASPHAGLGAENAAGARMCLGDDGRLRWPTL
LLYPEHGQTDFISAFHEDSRFIDHFLVMEFGELPPWDLERKYHPDNLQLYFEDDAQEELYQ
LSPESTLLEALQHPRYVVKASTPAFLVLAKQSPFCKSFLRGRKVHRLK

>Homo sapiens_ MROHS8 (ENSP_339971)
XVAGTPTSSQPSFGPSIRERPSQSLCPCPCPAGEGDPAWPALERRLVTSRGRQPSPQSHA
QOLLTRRRHSSEQVPPESEPRADFRSGKWLOQEPATGDARDSRQALRARMSSKHRICSQEEV
VIPCAYDSDSESVDLELSNLEITKKGSSSIELTDLDIPDIPGLHCEPLSHSPRHLTQQDP
LSEAIVEKLIQSIQKVENGELKGELEKLKFLGDLSSLSQALPYDETAKSFIHSHIADIVH
TLNVLVQEERPHSLSSSMRQEVEVTIADLSYQDVHLLLGSEDRAELFSLTIKSIITLPSV
RTLTQIQEIMPNGTCNTECLYRQTFQAFSEMLQSLVVKDPHLENLDTIIKHLVPWLQSVK
DHERERATASMAQVLKCLSKHLNLKLPLRFOQRLGHLVALMALLCGDPQEKVAEEAAEGIH
SLLHITLRLKYITHDKKDQONLKRALTKCREFLELHSSAAKCFYNCPFRIAQVFEGFEFLDS
NELCOFIMTTFDTLKTLKHPCIQRSAGELLLTLAKNTESQFEKVPEIMGVICAQLSIISQ
PRVRQQIINTVSLFISRPKYTDIVLSFLLCHPVPYNRHLAEVWRMLSVELPSTTWILWRL
LRKLQKCHNEPAQEKMAYVAVAATDALYEVFLGNRLRAATFRLFPQLLMTLLIQIHHSIG
LTMSDVDIPSGLYTEQEVPSEVTPLCFAMOQATKTLLLRTCCLQEFNIMEKNKGWALLGGK
DGHLQGLFLLANALLERNQLLAQKVMYLLVPLLNRGNDKHKLTSAGFFVELLRSPVAKRL
PSIYSVARFKDWLODGNHLFRILGLRGLYNLVGHQEMREDIKSLLPYIVDSLRETDEKIV
LSATQILLOQLVRTMDFTTLAAMMRTLESLEGDVRSDVHREFSVTLFGAAIKSVKNPDKKST
ENQVLDSLVPLLLYSQDENDAVAEESRQVLTICAQFLKWKLPQEVYSKDPWHIKPTEAGT
ICRFFEKKCKGKINILEQTLMYSKNPKLPIRRSAVLFVGLLSKYMDHNELRRMGTDWIED
DLRDLLCDPEPSLCIIASQTLLLVQOMARAEPKPKORVNWLQKLMGRSSA

>Pongo abelii MROHS8 (ENSPPYP 12264)

MPLSRRGRGSRLAGSRAATSSLPRATALSPKSTGRGALSISHAQLLTRRRHSSEQVPPAS
EPQADFRSGKWLQEPATGDARDSRQALRARMSSKHRICSQEEVQEEVVIPCAYDSDSQSV
DLELSNFETIKKGSSSIELTDLDIPDIPGLHCEPLSHSPRHLTQQDPLSEAIVEKLIQST
OKVEFNGELKGELEKLKFLGNLSSLSQALPYDETAKSFIHSHIADIVHTSNVLVQEERPHS
LSSPVRQEVEFVTIADLSYQDVHLLFGSEDRAELFSLITIKSIITLPSVRTLTQIQEIMPNG
TCNTECLYRQTFQAFSEMLQSLVVKDPHLENLDTIIKLPLRFOQRLGHLVALMALLCGDPQ
EKVAEEAAEGIHSLLHITLRLKYITHDKKNQQOSLKRALTKCREFLELYSSAAKCEFYSCPFE



RIAQVFEGFLDSDELCQFIMTTEFDTLKNLKHPCIQRSAGELLLTLAKNAESQFEKVPEIM
GVICAQLSIISQPRVROQIINTVSLFISRPKYTDIVLSFLLCHPVPYNRHLAEVWRMLAV
ELPSTTWILWRLLRKLOKCHNEPAQEKMAYVAVAATDALYEVFLGNRLRAATFRLEPQLL
MTLLIQIHHSIGLTMSDVDIPSGLYTEQEVPSEVTPLCFAMOATKTLLLRTCCLQEEFNIM
EKNKGWALLGGKDHHLQGVFLLANALLERNRLLAQKVMYLLVPLLNRGNDKHKLTSAGFEF
VELLRSPMAKRLPSIYSVARFKDWLODGNHLFRILGLRGLYNLVGHQEMREDIKSLLPNI
VDSLRETDEKIVLSAIQILLOLVRTMDFTTLAAMMRTLESLEFGDVRSDVHRFSVTLEGAA
IKSVKNPDKKSIENQVLDSLVPLLLYSQDENDAVAEESRRVLTICAQFLKWKLPQEVYSK
DPWHIKPTEAGTICRFFEKKCKGKINILEQTLMYSKNPKLPIRRSAVLEVGLLSKYVDHN
ELRRMGTDWIEDDLRDLLCDPEPSLCIIASQTLLLVOMARAKPKPKQRVNWLOKLMGRSS
A

>Macaca mulatta MROHS8 (ENSMMUP_ 18889)
MPLSRRGRGSRLAGSRAATSSLPRATALSPKSAGRGALSISHAQLLTRRRHSSEQVPPES
EPQADFRSGKWLQEPATGDARDSRQALRARMSSKHRICSQEEVVIPYAYDNDSGSVDLEL
SNLETIKKGSSSIELTDLDIPDIPGLHCEPLSDSPRHLTRQDPLNEAIVDKLIQSIQRGFE
SGELKGELEKLTFLGSLSSLSRALPYDETTESFIHSHIADIVHTLNVLVQEERPHSLSSL
VROQEVFVTIADLSYQDVHLLEFGSEDRAELFSLVIKSIITLPSVRTLTQIQEIMPNGTCNT
ECLYRQTFQAFSEMLQSLVVKDPYLENLDTIIKHLDPWLQSVKDHERERATASMTQVLKC
LSRHLSLKLPLRFQRLGHLVALMALLCGDPQENVAEEAAESTIHYLLHITLRLKYITHDKK
NQONLKRALTKCREFLELYSSAAKCEFYSCPFRIAQVFEGFLDSNELCQFIMTTFDTLKNL
NHPCIQRSAGELLLTLAKNAESRFEKVPEIMGVICAQLSIISQPRVRQQIINTVSLFISR
PKYTDIVLSFLLCHPVPYNRHLAEVWRMLAVELPNTTWILWRLLRKLOKCHNEPAQEKMA
YVAVAATDALYEVFLGNRLRAATFRLFPOQLIMTLLIQIHHSIGLTMSDVDIPSGLYTEQE
VSSEVTPLCFAMQATKTLLLRTCCLQEFNIMEKNKGWALLGGKDCHLQGVFLLANALLER
NRLLAQKVMYLLVPFLNRGNDKHKLTSAGFFVELLRSPVAKRLPSIYSVARFKDWLQDGN
HLFRILGLRGLYNLVGHQEMREDIKSLLPYIVDSLRETDKKIVLSAIQILLQLVRTMDET
TLAAMMRTLEFSLFGDVRPDVHREFSMTLEGAAIKSVKNPDKKSVEKQVLDSLVPLLLYSQD
ENDSVAEESRRVLTICAQFLKWKLPQEVYSKDPWHIKPTEAGTICRFFEKKCKGKINILE
OTLIYSKNPKLSVRRSAVLFVGLLSKYMDHNELRRMGTDRIEDDLRDLLCDPEPSLCIIT
SQTLLLVOMASAEPKPKORVNWLOKLMGRSSA

>Mus musculus_ MROHS8 (ENSMUSP 124362)
MPLPRRGGEPRLAGARVVRTSLPRATPRSPKRVGRGAPLLSHAQRLTRRRHSSEQVPPEP
EQADFRSGKWLQERAGGDARDPRHTPLARMGSRQRASGTEEVVIPCASDSDSGSVDLQLS
NLDDVQKGGASVEFTDSDIADIPTLPQESLPDNLRLLTLQEPLSETSIERLVQSIQEVLH
GELKGETQKLKFLRSLSSLSQTIPYDENTESFIHRHTAEIVHVLSVLVQEEPLHSLTSMV
ROEIFVTITDLSFONVYLLFGSEDREDLLGLITKSIISLPATSTPIQLLKIVSNQAIEQE
CLYRETFEAFSVMLQSLVIKDPHLEFFDSIFKHIDPWLOSDRDHERERATTVMAQVLKCL
SSYLSLKLPLOFQRLGNLVAVMALLCGDPQKEVAEEAAEGTHYLLHITLRLKY IMQDRDN
NSKNLRETLKKCRLLLEQYSLKRFYCCPYKIVQVFEVFLDSRELGQFIMTILDSLKNLPH
PCIQQTAGELLITLVKSAEARFERVPEIVGVICARLSIITLTSVRQQIINTVSLFVSRPK
YTDVVLSHLLCHPVPYDRHLAELWRSLEVELSNTTWVLWRLLRKLOQKCHEGPSQEKMAYV
AVAVTDALYEVLMGNKLRAAAFRLFPQLLMTLLIQIHHSIGLTMSDVSIPSGLYAEQEVP
MEVTPLCFAIQATKTLLLRTLCWQEFSIMEKSGGWTLLKGEGHLQGVFLLANALMERSHL
FAYKILYLLVPLINRGNDKHKLTSAGFEFVELLKSPMARRLPKVYSTIRLKAWLNEESKLFE
RILALRGLRNLVRHQEMREDIKSLLPCILSSLHETDERIILLAIQILLQLVRMLDSTTLA
TMMKTLLSLEFGDVRQDVHCEFSMTLFGASIKAVKHTEKKSVEDQVLESLVPLLLESQDEND
ETAKESRRVLTLCARFLNWKLPREVYCKDPLYIKPNEVRRVCKFFGEKSKGKIDILDQTL
PYSKDPKLPIRRTAVLFVGLLSHYVDTSELKRKGTDWIEKDLRELLODPEPSLRILASQA
LFRIQRVGSTSEAETSVSWLRKLLCCLHT

>Rattus norvegicus_MROHS8 (ENSRNOP 52093)

MPLPRRGGEPRLAGARVVRTSLPRATPRSPKRVGRGAPLLSHAQRLTRRRHSSEQVPPEP
EHADFRSGKWLQERAGGDARDLRHTPLARMGSRQRVSGTEEVVIPCASDSDSGSVDLQLS
NLDDIHKGGPSVEFADSDISDIPILPQESLPDNLRSPTLQEPLSEASVERLVQSIQEVLH
GDLKGELQKLKFLRSLSSLSQTIPYDESTESFIHRHTAEIVHILTVLVQEEPLHSLNSLV
ROEVEVTITDLSYRDVHLLFGSEDREDLLGLITKSMMSLPAICTPIQLPRIVSNQAIQQE
CLYRGTFETFSVMLQSLVVKDPHLEIFDSIFKHIDPWLQSDRDHERERATFVMAKVLKCL
SSYLSPKLPLQFHRLGHLVAVMALLCGDPHKEVAEEAAEGTHYLLHITLRLKYITQDRDS
GKNLRETVKKCRELLEQYNLKGEFYCCPFKIVQVFEVFLDSKELGQFIMTVLDSLKSLPHP



YIQOTAGELLITLVKSAEARFEKVPEIIGVICARLSIITLASVROQOIINTVSLEVSRPKY
TDIVLSHLLCHPVPYDRHLAELWRTLEVELSSTTWVLWRLLRKLOKCHDGPTQEKMAYVA
VAVTDALYEVLMGNKLRAAAFRLEFPQLLMTLLIQIHHSIGLTMSDVSIPSGLYAEQEIPT
EVTPLCFAIQATKTLLLRTLCWQEFSIMEKNGGWTLLKGEGHLQGVFLLANALMERSHLEF
AYKIMYLLVPLINRGNDKHKITSAGFFVELLRSPMARRLPRVYSTIRLKTWLNEESKLER
ILALRGLRNLVGHREMREDIKSLLPCILNSLYETDERIILLAIQILLOQLVRTLDSSTLAT
MMKTLLSLEFGDVRQDVHRESMTLFGASIKAVKHTEKKSVEDQVLESLVPLLLEFSQDENDA
IAKESRRVLTLCARFLNWKLPREVYCKDPLYIKPNEVRRVCKFFGERSKGKIDILDQTLT
YSKDPKLPIRRTAVLEVGLLSNYVDASELKRKGTDWIENDLRELLODPEPSLRITASQAL
FRIQRVGNIPETEISVSWMRKLLGCLHT

>Canis familiaris MROHS8 (ENSCAFP 12816)
MALYWMNHHSLEYCWICSQEEVVIPCDSDNDSGSVDLQLSNLEDIKKDPSSLELTDSDIF
DITGLSQESFIDSFRHLTQQOGPVSEANVERLIQSIQEVENGELQSEFEKLTFLRSLSSLS
QTLPYDETTESFIHSHITDIVHVLNMLIEEEPLHSLFSSVRQEVFITIANLSYQDIHLLF
GSEDRADLFSLITKSIITLPSVETLIQLOEIMPSGSYNTECLYRQTFQAFSEMLQOSLVVK
DPHLENLDTIFKQMDPWLQSTKDHERERATASMAQVLKCLSRHLSLKLPLRFQRLGHEVA
LMALLCGDSVTEVAEEAAEGMHCLLHVTLRLKCTIYDKKNHPNLRRAMKKCQELLELYST
KQFYSCPFKIAQIFEAFLNSNELFQFVMTTLDGLENLKHPCTQKSAGELLITMVKNAESR
FEKVPEIMGVICARLSIISQPRVRRQIINTVSLFISRPKYTDIVIGHLLCHPVPYDRHLA
ELWRTLEVELPSTTWILWRLLRKLOKCHNEPTHEKMAYVAVAATDALYEVEFVGNRLOAAT
FRLFPQLLMTLLIQIHHSIGLTMSDVAVPSGLYTGQEMSSEVTPLCFAIQATKSLLLRTL
CWOQEFNIMEKNKGWTLLEGKECHLQGVSLLANALLERNHLLAQKVMYLLVPLLNRGNDKH
KLTSAGFFVELLQSPVARRLPSIYSIVRLKDWLHHGNRVFKFLALRGLCYLIKHQDMRED
IRSLLPCILDLLCETDEKIVLLAIQILLOLVGTMDFTTLTAMMKTLEFTLFGDVRSDVHRL
SMTLFGASIKSVKYTDKKGVENQVLDSLVPLLLYSQDENDAVAEESRQVLTICAQFLKWK
LPQEVYCKDPWYISPSEAGTVCKFFGKKCQGKVNLLAQTLMFSKNAKLPIRRAAVLEVGL
LLKYVDYSELRTKGTDWIENDLKALLHDPEPSLCITASQALFRVOKVGAEPDSRQSIPG

>Felis catus MROHS8 (ENSFCAP 11066)
PKKSPSTCPFPTGEEAPAWPAPEWRALASRGLRPTRPASHAQRLTRRRHFSEQVPPGPEP
QOADFRSGKWRQERAGGDARDSRRSARAGMGSRHRICSQEEIVIPCASDNDSGSVDLQLSN
LEDVKNDASSLELTDSDISDIAGLPQESLTDSEFGHLTQQOGPLSEPIVERLIQSIQEFENG
DLOSELEKLTFLRSLSSLSRALPYDETIGAFIHSHIEDIVHILNMLVEEELLHSLESPVH
QEVEVTIADLSYQDVHLLLGSEDQADFEFSLLTKSIITLPPVKTLTQLEEIVPSGSYNTEC
VCELTFTLFLLPLIFVNQHSSHIGFLSFILVOMDPWLOSTKDHERERAAVSMAEVLKCSS
RHLSLKLPLQFQRLGRLVALMALLCGDPVKEVAEEAAEGTHYLLHITLRLKYVTHDKKNH
PSLRRAMKKCQELLELYSIKQFYSCPFRIAQVFEVFLNSNELCQFVMTILDGLKNLKHPC
TOKSAGELLITLVENAESRFEKVPEIMGVICAQLSIISQPRVROQIINTVSLEFISRPKYT
DIVISHLLCHPVPYDRHLAELWRTLDVKLPSTTWILWRLLRKLOKCHNAPTHEKMAYMAV
AATDALYEVEFVGNRLRAATFRLFPQLLMTLLIQIHHSIGLTMSDVAIPSGLYTEQEMSSQ
VIPLCFAIQATKTLLLRTLCWQEFNIMEKNKGWTLLEGKDGHLOQGISLLANALLERNHLE
ANKIMYLLVPLLNRGNDKHKLTSAGFEFVELLOQSPMARRLPSIYSIARLKDWLHHGNNVEK
TLALKGLHYLTRHQEMREGIKSLLPCILDLLCETDEKIVLLAIQILLOLVETMDEFTTLTA
MMKTLESLEFGDVRPDVHRESMTLFGASIKSVKYTDKKGIENQVLDSLVPLLLYSQDENDA
VAEESRQVLTICAQFLKWKLPQEVYCKDPWYIRCGKVGKVCKEFGKKCKGKVNLVAQTLIT
FSKNAKLPIRRAAVLEFVGFLLKYVDHSELRMKGTDWIEKGHIDLRDLLCDPEPSLRIIAS
QALFQVREVGTEQDPRQTVCGLRKLMGCLST

>Myotis lucifugus MROH8 (ENSMLUP 2058)

TPTPPQVPCIPPARQPSLRLWTPERRSPCPSPAEEGDPAWPAPEWRTLASRGRWPSRRGH
AQHLTRRRHSSEQVQEGSAPPADFRSEKWLPERAGGDAGNSRQAPRAEMASRDRICSWDV
VVPYASDSDSGSVDLOQLSNLEDITKGPSSLEFTGFRLRKDRPFISKSHCTQLGSDKEFRYL
THDDAFSEANIENLIESIQEFFHGELKIQSEHEKLTYLRSLSSLSRILPYDETTESFIHG
HIADIVHILYILVEEEPLHSLESPVRQEVEVTITDLSYQDVHLLEFGSEDRVNLESLIIKS
TITLPSEKTLTQLOEIKPSGSCKSECLYROQTFQVEFSEMLOSLVVRDPHLENEDIILKHMD
PWLOSIKDHERERAAASTIAQVLKCLCMHLNLKLPLRFQRLGHLVALMVLLCGDPLNEVAE
EAAESTYYLLHITLRLKYITEDKKNRPILRGAMKNCQELLEFYSIKQFYACPFKIAKIFE
VLLDSNELCQFVVTILDGLKNLEHSCTHQLAGELLMSLVENVEFRFEEVPEIVGVICAQL
SMISQPSVRQQVITIVSLLISRPKYTDTVISYLLYHPVPYDRNLAEMWRTLKVEVPSTTG
ILSRLLRKLOQTCHNEPTQEKMAYVAVAATDALYEVEMGNKLOQEAMFQLEFPQLLMTLLIQTI



HHSIDLTMSEVAIPPGLYKEQEMSSKVTPLCFAIQATKTLLLRTLCFQEFNIMEKNEGWA
LLAGKDCHLQGVSLLANALLERNHVLAHKILYLLVPLLNRGNAKHKLTSAGFFVELLQSP
VARRLPSIYSIARLKDWLHHGNNIFKILALTGLYYITIRHQKMREDIQSLLPCILDLLCES
DEKIVLLAIQILLLLVRTMDFSTLAAMMRKMESLEGDVRPNVHCEFSMTLEFGASVKSVKYA
DKKGVENQVLDSLLPLLLYSQDENDAVAEESRRILTICAQFLKWKLPQQVYYKDPWYINP
SEVETICKEFFGKKCQEKVNILAQALTFFKNAKLPIRRAAVLEVGIFSKYLDRNELKTKGT
KWIEDDLRHLLRDPEPSMHIVVSQALLQIQKVGAEPEPEQTVCGLRKLMCCLPT

>Monodelphis domestica MROHS8 (ENSMODP_ 400)
SRESPLEEMVFPEVPENDSGSVDLQLSKLEGIKKDANSIDFTVDSDFELPGTSKKNASED
VTPLLIEGPPGLIIVENLIDSVQDFLNGDRKGDAEKLTFLRCLSSLSQTLPYDETAESET
HDRIEQIVNALNMIIQQEPLHSLFTPTRQEVFTAITDLSSQEINLLFGSKEKLDLFRNLT
RSMIALPSTKILNILOTVMPTGOYNTESLYROQTFQAFCEMLOSLVIQDPHLENLDQILEY
MEPWLOSAKDQERERAAASMAQMLRSLSRHVNLOPPLHFONLGKLVALMSLLCGDPVEEV
TOQEAAEGTHHLLRITLRIKCLTYDKKSHONFKGAVKKCKELLETIYNIRQFYSNPEFKIAQV
FEVFLSPNELSQYITTTLDGLKNPKHPCIQQSAGILLVTMVKCAETRFEKVSDITIRAICG
RLPITIGQFIARQHAMNIVSLLISKPTYTDIVLDQLLLHPIPFDRHLAELWRTLDVDLPNT
TWILWRLLRKLOKCHSMVEDKMAFMAVAATDALYETFVGNKLQAATYRLFPQLLMTLLIQ
MHHSIGLTMSDVVFPSGMYIEEEVVITCTPLSFAIQATKALLLRTTCWFEFYTMEKKKGW
NLLELESDHIQGVSLLANVLLEKHVVLAQRILYLLIPLLNRGNEKHRLTSAAFFVELLRS
PLARRIPKRYTIVRLEEWLHHENYQFRVLSLKGIDNLLCYHQGMEEIDGMIPAILSNLSE
ANERIVLLSISVLRNLLNTMDETTLKNTMHALFSLEFSDVRPKIHLLAVTLEFGDSIKMVKS
KDKKEIEGRILESLIPLLLHLODEDDDVAKESSRVLSTIICHFLKWKIPREVYHKDLWHGR
SGIEAICKFFEQKCRGKCDMLIQAAKYIQSDQVNLRREAIFITGALAKFMDRNELRTKGT
EWLEEILRPQLYDPEPSVRITAAQALIRIQRAVLAQPEPTPVLSRLRKLENFIYH

>Homo sapiens MROHO (ENSP_356733)
MLTRNPKTKSSLOILODSVKWHHMAHKVNSLLDAYSGLLSNESMILAVNSSFVDPLLOFE
SQLKITIESSFGMLVVMPSLDKVKEMGSSYEYIEDMENLYHANILNIYENILTSLVSKDLYK
LOILKEMLVWMSKDSSYLOQERIMVIINKVLRFTVTKVRKYISVDAPCLGLLAAELSLLCS
HEDPSIVKQASLGMCHLLYIARCONDIGTNKPTNGKSHSLQFPSSDVEFLPKEFQQDESK
TAQRVGQTLLPPLLTDEVQSLLMKLSSPDDKIASDAASILIFTLEFHAEKVTMVSKIVDA
IYRQLCDNNCMKDVMLOVITLLTCTSPKKVIFQLMDYPVPADDTLIQMWKAACSQASVAP
HVLKTILLILKGKPGEMEDTVTEGKRESLDITNLMPLAACQALCTFLPLGSYRKAVAQYF
POLLTTLMFQVFYNSELKPILKDRALYAQDALRVLLNCSGLQQVDITLMKENFWDQLSED
LCYYHGVCFIAKTLSEYNEFPOQFPETLSYLYKLSVEGPRRSEDTVIVLIFLTELLNNFEFKD
PLPEEFLVLFINWINDSNPVVSRLILHRIVHMSPIINKTENVSSILIAILDAFLSKDDNV
VLOALLTLRRLLNELDKVTYSLGTRIGSSYCTLMDHINGGIRSMAIRHFGQLVRDMRQYT
WMVNDVVLEGLVPLILFLEDDDKRVAEACKYTLKICTSQLKWSTSRLLKDENYSFEMVVL
NICNNLIISHRNYITDLTSDTLRFLWSPRTYLKRASVILIGYLAKSGGHLLLRDEIEVML
DVIERLLRDEDPMIKQLAEITYDIFKKKAHKLTSAPLKONFOQKLLKLEFYIKKLKPLYNYN
SPNGQIDSPTDSKDVKNDKAL

>Gorilla gorilla MROH9 (ENSGGOP_ 9013)
MLTRNPKTKSSLQILQODSVKRHHMAHKVSSLLDAYAGLLSNESMILAVNSSEVDPLLQFE
SQLKIIESSFGMLVVMPSLDKVKEMGSSYEYIEDMENLYHNILNIYENILTSLVSKDLYK
LOILKEMLVWMSKDSSYLQERIMVIIKKVLRFTVTKVRKYISVDAPCLGLLAAELSLLCS
HEDPSIVQQOASLGMCHLLYIARCONDIGTNKPTNGKSHSLOQFPSSDVEFLPKEFQQDESK
TAQRVGQTLLPSLLTDEFVQSLLMKLSSPDDKIASDAASILIFTLEFHAEKVTMVSKIVDA
IYRQLCDNNCMKDVMLQVITLLTCTSPKKVIFQLMDYPVPADDTLIQMWQAAGSQASVAP
HVLKTILLILKGKPGEMEDTLTEGKRFSLDITNLMPLAACQALCTFLPLGSYRKAVAQYF
POLLTTLMFQVFYNSELKPILKDRALYAQDALRVLLNCSGLQQVDITLMKENFWDQLSED
LCYYHGVCFIAKTLSEYNFPQFPETLSYLYKLSVEGPRRSEDTVIVLIFLTEVSEVDCEQ
LCSHFLFLPKFKSKFQFLVSLPLNVGSYQDLRS

>Pongo abelii MROHO (ENSPPYP 602)

MLTRNPKTKSSLOILONSVKWHHMAHKVSSLEDAYSGLLSNESVILAVNSSEVDPLLQFE
SQLKITESSFGMLVVMPSLDKVKEMGSNYEYIEDVENLYHNILNIYENILTTLVSKDLYK
LOILKEMLVWMSKDSSYLQERIMVIINKVLREFTVRKVRKYISVDAPCLGLLAAELSLLCS
HEDPSIVOQASLGMCYLLYIAQCONDIGTNKPTNGKSHSLOFPSCDVEFLPKEFQQDKSK
IAQRVGQTLLPSLLTDFVRSLLMKVSSPDDKIASDAASILIFTLEFHAEKVTMVSKIVDA



IYRQLCDNNCMKHVMLQVITLLTCTSPKKVIFQLMDYSVPADDTLIQMWQAAGSEVSVAP
HVLKTILLILKGKPGEMEDTLTEGKRFSLDGTNLMPLAYAQDALRVLLNCSGLQQVDITL
MKENFWDQLSEDLCYYHGVCFIALSL

>Mus musculus MROHO9 (ENSMUSP 94365)
MIQETTNTMTRLOTLOSSVIWYHVEFKAEILLDTYSGLLSEQSITILAMNSSEFVDPLVQFE
SQLQITELSFRKVEFSMPSLSTVKAMGRTSEDTEDLENLYOQNIFNIFEDTLLILVSKDEYK
IQILKEMATWMSEDSQYQQERAMMVITRVLIFASKRVKKYRSIDAPCLGLLAAELSLFCS
HNDPEIIQQAMAGMNYVLYIALCONSNVVKFRSSKPSEEGSNIKVMTSGVESLAKMTQGE
KTKIAQSVGQILLPQLLTDFVWTLLKKLSSPNNKMAIEAASLLKLTLEFHAQKITRVSKI
VEDIYEQLCGNPSPMMKSVMLHVISVLTRASPKKVIFQLMEFPVPADKTLLLLWQAASME
SSVASEVLKTILLILKGKPGEIEETLGEKRRFSLDATNMMPVAASQALCTFLPVTSYEKV
VVKLFPEFLMALLLQLSYCSHHLKNTARNRPLYVRDALKALLNCSGLEEVDKALEKKNEW
DOFSQVMDHQYGIHLIAKTLSECNFPQFPETLHYVYKIAVEGPRRSEDSIVTIIFFAELL
NNFFKESLPEEFLVLEFRNWINDSNPSVGKMSLOKIASMAPVESEIESVCNLLLPVLDAFL
SKEHTVITIRAMLTLRNILSKLDKKIYSTVCIRIASSYSPLMDHVNSGIQCMAIRHFGELL
MDMNHYNWMLKHIVLGSLVPLILFLESKETRIVKACRYTLTICVTQLKWSTASLLKEETY
NFESVVLDICNNLLSSYESYITDLISDTLGFLGSSRDFLKKGAIILVGYLGKSGEHLLLR
DEIDIMIEVIERLTRVEDALIKELAEKTRKLFKEIANRMSSSTIKQTFRKWVKMERTKKL
KLIYDVASIRTLEGNEIEIIKDSLIESNLEKSEKPYRVTKENYENESLYTV

>Rattus norvegicus MROHY (ENSRNOP 4931)
MATWMNEDTLYQQERAMMVITRVLIFASKRVKKYPSIDAPCLGILAAELSLFCSHDDPETI
IKQAITGMNYVLYIALCONSNAITFRSLKTNEKESNPKIITSDVELLAKITQGEKTKLVQ
SVGQILLPQLLTDFVWTLLKKLSSPYNNTAKDAASLLKLTLEFHAQKITRVSKIVNDIYE
QLSENSSYMMONAMLPVISLLTRASPKKVIFQLMEFPVPADKVLLLMWOAASVESSVASE
VLKTILLILKGKPGEMEETMVERRRFSLDATNMMPVAASQALCTFLPVTSYRKVVVKEFP
EFLMALLLQLFYCSQHLKDTAQDRPLYVRDALKALLNCSGLEEVDKALERKNEFWDQFSQV
MDHQYGIHLIAKTLSECNEFPQFPETLHYVYKVAVEGPRRSEDSIVTIIFFAELLNNFFKE
SLPEEFLVLFRNWINDSNPSVGKMSLOKIASMAPVFSEIESVCNLLLPVLDAFLSKEHTV
ITRAMLTLRNILGKLDKVIYSKVCIRIASSYCPLMDHVNGGIQCMAIRHFGELLMDMNQY
NWMLHHIVLGSLVPLILFLESKETRIVNACRYTLTICTTQLKWSTAHLLKEETYNFESVV
LDVCNNLLSSYEGYITDLISDTLGFLGSSRAFLKKGAIILVGYLGKSGEHLLLRDEIDIM
IEVIERLTREEDPLIKELVEKTRKLEFKEMANRMASSTVKQTEFRKWAKMFRTKKLKLIYDA
ANMISPKEGNTESTIKEDNLIRPNLENSKELHRVINEDKLVKPNVKKSGYFP

>Canis familiaris MROHO (ENSCAFP 22081)
MKTRKNLRHSKDKETGLOQTLQSSVKWHHIVNSAPSLWDAISRLLSDQAMVLSLNSSEVDP
LLOFESQLNIIESSFKMVFAIPSLEKVREMGTSEDDKEDLENLYQSILNMFEETLLILVS
KDFYKLOQILKDMIIWMNEDTSYLQERVMMIISSVLSFASKKVKRYASIDAPCLGVLAAEL
SLLCFHNDPLITHQASLGMCYLLWIAKCONDIEEIKSTMCNSGNHGLLPVPSDTEFLLMD
LOODKTKITQYVGQTLKPSLLTDFVWSLLMRLSSSNCVTAFEASTMLKMTLEYHAHKVTM
VSKIVDAIYKQLCEHSSHVMRHTLLRVITLLIRSSPKKVIFQLMDYPIPADNTLLLMWOQA
AGSESRMAPHVLKTILLILKGKPGEMODSLMERRREFSLDTTNMMPVAASQALCTLLPISS
YKRAVAEFFPQLLMALMLOLEFYSSDLRLMIKDRLEFYARDALRVLLNCSGLQKVDMALKKK
NCWNQFSQVLSHHHRVYLVAKTLSDYNFPQFPETLHYLYKLSVEGPRRSEDSVIIVIFEFT
ELLNNFFKDPFPEEFLVLFRNWVNDPNPAVSKLSLOKIASMAPVINKVENVRSLLISILD
AFFSKDKTVIIWALLTLRKLLGKLNKVTYSSLSTRIASSYYPLMDHSNGGIRSMAIYHEG
ELLKDMSQYPWILNDMVTGGLVPLILFLEDTEIRVAKACKYTLKICASELNWSTSYLLKD
KHHNFELVVLNICKNLLISHESYITNLISDTLGFLRSSRIYLRRASVILIGYLTKLGSHL
LLREEIEVMLDAIDPVLRDEDPVIRELAEITYRDFKEMSLKLTSSNFKQIFRRLFSLIYL
KKLKPLYNWPDNLADSL

>Felis catus MROHO (ENSFCAP 2773)

LHLLSSLLNNCTFFLISFVDPSLQFESQLKITIESSFKKVESIPSLEKVROMGNSEDDKED
IENLYONILNMYEDTLLILVSKDLYKLOILKDMAMWMNEDSSYLOERAIVVISRVLSFAS
RKVRGYASVDAPCLGVLAAELSLLCCHNDVSITQQASLGMHHLLCIAKCONEDIEKTKST
KYEKHGNHCLLSPSSVQEFVPKVLORDRAKIAQSVGQTLMPSLLTDEFVWSLLMTLSSPNC
VTAFKASTILKLTLEYHAHKVTMVSKIVDATIYKKLRENSSHVMROQAMLRVTTLLTRTSPK
KVIFQLMDYPVPADDTLILMWHAAGSESSVAPHVLKTILLILKGKPGEVHASLPERRRES
LDTTNMMPVAASQALCTLLPVGSYKKAVAQFFPOQLLMALMLOVEFYISELRLVTEDRPEYA



RDALRVLLNCSGLQQVDIALKKKNCWNQFSEELFHHOGVYLIAKTLSEYNFPQFPETLQY
LYKLSVEGPRRSEDTVITVIFFTEVSFIRRLNNQVLEPYANLRQHSNLLSPSLNIDSYQG
LRQ

>Myotis lucifugus MROHO (ENSMLUP 5298)
VINLQILOSVVKWQHLIQEYTATSLWDTLATIFNHQALILAVNSSEFVDPLLOFETQLSTIT
ESSFKVVFAMPTLKEVRDIGNNESEELDLEELYQTILNIFEDTLLILVSKDLYKLQILKE
MAVWMNEDNSYLQHRVLVIICRVLNFASRKAKGYGSVDAPCLGDLAAELSLLCSHTDGST
TEQASFGIYHLLCIANCENVNIAEGKLTKCDKTGSYNWLPSLLDTEYLPDILRGDKTKIA
QSIGHTLEPSLLTDFVWNLFMRLNSPNPVMVKEAANMLKLTLEFHANKVTMVSKIVNTIY
EQLSGNSTHIMKQTMLKVITLLTRTSPKKVIFQLMDYPVPADNTLILMWHAAGNESSVAP
YVLKTILLILKGKPGEIQDSFLERRRSSLDATNMMPVAASQALCTLLPVSSYKKAVAQFF
POLLMALMFQLCYSSNTOMGSEDNLMGPSYARDALRVLLNCSGLOQVDLSLKRKNEFWKQA
SQVLFHLHGTYLVAKTLAEHNFPQFPETLHYLYKLSVEGPRRTEEGVITVIFLTELLNKE
FRDPFPEEFLVLFRNWVKDSNPAVSKLSLOKIATMAPVINQIESGCSLVLSILDAFYSKD
KTVVIRALFTLRRLLNKLDKVTYSSLCTRIATSYFPLMDHTDAGIQSMAIRHFGELLRDM
NQYTWMLNTVVLESLVPLILFLEDIETRVVMACKHTLAICALELKWPAFPQFMEHYSFEM
VVLNICNNIFISHGSYITDLLSDSLGFLRSSRVYLRRAALILIGYLAVSGRHLLLRDDIE
VMLEATERVLODEDPLVEELAKITYGLFKKIAHKMTSSVIKQSFRRLENFIYIKKVKLLY
NYHSPGSSVEIKETDNYEEDVEDDQKPKFIKLTNKFEKSHKYST

>Monodelphis domestica MROHS (ENSMODP 4394)
MDPLEQFEIQLQTIEECFRNVEFSMPNLSKLLERQKNSDDQEDIEHLYKSILCIFEDTLRI
LVAKDLYKLQILREMIIWMNANNRYLQERVMTIISKVIKFSRRKIQGYKTVDIPCMGHLA
AELAVLCSHKNLQIVIQASTIAMYHLLCIIKFQONVDVPSDTSAEVENCLYFVPFDKEFTPK
LLOKNNEATAKYVGDYLKSSLLDDFVEFSLLKKLPKYPSHTSTEASALLKLILEMKGDQVI
RVARIVDFIHTQLNANLPIDLKQTLLQITALLTRSVPQKVVFQLLDYMLPVDRSVLKMWK
AVSTESKSSCLVLKTILIVLKGKPGEVEESSKIRKRFSLDTANMMPVVAAQALCILLPVP
EYKKATAQFFPQLLIDLILOLHYNCEQNYKKNDNTQRFPONALRILLRSSGLENVDSALN
KRDCWNQFSSLTFHHYGVYLIARTLSEFNFPQLPETLHYLYKLSVEGPRRKEDSVTTVIF
LIELLNNFFKDPFPEEFLALFKIWVNDPNSTVSKLSLOKISTMAPVINQIKNIKELLLCI
VDALPSKDKTVIIQAMTTLRKLLSVLDKVTYSIICMRIASSYYSLMDHETASTRAMAFRH
FGDLLKDMKQYTWMLKPAVIKCLVPLLLFLEDSELRVVKACKYTLNICAPYFKWKVIPLL
QODNLYNYEIVVLNICNCLYNNEFGSFISDIIFTTLGFLKSDRGFLRKAAIIFLGYMAKMGS
NVLVKNEIWNMIDDGETESQRDLRLHRY

>Drosophila melanogaster (FBpp0071261)

MDGRGVGGGGSGAATGGGSANNKSAAGNSAATGNADASTATAAPNDKPTILEGVLHNIFD
GLMDKEEQVRIAMOQATIVKILETHPERAAETILSEHRSQQPKMTDQTVAMLLDCIRRVVGA
ETPLPPAANQKLIDLALQELTKNPEHLPLIQNPAQRILVAIGRSSPESCEQVMEALQEKG
TSTEGVAHFMLMQCLGLLATENPAGVVPHIKAILSRSQPHLVGIRQDHIKQAHAYATIGRF
SEALLEESGKKEEENCSTEISVAYDVLENQWLHSREPKVCVEILQALSSMYPLLPKDRIQ
DQAARLVPQILALYRRSVDRNAVTQFLCSVLKTNLALNATVLDGIIDVLVTHLEFDLVCVY
PDYEKPQTVKGHYEVLRCFHLLAGHQPYSTRIMDTLLTITHLRNNSERERMKSLLILTHLLN
SCAGNIENRIPATIECLKQLILSERGIKMKLTLLKTIVALAQKSHIRDKEFVWEVVRHSC
RESKPSQEHGSQEEHANLVLSCENTLYMLASTVGTLDELLKRELLNYLILLDYTDICGNL
AKCLASLFAKSPHIEYDIAGDDAATEQATPESMGAAGEDRSVIKRGKVMVPGAETIYARC
LALLGNQQCIKRCSNILSFLRYYHPQVNPALEELWERKIPDLLLQINRESAYRQLLHDEV
LETNEFLGGLDENFAQRLASKLADOMYLYPMQOLPHSEWHLPDLSAERGMLLQAVALTLLQ
VTDVACIHTKIDLIVTTARQERLDKHVKHADYEKRIEPCARALGYISROQHLGHLIKKLTE
LAQVGGRKHSTGFFSNLHFIKDTHKELENYKSNLLVVKAFGRIMDEADPLQSIQHLDEDD
TLLGFLIQQLAVHKDQTIMSATILOTLLSICNQLIATKEQLPAPLRHRKQIMETVENIPIE
APFHDLPLLPTILKLGTDFIRIGGPDTEECVDGGVIFEIACRNFFGCAQQLKMKEDSQEE
DERNSFLAKHLNESLPOLNALVRAIVELDASPATLDLITIGILEGWTRDRNSEVRICASHV
FNNTLDVYIKSMKIGCEAPSKENQTGOMLGKIVPRCIDSNGTVRQVSVEILOKTLETACT
YETLTIASIDSTADWLKEIETIKEHIITDEPKQIYNLAGDIAKITALRISSFQYLQFCKT
LLHSLRDPEQSSTIGASVVLKFFIQOKGSELFHAIPDLVRDSLLALRVCEVPRAKSGVLK
ALVALTKHHPKLVCAEMLSQPLPYDPNLVEYWHLVCNDPELTGLTLDNFLQLLSGASLQE
GGODASLSERQKLASGQPFATIFCALHEMLPCKDIKGQLETRFADMFCMLLTSLSSYTNLA
APNPINNASLSPNQTQSGKTKEFGEVPNKELIKLNPCQIALETFQAFLTNLEMEQIASVLT
VNTQLASSADWHNYIELLTPMAIGLGQQLQLGSPOMROLVNSLSKYVASPYDGQRVAAVG



IFSRLVPLKPTGELAASILLHLGAALSDPNAVVRGLSIQGMGYVGQLGEKEAKRYSETAT
GALLKGVDDPVGDCLINIPLESMRGLSGILRALPSERVEPFHVSLAIRIRPFLGNYALEM
REAATIQLFGDICEGKHDDGSSSPTSSMEALREQLIANLFPLLLHLSESEVAIASACRGTL
QRVCRLLTAPRVVEMAEQQLGEERGHQLNYSSEVLEFVKTIALELTDHIQDFIDSCLPQL
RSQWPEVRGSAAIVIGILHNFLSERNVQTETVASKIAVLLKDEQALVRMRAATALGYFFG
DI

>Anopheles gambiae (XP 001237319)

MHISVAVVTSLLDSLNDKEELLRTTTEASLIRIAKRRHDEIVEVFCDYRKKHPKLGDTHTLITLRVISYT
ATNLIDVIDPNTASKCIQYSMAEIMKLTEQNASVONPCREILVAVGRRYCKEIMEIFVKHLEQNQLGNEM
IVQSVGALATANTLDTVPYIKPILALMLPTLSAVRODFLRQAYAYAIGRFCEAFSEYQEYQRONPNEETP
MKTGVRYEIQDEVSIVYDHFHAQWLASREPKLTGEVLNAFAYMYPLLPVERVSDNLAKTVPSVLALYRKS
LDRSAVTQYLASIIKTVLQLDSKLLAPMADTLVGCLFDLVCVSPDYDKPQTVKGHFEVLRCFDLLAPEYG
EKIIEILLIHLRNNSERERIKSLLVVTHLTNTSEPVVRDKLPEITATLRGLLATEKPVKVRIVLLRTVVA
FMOKNFVRDREFVAFLIRCSCRPAKLNLDHGSAEEHQEFQRACHDTMHILSSTVGTVDRMLRAELLQAYL
RYEYTDICGTIGKCLANLYAKDPELGLHGAAAAGAAPDRHSDNPFDESAGGGGVELGDEAQPGAPPPPRP
IAVFVRTLALLGNFGEQGRIQHLLAFLKSYAGSLYRHLVPLWGELLGALQAELAGGIDEQRYFALLFAFV
QETIRDVDEYTEFVEGVIAEMFHOQLPLYQPASGGGSGGSAGGGGGGGSGGGGAGQAAEFRVPPLDQERRML
VKVFGVCLCHTRDEHLIENKLDLIVALAKGEKADKHAPTEEYERLMODYAEALGYASVEHLDRVMGKLTA
LVIDDGAVKKSSSFFANLNFIKDSARELEAYKLKVLALQSLHVIVGRAPKDAIAQHYTDAVVRYLIAQFED
SKELFVRQLVLKTLLALTAVLSPSDGDERLASERNRADLHRICMTITADSANEYLPLLPSITQLATVLVQ
LSAEEQNLDVNGLLNAICEYFFTTAQNLKSRLDTTEDDARTSYLARFLNRSLPEVNQFIRTVLVQONASP
ACLDDVHSILEKWLKDRNGEVRICACHVYNSTLEVYMRSMKIGCEAPSKENQTGSMLGKMVPRCIDSNAT
VROQTAVDVLKKILETACVYETLTVADSSVEWVGELDRIRDEIVTDDAKDIYRLAAELARITAQRLSSYQY
VQFSKCLLYSVSDPEPSSVIGASYVLKFFMHVKGSEMFHATPELVKECLYAVKICEVPRAKTTILKSILA
LTKHHPKLVCNEILTQCLPLEEHVIEYWKTLTMDADLSGIILDNFIGAVTSTCLYEQPQOQOQOQQOPDPTD
DAARTATLHPFAIVCVLREMFACAELKSEMQSRFPEIFCMLLSTLASYITLLPPYSVLAQPNAAGNVTIP
KGGSRRGAKANGAPGGTGKEAAAAKLSPCQIVLDAFQTFLDTLGMQQISLVLAVCPDLAASTDLNSFIET
LTPLGVATASEVGINSALMRQLVTTMSRYVSSPYDTQRIASTGFYAHLVPLOPYGETASVIMLSLESSLN
DPNPLVRGLSIRGLAYVCSLTRHDIDKYATMCLTSLLKGIEDYNERCFINIPLDSMRGLSRVLOATIEPAK
FEPFQVSSAIRIRPFFEKSSTELRESAILLFGDLCGLKLKQLPAGEAGQHDGADVSESLVEQLRANLCSL
LLHLCEQNSMIARACKITLKNVCALLGTAKMNALAQNHLLEHGQLOCAVFLKDFVKLIGEELQEWINDE I
DACLPLLRSQWPEIRGNAATILIGLLHCONANVKCQHMEQIGHKISLLLKDECTTVRVSASEALGYIYGEM

>Capitella teleta (ELT91566)
MALIDAQLDKDSNVRDVVGASLRDLGSKQTSLVLTSCLNYLSKHVKLPVAHKIAILNCMADVVRANLEKV
DKELATAIVKEAATQMTQTKDAVPEWQAAASHVLVAVGCOQWILESNTELIKRFNPGQLPDFFIVETMGNL
AKENVYGMVPYIKAGLSTMLSVIGIAKQODNIRWIFAYTISRFCEAILDYCANMDNEDSDPNVNIAFYSDE
IDVIHEVLLNNWIGTRDAKIREQVIEAVGOMSYVVSKPKLOERLPKLLOTEFSNLYKKHPEPFHVSKGLYN
ILDANSSDILHPHVESILQAIFPQVCHAVDYSVPMTIKNHNELLRCLSVLVRVDSMLVVMEFLMEKLENSN
ERVRIGVLSIMRHLINSAGEEMADKKDIFISGLKKVTGDPNNKVKKILAQTIIAMAHHGYLQLVGGQEMI
EFIVNQCALPTETPGRRPTDPEYVSNDALRSMCDNVLOLLTTTVDNMGKVLWPFLLECVIPEKYTMAQST
ICRCIAHTAAKKKEENDDSEYVDFDASANVPKPOALLARFFVLCGLPVQSKHRGLHALTALRWLAPLIHE
NLIEMWDIVIPKLIKHLEDHQDLDDWSONNWEDLMLKEVSKSLEQVGDEEWICSMGDAMAEQISLYDNLH
DEKNFLYKCLGIIMRISSKKDEFVSHHLDTLFSTVKHANQVEREGCAVGLGYAAASHLDIVTTKLDLIAKR
KSDSTRKSGILSFIKDFGSGSELDDQTKATILLCYGYVALYAPPHLIISRLOTQILVAINPHLTNAKLLL
LSPPLPSQDPDVKQONLIRTIELIGRSMHPEHLNARHDFSHKNKLLOQHLODYIKAESPTQVTGETRYLAFK
AMCVLVQLTPRLMSSELAALLONVLDASMOQLPPLPPNADAKDSELLLSNTLKSLOOQLLLDILSTEMTTKG
LDIICTALQPWRVSSHSHERERAMELSLKIYHHFLQGVDVVSVSSLLAFCSQGSCLGRIVPRCSDPQDDV
RESAFNCIYTLLKIKKHAYFSFPRKRPDYSDPFVESVNELKHKIDVEDSAGLFEVISQLAEVLRQKLSSD
QLMPFLQVLMEGLVDAEPFCSSGACVVMKSFMESRGAELHSQVATLOQTGLHAKLSVITHPQTRTGTLRAV
RALGKHHMLTMLEHLMQRTLPLDAATLDTWKVIGQKASLTAAFMETALEMLRQALPYEERSDKERVIRSA
TOQHSMALTVVLTELCKGEEAAPVVASNYARLLASMMTMVSSMVDVRPPQOQOAKDANGKPAKHSSALTTAR
IDPSEVSIDGLRQVLIASQCPAIMQALDSVEIWGKFRNIEQVADGFALLTKCLVEFQPHCIGHLVSNLNP
LLGASVYDPQRMMAAAVYAQVISERSLIEEGCAGDSNLVDLLVNGLLARLVDSNHRVRMLCIRGLGNVAS
AGSEQLRKYSMSVVSAMIAGMDDKEDVDDYITLEAMEGLSRILAEIDEEQIRGVLINVSLRIRPCFEKNN
DRVRAVAIGLFGDLARFGDGPSKDPFVEQIHSNLVTLLLHLNDPSPQVRLACKKTLRSIGPFVGSEAINE
MFQKHLLESASLIYGEFMNDLSKAINKDEVDKLNEFYTMGNVSFFRSSWSEIRSNAAMEVGFLLGNMDSSS
ASNLSKEHICGALILLLKDLSPDVRIKAAEAMSYLHCI

>Hydra magnipapillata (XP 012564350)



MASELLGGNKYVSSSVVIPIVCHLSREMVIQDDYPRYITLFKEKFVNEMERREKDFLNDTSNERSNIWQK
LSELLESVLDIRPVSIQQKPKVKMDSYTKDYSYSSIRRKAKKQAELDLNTTTDENLQSNEFSSETIRDLNE
ANDNVNDIDSEENNYVSSSSDNQDENFDGEINNILRDWSLOQYNITHVALASLLCILKPYFPTLPQHPRTL
LKTPTILEVKKLKSGGDYCHIGLENGLKNCINDLFIPENTNIHLQINIDGLPLFKSSGVSVWPILCIVKN
FSMKEPFVVGIYSGKEKPPSAAEFLEEFVEETKHLVDNGFLENNKRYSVKIHSFICDAPARAFVKGIKGH
SGYNSCEKCATNGEYDGKLIYPETNAPLRTDLSFFHMIDKKHYLWECPLKLLNVGEVSQFGLDYMHLVCL
GVMKRLILYWKGPKGPLHVRIGTRAMDQLSNSLNSLSONIPSEFSRKCRSAHEVLRWKATKFRLFLLYLG
PLVLSNVLSLPLYNHFMLLNVAITILVDPVEFSKDYSEYAHELLVLEVNEGKSLYGKGFLVYNVHCLIHLS
KDVOTLGPLDNESSFPFENLLGQLKKMIRKPQFPIQQLVRRLGERKLSSNLKNDNNLDELNLLKGEHENG
PLPNGFEHAKQFKKVQLEKWEFSTSNKDNCFITNDGVPCITIRNMLLINNDITFVCEKFLTVYESFMFPIS
STKLGICKVS

>Trichoplax adhaerens (XP 002108256)
MSASGKQWLSEYGSEYSTGGQIDEMVLALTIESCADKSESVRATVADSLTSIGKKKPALVLNFCKVFLEKR
TKLDKGHRVLLLGVIKRIVTETIDTLPSQVGCDLVRLASSEMTASKEVIVDWQTAASEVLVALGSRFAKE
VITSLLDKFGAGAIPHYFVVQTLANLASKNAYCVVPHLKDTFGRLLPMLGMAKSDNMKYIFSYALNRECE
SISEYVANIDKAPDKKISSGMYFGEVSAGYDVLEFGVWLOSKDSRLRSVVAEATIGOMALILPRDKIEEQST
KLISVIVSLYRKHSPNDHLLITECLCNILAAHLQVGCQIADSLADNVMATLHNQACAFADEFGSTSSIKNH
NEVLRCFAVIGPITSNRLIQFLLNKLENPNDKIRIGTLNILKHIINASGIPQDKMALTIISGLKILLNETN
NKVKQTLAQVISAMAHHEYLHLEGGQLLVEFIVRQCALTDNLOQKTTKPDSEVSNASLRVMCGNVLOLVTT
TVAHMONVLWPTLIEFIVPMKYNNAAGVICRSAAFLANKKQSEESSDYYLDYACQVNLPKPVALLARLLV
LAGLPKRSCGQGLHVLNFLLAMSSNINEAFADMWDSVLPRMITYLEDCITLEHSAGDDWNQKAWEDLVLK
LLTKSLEEVEDENWTCELGSEMSSQIVMYESFPEEKASKNFLYKCIGVILRKTTNKAYVEKQLNIMFSSV
NHTNQTEREGCAMGMGFASYAHLDAVLOQKLEDVPKREMDKSEADVERIKSTLILSYGYVTYYSPVNLITS
RIEVNILRVINPQFGNVKDSTVKONLIRSVALIGHALHKDHLKEFSFTFNKRDDLITHMLAEELAEKTLRS
FNLMLCEILENGSPSNDFFMLYKVHKKIYSPHLENWIYSSHERERDRSLOSLAATLEWYLEHAESENKDG
SSKKFGAVIARLAPRVADPLASVRESTITCTQLIFRIEMOFQATIGNDELVDAMDLLIERCRKEESTVITS
VVNDYGKILAKKIREVELVEFIYLLLDGLVDCQLQSAVGTSAIINAVLRSRAGGLREEKLREKLEEIDDD
KCIKGVRKSFRVLASYHLLPVLDVLLNFKLPYDRYVVGLWKTLAEEEEMLGSVCSHFMDLLKKSFPFQEQ
GRKEIIKIATEQPIATACGEFNELFKVPTAVSIAKRDYPQLEFSTLLLRIGTCIKVQQOVKEKSSKAHGVSPM
RTAISAFQGFLTLSEEFEVLDEIDKEDGWDKIRHDKAYSDAIVAITSALCKSILLRPHIAKVIAYLMPAL
NGPYDNQRLIVAAFFAEIINQRCLGELGQADITIINCLLSRLVDDNLKVRMFCVRGLGNVASVGREHEFNAY
STTVLSALMSGIDEKDDSDCDITLEAMSGLSRITAELDETHVRSILINISLKIRPCFEKSEEKVRARAFT
LFGHLSKFGDGPSKVPFLEQIQANMVSLLLHLNENEASVVKACKFTLRSIGPLLNNSEIDYMFQKYLLDD
ATLYYGEFLNNLTRLLISEYKEKTSLYVTGATRFFKSEWEEIRANAATLIGYYLGNLPNELRETISKEHV
CNALKMLLKDTSPMVRSGCATATSLLYEY

Myelin Transcription Factor-MYT

>Homo sapiens MYTI1L (ENSP_382114)
MEVDTEEKRHRTRSKGVRVPVEPAIQELFSCPTPGCDGSGHVSGKYARHRSVYGCPLAKK
RKTQDKQPQEPAPKRKPFAVKADSSSVDECDDSDGTEDMDEKEEDEGEEY SEDNDEPGDE
DEEDEEGDREEEEETIEEEDEDDDEDGEDVEDEEEEEEEEEEEEEEEENEDHOMNCHNTRI
MODTEKDDNNNDEYDNYDELVAKSLLNLGKIAEDAAYRARTESEMNSNTSNSLEDDSDKN
ENLGRKSELSLDLDSDVVRETVDSLKLLAQGHGVVLSENMNDRNYADSMSQQDSRNMNYV
MLGKPMNNGLMEKMVEESDEEVCLSSLECLRNQCFDLARKLSETNPQERNPQONMNIRQH
VRPEEDEFPGRTPDRNYSDMLNLMRLEEQLSPRSRVFASCAKEDGCHERDDDTTSVNSDRS
EEVFDMTKGNLTLLEKATALETERAKAMREKMAMEAGRRDNMRSYEDQSPRQLPGEDRKP
KSSDSHVKKPYYGKDPSRTEKKESKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRVPPET
LAMHESVLKCPTPGCTGRGHVNSNRNSHRSLSGCPIAAAEKLAKAQEKHQSCDVSKSSQA
SDRVLRPMCEFVKQLEIPQYGYRNNVPTTTPRSNLAKELEKYSKTSFEYNSYDNHTYGKRA
IAPKVQTRDISPKGYDDAKRYCKDPSPSSSSTSSYAPSSSSNLSCGGGSSASSTCSKSSE
DYTHDMEAAHMAATATLNLSTRCREMPONLSTKPQODLCATRNPDMEVDENGTLDLSMNKQ
RPRDSCCPILTPLEPMSPQQOAVMNNRCFQLGEGDCWDLPVDYTKMKPRRIDEDESKDIT
PEDLDPFQEALEERRYPGEVTIPSPKPKYPQCKESKKDLITLSGCPLADKSIRSMLATSS
QELKCPTPGCDGSGHITGNYASHRSLSGCPRAKKSGIRIAQSKEDKEDQEPIRCPVPGCD
GQGHITGKYASHRSASGCPLAAKRQKDGYLNGSQFSWKSVKTEGMSCPTPGCDGSGHVSG
SFLTHRSLSGCPRATSAMKKAKLSGEQMLTIKQRASNGIENDEETKQLDEETIKELNESNS
OMEADMIKLRTQITTMESNLKTIEEENKVIEQONESLLHELANLSQSLIHSLANIQLPHM
DPINEQNFDAYVTTLTEMYTNQDRYQSPENKALLENIKQAVRGIQV



>Pan troglodytes MYTIL (ENSPTRP 55706)
MEVDTEEKRHRTRSKGVRVPVEPATIQELEFSCPTPGCDGSGHVSGKYARHRSVYGCPLAKK
RKTQDKQPOEPAPKRKPFAVKADSSSVDECDDSDGTEDMDEKEEDEGEEY SEDNDEPGDE
DEEDEEGDREEEEETEEEDEDDDEDGEDVEDEEEEEEEEEEEEEEENEDHQMNCHNTRIM
ODTEKDDNNNDEYDNYDELVAKSLLNLGKIAEDAAYRARTESEMNSNTSNSLEDDSDKNE
NLGRKSELSLDLDSDVVRETVDSLKLLAQGHGVVLSENMNDRNYADSMSQQODSRNMNYVM
LGKPMNNGLMEKMVEESDEEVCLSSLECLRNQCFDLARKLSETNPOQERNPQONMNIRQHV
RPEEDFPGRTPDRNYSDMLNLMRLEEQLSPRSRVFASCAKEDGCHERDDDTTSVNSDRSE
EVEFDMTKGNLTLLEKATALETERAKAMREKMAMEAGRRDNMRSYEDQSPRQLPGEDRKPK
SSDSHVKKPYYDPSRTEKKESKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRVPPEILAM
HESVLKCPTPGCTGRGHVNSNRNSHRSLSGCPIAAAEKLAKAQEKHQSCDVSKSSQASDR
VLRPMCEFVKQLEIPQYGYRNNVPTTTPRSNLAKELEKYSKTSFEYNSYDNHTYGKRATIAP
KVQTRDISPKGYDDAKRYCKDPSPSSSSTSSYAPSSSSNLSCGGGSSASSTCSKSSEDYT
HDMEAAHMAATAILNLSTRCREMPONLSTKPOQDLCATRNPDMEVDENGTLDLSMNKQRPR
DSCCPILTPLEPMSPQOOAVMNNRCFQLGEGDCWDLPVDYTKMKPRRIDEDESKDITPED
LDPFQEALEERRYPGEVTIPSPKPKYPQOCKESKKDLITLSGCPLADKSIRSMLATSSQEL
KCPTPGCDGSGHITGNYASHRSLSGCPRAKKSGIRIAQSKEDKEDQEPIRCPVPGCDGQG
HITGKYASHRSASGCPLAAKRQKDGYLNGSQFSWKSVKTEGMSCPTPGCDGSGHVSGSEL
THRSLSGCPRATSAMKKAKLSGEQMLTIKQRASNGIENDEE IKQLDEE IKELNESNSQME
ADMIKLRTQITTMESNLKTIEEENKVIEQONESLLHELANLSQSLIHSLANIQLPHMDPI
NEQNFDAYVTTLTEMYTNQDRYQSPENKALLENIKQAVRGIQV

>Mus musculus_ MYTI1L (ENSMUSP 58264)
MDVDSEEKRHRTRSKGVRVPVEPAIQELFSCPTPGCDGSGHVSGKYARHRSVYGCPLAKK
RKTQDKQOPQEPAPKRKPFAVKADSSSVDECYESDGTEDMDDKEEDDDEEFSEDNDEQGDD
DDEDEVDREDEEEIEEEDDEEDDDDEDGDDVEEEEEDDDEEEEEEEEEEENEDHOMSCTR
IMQDTDKDDNNNDEYDNYDELVAKSLLNLGKIAEDAAYRARTESEMNSNTSNSLEDDSDK
NENLGRKSELSLDLDSDVVRETVDSLKLLAQGHGVVLSENISDRSYAEGMSQQODSRNMNY
VMLGKPMNNGLMEKMVEESDEEVCLSSLECLRNQCFDLARKLSETNPQDRSQPPNMSVRQ
HVRQEDDFPGRTPDRSYSDMMNLMRLEEQLSPRSRTFSSCAKEDGCHERDDDTTSVNSDR
SEEVEFDMTKGNLTLLEKAIALETERAKAMREKMAMDAGRRDNLRSYEDQSPRQLAGEDRK
SKSSDSHVKKPYYGKDPSRTEKRESKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRVPPE
ILAMHENVLKCPTPGCTGRGHVNSNRNSHRSLSGCPIAAAEKLAKAQEKHQSCDVSKSNQ
ASDRVLRPMCEFVKQLEIPQYGYRNNVPTTTPRSNLAKELEKYSKTSFEYNSYDNHTYGKR
ATAPKVQTRDISPKGYDDAKRYCKNASPSSSTTSSYAPSSSSNLSCGGGSSASSTCSKSS
FDYTHDMEAAHMAATAILNLSTRCREMPONLSTKPQDLCTARNPDMEVDENGTLDLSMNK
QRPRDSCCPVLTPLEPMSPQQQOAVMSSRCFQLSEGDCWDLPVDYTKMKPRRVDEDEPKE I
TPEDLDPFQEALEERRYPGEVTIPSPKPKYPQCKESKKDLITLSGCPLADKSIRSMLATS
SQELKCPTPGCDGSGHITGNYASHRSLSGCPRAKKSGIRIAQSKEDKEDQEPIRCPVPGC
DGQGHITGKYASHRSASGCPLAAKRQKDGYLNGSQFSWKSVKTEGMSCPTPGCDGSGHVS
GSFLTHRSLSGCPRATSAMKKAKLSGEQMLTIKQRASNGIENDEEIKQLDEEIKELNESN
SOQMEADMIKLRTQITTMESNLKTIEEENKVIEQONESLLHELANLSQSLIHSLANIQLPH
MDPINEQNFDAYVTTLTEMYTNQDRYQSPENKALLENIKQAVRGIQV

>Equus caballus MYT1L (ENSECAP 12726)

MEVDAEEKRHRTRSKGVRVPVEPAIQELFSCPTPGCDGSGHVSGKYARHRSVYGCPLAKK
RKTQDKQOQPQEPAPKRKPFAVKADSSSVDECYESDGTEEDMDEKEEDEEEEYSEDDDEQRD
DDDEEEEVDREEEEEIEEEDDDDDEDGEDVDEEEEEEEEEEEEEEEEENEDHQMNCHNTR
IMQDAEKDDNNNDEYDNYDELVAKSLLNLGKIAEDAAYRARTESEMNSNTSNSLEDDSDK
NENLGRKSELSLDLDSDVVRETVDSLKLLAQGHGVVLAENMNERNYADTMSQQODNRNMNY
VMLGKPMNNGLMEKMVEESDEEVCLSSLECLRNQCFDLARKLSETNPQERNQQONMNIRQ
HVRQEDDFPGRTPDRNYSDMMNLMRLEEQLSPRSRTFSSCAKEDGYHERDDDTTSVNSDR
SEEVFDMTKGNLTLLEKAIALETERAKAMREKMAMEAGRRDNMRSYEEQSPRQLPGEERK
PKSSDSHVKKPYYGKDPSRAEKKESKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRVPPE
ILAMHENVLKCPTPGCTGRGHVNSNRNSHRSLSGCPIAAAEKLAKAQEKHQSCDVSKSNQ
ASDRVLRPMCEFVKQLEIPHYGYRNNVPTTTPRSNLAKELEKYSKTSFEYNSYDSHTYGKR
ATAPKVQTRDISPKGYDAKRYCKNASPSSSTTSSYAPSSSSNLSCGGGSSASSTCSKSSFE
DYTHDMEAAHMAATAILNLSTRCREMPONLSTKPQDLCTARNPDMEVDENGTLDLSMNKQ
RPREGCCPILTPLEPMSPQOQAVMNSRCFQLSEGDCWDLPVDYTKMKPRRIDEDDPKEIT
PEDLDPFQEALEERRYPGEVTIPSPKPKYPQCKESKKDLITLSGCPLADKSIRSMLATSS
QELKCPTPGCDGSGHITGNYASHRSLSGCPRAKKSGIRIAQSKEDKEDQEPIRCPVPGCD



GQGHITGKYASHRSASGCPLAAKRQKDGYLNGSQEFSWKSVKTEGMSCPTPGCDGSGHVSG
SFLTHRSLSGCPRATSAMKKAKLSGEQMLTIRQRASNGIENDEEIKQLDEEIKELNESNS
OMEADMIKLRTQITTMESNLKTIEEENKVIEQONESLLHELANLSQSLIHSLANIQLPHM
DPINEQNFDAYVTTLTDMYTNQDRYQSPENKALLENIKQAVRGIQV

>Anolis carolinensis MYT1L (ENSACAP 56509)
MEVDADEKRHRTRSKGVRVSISLOFPWKPAIQELFSCPTPGCDGSGHVSGKYARHRSVYG
CPLAKKRKTQEKQPQEPAPKRKPEVVKTDNSSVDECYETDGTEEMDDKEEEEEEEEEEDY
SDDNDDHGDDEEEEEEEVEDREEEEIEEEEEEEEEEEEADEVEDEEEEEEEEEEEEEKET
KAEDHQMNCHNTRMQDAEKDDNNNDEYDNYDELVAKSLLNLGKIAEDAAYRARTESEMNS
NTSNSLEDDSDKNENVGRKSELSLDLDSDVVRETVDSLKLLAQGHGVVLSENINDRNYTD
NMSQHENRNMNYGMLGKPTNNGLTEKMVEESDEEVCLSSLECLRNQCFDLARKLSETTPQ
ERNQOONMNSRQHARQEEDSQGRTPERNYSDMMNLMRLEEQLSPRSRTFPSCAKEGGCHE
RDDDTTSITSDRSEEVEDMTKGNLTLLEKAIALETERAKAMREKMAMEAGRRDNMRSYEE
HSPRHLSGDDRKSKSSDGHVKKPYYGKDPSRTEKKESKCPTPGCDGTGHVTGLYPHHRSL
SGCPHKDRVPPEILAMHENVLKCPTPGCTGRGHVNSNRNSHRSLSGCPIAAAEKLAKAQE
KHQSCDASKSNQASDRVLRPMCFVKQLETIPQYGYRNNVPTTTPRSNLAKELEKYSKTTFE
YNSYDNHAYGKRAIAPKVQSRDISPKGYDVAAKRYCKNSSPTSSTTSSYAPSSSSNMSCG
GGSSASSTCSKSSFDYTHDMEAAHMAATAILNLSTRCREMPONLSTKPQDLCSRKNQNPD
MEVDENGTLDLSLNKQRQRDGCCAILTPLEPMSPQQQAVMNNRCYQLNESDCWDLPVDYT
KMKPNTIDEDDSKEMNPEDLDPFQEALEERRYPGEVTIPSPKPKYPQCKENKKDLITLSG
CPLADKSIRSMLATSSQELKCPTPGCDGSGHITGNYASHRSLSGCPRAKKSGIRIVQSKE
DKEDQEPIRCPVPGCDGQGHITGKYASHRSASGCPLATKRQKDGYLNGSQFSWKSVKTEG
MSCPTPGCDGSGHVSGSFLTHRSLSGCPRATSAMKRAKLSGEQMLTIKQRASNGIENDEE
IKQLDEEIKELNESNTOMEADMIKLRTQITTMESNLKTIEEENKVIEQONESLLHELANL
SQSLIHSLANIQLPHMEPINEQNFDAYVTTLTDMYTNQDRYQSPENKALLENIKQAVRGI
(0)Y

>Xenopus tropicalis MYTI1L (ENSXETP 25129)
MEVESDEKRHRTRSKGVRVPVEPAIQELFSCPTPGCDGSGHVSGKYARHRSVYGCPLAKK
RKTODNKPQEPAPKRKPFPGKADNSSVDECYETDGTEDMDDSQTRSEEQFHSNHHEQNDL
VKSPIPRKLSDSILEPDFEHETCPIHNQDMERKSENKQKSRTONEDLGRMSLHPMDCHSS
RILHDTEKDDNNNDEYDNYDELVAKSLLNLGKIAEDAAYRARTESEMNSNTSNSMEDDSD
KNEHVGRKTELSLDLDSDVVRETVDSLKLLAQGHGVVLSDNLNERHEFVDNAMQEDTRNMN
YVMLGKPTNNGHAEKMIEESDEEVCLSSLECLRNQCEFDLARKLSETNSHDRSQQQHMNMR
MHRQEEDYSDHTHDRNYSDMMNLMRLEEQLSPRSRSEFSSCAKEDECIERDDDTTSITSDR
SEEVFDMTKGNLTLLEKATALESERAKAMRDKMAMEAGRRESMRDCDDHSVRHLSGEDRR
LKTNDGHVKKPCYTKDPSRTEKKESKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRVPPE
ILAMHENVLKCPTPGCTGRGHVNSNRNSHRSLSGCPIAAAEKLAKAQEKHQSCDASKTNQ
ASDRVLRPMCEFVKQLEIPQYGYRNNVSTTTPRSNLAKELEKYSKTTEDYNNYENHAYGKR
ATAPKVQSRDISPKGYDAKRYCKNSSPTSSTTSSYAFDYTHDMEAAHMAATATILNLSTRC
REMPONLSTKPODLCSRNPDIDVDENGTLDLSMNKQSHRDGCCTILTPLEPMSPQRQAVM
NSQCYQOMNEGDCWDLPVDYTKMKPRRIDEDDSKEINHEDLDPFPDPLEERRYPGEVTIPS
PKPKEFPQCKESKKDLITLSGCPLADKSIRSMMATSSQELKCPTPGCDGSGHITGNYASHR
SLSGCPRAKKSGIKIAQSKEDKEDQEPIRCPVPGCDGQGHVTGKYASHRSASGCPLAAKR
QOKDGYLNGSQFSWKSGKTEGMSCPTPGCDGSGHISGSEFLTHRSLSGCPRATSAMKKARLS
GEEMLTIKQRATNGIENDEEIKQLDEEIKELNESNSOQMESDMIKLRTQITTMESNLKTIE
EENKAIEQONESLLHELANLSQSLINSLANIQLPHMDPINEQNFDAYVTTLTDMYTNQDR
YOSPENKALLENIKQAVRGIQV

>Danio rerio MYTI1L (ENSDARP_127218)

MEVDAAEKRHRTRSKVAVEAAQELEFSCPTPGCDGSGHVSGKYARHRSVYGCPLAKKRKTQ
EKPLOQEPASKRRPFLTMADGEHAMYENYEAEAMEEGEEREQEEIEEVEEDEEEGEDEEEE
CSDDNEDLGEEEEEEEGEDDGEVEREDVEEIEQMEEEVEEDEEVVEEDGDDEEQEEDDDE
EEDDDEHDEEEYYGNLSHQODDNYSSGQSKSNHMIEKDNNNNNNNTNNEEYENYDELVAK
SLLNLGKIAEDAAYQAMTESEMNSSSSNSAGEDDDEDEDDGSEQGCHKGELSVDLDSDVV
RETVDSLKLLAQGHGAVLPDEGYADAGSGDACQANGRGQAEESEEEVCLSSLECLRNQCEFE
DLARKLSETQPSERPLMEHHMQHHSEQQQPOHLHPHPHPHHPPMPRYDSCOMDQHRPLER
NYSDMVNLMKLEEQLSPASRGYPSSCAQDGDEDTTSVASDRSDEAFDMTKGNLSLLEKAT
ALESERAKVMRDRMASEQMVARRDNQRLHGEHSPRQSSSAEERKARLHHDGAKRAYYPKD
SRGEKKESKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRVPPEILAMYENVLKCPTPGCS



GRGHVNSNRNSHRSLSGCPIAAAEKMAKVQEKHHSCDGPKSNQASDRVLRPMCEFVKQLE T
PEYGYKNNVPTSTPRSNLAKELEKYSKASFDYSNTYENQPHAYGKRSLIPKSHGRDTSPK
GYDAKRYCKTSSPASSTTSSYAPSSSSSLSCGGGGGGGGGGGGGSSASSTCSKSSEDYTH
DMEAAHMAATAILNLSTRCREMPQSLAAKGPELLAQSPDDRDGDDSRALDVGRVGGMGEG
SGGTVLTPLOPMSPORQALLNSHCYQMSTADCWDLPVDYTKIKRLDDDHKEDDLDPFQDL
LEDQQYSGEVSLPSPKHKYAPCKESKKELLTLSSCQLADKGMRGMMTSNSQDLKCPTPGC
DGSGHITGNYASHRSLSGCPRAKKSGIKIMHSKEDKDDQEPIRCPVPGCDGQGHVTGKYA
SHRSASGCPLAAKRQKDGYVNGAPFSWKSGKTDGMTCPTPGCDGSGHVSGSEFLTHRSLSG
CPRATSAMKKARMTGVEMLTIKQRASKGIENDEEIKQLDEEIKDLNESNNQVESDMIKLR
TOQITTMETNLKSIEEENKVIEQONDSLLHELANLSQSLINSLANIQLPHMKPMPLKEAPV
KNYCCLOMPHREPMNEQONFDTYVSTLTDMYTHODQYQSPENKALLENIKQAVQGIQV

>Takifugu rubripes MYTIL (ENSTRUP 7999)
SVNGYPLAKKRKRVDRQTPDNYPKRSSYLDDMHNSTMEEWYDTDGTEDMDDREEEEVERV
IEEEDEVERGHEDSEEDYEEEQIEVEQEESEEERVDEEEETVEEVKYDEGEEEEKQQSHG
QEDDEMSSAERVKANGEARSSTGKSGPLTEKDDNNNDEYDNYDELVAKSLLNLGKIAEDA
ANRAMTESEMNSNLSNTEEDEEDDEDEEEDDDDLRLNADSDVVRETVDSLKLLAQGHGAM
LAENVDGQEFADDAAKTVNKNDYAHNGANSHTVGNKQVMSICSGQIEKSDEEVCLSSLEC
LRNQCFDLARKLSETKTSGDSNQPTQHSSGDYQHSQTNGRSLNRSYSDMDNLMKLEEQLS
PRSKAFTSCAQDGRCHKNFDEDTASVASDRSEEMFDMTKGNLSLLEKATALESERAKAMR
DKMAADPTRRDRGRYSHGDNGSRQSYGVDRKSREPDGMKKPEFYLKDASRVDKKESRCPTP
GCDGTGHVTGLYPHHRSLSGCPHKDRVPPENKVVAMYENVLKCPTPGCTGRGHVNSNRNS
HRSLSGCPIAAAEKLAKTKEKHQTCDGTKSNQGSDGVLRPTCFAYVVEFKQVDYPKYDYKN
NVSTSTPRSNLAKELEKYSKTNFDYCAFDGSTNHQAYGKRAIAPKVDGOQRDTSPKGYNER
IIFAWNISLSGPDNASKQQPEISSSLSCGGGRGASSTCSKSSFDYSHDMEAAHMAATAIL
NLSTRCREMPQSLGGKPQDLCSQAKSPGLDVDENGTLDLSLSKRLCSGGSGSSGAGDSVL
MPLEPMSPLRQATLLGSRCYGMGNAASCWDLPVDYSKIKHVDEDENEPTGYDDLDAFKDL
LEDRSYTTDVRIPSPKPKFGQCKENKKDLITLSGCPLADKSIRSMLANNAQELKPRCPTP
GCDGSGHITGNYASHRSLSGCPRARKNGIKIIHSKENKEDQEPIRCPVPGCDGQGHVTGK
YVSHRSASGCPIAAKRQKDGYLNGIQFTWKSGKTEGMSCPTPGCDGSGHVSGSFLTHRSL
SGCPRATSAMRKARLSGVEMLTIKQQCASNGLEHEDDVKQLDEEIKDLSESNPHVEADMI
KLRTQITTMESNLKSIEEENKVIEQONESLLHELANLSHSLINSLANAQLPHMEPISEQN
FEDYVTTLTDIYTNQDQYQIPENKALLENINQTVQGIQA

>Tetraodon nigroviridis MYTI1La (ENSTNIP 13634)
MEMNVAKRRHRTRSKGLRAAAEAATQELFSCPTPGCDGSGHVSGKYARHRSVYGCPLAKK
RKALEKQPLEPAAKRRPFLTSSLDVGAYASYEGEVMEVGSSDKEPREVEEERDGEDEMED
EFSEDKEQRDAEKRGSEDERKRRCFDQPPTPVCDVTEGAEAEQSGRNNVGSPQTWKVSDL
FLLSWOQOKTTTTTADNPSSSRLLVAKSLLNLGKIAEDAAYQAMTESEMNSNSSNSTGEDE
DEDEDEDGSDQGDGKGELSVDLDSDVVRETVDSLKLLAQGHGAVLPEDGYPEGSVVEEGR
SNGRDAEEDVCLSGLECLRSQCFDLAQKLSQSQAPERGAVHHQLOLPSEQOMLHHLNSYD
GCHQGEPRSLERNFSDMANLMKLEEQLSPASRGYPTSCSQEGDEDTTSVASDRSDETFDM
AKGNLSLLEKATALESERAKVMRDRMSPENSFLRRDHHQHRGHGEHSPRVNASEERRSRL
HODGLKRAYYPKEYSRGEKKESKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRVPPEIVA
MYENVLKCPTPGCSGRGHVNSNRNSHRSLSGCPIAAAEKMAKVHEKSQTVEVGSKSSQTS
DRVLRPMCEFVKQLEIPONGYKNNIPTSTPRSNLAKELEKYSKTSFDYSAYDGQHAYGKRA
PAAKAPHGREPSPKAYEGAKRYCKTSSPASSTTSSYAPSSSSLSCGGGAGSAGGGGGSSA
SSTCSKSSEFDYTHDMEAAHMAATAILNLSTRCRELPHALGGKPQELLPQSPVGDLDDSGP
AFEPQPGGPEGSGTVLTPLQPMSPORQALLSSRCYQLSEADCWDLPVDYTKIKRLGEEPEH
KEVTGDELDPFROQLLEEQRYPAEVPMPSPKHKYPACKEGKKELLTLSSCQLADKSIRGMM
TPNSQELKCPTPGCDGSGHITGNYASHRSLSGCPRAKKSGIKILHKEDKEDQEPIKCPVP
GCDGQGHVTGKYASHRSASGCPLAAKRQKDSYVNGSQYVWKSGKTDGMSCPTPGCDGSGH
VSGSFLTHRSLSGCPRATTAMKKARMSSVDMLSIKQRASKGIENDEEIKQLDEEIKENES
NSQVESDMIKLRTQITTMESNLKSMEEENKVIEQONDSLLHELANLSQSLINSLNIQLPH
MEPMNEQNEFDTYVSTLTDMYTHQDQYQSPENKALLENIRQAVQGIQV

>Tetraodon nigroviridis MYTI1Lb (ENSTNIP 11126)

SVYGCPQAKKRKRVDRQTPENYPKRSTYLDDMHSSTMEECYETDGTEDMDDREEEELERV
LEGYMDYNGHVVQQKKPNVEEWLAMEVEPLHGMYHCQTEKVEEDDEMSSTEEVETTSEAW
GSAAKSGPLTEKDDNNNDEYDNYDELVAKSLLNLGKIAEDAANRAMTESEMNSNRENEEE
ENRDEDETQRSGPRLNADSDVVRETVDSLKLLAQGHGAVLAENEDGQE IMDDAAEAAIKN



DCAHSGAISHTVGNKQVKSACNGQIEKSDEEVCLSSLECLRNQCFDLAPEKNHVSCGDSN
QPPQHSYGDYQHGQENGRSLNRNYSDMDNLMKLEEQLSPCSKAFSCAQDGRCHQDFDEDT
ASVTSDRSEEVEFDMTKGNLSLLEKATALESERAKAMRDKMSADPTRRDRVRYNHGDNGPR
HAYGVERKAREFPDGMKKPEFYLKDASRVDKKESRCPTPGCDGTGHVTGLYPHHRSLSGCPH
KDRVPPETLWEVGVSLACSVKFCCEEKNCNLENVIFLNLSGCPIAAAEKLAKTKEKHQTC
DGSKSNQASDRVLRSTVCQKQVDCLRYGYKNNVSTSTPRSNLAKELEKYSKTNEDYSAFD
GSSNHQVYGKRAIAPKVDGQORDASPKGYDGTTKRYCKNSSSASSTTSTYASCGGGAGGTG
GRGGGSSSASSTCSKSSEFDYSHDMEAAHMAATATLNLSTRCREMPOSMGGKPQELCSQSP
GLDVDENGTLDLSLSKRLCGGGSGSSGGGDSVLTPLEPMSPLRQASLLGSRCYGMGNAAN
CWDLPVDYTKIKHIDEDENEIKECSPODDLDAFNDLLEDRSYTADVGMPSPKSKYGQCKE
SKKDLITLSGCPLADKSIRSMLANNAQELKCPTPGCDGSGHITGNYASHRSLSGCPRARK
NGIKIIHSKENKEDQEPIRCPVPGCDGQGHVTGKYVSHRSASGCPIAAKRQKDGYLNGIQ
FTWKSGKTEGMSCPTPGCDGSGHVSGSFLTHRRETGTLOQODQVLHROQKFKLRILVNSNNQ
TSAGLEHEDDVKQLDEEMKDLSESNPHVEADMIKLRTQITTMESNLKSIQEENKVIEQON
ESLLHELANLSQSLINSLANAQLPHMEPISEQNFEDYVTTLTDIYTNQEQYQIPENKTLL
ENINQAVQGIQV

>Gasterosteus aculeatus MYT1La (ENSGACP_15823)
MEVNAARKRHRTRSKGVRAAVEAATQELFSCPTPGCDGGGHVSGSYPGPRSVYGCPLAKK
RKALEKQPLEPAAKRRPFLTPCNGGEEDAGAYARYONRALRWGERVROQWEESDLKTEESL
YNTKRARMOWMGPLISPLGTASSGSAESQNQMDGASLGPMSRPASSSEPAVGEEEVMRAA
ETKYRAVRRSCIWMSERFLSLFPPTAENHYKPAGQSKLLLIQKDDNNNHSCTIGAGNAPG
EDYENYDELVAKSLLNLGKIAEDAAYQALTESEMNSNSSNSGGEDEDDEEYKGELSVDLD
SDVVRETVDSLKLLAQGHGAMLPEDGYPDGGMLGDAGHHANGRPGVGVRVQADESEEEVC
LSSLECLRNQCFDLARKLSETQACDRPALHALHHQLOMPADHQVVHHLNSHFEWSHRRLRY
DSCQOSAQEEHRSLERSYSDMVNLMKLEEQLSPGSRGYPTSCSQEGDEDTTSVASDRSDE
TEFDMAKGNLSLLEKAIALESERAKVMRDRIASEHSLPRRRGHGEHSSRLSCAGEERKSRM
HHDGLKRAFYPKDSSRGDKKESKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRVPPEILA
MYENVLKCPTPGCSGRGHVNSNRNSHRSLSGCPIAAADKMSKVHEKSIPTESGSKTNQTS
DRVLRPMCEFVKQLETIPQYGYKNNVPTSTPRSNLAKELEKYSKTSYDYGGYDGQHGGGYGK
RGLATKLPHGRDTSPKGYDAKRYCKTSSPASSTTSSYAPSSSSSLSCSASSTCSKSSFDY
THDMEAAHMAATAILNLSTRCRELPHALGGKPQDLLTQSPVGDLEDGGPLDVGGQPGGPE
GSGTVLTPLQPMSPQROQALLSSRCYQLSEADCWDLPVDYTKIKRLGGEEEHKEADQLDPF
QELLEEQRYPAEAPVHSPKHHKYPACKEGKKELLTLSSCQLADKNIRGIMTTNSQDLRCP
TPGCDGSGHITGNYASHRSLSGCPRAKKSGIKILHSKEDKDDQEPIKCPVPGCDGQGHVT
GKYASHRSASGCPLAAKRQKDNYVNGSQFVWKSGKTDGMSCPTPGCDGSGHVSGSFLTHR
SLSGCPRATSAMKKARMSGVEMLTIKQRASKGIENDEEIKQLDEEIKDLNESNTQVESDM
IKLRTQITTMETNLKSIEEENKVIEQONDSLLHELANLSQSLINSLANIQLPHMKPAAQK
EAPVKHSCCVQOMPPREPMNEONEFDTYVSTLTDMYTHQDQYQSPENKALLENIKQAVQGIQ
\

>Gasterosteus aculeatus MYT1Lb (ENSGACP 17522)
DEFDEDTASVTSDRSEEVEFDMTKGNLSLLEKATIALESERTKAMRDKMAAEAARRDGGYGVE
RKARLPDGMKKPFYHKDASRADKKESRCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRVPP
EIVAMYENVLKCPTPGCTGRGHVNSNRNSHRSLSGCPIAAAEKLAKAQEKHQGCDVPKTS
QOASDRVLSLMCSVKQLDCPQYGYKNNVSSSTPRSNLAKELEKYSKTSFDYSAFDGSSNHP
AYGKRAIAPKVHGQRDTSPKGYDDSDFQRTRDVRALFISSFALCSLASGAGIPEFSPFVCS
FHPSPPLLITIISLKNNLTQTHPPQHTSTHTRKPHPTVQSPGLDVDENGTLDLSMSKRLCS
GGDSVLTPLEPMSPQRQAALLGSRCYGMGDAADCWDLPVDYTKIKHIDEDEKESASQPAL
HAPTRSQADDLDPFHDLLEERSYTADVSIPSPKPKYVHCKEGKKDLITCPTSRCDGSGHM
TSNLAFDFLSSCLSGCPLADKSIRSMLANNAQELKCPTPGCDGSGHITGNYASHRSLSGC
PRARKSGIKIIHSKENKEDQEPIRCPVPGCDGQGHVTGKYASHRSASGCPIAAKRQKDGY
LNGIQFTWKSGKTEGMSCPTPGCDGSGHVSGSFLTHRSLSGCPRATSAMRKARLSGVELL
TIKQQCAGNGLEHEEDIKQLDADIKDLSESNSQVEADMIKLRTQITTMESSMKSIEEENK
VIEQONESLLHKLSHLSQSLTNSLANVQLPHMEPISEQNEFDAYVTTLSDMYSNQDPYQSP
ENKVLLDNIKQAVQGIQV

>Oryzias latipes MYT1La (ENSORLP_22342)

SVYGCPLAKKRKSLDIEPLETSPKRSTLLDDMDNSTMEECYDTDGTKSLDTPSHSNEWED
KSWSYVKIGGKSQVDEGGNAKEKLEVLOKPEINDWWLASVASIPADFEKDNQLSPGDSTS
EGGGGDGYSKLGPAMEKDDNNNDEYENYDELVAKSLLNLGKIAEDAANRAMTESEMNSNS



PNSAEGELQRGDLSLDVESDVVRETVDSLKLLAQGHGAVLSDSLDGODFEGSARPGDQTN
YSHNGGNGOMKTTNNGKIEGSDEEVCLSSLECLRNQCFDLARKLSETKSIDRNGPSQQONH
YSCGDPSQQPOHHGYGDFHNSQDSRRTLDRNYSDMDNLMKLEEQLSPRSKAFSSCAQDER
YHTSHRDFDEDTASITSDRSEEVFDMTKGNLSLLEKATALESERAKAMRDKLAAEAARRD
GVRYAHEDHGPRHGYGVERKARLPDGMKKPFEFHKGADPSRADKKESRCPTPGCDGTGHVT
GLYPHHRSLSGCPHKDRVPPEIVAMYENVLKCPTPGCTGRGHVNSNRNSHRSLSGCPIAA
AEKLAKAQEKHQSCDGPKSNQSSDRVLRPMCFVKQLDYPQYGYKNNVSTSTPRSNLAKEL
EKYSKTSEFDYSAFDSTNNHHVYGKRAIAPKAHGORDASPKGHDAFAAKRYCKNSSSASST
TSTYAPKSSFDYSHDMEAAHMAATAILNLSTRCREMPHGIGGKPQDLCSQSPGLDVDENG
TLDLSMSKRLCGGGAGDAVLTPLEPMSPQRQAALLGSRCYGMGDAADCWDLPVDYTKIKH
IDEDEKEKYLOTDDLDPFODLLDDRSYTTDVNMPSPKPKYVQCKETKKDLITLSGCPLAD
KSIRSMLANNAQELKCPTPGCDGSGHITGNYASHRSLSGCPRARKSGIKITHSKENKEDQ
EPIRCPVPGCDGQGHVTGKYASHRSASGCPIAAKRQKDGYLNGIQFTWKSGKTEGMSCPT
PGCDGSGHVSGSFLTHRSLSGCPRATSAMRKARLSGVEMLTIKQQHASNVLDHEEETIKQL
DEETKDLSESNSQVEADMIKLRTQITTMESSLKSLEEENKVIEQONESLLHELANLSQSL
INSLVNAHLPHMESLSEQNFDAYVTTLTDMYTNQDQYQSVENKTLLENIKQAVQGIQV

>Oryzias latipes MYT1Lb (ENSORLP_22706)
MEGNVTEKRHRTRSKGVRVAVEAVTQELFSCPTLGCDGSGHVSGKYARHRSIYGCPLAKK
RKTLDKQPLEPAAKRRPFLSPRAGQEIDENAGSFSSYQNDAMKTGRQREQMNCQQSKTEQ
NDGESHEDVCSVLNILMGLHDQGRDSESIGRRSRGLEEDQRRFLDAVKENMKVADVRGED
AEDRDETLLTRDAEAKYSFREFFFSVFLSAVKQFKPNGQSKLGPVEKDNNNNSCGPGNSTG
EDYENYDELVAKSLLNLGKIAADAAYQAMTESEMNSNSSNSAGEDDEDDASEQGDRKGEL
SVDLDSDVVRETVDSLKLLAQGHGAILPEDEYPHAAMMNDGKHANGAPCMRVKAQDSGEE
VCLNSLECLRNQCFDLARKLSETQPSDRPILHSLONQSINPADQQGVHHLNSSPEIFLEP
FIRYDSSHONALEEPRLLDRRYSDMVNLMKLEEQLSPASRGYPTSQDGDEDTTSIASDHS
DETFDMAKGNLSLLEKATALESERAKVMRDRMASEHSMPRRDOQHYHRSHGEHSPRLSSSA
EERKSRMQODGLKRAYYPKDSSRGEKKESKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDR
VPPEIQVLAMYENVLKCPTPGCSGRGHVNSNRNSHRSLSGCPIAAAEKMAKVHEKSHSAD
SSKTNQTSDRVLRPMCEFVKQLEIPQYGYKNNVPTSTPRSNLTKELEKYSKTSYDYGGYDC
OOGSYGKRGSTTKSQHGRDTSPKGYDAVKEVLTSRLRWSKMSQLSEDSLNASVRDGRNAA
AKLTGTGSASTHPLQFPPSYFDYTHDMEAAHMAATAILNLSTRCRELPNALGGKPQDLLS
QSPVGDLDDGSELDLEGQPGGPEGSGTVLTPLOPMSPORHALLSSRCYQLSDSDCWDLPV
DYTKMKRLGDEHKESDELDPFQELLEEQRYPAEVTTPSSKHHKYSPCKESKKELITLSSC
QLIDKNIRNMLPTNSQELRCPTPGCDGSGHITGNYASHRSLSGCPRAKKSGIKILQSKED
KDEQEPIKCPVPGCDGQGHVTGKYASHRSASGCPLAAKRQKDSYVNGSQFVWKSGKTDGM
TCPTPGCDGSGHVSGSFLTHRSLSGCPRATSAMKKSRMSGVEMLTIKQRASKGIENDEET
KOQLDEEIKDLNESNNQVESDMIKLRTQITTMETNLKSMEEENKAVEQONDSLLHELANLS
QOSLINSLANIQLPHMRPLPQKEAPVKHSCCLOMPPREPMNEQNFEDTYVSTLTDMYTHQEM
VKTSVCVSLLONPGLSLEGLLC

>Homo sapiens_ ST18 (ENSP 276480)
MDAEAEDKTLRTRSKGTEVPMDSLIQELSVAYDCSMAKKRTAEDQALGVPVNKRKSLLMK
PRHYSPKADCQEDRSDRTEDDGPLETHGHSTAEEIMIKPMDESLLSTAQENSSRKEDRYS
CYQELMVKSLMHLGKFEKNVSVQTVSENLNDSGIQSLKAESDEADECFLIHSDDGRDKID
DSQPPFCSSDDNESNSESAENGWDSGSNEFSEETKPPRVPKYVLTDHKKDLLEVPEIKTEG
DKEFIPCENRCDSETERKDPONALAEPLDGNAQPSFPDVEEEDSESLAVMTEEGSDLEKAK
GNLSLLEQATALQAERGCVFHNTYKELDRFLLEHLAGERRQTKVIDMGGRQIFNNKHSPR
PEKRETKCPIPGCDGTGHVTGLYPHHRSLSGCPHKVRVPLEILAMHENVLKCPTPGCTGR
GHVNSNRNTHRSLSGCPIAAAEKLAMSQDKNQLDSPQTGQCPDQAHRTSLVKQIEFNFPS
QAITSPRATVSKEQEKFGKVPFDYASFDAQVFGKRPLIQTVQGRKTPPFPESKHEPNPVK
FPNRLPSAGAHTQSPGRASSYSYGQCSEDTHIAAAAAILNLSTRCREATDILSNKPQSLH
AKGAEIEVDENGTLDLSMKKNRILDKSAPLTSSNTSIPTPSSSPFKTSSILVNAAFYQAL
CDQEGWDTPINYSKTHGKTEEEKEKDPVSSLENLEEKKFPGEASIPSPKPKLHARDLKKE
LITCPTPGCDGSGHVTGNYASHRSVSGCPLADKTLKSLMAANSQELKCPTPGCDGSGHVT
GNYASHRSLSGCPRARKGGVKMTPTKEEKEDPELKCPVIGCDGQGHISGKYTSHRTASGC
PLAAKRQKENPLNGASLSWKLNKQELPHCPLPGCNGLGHVNNVEVTHRSLSGCPLNAQVI
KKGKVSEELMTIKLKATGGIESDEEIRHLDEEIKELNESNLKIEADMMKLOTQITSMESN
LKTIEEENKLIEQNNESLLKELAGLSQALISSLADIQLPOMGPISEQNFEAYVNTLTDMY
SNLERDYSPECKALLESIKQAVKGIHV



>Gorilla gorilla ST18 (ENSGGOP_1207)
MDAEAEDKTLRTRSKGTEVPMDSLIQELSVAYDCSMAKKRRAEDQALGIPVNKRKSLLMK
PRHYSPNADCQEDRSDRTEDDGPLETHDHSTAEEIMIKPMDESLLSTAQENSSRKEDRYS
CYQELMVKSLMHLGKFEKNVSVQTISENLNDSGIQSLKAESDEADECFLIHSDDGRDKID
DSQPPFCSSDDNESNSESAENGWDSGSNEFSEETKPPRVPKYVLTDHKKDLLEVPEIKTEG
DKFIPCENRCDSETERNDPONALAEPLDGNAQPSFPDVEEEDSESLAVMTEEGSDLEKAK
GNLSLLEQATALQAERGCVFHNTYKELDRFLLEHLAGERRQTKVIDMGGRQIFNNKHSPR
PEKRETKCPIPGCDGTGHVTGLYPHHRSLSGCPHKVRVPLEILAMHENVLKCPTPGCTGR
GHVNSNRNTHRSLSGCPIAAAEKLAMSQDKNQLDSPQTGQCPDQAHRTSLVKQIEEFNEPS
QAITSPRATVSKEQEKFGKVPEFDYASFDAQVEFGKRPLIQTVQGRKTPPFPESKHFSNPVK
FPNRLPSAGAHTQSPGRASSYSYGQCSEDTHIAAAAAILNLSTRCREATDILSNKPQSLH
AKGAEIEVDENGTLDLSMKKNRILDKSAPLTSSNTSIPTPSSSPFKTSSILVNAAFYQAL
CDQEGWDTPINYSKTHGKTEEDKEKDPVSSLENLEEKKFPGEASIPSPKPKLHARDLKKE
LITCPTPGCDGSGHVTGNYASHRSVSGCPLADKTLKSLMAANSQELKCPTPGCDGSGHVT
GNYASHRSLSGCPRARKGGVKMTPTKEEKEDPELKCPVIGCDGQGHISGKYTSHRTASGC
PLAAKRQKENPLNGASLSWKLNKQELPHCPLPGCNGLGHVNNVEVTHRSLSGCPLNAQVI
KKGKVSEELMTIKLKATGGIESDEEIRHLDEEIKELNESNLKIEADMMKLQTQITSMESN
LKTIEEENKLIEQNNESLLKELAGLSQALISSLADIQLPOMGPISEQNFEAYVNTLTDMY
SNLERDYSPECKALLESIKQAVKGIHV

>Mus musculus_ST18 (ENSMUSP_131417)
MDAEVEDKTLHTLSKGTEVPMDSLIPELRVPYDCSMAKKRRAEEQASGVPINKRKSLLMK
PRHYSPDMGCKESPDNRNEDDGLLETNDHATADE IMVKSMDETLHLPAQDSSLQOKKDQYT
CYPELMVKSLVHLGKFEESESVQTTCENLNGSSIQSLKAESDEAHEGSMVHSDNGRDKVH
HSQPPFCSSGDSESDSDSAENGWGNGSNSSEDTDTHKGPKHKLTYNRKDLLEVPEIKAED
DKEFIPCENRCDSDTDGRDPONSHMEPLVVKAQPSFPEVEEGESLATVTEEPAEVEKAKGN
LSLLEQATALQAERGSVFHHTYKELDRFFLDHLARERRQPRVTDANGRQIFTNKHSPRPE
RREAKCPIPGCDGTGHVTGLYPHHRSLSGCPHKVRVPLEILAMHENVLKCPTPGCTGRGH
VNSNRNTHRSLSGCPIAAAEKLAMTQODKSQLDSSQTGQCPEQAHRVNLVKQIEFNFRSHA
ITSPRASASKEQEKFGKVPFDYASFDAQVEFGKRPLLOTGQGQKAPPFPESKHEFSNPVKFEP
NGLPSAGAHTQSTVRASSYGHGQYSEDTHIAAAAAILNLSTRCREATDILSNKPQSLRAK
GAEIEVDENGTLDLSMKKNRIHDKSIPPTSSPTTITTPSSSPEFNASSLLVNAAFYQALSD
QEGWNVPINYSKSHGKTEEEKEKDPVNFLENLEEKKFAGEASIPSPKPKLHTRDLKKELT
TCPTPGCDGSGHVTGNYASHRSVSGCPLADKTLKSLMAANSQELKCPTPGCDGSGHVTGN
YASHRSLSGCPRARKGGIKMTPTKEEKEDSELRCPVIGCDGQGHISGKYTSHRTASGCPL
AAKRQKENPLNGAPLSWKLNKQELPHCPLPGCNGLGHVNNVEVTHRSLSGCPLNAQATIKK
VKVSEELMTIKLKATGGIDGDEEIRHLDEEIKELNESNLKIEADMMKLQTQITSMESNLK
TIEEENKLIEQSNESLLKELAGLSQALISSLADIQLPOMGPINEQNFEAYVNTLTDMY SN
LEQDYSPECKALLESIKQAVKGIHV

>Rattus norvegicus_ST18 (ENSRNOP_56380)
MDAEVEDKALHTLSKGTEVPMDSLIPELRVAYDCSMAKKRRAEEQALGVPVNKRKSLLMK
PRHYSPDMDCKENPDNRNEDDGLETNDHSTADEIVVKPMDKTLHLPAQESSLPKEDQYAC
YPELMVKSLMHLGKFEESESVQTVGENLNGNGIQSLKAECDEANECFMVHSDDGRDKVHH
SQPPFCSSGDSESDSDSTENGWGSGSNSSEDTDTHKGPKRKLTYNRKDLLEVPEIKAEDD
KFIPCENRCDSDTSGRDPONSHMEPLAVKVQPSFPEVEESESLATVIAESAEVEKAKGSL
SLLEQATALQAERGSVFHHTYKELDRFLLDHLARQRRQPKVTDASGRQIFNNKHSPRPER
REAKCPIPGCDGTGHVTGLYPHHRSLSGCPHKVRVPLEILAMHENVLKCPTPGCTGRGHV
NSNRNTHRSLSGCPIAAAEKLAMTQDKSQLDSSQTGQGPEQAHRVNLVKQIEFNFRSQAT
TSPRASASKEQEKFGKVPFDYASFDAQVFGKRPLLOTGQGQKAPPFPESKHESNPVKESN
GLPSAGAHTQSTVRASSYGHGQYSEDTHIAAAAAILNLSTRCREATDILSNKPQSLRAKG
AETEVDENGTLDLSMKKHRILDKSIPPTSSHTTIATPSSSPFKASSLLVNAAFYQALCDQ
EGWNVPINYSKSHGKTEEEKEKDPVNSLENLEEKKFAGEASIPSPKPKLHTRDLKKELIT
CPTPGCDGSGHVTGNYASHRSVSGCPLADKTLKSLMAANSQELKCPTPGCDGSGHVTGNY
ASHRSLSGCPRARKGGIKMTPTKEEKEDSELRCPVIGCDGQGHISGKYTSHRTASGCPLA
AKRQKENPLNGTPLSWKLNKQELPHCPLPGCNGLGHVNNVEVTHRSLSGCPLNAQAIKKV
KVSEELMTIKLKATGGIEGDEEIRHLDEEIKELNESNLKIEADMMKLQTQITSMESNLKT
IEEENKLIEQSNESLLKELAGLSQALISSLADIQLPOMGPINEQNFEAYVNTLTDMY SNL
ERDYSPECKALLESIKQAVKGIHV

>Felis catus_ ST18 (ENSFCAP_ 7935)



LNHYSAAYDCSMAKKRRAAEQALGVPVNKRKSLLMKPRHYSPNVDCREECDDRTEAEEED
GLPEASDHTASEETMIKPMDEHLHSTAQENSNGKEDRYGCYRELVVKSLMHLGKFENHVS
VQTVSENLNGSGLQCAQAESDEADEHEFVVHSDDGKEKINDPQLREFCSSDDSESNSESAEN
GWDSGSNLSEEAKPHRVPKYILVDDGKDLLGAPEIKTEGDKFISCENTCDPETDRRDPQON
TRVEPLDGTGQPSCAGVEGDGNGSLAAMREESLDLEKAKGSLSVLEQATIALQAERGCVFEH
NTYKELDREFLLEHLAGERRQTKVIDMGGRQILNSKHSPRPEKRETKCPIPGCDGTGHVTG
LYPHHRSLSGCPHKVRVPLEILAMHENVLKCPTPGCTGRGHVNSNRNTHRSLSGCPIAAA
EKLAMSQDKSQLDSPKSGQCPEQVHRTSLVKQIEFNFRSQAITSPRATVSKEQEKEFGKVP
FDYASFDAQVFGKRPLVQTGQGRKTPPFPESKHESNPGKEFPNRLPSAGAHTQSPCRASSY
GYGQCSEDTHIAATAAILNLSTRCRETADILSNKPQSLHAKGAEIEVDENGTLDLSLKKN
RILDKAAPLTSSNTSIPTPSSSPFKTSSILVNAAFYQALCDQEGWDTPINYSKTHGKTEE
EKEKDPASSLENLEEKKFPGEASIPSPKPKLHARDLKKELITCPTPGCDGSGHVTGNYAS
HRSVSGCPLADKTLKSLMAANSQELKCPTPGCDGSGHVTGNYASHRSLSGCPRARKGGVK
MTPTKEEKEDPELKCPVIGCDGQGHISGKYTSHRTASGCPLAAKRQKENPVNGAPLSWKL
NKQELPHCPLPGCNGLGHVNNVEVTHRSLSGCPLNAQAIKKGKVSEELMT IKLKATGGIE
SDEEIRHLDEEIKELNESNLKIEADMMKLOTQITSMESNLKTIEEENRLIEQNNESLLKE
LAGLSQALISSLADIQLPOMGPISEQNFEAYVNTLTDMYSNLERDSSPECKALLESTIKQA
VKGIHV

>Dasypus novemcinctus ST18 (ENSDNOP 7514)
SKQLFLKPCDLSSLDTFAVYDCSMAKKRRMDEQALGVPVNKRKSLLMKPQHYSPNMDCRE
ENDDRAEAEDSGLLATNENGTREEIMIKPMDESLHSAAQETISSRKEGRYASYQELVVKSL
MHVGKFEKDVSIQTTNENLNDSGIQSLKAESDEADECFMIHSDEGTVKVSDGGLRRCSSA
DNDNDSNSGSAETGWDSGSNFSEETKPPRVPKYILVDDRKDLVEVPEIKTEGEKFVPCKN
MCDSETERRDLONAPVEPLGSQGQSSFSENEDRGREGLSAVTEEAVDVGKAKGNLSLLEQ
ATALQAERGRAFHHTYKELDRFLLEHLAGERRHAKVIDMGGRQIFTSKHSPRPEKRETKC
PIPGCDGTGHVTGLYPHHRSLSGCPHKVRVPLEILAMHENVLKCPTPGCTGRGHVNSNRN
THRRNSLSGCPIAAAEKLAMSQDKNLLDSSKTGQCPDQVHRTSLVKQIEFNFRSQAITPP
RATMSKEQEKFGKVPFDYASFDAQVEFGKRPLTQTGQGRKTPPFPESKHFSSPVKCPHRLP
GPGAHAPSPCRASSYGHGQCSEDAHIAAAAATILNLSTRCREAAETILSNKPQSLPAKGADT
EVDENGTLDLSMKKNRILDKAAPLTSSNTSIPTLSSSPFKTSSLLVNAAFYQALCVQEGW
DVPVNFSKAHGKAEEEKEKDSVNSPENLEEKKFPGEASTPSPKPKLHARDLKKELITCPT
PGCDGSGHVTGNYASHRSVSGCPLADKTLKSLMAANSQELKCPTPGCDGSGHVTGNYASH
RSLSGCPRARKGGVKMTPTKEEKEDPELKCPVMGCDGQGHISGKYTSHRTASGCPLAAKR
QKESPLNGAPLAWKLNKQELPHCPLPGCNGLGHVNNVEVTHRSLSGCPLNAQATKKGKVS
EELMTIKLKATGGIESDEEIRHLDEEIKELNESNLKIEADMMKLOTQITSMESNLKTIEE
ENKLIEQNNESLLKELAGLSQALISSLADIQLPOMGPISEQNFEAYVNTLTEMYSNLERD
YSPECKALLESIKQAVKGIHV

>Monodelphis domestica ST18 (ENSMODP 12044)
MSYHGNYLSKTQLLVHSSAHKGRETYKEFWKQKKMDADAEDKRLHTRSKGTKVQVDSLVQE
LSAAYGCPMAKKRKTEEPALGVPVNKRKSLLMKPRHYNPSVECKEENEDQSETEEDDCLL
EMNGHPTAEENLVKPTEGILHSSGKESFNRNKDSYTNYQDLVVKSLMHLGKLDQDASIQT
LTENLNDSGIQSLKTESDEVDDCFMIHSAECKAKINDSNLRYCSSDDNESHSETIAENGWD
SGSNFSEETPEKSHVTQTYIVSNNQEESLEAPEIKTEVENFVPCEKVCDSEMEIRESQTS
PMESLESRAQNPLPEGDEDDTECLSITTEESVDLDKTKGHLSLLEQAIALQAEQGHVFEHS
TYKELDRFLLEHLAGERRHTKVIDMGGRQVFNSKHSPRPEKRETKCPIPGCDGTGHVTGL
YPHHRSLSGCPHKVRVPLEILAMHENVLKCPTPGCTGRGHVNSNRNTHRSLSGCPIAAAE
KLAMSQDKNQLDSPKTGQCPDQVHRTSLVKQLEFSQFSFRSSQTVTSPRATITKEQEKFEG
KVPFDYASFDAQVFGKRTIVPTIQGONPSQLPESKHFSNPVKLSNRLPSASAHTQSPCRA
SSYSYGQCSEDTHMAAAAAILNLSTRCREAAEILSNKPQSLSAKVAEIQVDENGTLDLSM
KKNRILDKSTPLNSPHISIPTSSASPFKTSSLLVNAAFYQALCEQEGWDTPINYSKTHGK
KEEEKEKDPVSSPENLEEKKYPGEVSIPSPKPKLHARELKKELITCPTPGCDGSGHVTGN
YASHRSVSGCPLADKTLKSLMAANSQELKCPTPGCDGSGHVTGNYASHRSLSGCPRARKG
GVKVTPTKEDKEDPELKCPVLGCDGQGHISGKYTSHRTASGCPLAAKRQKENPLNGSSLS
WKLNKQELPHCPLPGCNGLGHVNNVEVTHRSLSGCPLNAQAIKKGKVSEELMTIKLKASG
GLESDEEIRHLDEEIKELNESNLKIEADMMKLOQTQITSMESNLKTIEEENKLIEQNNESL
LKELAGLSQALISSLADIQLPOMGPISEQNFEAYVNTLTDMYSNLERDYSPECKALLEST
KQAVKGIHV

>Gallus gallus ST18 (ENSGALP 24567)



SSSLKISHLFSRQSYKSAYKCSMAKRKAEEQISGVPVNKRKSLLMKPRHYSPSLECKEEN
EDSIDHDGLRSNHPEFSYAEERTAKPCEETPNSGGQENSSQRKDNYTSYQDAMAKSLMNSG
KIAKDAPSQAMAENLNDSGIQSLKTESDDADECYMIDSAEGKEKTSISDPKYCSSEENES
NSEMMDNEWDSSSNESEETSVKPHLTQKYTVECNQPSILEVPEIKKEEVEFDPCETLCDS
EAELRAPQESHPDPFEKRIQNVFPESEEDDNECLSETTEMSVELDKAKGNLSLLEEATIAL
QAEQGHVFHSTYKELDRFLLEHLAGERRQTKVIDVGGRQLEFSNKHSPRPEKRETKCPIPG
CDGTGHVTGLYPHHRSLSGCPHKVRVPLEILAMHENVLKCPTPGCTGRGHVNSNRNTHRS
LSGCPIAAAEKLAMSQEKNQLESPKAGQCHDQTHSTNLTKQLEVVQYNYRTSQPVTSSRT
TLTKEKEKEFGKVPEFDYASFDAQVFGKRTIAPMVOGRKTPOQFLESKHESNPVKESNRLPSA
SAHTQSPCHANSYSYGQCSEDTHIAAAAATILNLSTRCREAAEILSNKPQSLSAKGAEIEV
DENGTLDLSMKKNRSQDKVTPLTSSSTVLPTPSSSPFKTSSILVNAAFYQALCEQEGWDT
PINYSKTHGRKEEKEKDPVSSPENMEEKKYPGEVSIPSPKPKLHSRDLKKELITCPTPGC
DGSGHVTGNYASHRSVSGCPLADKTLKSLMAANSQELKCPTPGCDGSGHVTGNYASHRSL
SGCPRARKGGIKVTPTKDEKEDPELKCPVIGCDGQGHISGKYTSHRTASGCPLAAKRQKE
SPVNGSSLSWKLNKQELPHCPLPGCNGLGHVNNVEVTHRSLSGCPLNAQATKKGKISEEL
MTIKLKASGGIESDEEIRHLDEEIKELNESNLKIEADMMKLOTQITSMETNLKTIEEENK
LIEQNNESLLKELAGLSQALISSLADIQLPOMGPISEQNFEAYVNTLTDMYSNLERDYSP
ECKALLESIKQAVKGIHV

>Xenopus tropicalis ST18 (ENSXETP 12512)
SQEAKIKYYVLLDIVPSVTSAYNCTMSKKRKLLEPCSTAPVNKRKSLLMKPOQHYDPREDFE
DEDNEDKSDFPSFKLLKKKCGNTVEKSACEKSEKTLHFLIVTVKIPILSNYCCCYQDIMS
NASILRNAAKETIMNPLNDIINDSGTQSVKADTDDAQESYCDQPSKHKDHQAFSADDTNS
NCEITENGWDSSSSEFSEEMNANDHSPDEYSKKMKINPTVDEKKRSTDKGDVCETQSNSVI
QATEQEDRKTQHSKLENEEDDKCLSALKEESVDLNNTKGSLTLLEQATALQAEQGHMVHS
TYKELDMFLLEHLARERRQTKIIDITGRQIYSNKNSPRPEKRETKCPIPGCDGSGHVTGL
YPHHRSLSGCPHKVRVPIEILAMHENVLKCPTPGCNGRGHVNSNRNTHRSLSGCPIAAAE
KLSKTQEKQLTSNCGSNIEPIHRIQVLSPVLHNFQLYGATQPLTTARATIIKEHDRFGKV
PFDYASFDAQVFGKHTIATVVHSQDSNEFSGAKQHTSPAKSSNRLHSAHTQSPCHASSYNY
GQCSEDTHIAAAAATLNLSTRCREAAAETILSNKPLSLSAKATDIEVDENGTLDLSMKKNR
FHETAANFGITKPILSTPSLSPFKTSSILVNAAFYKALCEKEGWEAPVNYSKVHGTIGED
KEPDLGDYSDNTDETKYSGDSSLPSPKSKFHSRDMKKDLITCPTPGCDGSGHVTGNYASH
RSVSGCPLADKTLKSLMAANSQELKCPTPGCDGSGHVTGNYASHRSLSGCPRARKNGVKL
FASKEDKEEQELKCPVVGCDGQGHISGKYTSHRSASGCPLAAKRQKESILNGSSLPWKON
KQELPHCPLPGCNGLGHVNNVFVTHRSLSGCPLNAQALKKGKTSEELMSVKTKSSNGTEN
EDDIRNLDEEIKELNESNLKIEADMMKLOTQISSMETNLKTIEEENKLIEQNNESLLKEL
AGLSQALISSLADIQLPOMEPISEHNFEAYVNTLTEMYSTMEHDYPPECKALLENIKQAV
KGIHV

>Takifugu rubripes ST18a (ENSTRUP 14767)
MDSEGEEQTLKTYHGSTGYRENNPTLELSIFPYGPVARKRSAQEGAQGAPVNKRKSLLMK
PRHYSPSEACEEESEDLAAPQDKEEPRNIDTPAGVASPPRDEQCDLIRTVHPLLSRPDPR
FRCCCCLLQPPLTLSSLSARSRLVHFLDLYETLDDNMLQLLLLSQIHATNGSPQCEPDAT
ERLVDEDEEELLNNEEEHQSQODRMSGASSPPSQYDEEREVEWEPLSLAAKVNGSLPETPE
DLTGGNGHIKEEPPSDLSGLMGRAGVFQVESFRYRPLPAEEDSKGEAERPPRLDGWALGL
HEMSRGRVNEFSLLEQATALQTEQRQALHHAYREMDRFLMEQOMSHERRHQRMMEMDGRLSY
HGGKESPRADKKDVKCPTPGCDGTGHVTGLYPHHRSLSGCPHKVRVPPEILAMHENVLKC
PTPGCTGRGHVNSNRSTHRSLSGCPIAAAVKVSKPQEESLKCRQTPDRSPRAVGLMKKLE
MNQLNYRLSHPAAALQSTLAKDMDKYSRIRFDYASFDAQVFGKQPLMGANPEQEMSPEFSD
SPOQYPGFLAAPGGCLPTSGHHSPSSQFKKDDGLQASAATAAILNLSTRYQKNTEAVAGR
PLAAPAKDMLIEVDENGTLDLSMKKCKENVKTQARTPPGDSLGPSEAAAAKGGSLLIGPA
FYQPLCDRDSWESPLNFSKAHILHDPEEDYDGVSLEDQHYKGDGSMLSPKAKALLRDSKK
ELLSCPTPGCDGSGHVTGNYASHRSVSGCPLADKTLKSLMAANAQELKCPTPGCDGSGHV
TGNYASHRSLSGCPRARKGGLKLTLNKENNTSPLVTCPVMGCDGQGHISGKYTSHRSAGS
CPLAAKRQKESSINGLPFAWKASKQELPHCPLPGCNGLGHANNVFATHRSLSGCPLNAHN
IKKKHSEEEMTIKLKASSGVENKEDIKHLDHEIEDLNESNMKIEADMMQOLQTQQISSMEC
NLKTIEEENKMIEQHNDSLLKELARLSQALINSLTDIQLPOMGPISEHNFEAYVKTLTDM
YNNSEHEYSPECKALLDNIKQATIKGIHV

>Takifugu rubripes ST18b (ENSTRUP 14768)
EMSRGRVNFSLLEQATALQTEQRQALHHAYREMDRFLMEQMSHERRHQRMMEMDGRLSYH



GGKESPRADKKDVKCPTPGCDGTGHVTGLYPHHRSLSGCPHKVRVPPEILAMHENVLKCP
TPGCTGRGHVNSNRSTHRSLSGCPIAAAVKVSKPQEESLKCRQTPDRSPRAVGLMKKLEM
NOLNYRLSHPAAALQSTLAKDMDKYSRIRFDYASFDAQVEFGKQPLMGANPEQEMSPESDS
POQYPGFLAAPGGCLPTSGHHSPSSQFKKDDGLQASAATAAILNLSTRYQKNTEAVAGRP
LAAPAKDMLIEVDENGTLDLSMKKCKENVKTQARTPPGDSLGPSEAAAAKGGSLLIGPAF
YOPLCDRDSWESPLNFSKAHILHDPEEDYDGVSLEDQHYKGDGSMLSPKAKALLRDSKKE
LLSCPTPGCDGSGHVTGNYASHRSVSGCPLADKTLKSLMAANAQELKCPTPGCDGSGHVT
GNYASHRSLSGCPRARKGGLKLTRSVPPPQRHPLFARCPVMGCDGQGHISGKYTSHRSAG
SCPLAAKRQKESSINGLPFAWKASKQELPHCPLPGCNGLGHANNVFATHRSLSGCPLNAH
NIKKKHSEEEMTIKLKASSGVENKEDIKHLDHEIEDLNESNMKIEADMMQLQOTQQISSME
CNLKTIEEENKMIEQHNDSLLKELARLSQALINSLTDIQLPOMGPISEHNFEAYVKTLTD
MYNNSEHEYSPECKALLDNIKQATKGIHV

>Tetraodon nigroviridis ST18 (ENSTNIP 11341)
EMSRGRVNFSLLEQATALQTEQRQALHHAYREMDRFLMEQMTNERRHQRMMEMDGRLTYH
GGKDSPRTDKKDVKCPTPGCDGTGHVTGLYPHHRSLSGCPHKVRVPPEILAMHENVLKCP
TPGCTGRGHVNSNRSTHRSLSGCPIAAAVKVSKPQODESLKCRQTPDRSPRAVGLIKKLEM
NQLNYRLSHPVASLOQTNLAKDMDKYSRIREFDYASFDAQVFGKQPLMGVNPEQEMSPESDS
POQYPGFLAAPGGRLPTSGHHSPSSQFKKEDSLOQASAATAAILNLSTRYRKNMEAVAGRP
LATSTKDMLIEVDENGTLDLSMKKCKENVTAQAKMPPEDSLTPSEAAAAKGGSMLIGPAF
YOPLCERESWESPINFSKAHVLHDPEEDYDHVSLEEQHYKGDGSMLSPKAKALLRDSKKE
LLSCPTPGCDGSGHVTGNYASHRSVSGCPLADKTLKSLMAANAQELKHRCPTPGCDGSGH
VTGNYASHRSLSGCPRARKGGLKLTPNKDDKDEQELKCPVMGCDGQGHISGKYTSHRSAG
SCPLAAKRQKESSISGLPFAWKASKQELPHCPLPGCNGLGHANNVFATHRSLSGCPLNAH
NIKKKHSEEEMTIKLKASSGVENKEDIKHLDHEIKDLNESNMKIEADMMQLOTQQISSME
CNLKTIEEENKMIEQHNDSLLKELARLSQALINSLTDIQLPOMGPISEHNFEAYVKTLTD
MYNDSEHEYSPECKALLDNIKQAIKGIHV

>Gasterosteus aculeatus ST18 (ENSGACP_23711)
MDSEGEEQTLRTRNGDTGVPLTAVVKLRSVPYGSVARKRSAQEGVQGAPVNKRKSLLMKP
RHYSPSEACEEESEDLAPPODKEEPRNIDTPAVIVRFGGHFLLKKKQKLDEQTGGRRIKE
SCFSQKVTONLKPLKALWRITVDIQFLSRVLEGSQKNGYDAESSDSLGCSEVTSDGEPDA
GDEELPDSERDDQTEDLMSGASSSVLTETPGRPSVSRRVCPAAAPPPPRKTRRGGSGPRE
RRSPARRGAAEVQAAAAEEDGEGEAEAERPPOQPDGWGLGLHERGLEMGRGRVNESLLEQA
TIALQTEQRQVLHHAYREMDRFLMEQMTSERRHHRMMDMDGRLSFHGGKDSPRTDKKDIKC
PTPGCDGTGHVTGLYPHHRSLSGCPHKVRVPPEXMHENVLKCTRPCTRRGHVNSNRSTHR
SLSGCPIAAAVKVSKPQEESPKCRQTPDCSPRAIGLMKKFEMNQLNYRLSHPVAALKTSL
AKDMDKYSRIRFDYASFDAQVFGKQPLMGASQDQEMPHFPDSPQRYHAFLGAPGGGLPAS
GORSPPSQFRKEDGLQAAAATAAILNLSTRYRKNMEAVAGRPLATSTKDVPIEVDENGTL
DLSMKKSKDSGKGPLDDSLSLAEAAKGGGVLVGPAFYQPLCERDGWDGPLPLHENKAHVS
PDAEVQTDARHNRRPKNFLNNGSVMSPQAKLLLRDAKKEPLNCPTPGCDGSGHVTGNYAS
HRSVSGCPLADKTLKSLMAANSQELKCPTPGCDGSGHVTGNYASHRSLSGCPRARKGGLK
LTPDKDDKDEQELKCPVMGCDGQGHTSGKYTSHRSAGSCPLAAKRQKESSVSGLPFAWKA
NKQELPHCPLPGCNGLGHANNVFATHRSLSGCPLNAQSIKKKHSEEEMMTIKLKTSSGVE
NKEDIQHLDHEIQELNESNMKIEADMMOLQTQQISSMECNLRTIEEENRMIEQHNDGLLK
ELARLSQALINSLTDIQLPOMGPISEQONFEAYVNTLTDMYNNSEHEYSPECKALLDNIKQ
ATKGIHV

>Oryzias latipes ST18 (ENSORLP 21882)

FLOKMDSEGEEQTLKTCHSGSGLAECITETHSPYASMARKRSAQEGVQGAPVNKRKSLLM
KPRHYSPSEACEEESEDLAPPODKEELRNIDTPAESHLLHSCEFPPSAISQQPQOSLCSGIK
TDILRAVFLGKVKRKLSVFFSCSNLSYGNFQRINGVADGGYPCAGAKSCSPLGWSEVTSN
GSPQCEVDSSEAALAEEEDDLNNDEEDQNLDRMSGTSSPQSPYRNMAKWEPLSLSAKDNS
PSEDLSGRSDHLRQELLPEAEALRYKLLSAEEDSEGEAEAERPPRLDSWALGLRERGLDM
SRGSVNLSLLEQATALQTEQRQVLHHAYREMDRFLMEQMTSERRTHRMMDMDCRLRHTHT
HCRLLSKLMSKWLLPFALGRGRGAGLLRAISSRHKSDLPYQVLAMHENVLKCPTPGCTGR
GHVNSNRSTHRSLSGCPTAAAVKVSRPOQEESLKCRQTPDRSPRAIGLIKKFEMNQLNYRL
SHPVATLQTSLTKDLDKYSRIRFDYASFDAQVFGKQPLLGTNPEQEMPLYPDCKEFHSSPQ
QYPGFLGAPGGRLPASGQHSPLSPFKKEDDPQATAATAATILNLSTRYRKNVEAVAGQPLA
TTTKDMAIEVDENGTLDLSMKRCKENGKAQSRTPPEAPLSPPESAVAKGGSVLIGPAFYQ
PLCERDSWESSLPVHFSKAHILQODKEDDYEQISLEDQHYLGDSSMLSPKAKLLLRDSKKE



LLSCPTPGCDGSGHVTGNYASHRSVSGCPLADKTLKSLMAANSQELKCPTPGCDGSGHVT
GNYASHRSLSGCPRARKGGLKLTPNKDDKDEQELKCPVIGCDGQGHISGKYTSHRSAGSC
PLAAKRQKESSINGLPFAWKTNKQELPHCPLPGCNGLGHANNVFATHRSLSGCPLNAQST
KKKHTEEEMTIKLKASSGIENKDDISHLDHEIKELNNSNMKIEADMMQLOTQQISSMECN
LKTIEEENRMIEQHNDSLLKELARLSQALINSLTDIQLPOMGPISEHNFEAYVNTLTDMY
NNSEHEYSPECKVLLDNIKQAIKGIHV

>Homo sapiens MYTI1 (ENSP _477771)
MSLENEDKRARTRSKALRGPPETTAADLSCPTPGCTGSGHVRGKYSRHRSLOSCPLAKKR
KLEGAEAEHLVSKRKSHPLKLALDEGYGVDSDGSEDTEVKDASVSDESEGTLEGAEAETS
GODETHRPETAEGRSPVKSHEFGSNPIGSATASSKGSYSSYQGITIATSLLNLGQIAEETLV
EEDLGQAAKPGPGIVHLLQEAAEGAASEEGEKGLFIQPEDAEEVVEVTTERSQDLCPQSL
EDAASEESSKQKGILSHEEEDEEEEEEEEEEEEDEEEEEEEEEEEEEEEEEEEEEEEEEE
EEEEEEAAPDVIFQEDTSHTSAQKAPELRGPESPSPKPEYSVIVEVRSDDDKDEDTHSRK
STVTDESEMQODMMTRGNLGLLEQATALKAEQVRTVCEPGCPPAEQSQLGLGEPGKAAKPL
DTVRKSYYSKDPSRAEKREIKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRIPPEILAMH
ENVLKCPTPGCTGQGHVNSNRNTHRSLSGCPIAAAEKLAKSHEKQQPQTGDPSKSSSNSD
RILRPMCFVKQLEVPPYGSYRPNVAPATPRANLAKELEKFSKVTFDYASEFDAQVEGKRML
APKIQTSETSPKAFQCFDYSQDAEAAHMAATAILNLSTRCWEMPENLSTKPQDLPSKSVD
IEVDENGTLDLSMHKHRKRENAFPSSSSCSSSPGVKSPDASQRHSSTSAPSSSMTSPQSS
QASRODEWDRPLDYTKPSRLREEEPEESEPAAHSFASSEADDQEVSEENFEERKYPGEVT
LTNFKLKFLSKDIKKELLTCPTPGCDGSGHITGNYASHRSLSGCPLADKSLRNLMAAHSA
DLKCPTPGCDGSGHITGNYASHRSLSGCPRAKKSGVKVAPTKDDKEDPELMKCPVPGCVG
LGHISGKYASHRSASGCPLAARRQKEGSLNGSSFSWKSLKNEGPTCPTPGCDGSGHANGS
FLTHRSLSGCPRATFAGKKGKLSGDEVLSPKFKTSDVLENDEEIKQLNQEIRDLNESNSE
MEAAMVQLOSQISSMEKNLKNIEEENKLIEEQNEALFLELSGLSQALIQSLANIRLPHME
PICEQNFDAYVSTLTDMYSNQDPENKDLLESIKQAVRGIQV

>Gorilla gorilla MYTI1 (ENSGGOP_6203)
MSLENEDKRARTRSKALRGPPETTAADLSCPTPGCTGSGHVRGKYSRHRSLOSCPLAKKR
KLEGAEAEHLVSKRKSHPLKLALDEGYGVDSDGSEDTEVKDASVSDESEGTLEGAEAETS
GQDETITHRPETAEEEEEEEAAPDVIFQEDTSHTSAQKAPELRGPESPSPKPEYSVIVEVRS
DDDKDEDTHSQKSTVTDESEMHDMMTRGNLGLLEQATALKAEQVRTVCEPGCPPAEQSQL
GLGEPGKAAKPLDTVRKSYYSKDPSRAEKREIKCPTPGCDGTGHVTGLYPHHRSLSGCPH
KDRIPPEILAMHENVLKCPTPGCTGQGHVNSNRNTHRSLSGCPIAAAEKLAKSHEKQQPQ
TGDPSKSSSNSDRILRPMCFVKQLEVPPYGSYRPNVAPATPRANLAKELEKESKVTEFDYA
SFDAQVFGKRMLAPKIQTSETSPKAFQCFDYSHDAEAAHMAATAILNLSTRCWEMPENLS
TKPODLPSKSVDIEVDENGTLDLSMHKHRKRENAFPSSSSCSSSPGVKSPDASQRHSSTS
APSSSMTSPQSSQASRODEWDRPLDYTKPSRLREEEPEESEPAAHSFASSEADDQEVSEE
NFEERKYPGEVTLTNFKLKFLSKDIKKELLTCPTPGCDGSGHITGNYASHRSLSGCPLAD
KSLRNLMAAHSADLKCPTPGCDGSGHITGNYASHRSLSGCPRAKKSGVKVAPTKDDKEDP
ELMKCPVPGCVGLGHISGKYASHRSASGCPLAARRQKEGSLNGSSFSWKSLKNEGPTCPT
PGCDGSGHANGSFLTHRSLSGCPRATFAGKKGKLSGDEVLSPKFKTSDVLENDEE IKQLN
QEIRDLNESNSEMEAAMVQLOSQISSMEKNLKNIEEENKLIEEQNEALFLELSGLSQALT
OSLANIRLPHMEPICEQNFDAYVSTLTDMY SNRDPENKDLLESIKQAVRGIQV

>Mus musculus MYT1 (ENSMUSP 104387)

MSSESDDKRARTRSKTLRGPPETTGADLSCPTPGCTGSGHVRGKYSRHRSLQOSCPLAKKR
KLEDAETEHLVSKRKSHPLRLALDEGYRMDSDGSEDAEVKDVSVSDESEGPLEEAEAEMS
GQEETHHPQTAEGKSLIKPHFDSNPTSSPSGFSKSSYSSYQGITIATSLLNLGQIAEEALV
KEDSVSVAKLSPTVVHQLQDEAAMGVNSDEGEKDLFIQPEDVEEVIEVTSERSQEPCPQS
LKDMVSEESSKQKGVLGHEEEGEEEEEDEEEEDEEEEEEGEEGEEEEEEEEEEEEEEDERE
EEEEEEEAAPNVIFGEDTSHTSVQKASPEFRGPELSSPKPEYSVIVEVRSDDDKDEDSRS
QOKSAVTDESEMYDMMTRGNLGLLEQATALKAEQVRAVCESGCPPAEQGHLGPGEPGKMAK
PLDVVRKSCYSKDPSRVEKREIKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRIPPEILA
MHENVLKCPTPGCTGQGHVNSNRNTHRSLSGCPIAAAEKLAKSHEKQQLQTGDPPKNNSN
SDRILRPMCEFVKQLEVPPYGSYRPNVAPATPRANLAKELEKFSKVTEFDYASFDAQVFGKR
MLAPKIQTSETSPKAFQCFDYSHDAEAAHMAATAILNLSTRCWEMPENLSTKPQDLPSKA
VDIEVDENGTLDLSMHKHRKRENTFPSSSSCSSSPGVKSPDVSQRQSSTSAPSSSMTSPQ
SSQASRQDEWDRPLDYTKPSRLREEEPEESEPAAHSFASSEADDQEVSEENFEERKYPGE
VTILTNFKLKFLSKDIKKELLTCPTPGCDGSGHITGNYASHRSLSGCPLADKSLRNLMAAH



SADLKCPTPGCDGSGHITGNYASHRSLSGCPRAKKSGLKVAPTKDDKEDPELMKCPVPGC
VGLGHISGKYASHRSASGCPLAARRQKEGALNGSSEFSWKSLKNEGPTCPTPGCDGSGHAN
GSFLTHRSLSGCPRATFAGKKGKLSGDEILSPKFKTSDVLENDEEIKQLNQEIRDLNESN
SEMEAAMVOLQOSQISSMEKNLKNIEEENKLIEEQNEALFLELSGLSQALIQSLANIRLPH
MEPICEQNFDAYVNTLTDMYSNQDCYQONPENKGLLETIKQAVRGIQV

>Rattus norvegicus MYT1 (ENSRNOP 32420)
MVANSDEGEKDLFIQPEDVEEVIEVTSERSQEPCPQSLKDMVNEESSKQKGVLGHEEEEE
EEEEEEEEEEEGEEGEEEEEEEEEEDEEDEEEDEEEEEEEEEAASNVLEFGDDTTHTSVQK
ASSEFRGPELSSPKPEYSVIVEVRSDDDKDEDSHSQKSAVTDESEMYDMMTRGNLGLLEQ
ATALKAEQVRAVCESGCPPAEQGHLGPGEPGKMAKPLDVVRKSCYNKDPSRVEKREIKCP
TPGCDGTGHVTGLYPHHRSLSGCPHKDRIPPEILAMHENVLKCPTPGCTGQGHVNSNRNT
HRSLSGCPIAAAEKLAKSHEKQQOLQTGDPPKNNSNSDRILRPMCEFVKQLEVPPYGSYRPN
VAPTTPRANLAKELEKEFSKVTFDYASFDAQVFGKRMLAPKIQTSETSPKAFQCFDYSHDA
EAAHMAATATILNLSTRCWEMPENLSTKPQDLPSKAVDIEVDENGTLDLSMHKHRKRENTF
PSSSSCSSSPGVKSPDVSQROSSTSAPSSSMTSPQSSQASRQDEWDRPLDYTKPSRLREE
EPEESEPAAHSFASSEADDQEVSEENFEERKYPGEVTLTNFKLKFLSKDIKKELLTCPTP
GCDGSGHITGNYASHRSLSGCPLADKSLRNLMAAHSADLKCPTPGCDGSGHITGNYASHR
SLSGCPRAKKSGLKVAPTKDDKEDPELMKCPVPGCVGLGHISGKYASHRSASGCPLAARR
QKEGALNGSSFSWKSLKNEGPTCPTPGCDGSGHANGSFLTHRSLSGCPRATFAGKKGKLS
GDEILSPKFKTSDVLENDEEIKQLNQEIRDLNESNLEMEAAMVQLOSQISSMEKNLKNIE
EENKLIEEQNEALFLELSGLSQALIQSLANIRLPHLEPICEQNEFDAYVNTLTDMYSNQDC
YONPENKGLLETIKQAVRGIQV

>Canis familiaris MYT1 (ENSCAFP 19510)
MSLDNEDKRARTRSKAVRVPPEPTGADLSCPTPGCTGSGHIRGKYSRHRSLQOSCPLAKKR
KLEGAQAEHLVSKRKSHPLKLALDEGYSVDTDGSEDAEVKDASVSDESEGTLEEDEAEMS
GQEETHRPEPAEGRSPVKSHFASKPIGSSAGPAKGSYSSYQEITIATSLLNLGQIAVETLV
GEDLGQVAKPGPAVVHLLQEEAEEEATSDEGEKDVEFIRPDDTEDVVEVSRECSQEPGPQS
VEGVAREESSKMKVTMGNEEEEEEEEEEEEEEEEEEEEEEEEEEEEEDEEEEEEEEVEER
EEEEVPAPDVICQEDAPHAPTQKAPELRHPASPSPKPEYSVIVEVRSDDGKDEDSHSQKS
AVTDESEMYDMMTRGNLGLLEQAIALKAEQVQAVCEPGCPPTEQGQLGPGEPGKAARPLD
ASRKNYCSKDPSRAEKREIKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRIPPEILAMHE
NVLKCPTPGCTGQGHVNSNRNTHRSLSGCPIAAAEKLAKSHEKQQPQTGDPSKNSSNSDR
ILRPMCFVKQLEVPPYGSYRPSVAPATPRANLAKELEKFSKVTEFDYASEFDAQVEFGKRMLA
PKIQTSETSPKAFKCFDYAHDAEAAHMAATAILNLSTRCWEMPENLSTKPQODLPSKAADI
EVDENGTLDLSMHKHRKRESAFPSSSSSSSSPGVKSPEASQRQSSTSAPSSSMTSPQOSSQ
ASRQDEWDRPLDYTKPSRQREEEPEESEPAAHSFASSEADDQEVSEESFEERKYPGEVTL
TNEFKMKFLSKDIKKELLTCPTPGCDGSGHITGNYASHRSLSGCPLADKSLRNLMAAHSAD
LKCPTPGCDGSGHITGNYASHRRTSLSGCPRAKKSGARVTPTKDDKEDPELMKCPVPGCV
GLGHISGKYASHRSASGCPLAARRQKEGSLNGSPFSWKSLKNEGPTCPTPGCDGSGHANG
SFLTHRSLSGCPRATFAGKKGKVSGDEVLSTKFKTSDGAVLENDEEIKQLNQEIRDLNES
NSEMEAAMVQLOSQISSMEKSLKNIEEENKLIEEQNEALFLELSGLSQALIQSLANIRLP
HMEPICEQNFDAYVSTLTDMYSNQECYQONPENKDLLESIKRAVRGIQV

>Felis catus MYTI1 (ENSFCAP 1104)

MSLEHEDKRARTRSKALRVPPEPTGADLSCPTPGCTGSGHIRGKYSRHRSLOSCPLAKKR
KLEGAQPEHLVSKRKSHPLKLALDEGYSVDTDGSEDAEVKDASVSDESEGTLEEDEAEMS
GQEETHRPEPAEGRSPVKPHFGSNPISSPTGPTKGSYSSYQEITIATSLLNLGQIAVETLV
GEDLGQVAKPGPGVVHLVQEEAEEGATSDEGEKDVFIRPEDTEEVMEVTRERSQELGPQS
GEGMVSEESSKMKVXEEEEEEEEEEEEVAAPDVICQEDAPHAPTQKAPEPRHPASPSPKP
EYSVIVEVRSDDGKDEDSRSQKSAVTDESEMYDMMTRGNLGLLEQATALKAEQVQAVCEP
GCPPTEQGQPGPGEPGKVVRPLDAARKNYCSKDPSRAEKREIKCPTPGCDGTGHVTGLYP
HHRSLSGCPHKDRIPPEILAMHENVLKCPTPGCTGQGHVNSNRNTHRSLSGCPIAAAEKL
AKSHEKQQPQGGDPSKNSSNSDRILRPMCFVKQLEVPPYGSYRPSVAPATPRANLAKELE
KFSKVTEFDYASFDAQVEGKRMLAPKIQTSETSPKAFKCFDYTHDAEAAHMAATAILNLST
RCWEMPENLSTKPQDLPGKAADIEVDENGTLDLSMRKHRKRDSAFPSSGSSGSSPGVKSP
DASQRHSSTSAPSGSMTSLPSSQASRODEWDRPLDYTKPSROQREEEPEESEPAAHSFASS
EADDQEVSEESFEERKYPGEVTLANFKMKEFLSKDIKKELLTCPTPGCDGSGHITGNYASH
RSLSGCPLADKSLRNLMAAHSADLKCPTPGCDGSGHITGNYASHRRTSLSGCPRAKKSGA
RVTPTKDDKEDPELMKCPVPGCVGLGHISGKYASHRSASGCPLAARRQKEGSLNGSPEFSW



KSLKNEGPTCPTPGCDGSGHANGSFLTHRSLSGCPRATFAGKKGKVSGDEVLSTKFKTSD
GAVLENDEEIKQLNQEIRDLNESNSEMEAAMVQLQOSQISSMEKSLKNIEEENKLIEEQNE
ALFLELSGLSQALIQSLANIRLPHMEPICEQNFDAYVSTLTDMYSNQECYQNPENKDLLE
SIKRAVRGIQV

>Myotis lucifugus MYT1 (ENSMLUP 6981)
MSLENEEMRARTRSKALRAPLEPTGAELSCPTPGCSGSGHIRGKYSRHRSLQSCPLAKKR
KLEGPEAQHLVSKRKSPPLKLALDEGYGVDSEGSEDAEVKDASVSEESEGALEEAEAELA
GQEGARHPPPAEGRSPIQSQFSSNPAGTPIGSSKGSYSSFQEAIATSLLDLGHVAEEPLV
REGSGQQAKPGPGVLHLVQEEAEGGAASDRGEKEVFIQPADTEEVIEVTSEYTQGPGPQF
LEGMASEALHQQTVSGDHEEKEEEEAEEEEEEEEEEEEEEEEEETEDEEDEEDEEEITPD
VTCREGAPRSPPEQAPEPHSRKPEYSVLVELRSDDGKDEDSSSQKSEVTDESEMHDMMTR
GNLGLLEQATIALKAEQVRAACEPGELGLGEPVKVARPLDATRKTYCSKDSSRAEKREIKC
PTPGCDGTGHVTGLYPHHRSLSGCPHKDRIPPEILAMHENVLKCPTPGCTGQGHVNSNRN
THRSLSGCPIAAAEKLAKSHEKQQOPQTGDPSKTDSSSERILRPMCFVKQLEVPPYGSYRP
SVAPSTPRANLAKELEKFSKVTEFDYASEFDAQVFGKRMLAPKIQTSETSPKAFKCKFHYAH
DAKRVHIVANVHLKLTALCAEPEERLRGCAHLFPSEAVAIEVDEHGTLDLSMRRHRRRET
FPGSGGPEPGVKAPEASQRQSSTSAPGSSMTPQSSQASHOQDEWDRPLDYTKPSROQREEEP
EESEPAAHSFASSEADDQEVSEENLEERKYPGDVTLTNFKLKFLSKDIKKELLTCPTPGC
DGSGHITGNYASHRSLSGCPLADKSLRNLMAAHSADLKCPTPGCDGSGHITGNYASHRSL
SGCPRAKKSGTKVTPTKDDKEDPELMKCPVPGCVGLGHVSGKYASHRSASGCPLAARRQK
EGSLNGPSFWKSPRNEGPTCPTPGCDGSGHANGGFLTHRSLSGCPRATFAGKKGKLSGDD
VLGTKFKTSDGAVLENDEEIKQLNQEIRDLNESNSEMEAAMVQLQSQISSMEKSLRTIEQ
ENKLIEEQONEALFLELSGLSQALIQSLANIRLPHMEPICEQNEFDAYVSTLTDMCSSRESY
ONPEHRALLESIKQAVRGIQV

>Gallus gallus MYTI1 (ENSGALP 9531)
MKLCGTFLENEFRGELLNQRWTCGEKISSCEGAASLHGTCIKMSLENDDKRARTRSKSVR
VPTELISQEVSCPTPGCNGSGHIRGKYARHRSLQSCPLAKKRKLODAEAEHLVSKRKSHP
LKLALDEGYNVDSDGSEEAEVKEESGSEESEGTLEEDEAEVVEQEETRSPEPAEERSPAK
SAHYGQKPATSTSGPSKANYSNYQEITANSLLNLGQIAEETLAIEGQLPEAELQVSKPPS
NVVHLVHEDAGEEIVEEECDKEITIIQTEDAEEVIEVTSERSSELCPEHQDDTNCEESCKL
QKAMOTEAEEEDEEDEDEDEDEDEEEEEEEEEEEEEEEEEEEEEMAPEVICEEAPHTSQD
TOKSHCEGQFSPKPEYSVIVEVRSDDDKDDDAHSQKSAVTDESEMYDMMTRGNLGLLEQA
IALKAEQVKIVREPSRLPGEHVKHFQVDEKQSKPLDSIRKSYYGKDPSRPEKREIKCPTP
GCDGTGHVTGLYPHHRSLSGCPHKDRIPPEILAMHENVLKCPTPGCTGQGHVNSNRNTHR
SLSGCPTAAAEKLAKSHEKQQTQSGDPSKPSSNSDRILRPMCEFVKQLEIPQYGSYRPNMV
PATPRANLAKELEKYSKVTFDYASFDAQVFGKRMLAPKIQTSETSPKAFKSKPEFPKASSP
SHSPSSSYVKSTSSSSTGEFDYSHDAEAAHMAATAILNLSTRCWEMPENLSTKQQEAPGKS
MDIEVDENGTLDLSMNKNRKRESTFPSSSSCSSSPSVKSPDVSQRONSTSATSSTMTSPQ
SSQTSRODEWDGPIDYTKPNRQREEEPEESEPAAHSFASSEADEQEVSEENFEERKYPGE
VILTNFKLKFLSKDIKKELLTCPTPGCDGSGHITGNYASHRSLSGCPLADKSLRNLMAAH
SADLKCPTPGCDGSGHITGNYASHRSLSGCPRAKKSGIKITPTKDDKEDPELMKCPVPGC
VGLGHISGKYASHRSASGCPLAARRQKEGSLNGSSFSWKSLKNEGPTCPTPGCDGSGHAN
GSFLTHRSLSGCPRATFAGKKGKLSGDEILNTKFKTSDVLENDEETIKQLNKEISELNESN
SEMEAAMVKLOSQISSMEKNLKNIEEENKIIEEQNEALFLELSGLSQALIQSLANIRLPH
MEPISEQNFDAYVNTLTDMYTNQECYQNPENKDLLESTKQAVKGIQV

>Pelodiscus sinensis MYT1 (ENSPSIP 11346)

MKLCGTFLENEFRGKLLNQRWTCGEKLSSCETAKSLHSRHNKMSLENDDKRARTRSKSIR
VPTELIGQEVSCPTPGCNGSGHIRGKYARHRSLOSCPLAKKRKLODAEAEHLVSKRKSHP
LKLALDEGYNVDSDGSEETEVKEESVSDESEGTLEEEEAETIEQEETHSPEPAEVRSPAK
SSHYGHNAATNTPGPSKANYSSYQEITIANSLLNLGQIAEETLAIEGQLPENELQVAKPPV
NVVHLVHEGIEEEVVEEAGDKEIIIQTEDAEEVIEVASERSSELCPEHQDDMSCEESCKL
EKGIQAEAEEEEEEEEEEEEEEEEEEEDEDEEDEDEEEDEEEEMAPEVICEETPQTSQDS
HKTPPEYSVIVEVRSDDDKDDDARSQKSAVTDESEMYDMMTRGNLGLLEQATALKAEQVK
ITREPSRLPGEHTKHFQGDEKONKPLDTIRKNYYSKDPSRPEKRETKCPTPGCDGTGHVT
GLYPHHRSLSGCPHKDRIPPEILAMHENVLKCPTPGCTGQGHVNSNRNTHRSLSGCPIAA
AEKLAKSHEKQQPQAGDPSKSSSNSDRILRPMCEVKQLETPQYGSYRPNMVPATPRANLA
KELEKYSKVTEFDYASFDAQVEFGKRMLAPKIQTSETSPKAFKSKPFPKASSPSHSPSSSYV
KSTSSSSTGFDYSHDAEAAHMAATAILNLSTRCWEMPENLSTKQODFPSKSMDIEVDENG



TLDLSMNKHRKRESAFPSSSSCSSSPSVKSPDVSQRONSTSATSSTMTSPQSSQTSRQDE
WDGPIDYTKPNRQREEEPEESEPAAHSFASSEADEQEASEENFEERKYPGEVTLTNEKLK
FLPKDIKKELLTGSGGTNNRGYKTSCEVGHQKRESQDHHHGQTMSCPTPGCDGSGHITGN
YASHRSLSGCPLADKSLRNLMAAHSADLKCPTPGCDGSGHITGNYASHRSLSGCPRAKKS
GIKITPTKDDKEDPELMKCPVPGCVGLGHISGKYASHRSASGCPLAARRQKEGSLNGSSF
SWKSLKNEGPTCPTPGCDGSGHANGSFLTHRSLSGCPRATFAGKKGKLSGDEILNTKEKT
SDVLENDEEIKQLNREITELNESNSEMEAAMVKLOSQISSMEKNLRNIEEENKITEEQNE
ALFLELSGLSQALIQSLANIRLPHMEPISEQNFDAYVNTLTDMYTNQECYQNPENRDLLE
SIKQAVKGIQV

>Xenopus tropicalis MYT1 (ENSXETP 25128)
MNVDNVNKGTRTRSKAIRVIPLDLIEQEVSLOSCPLSRKRKLOESEQEHPPSKRKSHPLK
LALDEGEFNVDSDGSEEAEVKEEDSGTEESEAITEDIEEDTEPTEPKEEPSSPTVEAESTA
KVDTEETETKTESSPPAKVNYSSYQEITANSLLNLGOVAKEALVSEGHLQESELNEEKPS
SVKSNEEEVEQLMVEEACEKEITIQTEDAEEVIEVTSEPSSESGTEPRDEVNCEDTGKLQ
KDMEEHSTIEMANQDLPHASQDSPKLHCEGQFSPKPEYSVIVEVRSDDDKDDDSHSQKSAV
TDESEMYDMMTRGNLGLLEQATALKAEQVKVIREPSRSSLDNMKNFSADEKQNRPIDTMR
KNFYDAARPEKREIKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRIPPEILAMHENVLKC
PTPGCTGQGHVNSNRNTHRSLSGCPIAAAEKLARSHEKQQOQPGDLSKGSSNSDRILRPMC
FVKQLEIPQYGSYRPNMAPATPRANLAKELEKYSKVTEFDYASEFDAQVEFGKRLIAPKIPSS
ETSPKAFKSKPFPKASSPSHSPSSSYIKSTSSSSSSGEFDYTHDAEAAHMAATAILNLSTR
CWEMPENLSTKQODTPGKSSEMKVDENGTLDLSMNKHRKRESTFPSSSSCSSSPSMKSPD
QSRGONCTSATSSNMTSPQSSQTSRODDWDGPIDYTKPNRQREEEPEEMEPAAASFASSE
ADDQEMQEESYEERKYPGDVTLTNFKLKFLSKDSKKELLTCPTPGCDGSGHITGNYASHR
SLSGCPLADKSLRNLMAAHSADLKCPTPGCDGSGHITGNYASHRSLSGCPRAKKSGLKIT
PTKDDKDDPELMKCPVPGCDGLGHISGKYASHRSASGCPLAARRQKEGALNGSAFSWKSL
KTEGPTCPTPGCDGSGHANGSFLTHRSLSGCPRASFAGKKGKISGDEFLGTKFKTSDVLE
NDEEIKQLNKEINELNESNSEMEADMVNLQSQITSMEKNLKNIEDENKVIEEQNDALEVE
LSGLSQALIRSLTNIRLPOMEPISEQNEDAYVNTLTDMYTNQECYQONPENKALLESTIKQA
VKGIKV

>Danio rerio MYTla (ENSDARP 136943)
MKLCGTFLENEYRGKLLNQRWTRGDKISRCRPSLRLOQSRPIKMSLDTDDKRTRTRSKAGR
VPSEIVGQELSCPTPGCNGTGHISGKYARHRSALSCPLARKRRLOEAESEQPSSKRKSHP
LKLAMDEGEFNAESEGSGEETELREEEEEEDEECTQOKLGDQEDEQQAKONTESTNTEEEG
DEEECIIIESSSTEKPKPSPSEDLSSYQHIVANSMTHLNNHNNGAMSPQOQPPVIMETQEK
SPFRETEEEKYGTEETRSQVGVVVCKENGLKLEDEEADSESQKESDHQYFTEEMQTQQDD
EEEEEDDDDDEGLRSEIQKGETYHNELNDIKHEEEEEEERETVCSVITATQGSHIREDY I
SHKLALPQSYSSNKAPTASAMLIDVQSEGSERDADDDDDDDDDDDDDDGDEGDDDSLSQR
STVADESEMFDIMRGNLGLLEQATALKAQQVKAHRGLSRIPEHHRFFALDDRAGKHMEHT
RKSCFVKESSRSEKREIKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRIPPEILAMHENV
LKCPTPGCTGQGHVNSNRNTHRSLSGCPIAAAEKLSKSHDKQHLPQPMGEHIKGSPNSDR
VLRPMCEFVKQLEIPPHGSYRPSLVPATPRANLAKELEKYSKVSFDYASFDVQVFGKRMLA
PKMHTSETSPKAFKSKPPFPRVSPPSPSLHGVYGKSSSSGYDYSHDAEAAHMAATATILNL
STRCWERPENLSTIRHQDKSMEIEVDENGTLDLSMKKPIKREVGMSCTSPEVRSPDLSSSS
SSSSTSLHHGNSSISPHSLHTYKQEEWEGPLDYTKPNRQREEELEEMDHSAPSFASSDPE
DCDMMQDGLEDRKYPGEVTTPSFKVRFQPKDNKKDLLMCPTPGCDGSGHITGNYASHRSL
SGCPLADKSLRSLMAAHTAELKCPTPGCDGSGHITGNYSSHRSLSGCPRAKKGGIKTTPI
KDDKEDSELLKCPVPGCDSLGHISGKYATHRSAYGCPLAARRQKEGLLNGSPFSWKAFKT
EGPTCPTPGCDGSGHANGSFLTHRSLSGCPRASLNKKKAKFPGEEYLSTKFRASDVLDND
EDIKQLNKEINELNESNNEMEADMVNLQTQITSMEKNLKNIEQENKMIEEQNEALFMELS
GLSQALIRSLANIRLPHMQEPITEQNFESYVSTLTDMYTNKDCYQNPENKALLETINKAV
KGIKV

>Danio rerio MYT1lb (ENSDARP 102049)

MKLCKTFLENEFRGQLLSQRWTRGDRVSSCESKRSRROKMSQDADDKRTRTRSKGIRVPL
ELVGQEYSCPTPGCDGLGHVSGKYARHRSALGCPLAKKRKLQEAEENLPAPKKKPNLLKL
AMDDGFNADSDTNSETETKDEGVESEEDTADKVMEVKEKSPASEAMTEESSQVNLEEKET
PIRQTSPVPEIEIEKEEANIESTPIQQITMDTEAEEELQVAEEIQAREEEVEEEAEEITE
EERVTQOLKETDEPVTTVEEEEEDDEEDEEGEEETQCLSQKNNSDHQYFSGDFGKMQTKE
TGELERDSEDEDEEGDEEEEEEQSQVEPSSLMAPVPTVSAQELDVMTHGNINLDHHLGED



EEEEEDEDERDDASDKDSPTVVIELGSDGEEEEEEEEEDDGEEEEEEIDEADDDDLDSMS
ORSEVTDDSETYDMTRGNLGLLEQATIALKAEQTGHSSEESYSPEQQPYHSLDDRTSKVMD
IAARRAYYGKDGSRLEKKEVKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRIPPEILAMH
ENVLKCPTPGCTGQGHVNSNRNTHRSLSGCPIAAAGKHKSHDKQSQPQTSVIDPASVGSN
SDRVLRPMCFVKQLEIPQYGSYRTNAMPATPRANLAKELEKYSKVSFDYASFDVQVEGKR
MLAPKMPTSETSPKAFKSPSPSHSLSGGYTKSSSSSTSSGYDYTHDAEAAHMAATAILNL
STRCWERPENLSTRPPDQAGKDMDIEVDENGTLDLSMKKPKREGVRSPDPSSSSSSSSQH
HGVTSPHSSHTYKQEEWEGPLDYTKSNROKEEEPEEVEYTTHSYASSDGEDDDGTQEGAE
DRTYPGEVTTSSYKVKFQPKDLKKEILLCPTPGCDGSGHITGNYASHRSLSGCPLADKSL
RTLMAAHTAELKCPTPGCDGSGHITGNYASHRSLSGCPRAKKGGIKTTPTKDDKEDSELTI
KCPVPGCDSLGHISGKYATHRSAYGCPLAARRQKEGMLNGTPEFSWKAFKTEGPTCPTPGC
DGSGHANGSFLTHRSLSGCPRASANKKRARFPGDDYISKKFRASDVLDNDEDIKQLNKET
NELNESNSEMEADMANLHTQISSMEKNLKSMEEENKLIEEKNEALFMELSGLSQALIRSL
ANIRLPOMOEPITEQNFDAYVDTLTHMEFTDKECYONPENRALLESINQAVKGIEV

>Takifugu rubripes MYT1 (ENSTRUP_17361)
MSQDVTETRTRTRSKGIRASSELAAQEMNSCPTPGCDGKGHVSGRYSRHRSVLGCPIVKK
RKLEEAEESQSAPKKRNQPVKQAAGEDFTHDTSDEEEEEEEGEEEGEEEAEEEEELREKK
KPTSKIRAEATKESSPAGAPPDSEVCSADDGATSGNQCENKDVSQEVAAEDQVSEQLEEE
MTVINLTKTKEEEKNEEDVTKTTEEEHRERREVPEEATVVERPMINQENSDHQYSSGDYK
HOAKEVAEEQQQEEEKEEEEEEEEEPEEEEEEEEEEDEEELEEEQEEERREEEEHGHEKE
EGELMIEEDEDDQDSIKASPATVVIEVRSEEEDEEEDDDEEDEGSGITDDSENWDMSRGN
LGLLEKAIALKAGEVKGGEEVQSSPEYHPYSSSSRSSQGAGAARRSAYYGKDKKEVKCPT
PGCDGTGHVTGLYPHHRSLSGCPHKDRVPPEILAMHENVLKCPTPGCTGQGHVHSNRNTX
HSLSGCPIAAAAKLNKTQDKQVHLQPPASEASSNSDRVLRPMCEFVKQLEIPQYGSEFRPNT
VTTTPRANLAKELEKYSKVSEFDYASEFDVQVEFGKRTLIPKTPSSTETSPKAFKSYDYSQDA
EAAHMAATAILNLSTRCWERPESLCSVSREPCSKESDIEVDENGTLDLSMKKTKREGLQA
SEPPSSSSSSSQLTGATLSQGHSQPEWEEPLDFTTQTGVKEEDHEEVEYAAPSYTSSDAE
EEDODNLEDRKYPGEVTTSSFKVKFQAKDSKKELLVCPTPGCDGSGHITGNYASHRSLSG
CPLADKSLRTLMAAHTAELKCPTPGCDGSGHITGNYASHRSLSGCPRAKKSGVKATPTKD
DKEDSELLRCPVPGCDSLGHISGKYATHRSAYGCPLAARRQKEGLLNGTPEFSWKAFKAEG
PTCPTPGCDGSGHANGSFLTHRSLSGCPRASANKKKAKLPGDEFITAKFRASDVLDNDED
IKOQLNTEISELNESNSEMEADMMNLHTQISSMEKNLKNMEEENKQIEERNEALFLELSGL
SQALIRSLANIRLPTMEPMSEQNFDTYVEALTHMEFTNKDCYQONPENRALLESINQAVKGI
EV

>Tetraodon nigroviridis MYTI1 (ENSTNIP 5677)
TSVDVDEKRTRTRSKGIRVPVELLGQEQSCPTPGCSGSGHVSGRYSRHRSVLSCPIARKH
RLEEEEQDAEKPPSKRKAHPLKLALDEGEFSAESDTSSEKDEDEAGGAVVSEETQGHNGDE
ATPTQDGHMELEAQLDSPEEDKETEMEEEAAAAAEGEAAQLSGQSRSWAGLKVTGMLARQ
PVAPRLIFIDRTGDAAADPGCLCSTEEECVMVGPSPRSSQRPHQAPDSLLHLGRVSGDPS
PSTAPQPPVTMETQEDNSTAAAEAKDEEQEYGDEDEGPDQSNPLIQIHHPDGEHEEMTED
ENAKGGETDGRREDHLANVQENYATHRASSPTSPDVIEVHSDRSEDRDFEDVDGDDDKDS
LSQRSTMTDESEIFDISRGNLGLLEQATIALKAEQVQPAGOQRERFCSPDVHQQRYITVEDR
PKHLDALRRSYFNKESGRSEKKEVKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRIPPET
LAMHENVLKCPTPGCTGQGHVNSNRNTHRSLSGCPIAAAEKMSKGHDKPHPPAPGGESLK
ASPNDRVLRPMCFVKQLEIPQYGSFRPSAAPSTPRANLAKELEKYSKVSFDHASFDAQVE
GKRVLAPKMPTSETSPKAFKIYDYSQDAEAAHMAATAILNLSTRCWEKPENLSTRAQDKS
AGEMDIEVDENGTLDLSMKKPIKREGSVSGASPGVRSPDPSSSSSVHQSGSSGVTSPNLL
AYKQEEWEGPLDYTKPNRQREEDMEEMEQTGQAFVSSDSEDCDLTQDGLEDRRYPGEVTS
ASFKVKFQPKDTKKELLACPTPGCDGSGHITGNYASHRSLSGCPLADKSLRSLMAAHAPE
LKCPTPGCDGSGHITGNYASHRSLSGCPRAKKSGIKTPTKDNQEDSELLKCPIPGCDSLG
HISGKYATHRSAYGCPLAQRROQKEGLLNGTPFNWKAFKAEGPTCPTPGCDGSGHANGSEL
THRSLSGCPRALYAKKKAKFPSDEYPSSKFRASHVLDNDEDIKQLDKEISDISESNNEME
ADMVNLQTQISSMEKNLKNIEHENKMIEEQNEALFVELSGLSRALIRSLANIRLPHMEPT
TEQONFDSYVSTLTDMYTNKERFQSPENKALLESINKAVKGIKV

>Gasterosteus aculeatus MYTla (ENSGACP 17495)

MSVESDTKRTRTRSKGIRVPIELVGQELSCPTPGCNGSGHISGRYSRHRSILGCPVARKR
RLEEAEAEQEQDAEQPAAKRKSPPLRMALDEGFSAESDAGSEAEGEGOQRSGETAETIAADE
AERKLCRCSSLEHTLLNEECVIVGPRLGPAPPARRECRSASQSAEEVADSLLHLGRVSDS



FAPAAAVHQPVAVDTEEEVTVAAKRGEDAKDEQEGNMTEASEEAAEVEEEEVEDKKGECP
DSSSHVIQENHQHLTQODVRHQOIKGDEEEEEDMAAPSAEEEKEEERHKENYTAGPPLSYG
LNRVSPLEDHFPNLRGENYKVHRAVSSTSPDVIEVRSDRSEERDFEDADGDDERDDDDSL
SQRSTVTDESEMEFDITRGNLGLLEQATALKAEQVKPAGPGELLRTPDIHQQRYFTLDDRP
KHLDVIRKSYFSKESSRPEKREIKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRIPPEIL
AMHENVLKCPTPGCTGQGHVNSNRNTHRSLSGCPIAAAEKLSKGLDKQHLSQPGSEQLKG
SLNDRVLRPMCFVKQLEVPQYGSYRPNMAPATPRANLAKELEKYSKVSFDYASEFDAQVFEG
KRTLAPKMPASETPPKAFKTYDYSHDAEAAHMAATAILNLSTRCWEKPENLSTKAPSKEL
ATEVDENGTLDLSMKKPIKREGSSPGVRSPDLRHGGSSGVTSPHLHTYKQEEWEGPLDYT
KSSRHREEEPDEMEPSSDAEDCDMTQDCLEDRKYPGEVTTPSFKVKFQPKDSKKELLSCP
TPGCDGSGHITGNYASHRSLSGCPLADKSLRSLMAAHTPELKCPTPGCDGSGHITGNYTS
HRSISGCPRAKKSGIKTPTKDNQEDSELLKCPVPGCDSLGHISGKYATHRSAYGCPLAAR
ROKEGLLNGTPENWKAFKTEGPTCPTPGCDGSGHANGSFLTHRSLSGCPRALFAKKKAKFE
PTEDYLSTKFRASDVLDNDEDIKQLNKEINDLNESNNEMEADMVNLOQTQVDSKEVCLKTI
EHENKMIEENEALLPKLSGLSRALIRSLGNISLPHMQEPITEQNFDSYVSTLTHMYTNKD
RFQSAENKALLETINRAVKGIKV

>Gasterosteus aculeatus MYT1b (ENSGACP 16935)
SVVLAMHENVLKCPTPGCTGQGHVNSNRNTHRSLSGCPTAAATKLNKGODKQVILQASPS
EPSSNSDRVLRPMCFVKQLEIPQYGSYRPNTVTTTPRANLAKELEKYSKVSEFDYASFDVQ
VEFGKRMLIPKTPSSAETSPKAFKCNSYDYSQDAEAAHMAATAILNLSTRCWERPETISTK
PREPCSKESDIEVDENGTLDLSMKKTKREGAQPPEPSSSSSSSSQHIGATLSQSHTQPEW
EGPLDFTKSSGVKEEDHEEVEYTAPSYTSSDGEEGDQENLEERKYPGEVTTGSEFKVKEPP
KESKKEILICPTPGCDGSGHITGNYASHRSLSGCPLADKSLRTLMAAHTAELKCPTPGCD
GSGHITGNYASHRSLSGCPRAKKGGVKSTPTKDDKEDSELLRCPVPGCDSLGHISGKYAT
HRSAYGCPLAARRQKEGLLNGTPFSWKAFKTEGPTCPTPGCDGSGHANGSFLTHRSLSGC
PRATANKKRAKFPGDEYITAKFRASDVLDNDEDIKQLNKEINELSESNSEMEADMMNLAT
QISSMENNLKSMEEENKHIEERNEALFLELSGLSQALIRSLTNIRLPALEPPSEQNFDSY
VDTLTHMFTNKDCYQONPENRALLESINQAVKGIEV

>Oryzias latipes MYTla (ENSORLP 24992)
DDDEAEEQAEEDEEGGRTEPEAAVPATQGTDSEILLRDQTVISLVASKQGYDEGDEHEHA
SVGSGITDDSENWDMTRGNLGLLEQATALKAEEVQOGGSESEFSSSDYQPHGSSIKASESAA
AARRSSYFNKGKKKLKKKEVKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRIPPEILAMH
ENVLKCPTPGCSGQGHVNSNRNTHRSLSGCPIAASSKLIKQODKPVHLQAAASEPSSNSD
RVLRPMCEFVKQLEIPQYGNYRPNTATTTPRANLAKELEKYSKVSFDYASEFDVQVEGKRMI
IPKTVGITDTSAKASKASLPKASSPTHAVSESFPKTALSSSGYDYSQEAEAAHMAATAIL
NLSTRCWERPETLSTKPONPYAKESDIEVDENGTLDLSMKKAKTDDTPSPEPSSSSYTSS
QPVGVTSQEHTHDDWEGPLDFTKSTEVKEEDEEEMDYTALSYSSSEGEEDDQESLGDRKY
PGEVTTTNFKVKFQPKDSKKDIIVCPTPGCDGSGHITGNYASHRSLSGCPLADKSLRTLM
AAHSAELKCPTPGCDGSGHITGNYASHRSLSGCPRAKKGGVKTTPTKDDKDDSELLKCPV
PGCDSLGHISGKYATHRSAYGCPLAARRQKEGLLNGTPFSWKAFKTEGPTCPTPGCDGSG
HANGSFLTHRSLSGCPRASANKKKTKLPGDEYITAKFRASDVLDNDEDIKQLNKEISELN
ESNSEMEADMLHLHTQISSMEKNLKSLEEENEQMEEKNEALFLELSGLSQALIHSLANTIH
LPTMEPMTEQNFDSYVDTLTOMFTNKDCYONPENRALLESINQAVKGIEV

>Oryzias latipes MYT1b (ENSORLP 2798)

MSVESDDKRTRTRSKGIRVPIELVGQELRICPTPGCNGSGHISGRYSRHRSILGCPIARK
RRLEEAEQEQEQEAERPASKKSDASSIKLCFENSVAMEADDPAAEWEEEVKDEQEENLME
EEEAQRLOQKLEESPALQEEANDQNDEDDEGSDCHVFLHEQIKHEQEAEEEEEESEEEMVV
SVOQETRTEEEEEHRGHSISTSDAPTAVRTITSTAAAQASSSSASPDIIEVRSEKDFDLDG
DVDHDDEDSLSQRSAFTDESEMEFDMTRGNLGLLEQATIALKAEQVKPGGPRELLRAPDIHH
ORYFTLEDRPKHLDIIRKSYFRNDILIFINVLOHLRNVTRRCQKOHFHLSGSLONKDLKR
LHEEHGSKSPSSSYVSQOMNLLKTMEEVQINPAKNISKLNSCKEPQRTSVYIKSDKRSSLFE
EVSLGETPNPTLLLPGGSSSRQRRIRLNRRKVLQKDLRQKTRAFDGSKPVLKMSNKDRIS
SSLSTPPPPPPSIMSDAESSRPEKREIKCPTPGCDGTGHVTGLYPHHRSLSGCPHKDRIP
PEILAMHENVLKCPTPGCTGQGHVNSNRNTHRSLSGCPIAAAEKLSKTHDKPAVAPPTSE
LLKVSPNDRVLRPMCEFVKQLDVPQYGSYRPNMAPSTPRANLAKELEKYSKVSFDYASFDA
OVFGKRTLAPKISTSETSPKAFKTYFEYCKNKYRFANCTNKTKPPSSPSLSLHSYGKSSS
LAYDYSHDAEAAHMAATAILNLSTRCWEKPENLSTKPPNKEMDIEVDENGTLDLSMKKPI
KREGSVSGTSPGVRSPDPSSSSSSSLHHGGNSGMTSPNLOTYKQEDWEGPLDFTKPNRQOR



EEEADESYVSSDPEDCDMMQODGLEERKYPGEVTTPSFKVKFQPKDSKKELLSLSGCPLAD
KSLRSLMAAHTPELKCPTPGCDGSGHITGNYASHRSLSGCPRAKKSGIKTPTKDNQEDSE
LLKCPVPGCDSLGHISGKYATHRSAYGCPLAARRQKEGLLNGTPEFNWKAFKTEGPTCPTP
GCDGSGHANGSFLTHRSLSGCPRALYAKKKAKEFPSEDYLSTKFRPTDVLDNDEDIKQLNK
EISDLNDSNNEMEADMVNLQTQISSMEKNLKSIEHENKMIEEQNEALFVELSGLSRALIR
SLANIRLPHMEPITEQNEFDRYVSTLTDMYTNKDCFQSPENKALLESINKAVKGIKV

>Trichoplax adhaerens (XP 002116647)
MSEVDDKPFQCPIEGCKESFTNMDHLEVHQKRHTSNLKIQCANRASSDTPASALPDQTPTPSRFLRAFEE
AGLEDALQNPFEATFAKAAVDRADPSAATIASGVLATMKLRDSSQHDVAAALTSLSQQPSPVPISPTSIAT
LLPSKSTIKPVIESIGNTTSASTATVVANPIATTATQQSISHSIPTITKTVTAQLSQQPVNNGALNSITV
VSAKERLQHSLRVKAIKTSASTASSKTPQVTKTKTLDIVNKVTKAPTAVVKAVSTNDTPVRKSEAVTNGP
HRTKRARRSQEDLDPEEKROQRFLERNRAAATRCREKKKTWI SGLDKKVKELSDKNSSLQAEAAKLRSEVA
HLKSLLIAYQONGSIAPRKEHLSDSVSDAETVASSVLTHLAMAPSTDITSNGGAKITASTVVLDN

>Amphimedon queenslandica (XP_011403471)
MSGEVGSGTTSANASTQSTPTPPNIGRRGRRLRKCATPIKSAKKDERGTFPQTGSLSLVLPPGTNSSNSD
VITPSSSTATTPAKIENETKATPIRAPLPSPSTLPGTSNLIKKRKRIPYTLVEATKGIRCPTSGCYGLGH
VTGLYAMHYAVSGCPIAAQAKKELEKDVIKPPRPPPPHPSFRKKKRRFRSYKKKVPAQONGASKTGVTPPI
NEPHAIGETETLSKAPTTRLSSSKQTDSNPQSSSVKPPSSAESTSKDSSVKKRKRIPYTLVEAVKGNRCP
TPGCGGIGHITGLYSMHYAVSGCPLAHGKTPEECKSRRDELNKSRAQASQTLESESALSPPPRKNPRLMA
SRNLSATLDSVAIGDPLPPNNTPSFKTLPPNDNKKRFRMPEYYFRPEPKLEGLTSSQDLQLFREAQAKMR
EQLVNVEGKHTDYKLSKIIFGCYEIDTWYSSPYPPEYTELSQIYVCEFCLRYYKTVVTYNNHTSCCVQRR
PPGREIYRKNTLSVFEVDGENHKEYSONLCLLAKLFLDHKTLYFNVEPFLEFYIVTRYDDTGCHIVGYFSK
EKHSPQGFNVSCILVMPPHMRRGYGHLLIDFSYLLTRHQEKVGSPERPLSDLGLLCYRSYWKDKVLSYLT
KHNSQSISMKEISLETGISADDLISSLOYYRILKYWKGKHITIIKKKELLEEHSCKVERHKSSDLTIDASC
LKWMPTTYPVYP

Nuclear Receptor Coactivator-NCOA

>Homo sapiens NCOAL (ENSP 320940)
MSGLGDSSSDPANPDSHKRKGSPCDTLASSTEKRRREQENKYLEELAELLSANISDIDSL
SVKPDKCKILKKTVDQIQLMKRMEQEKSTTDDDVQKSDISSSSQGVIEKESLGPLLLEAL
DGFFFVVNCEGRIVEVSENVTSYLGYNQEELMNTSVYSILHVGDHAEFVKNLLPKSLVNG
VPWPQEATRRNSHTEFNCRMLIHPPDEPGTENQEACQRYEVMQCFTVSQPKSIQEDGEDEQ
SCLICIARRLPRPPAITGVESEFMTKQDTTGKIISIDTSSLRAAGRTGWEDLVRKCIYAFF
QOPOGREPSYARQLFQEVMTRGTASSPSYRFILNDGTMLSAHTKCKLCYPQSPDMQPFIMG
IHITDREHSGLSPQDDTNSGMSIPRVNPSVNPSISPAHGVARSSTLPPSNSNMVSTRINR
QQOSSDLHSSSHSNSSNSQGSFGCSPGSQIVANVALNQGQASSQSSNPSLNLNNSPMEGTG
ISLAQFMSPRRQVTSGLATRPRMPNNSFPPNISTLSSPVGMTSSACNNNNRSYSNIPVTS
LOGMNEGPNNSVGEFSASSPVLROMSSQONSPSRLNIQPAKAESKDNKEIASILNEMIQSDN
SSSDGKPLDSGLLHNNDRLSDGDSKYSQTSHKLVQLLTTTAEQQOLRHADIDTSCKDVLSC
TGTSNSASANSSGGSCPSSHSSLTERHKILHRLLQEGSPSDITTLSVEPDKKDSASTSVS
VTGQVQOGNSSIKLELDASKKKESKDHQLLRYLLDKDEKDLRSTPNLSLDDVKVKVEKKEQ
MDPCNTNPTPMTKPTPEEIKLEAQSQFTADLDQFDQLLPTLEKAAQLPGLCETDRMDGAV
TSVTIKSEILPASLOQSATARPTSRLNRLPELELEAIDNQFGQPGTGDQIPWTNNTVTAIN
QOSKSEDQCISSQLDELLCPPTTVEGRNDEKALLEQLVSFLSGKDETELAELDRALGIDKL
VQGGGLDVLSERFPPQOATPPLIMEERPNLYSQPYSSPSPTANLPSPFQGMVRQKPSLGT
MPVQVTPPRGAFSPGMGMQOPRQTLNRPPAAPNQLRLOLOQRLOGOQOQLIHONRQAILNQF
AATAPVGINMRSGMQQOQITPQPPLNAQMLAQROQRELYSQOHRORQLIQQQRAMLMRQQSFE
GNNLPPSSGLPVQMGNPRLPQGAPQQFPYPPNYGTNPGTPPASTSPFSQLAANPEASLAN
RNSMVSRGMTGNIGGQFGTGINPOMOONVEQYPGAGMVPOQGEANFAPSLSPGSSMVPMPI
PPPQSSLLOQTPPASGYQSPDMKAWQQOGAIGNNNVEFSQAVONQPTPAQPGVYNNMSITVS
MAGGNTNVQONMNPMMAQMOMS SLOMPGMNTVCPEQINDPALRHTGLYCNQLSSTDLLKTE
ADGTQQVQOQVQVFADVQCTVNLVGGDPYLNQPGPLGTQKPTSGPQTPQAQOKSLLQQLLT
B

>Gorilla gorilla NCOAIL (ENSGGOP 11007)

MSGLGDSSSDPANPDSHKRKGSPCDTLASSTEKRRREQENKYLEELAELLSANISDIDSL
SVKPDKCKILKKTVDQIQLMKRMEQEKSTTDDDVQKSDISSSSQGVIEKESLGPLLLEAL
DGFFFVVNCEGRIVFVSENVTSYLGYNQEELMNTSVYSILHVGDHAEFVKNLLPKSLVNG



VPWPQEATRRNSHTFNCRMLIHPPDEPGTENQEACQRYEVMQCEFTVSQPKSIQEDGEDEFQ
SCLICIARRLPRPPAITGVESFMTKQDTTGKIISIDTSSLRAAGRTGWEDLVRKCIYAFF
QPOGREPSYARQLFQEVMTRGTASSPSYRFILNDGTMLSAHTKCKLCYPQSPDMQPEFIMG
IHIIDREHSGLSPQDDTNSGMSIPRVNPSVNPSISPAHGVARSSTLPPSNSNMVSTRINR
QOQSSDLHSSSHSNSSNSQGSFGCSPGSQIVANVALNQGQASSQSSNPSLNLNNSPMEGTG
ISLAQFMSPRRQVTSGLATRPRMPNNSEFPPNISTLSSPVGMTSSACNNNNRSYSNIPVTS
LOGMNEGPNNSVGEFSASSPVLROMSSONSPSRLNIQPAKAESKDNKEIASILNEMIQSDN
SSSDGKPLDSGLLHNNDRLSDGDSKYSQTSHKLVQLLTTTAEQQLRHADIDTSCKDVLSC
TGTSNSASANSSGGSCPSSHSSLTERHKILHRLLOEGSPSDITTLSVEPDKKDSASTSVS
VTGQVQGNSSIKLELDASKKKESKDHQLLRYLLDKDEKDLRSTPNLSLDDVKVKVEKKEQ
MDPCNTNPTPMTKPTPEEIKLEAQSQFTADLDQFDOLLPTLEKAAQLPGLCETDRMDGAV
TSVTIKSEILPASLQSATARPTSRLNRLPELELEAIDNQFGQOPGTGDQIPWTNNTVTAIN
QOSKSEDQCISSQLDELLCPPTTVEGRNDEKALLEQLVSFLSGKDETELAELDRALGIDKL
VOQGGGLDVLSERFPPQOATPPLIMEERPNLYSQPYSSPSPTTNLPSPFQGMVRQKPSLGT
MPVQVTPPRGAFSPGMGMQPROTLNRPPAAPNQLRLOLOORLOGOQOQOLIHONRQATILNQEF
AATAPVGISMRSGMQOQOITPOPPLNAQOMLAQRQORELYSQOHRORQLIQQQRAMLMRQOQSE
GNNLPPSSGLPVQMGNPRLPQGAPQQFPYPPNYGTNPGTPPASTSPFSQLAANPEASLAN
RNSMVSRGMTGNMGGQEFGTGINPOMOONVEQYPGAGMVPQGEANFAPSLSPGSSMVPMP I
PPPOSSLLOQTPPASGYQSPDMKAWQQGAIGNNNVESQAVONQPTPAQPGVYNNMSITVS
MAGGNTNVQONMNPMMAQMOMS SLOMPGMNTVCPEQINDPALRHTGLYCNQLSSTDLLKTE
ADGTQQVQQVQVFADVQCTVNLVGGDPYLNQPGPLGTQKPTSGPQTPOQAQQOKSLLOQLLT
E

>Mus musculus NCOAI (ENSMUSP_ 82971)
MSGLGDSSSDPANPDSHKRKGSPCDTLASSTEKRRREQENKYLEELAELLSANISDIDSL
SVKPDKCKILKKTVDQIQLMKRMEQEKSTTDDDVQKSDISSSSQGVIEKESLGPLLLEAL
DGFFFVVNCEGRIVEFVSENVTSYLGYNQEELMNTSVYSILHVGDHAEFVKNLLPKSLVNG
VPWPOQEATRRNSHTENCRMLIHPPEDPGTENQEACQRYEVMQCEFTVSQPKSIQEDGEDEQ
SCLICIARRLPRPPAITGVESEFMTKODTTGKIISIDTSSLRAAGRTGWEDLVRKCIYAFF
QOPQGREPSYARQLFQEVMTRGTASSPSYRFILNDGTMLSAHTKCKLCYPQSPDMQPFIMG
TIHIIDREHSGLSPQDDSNSGMSIPRINPSVNPGISPAHGVTRSSTLPPSNNNMVSARVNR
QQSSDLNSSSSHTNSSNNQGNFGCSPGNQIVANVALNQGQAGSQSSNPSLNLNNSPMEGT
GIALSQFMSPRROQANSGLATRARMSNNSEFPPNIPTLSSPVGITSGACNNNNRSYSNIPVT
SLOGMNEGPNNSVGEFSAGSPVLROMSSONSPSRLSMQOPAKAESKDSKEIASILNEMIQSD
NSDNSANEGKPLDSGLLHNNDRLSEGDSKYSQTSHKLVQLLTTTAEQQLRHADIDTSCKD
VLSCTGTSSSASSNPSGGTCPSSHSSLTERHKILHRLLQEGSPSDITTLSVEPEKKDSVP
ASTAVSVSGQSQGSASIKLELDAAKKKESKDHQLLRYLLDKDEKDLRSTPNLCLDDVKVK
VEKKEQMDPCNTNPTPMTKPAPEEVKLESQSQFTADLDQFDOQLLPTLEKAAQLPSLCETD
RMDGAVTGVSIKAEVLPASLOPTTARAAPRLSRLPELELEAIDNQFGQPGAGDQIPWANN
TLTTINQNKPEDQCISSQLDELLCPPTTVEGRNDEKALLEQLVSFLSGKDETELAELDRA
LGIDKLVQGGGLDVLSERFPPOQOATPPLMMEDRPTLYSQPYSSPSPTAGLSGPFQGMVRQ
KPSLGAMPVQVTPPRGTEFSPNMGMQPRQTLNRPPAAPNQLRLOLOQRLOGQOQQLMHONRQ
ATLNQFAANAPVGMNMRSGMQQQITPQPPLNAQOMLAQRQRELYSQQHRQORQITIQQOQRAML
MRHQSFGNNIPPSSGLPVOMGTPRLPQGAPQQFPYPPNYGTNPGTPPASTSPFSQLAANP
EASLATRSSMVNRGMAGNMGGQFGAGISPOMOONVEQYPGPGLVPQGEATFAPSLSPGSS
MVPMPVPPPQSSLLOQTPPTSGYQSPDMKAWQQGTMGNNNVESQAVQSQPAPAQPGVYNN
MSITVSMAGGNANIQNMNPMMGOMOMSSLOMPGMNTVCSEQMNDPALRHTGLYCNQLSST
DLLKTDADGNQDKKTEEFFSVVTTD

>Rattus norvegicus_ NCOAl (ENSRNOP 71037)

MSGLGDSSSDPANPDSHKRKGSPCDTLASSTEKRRREQENKYLEELAELLSANISDIDSL
SVKPDKCKILKKTVDQIQLMKRMEQEKSTTDDDVQKSDISSSSQGVIEKESLGPLLLEAL
DGFFFVVNCEGRIVEVSENVTSYLGYNQEELMNTSVYSILHVGDHAEFVKNLLPKSLVNG
VPWPQEATRRNSHTEFNCRMLIHPPDEPGTENQEACQRYEVMQCFTVSQPKSIQEDGEDEQ
SCLICIARRLPRPPAITGVESEFMTKQDTTGKIISIDTSSLRAAGRTGWEDLVRKCIYAFF
QOPOGREPSYARQLFQEVMTRGTASSPSYRFILNDGTMLSAHTKCKLCYPQSPDMQPFIMG
IHITDREHSGLSPQDDTNSGMSIPRINPSVNPGISPAHGVTRSSTLPPSNNNMVSARANR
QOSTDLNSGSSHSNSSSSQGSFGCSPGNQIVASVALSQGQAGSQSSNPSLNLNNSPMEGT
GISLAQFMSPRROANSGLATRARMSNNSFPPNIPTLSSPVGITSGACSNNNRSYSNIPVT
SLOGMNEGPNNSVGEFSAGSPVLROMSSQONSPSRLSMQPAKAESKDNKEIASILNEMIQSD
NSANEGKPLDSGLLHNNDRLSDGDSKYSQTSHKLVQLLTTTAEQQLRHADIDTSCKDVLS



CTGTSSSASSNPSGGTCPSSHSSLTERHKILHRLLOEGSPSDITTLSVEPEKKDSASAST
AMSVSGQAQGSASIKLELDASKKKESKDHQLLRYLLDKDEKDLRSTPNLSLDDVKVKVEK
KEQMDPCNTNPAPVTKPAPEEVKLESQSQFSADLDQFDQLLPTLEKAAQLPGLCETDRMD
GAVPGVNIKSEILPASLOQPTPARSAPRLNRLPELELEAIDNQFGQPGAGDQIPWANNTVT
AINQSKPEDQCISSQLDELLCPPTTVEGRNDEKALLEQLVSFLSGKDETELAELDRALGI
DKLVQGGGLDVLSERFPPQOATPPLMMEDRPTLYPQPYSSPSPTAGLSGPFQGMVRQKPS
LGTMPVQVTPPRGTEFSPNMGMQOPRQTLNRPPAAPNQLRLOLOQORLOGOQOLMHONRQATIL
NQFAANAPVGMNMRSGMQOQITPQPPLNAQMLAQRORELYSQQOHRQROITQQORAMLMRH
QSFGNNIPPSSGLPVOMGNPRLPQGAPQQFPYPPNYGTNPGTPPASTSPESQLAANPEAS
LATRSSMVNRGMAGNMGGQFGTGISPOMQOONVEQYPGSGLVPQAEANFAPSLSPGSSMVP
MPIPPQSSLLOQOTPPTSGYQSPDMKAWQQOGTMGNNNVESQAVQSQPAPAQPGVYNNMSIT
VSMAGGNANVQONMNPMMGOMOMS SLOMPGMNTVCSEQMNDPALRHTGLYCNQLSSTDLLK
TEADGNQDKKTEEFEFSVVTTD

>Canis familiaris NCOALl (ENSCAFP 6049)

MSGLGDSSSDPANPDSHKRKGSPCDTLASSTEKRRREQENKYLEELAELLSANISDIDSL
SVKPDKCKILKKTVDQIQLMKRMEQEKSTTDDEVQKSDISSSSQGVIEKESLGPLLLEAL
DGFFFVVNCEGRIVEFVSENVTSYLGYNQEELMNTSVYSILHVGDHAEFVKNLLPKSLVNG
VPWPQEATRRNSHTENCRMLIHPPDEPGTENQEACQRYEVMQCEFTVSQPKSIQEDGEDEQ
SCLICIARRLPRPPAITGVESFMTKQODTTGKIISIDTSSLRAAGRTGWEDLVRKCIYAFF
QPOGREPSYARQLFQEVMTRGTASSPSYRFILNDGTMLSAHTKCKLCYPQSPDMQOPFIMG
IHIIDREHSGLSPQDDTNSGMSIPRVNPSVNSSISPAHGVARSSTLPPSSNNMVSPRVNR
QOSSDLHSSSHSNSSNSQGSFGCSPGNQIVASVALNQGOASSQSTNPSLNLNNSPMEGTG
ISLAQFMSPRRQVSSGLAPRPRMPNNSFPPNIPTLSSPVSMTGTACNNSNRSYSNIPVTS
LOSMNEGPNNSVGFSASSPVLROMSSONSPSRLNIQPAKAESKDNKETASTLNEMIQSDN
SSTDGKPLDSGLLHNNDRLSEGDNKYSQTSHKLVQLLTTTAEQQLRHADIDTSCKEVLSC
SGTSNSASANSSSGSCPSSHSSLTERHKILHRLLQEGSPSDITTLSVEPDKKDGASTSVS
VITGQVQGNSSVKLELDASKKKESKDHQLLRYLLDKDEKDLRSTPNLSLDDVKVKVEKKEQ
MDPCTTNPTPMTKPAPEEIKLESQSQFTADLDQFDQLLPTLEKAAQLPGLCEPERMDGAV
TNVTIKSETLPASLQSTTARPTSRLNRLPELELEAIDNQFGQPGTGDQIPWANNTVTAVN
ONKPEDQCISSQLDELLCPPTTVEGRNDEKALLEQLVSFLSGKDETELAELDRALGIDKL
VQGGGLDVLSERFPPQQATPPLMMEERPNLYSQPYSSPSPTANLSSPFQGMVRQKPSLGT
MPVQVTPPRGAFSPGMGMQPROTLNRPPAAPNOQLRLOLOORLOGQOQOLIHONRQATILNQF
AANAPVGINMRSGMQOQOITPQPPLNAQMLAQRORELYSQOHROROLIQQQRAMLMRQOSE
GNNLPPSSGLPVOMGNPRLPQGAPQQFPYPPSYGTNPGTPPASTSPFSQLAANPESTLAN
RNSMVNRGMAGNMGGQFGTGINPOMOONVEQYPGSGMVPQGEANFAPSLSPGNSMVPMPI
PPPQSSLLOPTPPSSGYQSPDMKAWQPGAMGNNSVESQAVONQPTPAQPGVYNNMSITVS
MAGGNTNVONMNPMMGOMOMS SLOMPGMNTVCPEQINDPALRHTGLYCNQLSSTDLLKTE
TDGTQVQQVQVFADVQCTVNLVGGDPYLNQPGPLGTQKPTAGPQTPOAQQKSLLOQLLTE

>Felis catus NCOAL (ENSFCAP_22579)

MSGLGDSSSDPANPDSHKRKGSPCDTLASSVTINSTEKRRREQENKYLEELAELLSANISD
IDSLSVKPDKCKILKKTVDQIQLMKRMEQEKSTTDDEVQKSDISSSSQGVIEKESLGPLL
LEALDGFFFVVNCEGRIVEVSENVTSYLGYNQEELMNTSVYSILHVGDHAEFVKNLLPKS
LVNGVPWPQEATRRNSHTFNCRMLIHPPDEPGTENQEACQRYEVMQCEFTVSQPKSIQEDG
EDFQSCLICIARRLPRPPAITGVESFMTKQDTTGKIISIDTSSLRAAGRTGWEDLVRKCI
YAFFQPOGREPSYARQLFQEVMTRGTASSPSYRFILNDGTMLSAHTKCKLCYPQSPDMQP
FIMGIHIIDREHSGLSPODDTNSGMSISRVNPSVNSSISPAHGVARSSTLPPSSNNMVSP
RVNRQQOSSDLHSSSHSNSSNSQGSFGCSPGNQIVASVALNQGQASSQSTNPSLNLNNSPM
EGTGISLAQFMSPRRQVSSGLATRPRMPNNSFPPNIPTLSSPVGMTGTTCNNSNRSYSNT
PVTSLQOSMNEGPNNSVGFSASSPVLROMSSONSPSRLNIQPTKAESKDNKEIASILNEMI
OSDNSSSDGKPLDSGLLHNNDRLSDGDNKYSQTSHKLVQLLTTTAEQQLRHADIDTSCKE
VLSCSGTSGSASANSSSGSCPSSHSSLTERHKILHRLLQEGSPSDITTLSVEPDKKDSAS
TSVSVTGQVQGNSSVKLELDASKKKESKDHQLLRYLLDKDEKDIRSTPNLSLDDVKVKVE
KKEQMDPCNTNPTPMTKPAPEETIKLESQSQVGSDVSEMGEKCEAVDKTVSSGLLCYSISFE
EAFSEAVFLLSLOQPLSEEGLRVFCTNRKSRLPELELEAIDNQFGQPGTGDQIPWANNTVT
TVNONKPEDQCISSQLDELLCPPTTVEGRNDEKALLEQLVSFLSGKDETELAELDRALGI
DKLVQGGGLDVLSERFPPQOATPPLMMDERPNLYSQPYSSPSPTANLSSPFQGMVRQKPS
LGTMPVQVTPPRGAFSPSMGMQPRQTLNRPPAAPNQLRLOLOORLOGOOQLTHONRQATL
NQFAANTPVGINMRSGMQQQITPQPPLNAQOMLAQRQRELYSQQHRQROQLIQQORAMLMRQ
OSFGNNLPPSSGLPVOMGNPRLPQGAPQQFPYPPNYGTNPGTPPASTSPFSQLAANPEST



LANRNSMVNRGMTGNMGGQFGTGINPOMQONVEQYPGSGMVPQGEASFAPSLSPGSSMVP
MPIPPPQOSSLLQOQTPPTSGYQSPDMKAWQQGAMGNNNVESQAVQOSQPTPAQPGVYNNMS T
TVSMAGGNTNVQONMNPMMGOMOMS SLOMPGMNTVCPEQINDPALRHTGLYCNQLSSTDLL
KTETDGTOQOVOOVQVEFADVQCTVNLVGGDPYLNQPGPLGTQKPTAGPQTPOAQOKSLLOQ
LLTE

>Monodelphis domestica NCOAIL (ENSMODP 29006)
MSGLGDSSTDPSNPDSHKRKGSPCDTLASSTEKRRREQENKYLEELAELLSANIGDIDSL
SVKPDKCKILKKTVDQIQOMKRMEQEKTATDDDVQKSDISSSSQGMIEKESLGPLLLEAL
DGFFFVVNREGRIVEVSENVTSYLGYNQEELMNTSVYSILHVGDHAEFVKNLLPKSLVNG
VPWPQEATRRNSHTEFNCRMLIRPPDEPGTENQEACQRYEVMQCFTVSQPKSIQEEGEDEQ
SCLICIARRLPRPAAITGSESFMTKQODTTGKIISIDTSSLRAAGRTGWEDLVRKCIYAFF
QPOGREPSYARQLFQEVMTRGTAFSPSYRFILNDGTMLSAHTKCKLCYPQSPDMQOPFIMG
IHIIDREHNVLSPQODNTNSGMSLPRINPSVNPSVSPAQSLARSSTLPPSSNNMVTPRVNH
QQOSPDLHSNSSNTNSNNSQGSFGCSAGNQVVASTIALNQGQAGSQGSNHSLSLNNSPMDST
GITLAQFMSPRROQVNSGLVTRPRMPNNSESPNISSLSNPIGMVGSACGNPNRTYSNISAA
SLQGINEGPSNSIGFSATSPVLRQLSSQNSPSRMNMLPTKAESKESKEITSILNEMVQSD
NSSNDVKPLDSGLLHSTDKLSEGDNKYSQTSHKLVQLLATTAEQQLRHTDADTSGKDSLS
CSGTSTATSINSSSSGNTCPSSHSSLTERHKILHRLLOEGSPSDITTLSVEHEKKDNGSG
SVNNQVPGNANIKLELEASKKKESKDHQLLRYLLDKDEKDLRAAPTLSLDDVKVKVEKKE
QMDPCNTTPTTLTKPTPEEIKLETONQFPADLDQFDPLLPTLEKASQLPGLCESERMEGG
GTGVAIKSEILPTALQSTPVRPPPRLNRLPELELSGLDHQFGQPTIDDQVPWTNNTMTAM
NQGPLNKPEDQWVKKVLGEGTFTETWIAGSSREAVLPALRVAVVSDKPALCCGELRGHLF
YNREKRGGGFEGRRKRLSFKDLFSFFTSPNSTSIPTHASRGPQIDKMRDKRQLCLLRAKP
LOPPOSSDSATIFKETIQVPSPQFSHLPITLFHFLPVFLOLTHONROQATLNQFAASAPVGI
NMRSGMOOQITPOPPLNAQMLAQROQRELYSQOHROQRQLIQQOQORALLMROOSFGNSLPPSS
GLPVQMGTSRLPQGAPQQFPYPSSYGTNPGTPPTSTSPFSQLASNPEASLASRNNMVNRG
ITGNVGGQFGTGINPOMOOSVFQYPGSGLGQOSEPNFTPSLSPGSPMMSLOIPPSQSPML
QQTQTQPTSGYQSPDMKTWQQOGAMGNNNMESQTQPAPAQPGVYNNMS ITVSMAGGNTNVQ
NMNPMMGOMOMS SLOMPGMNTVCSEQINDPALRHTGLYCNQLSSADILKTESDSGAQQVQ
QVQVFADVQCTVNLVGGDPYLNQPGPLGSQKPTSGPONPOAQQKSLLOQLLTE

>Gallus gallus NCOAL (ENSGALP 26767)
MSGLGDSSTDPANPDSRKRKGSPCDTAQSNEKRRREQENKYLEELAELLSANIGDIDTLS
VKPDKCKILKKTVDQIQQOMKRLEQEKAADDEVQKSDISSSSQGVIEKESLGPLLLEALDG
FFEFVVNREGRIVFVSENVTSYLGYNQEELMNTSVYSILHVGDHTEFVKNLLPKSLVNGVP
WPQEATRRNSHTFSCRMLIRPPDEPGTENQEARQRYEVMQCFTVSQPKSFKEEGEDEFQSC
LICIARRLPRPAAVTPSESFVTKODTTGKIISIDTSSLRAAGRTGWEDLVRKCIYAFFQP
QOGREPSYAKQLFQEVMTRGTAFSPSYRFTLSDGTVLSAHTKCKLCYPSSPEVQPEFIMGIH
IIDRDHGMLSPQENTNSAMALPRVSPSLNPNISPGQGMALPPSIPPSNGSMLATPGNQQP
GAGLHSSNSSTSQTSFGCSPGNQIGANVALSQGQAGPPNSNHNLNLSSSPMNSPGITPPQ
FMSPRHRVSPGLVPRPRGPSNPFSPTMPTMHSPVGMANSGGGGNGGGGGGGSRSFPTAPT
NSLQGLSEGASTPVGYSTPPPVLRQLGSQSSPGRLGMQPMKAESKDSKEIASILSEMIQS
DGSAGDGKPLDSGVLHASERLTEGESKCSQATSHKLVQLLASTAEQQLRHADADTSCKDS
LACAGTTGTLGASNPPSSTCPSSHSSLTERHKILHRLLQEGSPSDITTLAMEHDKKDNVP
NPATTPTAPSQLPGTQODIKLESDAMKKKDVKDHQLLRYLLDKDEKELAAAPALSLDDVKV
KVEKTEQMEPCNTTPVPLAKPPAAEEVKLESQGQFAAELEQLDQLLPSLEKAAQLPGLCG
PERSESGVAVKSEMLAAPLQPSTAPRAPTGLNPLSSGOGMQAARAPFEFCDPLEPAQLRP
VAFPTTNGSSPRPRAPAEQGRGTVPGPNPFPPDTGMSELEMGVPDHQFGQPGMGEQMPWT
DNSMAPMNRGTLSKPEDPCITSQLDELLCPPTTPEGRNDEKALLEQLVSFLSGKDETELA
ELDRALGIDKLVQGGGLEALTERFQPQOQOATPPLMMEQKPGMYPQPYSSASPTTNLPAAFP
GMVRQKPSFGPMPVQVPPPRGAFPTTMAMQPROQALSRPPTAPNQLRLOLOQORLOGQQOQLT
HONRQAILNQFAANSPVGINMRAGMOOOMTPQPPLNAQMLAQRQRELYSQOHRQRQLMQQ
RAILMROQOSFGNNLPPSAGLPVOMGAARLPQAPPQQFPYPPNYGTSPGNPPTSTSPFSQL
ASSPEAALANRGGMVTRGMMGSVGGQFGTGMTPOMOONTIFQYSGSGMGQONEPTFAPSLS
PSSPLMSPQLPPSQSPMLQPAPPAPGYQSPDMKTWQOGAMGNSNVESQTGQTQPAPAQQG
MYNNMSITVSMAGGNTNVQNMNPMAGOMOMNSLOMPGMNSMCSEQVNDPALRPTGLYCNQ
LSSTDLLKTEADGAQQVQQVQOVEFADVQCTVNLVGDPYLNPPAPLGAPKAAAVPPTPQGQQ
KSLLQQLLTE

>Anolis carolinensis NCOAL (ENSACAP_770)



MSGLGNNSMDPANPDSQKRKGSPCDTLAQSNEKRRREQENKYLEELADLLSANIGEIDSL
SVKPDKCKILKKTVDQIQOMKRLEQEKTADDDVQKSDISSSSQGVIEKESLGPLLLEALD
GFFEFVVNREGRIVEVSENVTSYLGYNQDELMNTSVYSILHVGDHAEFVKNLLPKSLVNGV
PWPOQESTRRNSHTEFNCRMLTRPPDESAAENQEARQRYEVMQCEFTVSQPKLIKEEGEDLQS
CLICIARRLPRSTVPTTSESFMTKQODTTGKIISIDTSSLRAAGRTGWEDLVRKCIYAFFQ
POGREPSYAKQLFQEVMTRGTAFSPSYRFTLSDGTILSAHTKCRLCCPQSPEMQPEFIMGI
HITEREHGPLSPQDNTNSGMPVPRVNPALNPNISPGQGMPLSTPLPPTNNGNMLPSNPGH
PPGPGLHANSGGAAATGPAGFGCSPGSOMGPNVALSQGQAAPQONSSHAMNLSSSPMNSPG
VITPPQFMSPRHRVSPGLVHRPRVPSNPEFSPTMPTTHSPVGMMGGCGVASAVGNRPYPGTP
LNSMQGLREGPSPPVGYSTPSPVLRQLSNONSPSRMSMPPMKTEPKDSKEMGS IMCGMAH
SDSVSGDSKPLDSSLLHGGDRLSEGDSKCLOATSQKLVQLLATTAQEQLRHADADTSCKE
PLSCTGTSGTPSSGNPVGSACPSSHSSLTERHKILHRLLOQEGSPSDINSLAMEHDKKDGV
AGGNTAAVAAQNQGPGTPDMRLEADAMKKKESKDHQLLRYLLDKDEKELASNPTLSLDDV
KVKENPEQLESCSITPKQEDVKLOPQGOFASDLDQILPSLEKAAQLPPGLCGSETAESGG
ISIKSEILTPSLOPTTTARTPSGMSSVNGGQGMOAGRSPYEICDPLEPVQPRTAPEFPPMN
GSPHPGLPPELARGAMSGPTPYQPDTGLPELELGVTDHQFGQPTMGEQLPWADNAMTSIN
QGPISKPDDHCITSQLDELLCPPTTPEGRNDEKALLEQLVSFLSGKDENELAELDRALGI
DKLVQGGGLEALTERFQPOQOQAAPAPPPMAMDQKPSLYPQPYPSASPNANLAGPFQGMVRQO
KQOSFGPMPVQVPPPRGGFPTNMGMOPROALSRPPTAPNQLRLOLOORLOGOQQLTIHQONRQ
ATLNQFAGNPPGSMGMRPSMQOQQTAGQPPLNAQMLAQRQRELYSQQHRQRQLMOQORAMLM
ROQOQOSFGSSLPPSAGVPVPMGAGRLPQAPPQOFPFPPNYGTNPGNPPASTSPEFSQLAASN
PEAALASRNNMVNRGMMGSVGGQFGTNMSPOMOONIFQYSGSGMGQQGEAAFAPSLSPGS
PLMSPQIPPSQSPMLOSAPPTPGYQSPDMKTWQQGAMGNNSVEGQAGQSQPSPAQQGMYN
NMSITVSMAGGNANVQONMNPMAGOMPMSSLOMPGMNQLCPEQVNDPSLRPSGLYCNQLSS
DLLKTEADGAQGKKTEEFFFSVVTTG

>Xenopus tropicalis NCOAl (ENSXETP 45770)
MSGLGDSSADPASQDRKRKALPCDTAQSTEKRRREQENKYLEELAELLSANIGDIDSLSV
KPDKCKILIKRMDQIQQLKKKKQEKALGADDDVQKSDISSSSGGVIEKESLGPLLLEALD
GFFFVVNQEGRIVFVSENVTNYLGYKQEELMKDSIYSILHVGDHEEFVKNLLPKSLVNGV
PWSQEASRRNSHTLNCRMLIRPPDDAGVENQEARQRYEVMQCEFTVSQPKSFKEEGEDEFQS
CLICIARRLPRPAPITSLESFITKQDATGKIISIDTSSLRASGSLGWEDLVRKCIYAFFQ
AQGTEPSYAKQLFQEVMTRGTACSPSYKFTLSDGTELSAHTKCKLCYPQSPDVQPYIMGI
HITERDQSSLCTQENTNSGMSLPRLSPSVNLTITPTQGMPFSSTTSPSSGGMLSSGINQH
QVAGLHNSNSSNTSQANFGCSPGSQIGTNVALSLGQAGPONSNNLNLNNSPMSSPGISPP
QFMSPRPRASPGLVSRSRASGNPFSPPMPAMHSPVGISNSICNNNNNRPESNVPLNSMPV
VNDPNTPLGFSTPSPGMTNNVSTTNNGRLEFSNTPMNTVQGINEGPNPTVGYSTTSPVLRQ
LNSONSPGRLNMQOPIKMEPKDNSGNSDRTVEGETKPSLATSSNKLVQLLATTAEQQLRDV
DTNCRDPLTCHVVTNTSCGSSSSGTCPSSHSSLTERHKILHRLLOEGSPSDISSLSIDHE
KKNTGSANNQTPGGPPEVKMESESDKKKDSKDHQLLRYLLDKDEKEVKSSSALTLEDVKV
KVEKEQVDQCSSTPTTLIKAGQEDIKLETONQFADDFDQLDQLLPTLDKAAQLPGMVPDR
TDNSVPLKTEMLPSSLOQTGTVARTPTRLNNEFNGMNTNQSPFGFCDPMDPVQLDLNPFPAP
SDTSPRSGLTPDQGRGVTHDATAFQSDPVLPSMLPLILLQAPPFNIKALGLAVHWRILLA
KLLLGVIIFLSRIDDFLCPPTTAEGRNDEKALLEQLVSFLSGKDENELAELDRALGIDKL
VQGGGLDVVNDRFPQQSTIAPVIMEQKPGLYPQQYPSASPNPGLPFFNMVROQKAAFGSVPV
QVOPPOARGTYPNTMGMQPROALARSVTTSNQLRLOLOORLOGQOQVLHONRQANLNQFEG
VVNTVAMGMRPGMQQATSTQQPPLNAQMLAQRQRELYSQQHROROLMQORSITLMRQQGEG
NSLAPAGSLPVTMGAGRLPQGPPOOFPYPHSYGTNPGNPPPSTSPFSPLATTPEATLANR
GGGNGNGIVNRGMMGNVGGQFGSGINPOMOONVEQYSATGISQQGDPTFAPSLSPTSPLM
SPRITPSQSPMLOQTPSTPGYQSPDLKTWQQOSPLGNSGVESQGGQTQPPPGQOGMYNNMS
ITVSMGGGNTGVQONVNOMTGOMOMS SLPMSNMNAMCTEQQVSDPALRPSGLYCNQLSSTD
LLKTEPETGQVQQVQVFADVQCTVNLVGGDPYINQPGSITSQKATTGPQTPQAQOKSLLQ
QLLTE

>Danio rerio NCOAIL (ENSDARP 45947)

MLKMSAAGENALDPNILESRKRKGSPCDTSGPSVEKRRRELECRYIDELAELLSANMSDI
ASLNVKPDKCHILKSTVDQIQQIKRREQENAALMSPNDEVQQOSDISSSSHGMVEKEALGP
LLLEALDGFFEFVVNREGRIVFVSENVTGYLGYTQEELMTSSVYSILHVGDHNEFVRILLP
KSLVNGVPWSQEQGRRNSHTFNCRLLKRPPDEVDSENQEARQQYELMQCEFTVSQPKALQE
EGEDLQSCLICIACQIPRPPQIPVSTESFITKQDPTGKIISIETSALRATGRPGWEDLVR
KCIYAFFQPQOGNEPSHAKKLLHEVMTHGMAISPLYHFTLSDGTSLSAQTRCKFCCPQNPD



VOPFIMGFHTIDREHNTASSQENTTPSLSSPAAPPSRSPALQPSSDLSIHLNNTNGTCAT
PGPLTPTPPGYLTPSRVGPSQQVSSPSPLGSPLTATPTSFMSPRPPRGSPGLASSPRVPG
HPFSPSTPSIHSPAGGLTRQQOSGGDGVGEFSLPSPLPPRQTPTPSSSPARQPPAKPPEASN
DEPKSNQVGNPKLSQLLDGASAPEQDSQPRPSPTSQCPASHSSLTERHKILHRLLQDNSP
ADAGKEPDIKKEPPTSPNSALIARGLGKEPQDHQLLRFLLDTDEKDLEDLPPPATLSLQT
VKVKAEKKGSRENVSCAAALANNAMPGSPQSSGKASPQEFPSTDLDTLNQLLPTLRASVGG
KTVEEPSEDSLSIGVNVKRESPGTSSQAFPDGENLSSQTSFDFCDPSTPNQGQSQVQVSD
LGOQTELFQPPKESSSPFASPTSHNSENTNTGLAKLELPDSQQFQALPLVEPMTEFDNSLAN
QTOQAPLSSPQEQCVPCPLDEMLCPPTTPEGRNDEKALLEQLVTFLSHTDESELAELDRAL
GIDKIVQSGCLEPVTQTPFPQSQPPTPVPLDPKLPSYPSQFPTSPSQFPAEMATAQGMSFE
GAPRMPFPGNVVQAGMNRAPGVSNQLRLPPNQLRLOLOOQRLOGPQQOLONRLAAMGSEFPQG
GHVAMGMRQSIQQOPOMPSQPPLNAQMMAQRQOREVYSYQHRQROQLLOOKVMLMRQGINTGP
LGAQRLPKGPQOQQQOPPPOOOQOQFGFPPGYNAVPGNTPTSPSHFNPMGGPLDPKLSVRAG
LGNQGIMGAIQGQFGGPVNTPVQOGLFQQFGGSGMIQQADPSFAPELSPTSPLLSPONST
SOSPLLOQTQPPPGYQSPDLKTWQQOGTVANNGMYNQVGPPVSQSFGQQGVYNNMSITVSM
AGGSGAVNTLPPIGPSVGMGNNNLGNVTTMCNEQVQQVQVEFADVQCTVNLVGSDSYLNQS
GPIGSQKGPSGTPSAQSQQOKSLLOQLLTE

>Takifugu rubripes NCOAla (ENSTRUP_16274)
MSAVGENPLDPATSEARKRKGSPCDTSGPSLEKRRRELECRYIEELAELLSSNMGDIASL
SVKPDKCHILKSTVDQIQOMKRRKQEKAALLSPDDDVQKSDVSSSSQGLVEKEALGPMLL
EALDGFFEFVVNREGRIVFVSENVTSYLGYPQEELMTSSVYSILHVGDHSEFVRNLLPKSL
VNGVPWPQEPGRRNSHTFNCRMLKRPPDEVDSENPEARQQYEIMQCEFTVSQPQSMQEEGE
DLQTCLICIACRIPRPQPFNTESFITRQDPTGKIISIETSALRATGRPGWEDLVRKCIYA
FFOQPOGKEPSLAKKLLHEVMTHGSAVSPLYHFTLSDGTPLSAQTRCKFCCPPNPDVQPFET
MGIHTIDREHNTASSQENTNPSLPONLGSLGQTPSRSPSLPPGSNWTQGSGVATSGLNPN
SSNGSSQGONSSTPAGYLTPNRTCPQQLNSPSPLSSPLTAAPTSFISSRMPQVGPGLGES
PRITGNPFSPSTPGLHSPAGGTNSGGSLNRQHSGGDGTSSASSGSSGSFLSSPVHQRQTS
TPTSSSTRPPSVKPSEEGDEDSVKAPLSSASQVGNPRPSQFHDSNGTGSESSNSIHSTSL
PHPPAPTPQCPASHSTLTERHKILHRLLQDSSPNDSSANNEEGISONPAEIKKEPPPSPA
MTSPIPKODHQLLRFLLDTDEKDLGDLPPPSALSLQSIRAKVEKRTSIDSAPCQTVMTPK
SPPYALQVLPOMSGGPVDMDTITQLLPCLRGPTGARQGSEDSSTSGGGPQLQSPVPQPSA
QOLQOSPVSQSLPQLOSPSPQLAPPSPOQLKLOSPTQLOPAEASTPCGVNQPPHSKQCVPCTL
DDVLGPSNIPEARNDEKALIEQLVNFLSGTDESELAELDKALGIDKLVQSGCEFDPSGQSF
LTQQPAVSPVAMDTKLPSYPSQFTPASQAQLPPELATVGPQGQGFGVPRAAFPGGATGVG
LROGVMRPOGPQLRLSPNQLRLOLQORLOAPQOLONRMASVNQFPGGVQHVNMGIRQGVQ
QPOLPTQQPPLNAQMLAQROQREIYSIQHRQRQLFQOKVMLMRONMAGAPAGSVGSIGTAQ
APKVAPTTPQOPPQOQFSFPQVYNPLTGKPATSPSPFSPMTGGPLDNKVTVRVPLNNQTL
LGGVQGQFSTVNSSIQQOGLFQOQQFSGSAMAQQEPPFPPEMSPTSPLLSPONSTPQTPLLQQ
APPPGYQAADTKSWPPTGITSNSLFGQSGQGAGPAFGQQGVYNNMSITVSMAGGSSGVSS
LPPMGQPVAMSNSNLSSVSVVCSDQOSSNESLLKYCVHQORNVTLTCVMMDLVQQVQQVQV
FADVQCTVNLVGSDSYMNQGSGGTASSQKGPGTQGSONNPAQOKSLLOQLLTE

>Takifugu rubripes NCOAlb (ENSTRUP_16273)

MSAVGENPLDPATSEARKRKGSPCDTSGPSLEKRRRELECRYIEELAELLSSNMGDIASL
SVKPDKCHILKSTVDQIQOMKRRKOEKAALLSPDDDVQKSDVSSSSQGLVEKEALGPMLL
EALDGFFEFVVNREGRIVEFVSENVTSYLGYPQEELMTSSVYSILHVGDHSEFVRNLLPKSL
VNGVPWPQEPGRRNSHTEFNCRMLKRPPDEVDSENPEARQQYEIMQCEFTVSQPOSMOEEGE
DLOTCLICIACRIPRPOQPEFNTESFITRODPTGKIISIETSALRATGRPGWEDLVRKCIYA
FFOQPOGKEPSLAKKLLHEVMTHGSAVSPLYHFTLSDGTPLSAQTRCKEFCCPPNPDVQPFEI
MGIHTIDREHNTASSQENTNPSLPONLGSLGQTPSRSPSLPPGSNWTQGSGVATSGLNPN
SSNGSSQGONSSTPAGYLTPNRTCPQOLNSPSPLSSPLTAAPTSEFISSRMPQVGPGLGES
PRITGNPFSPSTPGLHSPAGGTNSGGSLNRQHSGGDGTSSASSGSSGSFLSSPVHQRQTS
TPTSSSTRPPSVKPSEEGDEDSVKAPLSSASQVGNPRPSQFHDSNGTGSESSNSIHSTSL
PHPPAPTPQCPASHSTLTERHKILHRLLODSSPNDSSANNEEGISQNPAEIKKEPPPSPA
MTSPIPKODHQLLRFLLDTDEKDLGDLPPPSALSLOSIRAKVEKRTSIDSAPCQTVMTPK
SPPYALQVLPOMSGGPVDMDTITQLLPCLRGPTGARQGSEDSSTSGGGPQLOSPVPQPSA
QLOSPVSQOSLPOLOSPSPQLAPPSPOLKLOSPTOQLOPAEASTPCGVNSENSPAVQCVPCT
LDDVLGPSNIPEARNDEKALIEQLVNFLSGTDESELAELDKALGIDKLVQSGCEDPSGQS
FLTQOPAVSPVAMDTKLPSYPSQFTPASQAQLPPELATVGPQGOGFGVPRAAFPGGATGV
GLROGVMRPQGPQLRLSPNQLRLOLOQRLOAPQOLONRMASVNQFPGGVOHVNMGIRQGV



QQOPOLPTOQOPPLNAQMLAQROREIYSIQHRQROLFQOKVMLMRONMAGAPAGSVGSIGTA
QAPKVAPTTPQOPPOOOFSEFPOVYNPLTGKPATSPSPESPMTGGPLDNKVTVRVPLNNQT
LLGGVQGQFSTVNSSIQQOGLFQQFSGSAMAQQEPPFPPEMSPTSPLLSPONSTPQTPLLO
QAPPPGYQAADTKSWPPTGITSNSLEFGQSGQGAGPAFGQQGVYNNMSITVSMAGGSSGVS
SLPPMGQPVAMSNSNLSSVSVVCSDQQOSSNFSLLKYCVHQRNDGSPSSCLQVQQVQQOVQV
FADVQCTVNLVGSDSYMNQGSGGTASSQKGPGTQGSONNPAQOKSLLOQLLTE

>Tetraodon nigroviridis NCOAl (ENSTNIP 223309)
MSAVGENPLDAATSESRKRKGSPCDTSGQSEKQRSSHEGKWTEETKSFLVAAVGGIFQFX
VKPDKCHILKSTDQIQQOMKRREQEKAALLSDDDVQKSDISSSSQGLVEKEALGPMLLEAL
DGFFEFVVNREGRIVEVSENVTSYLGYPQEELMTSSVYSILHVGDHSEFVRNLLPKSLVNG
VPWPQEPGRRNSHTEFNCRMLKRPPDEVDSENPEARQQYEIMQCFTVSQPQSMQEEGEDLQ
TCLICIACRIPRAQPEFNTESFITRQDPTGKIISIETSALRATGRPGWEDLVRKCIYAFFQ
POAKSPPTSCLIPTVMTHGSAVSPLYHFTLSDGTPLSAQTRCKFCCPPNPDVQPFIMGIH
TIDREHNTASSQENTIPSLPPNLGSLGQTPSRSPSLPPGSNWTQGSGVAASGLNPNSSNG
SSQGONSSTPPGYLTPNRTQQLNSPSPLSSPLTATPTSFMPSRMPPAGPGLGGSPRITGN
PFSPSTPGLHSPAGGVNSGSSLSRQHSGGDGTSSTSTGSSGSFLSSPVHQRQTSTPTSSS
TRPPSVKPSEGGGDEGEEDSVKAPLSSASQMGNPRPSQFHDSNGTGSESSNSIHSTSLPH
PPNPSPGPQCPASHSTLMERHKILHRLLQDSSPNDSSAVIDEGLDKNPAEIKKEPPPSPA
MTSPIPKQDHQLLRFLLDTDEKDLGDLPPPAALSLQTIRAKVEKRTSIDTAPCTGSAAAA
TCKPAANFGRSSSISSGPVDLDPLAQLLPCLRGPTGARQGSEDSSTPGASTPRSVNVKRE
PPGTPNRGLNDAGPSSGCSVQSQSSEFDFCSPPTPSQTPGQGDSFQTPKHTSPFSETDILN
PEFSSNTGLNKMDVGDSQFQPLALSDTLSEFDALGPSLOAPLASPQEQCVPCTLDDVLGPSS
LPEARNDEKALIEQLVTFLSGTDESELAELDKALGIDKLVQSGCEFDSLGQSFPTQQPTVS
PVPMDPKLPSYPSQFTPASQAQLPPELATVGPQGQGFGAPQAAFPVGTTGMGLRPGPMRA
QGPQLRLSPNQLRLOLOQRLOGPQOLONRMAGVNQFPGVVQHVNIGIRQGVQQPQQPPLN
AQMLAQROREIYSIQHRQRQLFQOKVMLMRQNMAGAPAGSVGPVGTARAPKVPPATPQQP
POQQFSEFPQAYNPMAGKAPTSPSHEFSPMTGAPLDNKLTVRVPLNNQTLLGGVQGQFESSSQ
OGTVSADECLYLFKAMVQQEPPFPPEMSPTSPLLSPQKSTSQTPLLOQAPAPGYQSSDTK
SWOQOTGITSNSLFSQPGQGAGQAFGQQGVYNNMSITVSMAGGSGGVSSLPPMGQPVAMST
SNLSNVSSVCSDQQVGHSDSRVVRFRSAFISHIFQQVQVEFADVQCTVNLVGSDSYISQGS
VGTAASQKAPGAQGSONNQAQOKSLLOQLLTE

>Homo sapiens NCOA2 (ENSP_399968)
MSGMGENTSDPSRAETRKRKECPDQLGPSPKRNTEKRNREQENKYIEELAELIFANENDI
DNFNFKPDKCAILKETVKQIRQIKEQEKAAAANIDEVQKSDVSSTGQGVIDKDALGPMML
EALDGFFFVVNLEGNVVEVSENVTQYLRYNQEELMNKSVYSILHVGDHTEFVKNLLPKST
VNGGSWSGEPPRRNSHTENCRMLVKPLPDSEEEGHDNQEAHQKYETMQOCFAVSQPKSIKE
EGEDLQSCLICVARRVPMKERPVLPSSESFTTRODLOGKITSLDTSTMRAAMKPGWEDLV
RRCIQKFHAQHEGESVSYAKRHHHEVLROQGLAFSQIYRFSLSDGTLVAAQTKSKLIRSQT
TNEPQLVISLHMLHREQNVCVMNPDLTGQTMGKPLNPISSNSPAHQALCSGNPGQODMTLS
SNINFPINGPKEQMGMPMGREFGGSGGMNHVSGMQATTPOGSNYALKMNSPSQSSPGMNPG
QPTSMLSPRHRMSPGVAGSPRIPPSQFSPAGSLHSPVGVCSSTGNSHSYTNSSLNALQAL
SEGHGVSLGSSLASPDLKMGNLONSPVNMNPPPLSKMGSLDSKDCEFGLYGEPSEGTTGQA
ESSCHPGEQKETNDPNLPPAVSSERADGQSRLHDSKGOTKLLOQLLTTKSDOMEPSPLASS
LSDTNKDSTGSLPGSGSTHGTSLKEKHKILHRLLODSSSPVDLAKLTAEATGKDLSQESS
STAPGSEVTIKQEPVSPKKKENALLRYLLDKDDTKDIGLPEITPKLERLDSKTDPASNTK
LIAMKTEKEEMSFEPGDQPGSELDNLEEILDDLONSQLPQLEPDTRPGAPAGSVDKQATIT
NDLMQLTAENSPVTPVGAQKTALRISQSTEFNNPRPGQLGRLLPNONLPLDITLQOSPTGAG
PFPPIRNSSPYSVIPQPGMMGNQGMIGNQGNLGNSSTGMIGNSASRPTMPSGEWAPQSSA
VRVTCAATTSAMNRPVQGGMIRNPAASIPMRPSSQPGOROTLOSQVMNIGPSELEMNMGG
POYSQOQAPPNQTAPWPESILPIDQASFASONRQPFGSSPDDLLCPHPAAESPSDEGALL
DOLYLALRNFDGLEEIDRALGIPELVSQSQAVDPEQFSSODSNIMLEQKAPVEPQQOYASQ
AQMAQGSYSPMODPNFHTMGORPSYATLRMOPRPGLRPTGLVONQPNQLRLOLOHRLOAQ
ONRQPLMNQISNVSNVNLTLRPGVPTQAPINAQOMLAQRQREILNQHLROROMHQQOQQOVOQ
RTLMMRGQGLNMTPSMVAPSGMPATMSNPRIPQANAQQOFPFPPNYGISQQOPDPGEFTGATT
POSPLMSPRMAHTQSPMMOQSQOANPAYQAPSDINGWAQGNMGGNSMESQQSPPHFGQQAN
TSMYSNNMNINVSMATNTGGMSSMNOMTGQISMTSVTSVPTSGLSSMGPEQVNDPALRGG
NLEFPNQLPGMDMIKQEGDTTRKYC

>Pongo abelii NCOA2 (ENSPPYP 24008)



MSGMGENTSDPSRAETRKRKECPDOQLGPSPKRNTEKRNREQENKYIEELAELIFANENDI
DNFNFKPDKCAILKETVKQIRQIKEQEKAAAANIDEVQKSDVSSTGQGVIDKDALGPMML
EALDGFFEFVVNLEGNVVEVSENVTQYLRYNQEELMNKSVYSILHVGDHTEFVKNLLPKST
VNGGSWSGEPPRRNSHTFNCRMLVKPLPDSEEEGHDNQEAHQKYETMQCFAVSQPKSIKE
EGEDLQSCLICVARRVPMKERPVLPSSESFTTRODLOQGKITSLDTSTMRAAMKPGWEDLV
RRCIQKFHAQHEGESVSYAKRHHHEVLROQGLAFSQIYRFSLSDGTLVAAQTKSKLIRSQT
TNEPQLVISLHMLHREQNVCVMNPDLTGQTMGKPLNPISSNSPAHQALCSGNPGQDMTLS
SNINFPINGPKEQMGMPMGREFGGSGGMNHVSGMQATTPOGSNYALKMNSPSQSSPGMNPG
QPTSMLSPRHRMSPGVAGSPRIPPSQFSPAGSLHSPVGVCSSTGNSHSYTNSSLNALQAL
SEGHGVSLGSSLASPDLKMGNLONSPVNMNPPPLSKMGSLDSKDCFGLYGEPSEGTTGQA
ESSCHPGEQKETNDPNLPPAVSSERADGQSRLHDSKGQTKLLOQLLTTKSDOMEPSPLASS
LSDTNKDSTGSLPGSGSTHGTSLKEKHKILHRLLODSSSPVDLAKLTAEATGKDLSQESS
STAPGSEVTIKQEPVSPKKKENALLRYLLDKDDTKDIGLPEITPKLERLDSKTDPASNTK
LIAMKTEKEEMSFEPGDQPGSELDNLEEILDDLONSQLPQLEPDTRPGAPAGSVDKQAIT
NDLMQLTAENSPVTPIGAQKTALRISQSTEFNNPRPGQLGRLLPNONLPLDITLQOSPTGAG
PFPPIRNSSPYSVIPQPGMMGNQGMIGNQGNLGNSSTGMIGSSASRPTMPSGEWAPQSSA
VRVTCAATTSAMNRPVQGGMIRNPAASIPMRPSSQPGOQROTLOSQVMNIGPSELEMNMGG
POYSQQOAPPNQTAPWPESILPIDOASFAGONRQPFGSSPDDLLCPHPAAESPSDEGALL
DOLYLALRNFDGLEEIDRALGIPELVSQSQAVDPEQFSSQODSNIMLEQKAPVEPQQOYASQ
AQMAQGSYSPMODPNFHTMGORPSYATLRMOQPRPGLRPTGLVONQPNQLRLOQLOHRLQAQ
ONROPLMNQISNVSNVNLTLRPGVPTQAPINAQOMLAQROREILNQHLROROMHOQOQQOVOQ
RTLMMRGQGLNMTPSMVAPSGMPATMSNPRIPQANAQQFPFPPNYGISQQPDPGFTGATT
POSPLMSPRMAHTQSPMMQQSQANPAYQAPSDMNGWAQGNMGGNSMEFSQQSPPHEGQQAN
TSMYSNNMNINVSMATNTGGMSSMNOQMTGQISMTSVTSVPTSGLSSMGPEQVNDPALRGG
NLEFPNQLPGMDMIKQEGDTTRKYC

>Macaca mulatta NCOAZ (ENSMMUP 21016)
MSGMGENTSDPSRAETRKRKECPDOLGPSPKRNTEKRNREQENKYIEELAELIFANEFNDI
DNEFNFKPDKCAILKETVKQIRQIKEQEKAAAANIDEVQOKSDVSSTGQGVIDKDALGPMML
EALDGFFFVVNLEGNVVEVSENVTQYLRYNQEELMNKSVYSILHVGDHTEFVKNLLPKST
VNGGSWSGEPPRRNSHTFNCRMLVKPLPDSEEEGHDNQEAHQKYETMQCFAVSQPKSIKE
EGEDLQSCLICVARRVPMKERPVLPSSESFTTRQDLQGKITSLDTSTMRAAMKPGWEDLV
RRCIQKFHAQHEGESLSYAKRHHHEVLROQGLAFSQIYRFSLSDGTLVAAQTKSKLIRSQT
TNEPQLVISLHMLHREQNVCVMNPDLTGQTMGKPLNPISSSSPAHQALCSGNPGODMTLS
SNINFPINGPKEQMGMPMGRFGGSGGMNHVSGMOPTTPQGSNYALKMNSPSQSSPGMNPG
QPTSMLSPRHRMSPGVAGSPRIPPSQFSPAGSLHSPVGVCSSTGNSHSYTNSSLNALQAL
SEGHGVSLGSSLASPDLKMGNLONSPVNMNPPPLSKMGSLDSKDCFGLYGEPSEGTTGQA
ESSCHPGEQKETNDPNLPPTVSGERADGQSRLHDSKGOQTKLLOLLTTKSDOMEPSPLASS
LSDTNKDSTGSLPGSGSTHGTSLKEKHKILHRLLODSSSPVDLAKLTAEATGKDLSQESS
STAPGSEVTIKQEPVSPKKKENALLRYLLDKDDTKDIGLPEITPKLERLDSKTDSASNTK
LIAMKTEKEEMSFEPGDQPGSELDNLEEILDDLONSQLPOQLFPDTRPGAPAGSVDKQATT
NDLMQOLTAENSPVTPVGAQKTALRISQSTFNNPRPGQLGRLLPNONLPLDITLQSPTGAG
PFPPIRNSSPYSVIPQPGMMGNQGMIGNQGNLGNNSTGMIGSSASRPTMPSGEWAPQSSA
VRVTCAATTSAMNRPVQGGMIRNPAASIPMRPSSQPGQRQTLOSQVMNIGPSELEMNMGG
POYSQQOAPPNQTAPWPESILPIDQASFASQNRQPFGSSPDDLLCPHPAAESPSDEGALL
DOLYLALRNEFDGLEEIDRALGIPELVSQSQAVDPEQFSSQDSNIMLEQKAPVEPQQYASQ
AQMAQGSYSPMODPNFHTMGQRPSYATLRMQPRPGLRPTGLVONQPNQLRLOLOHRLQAQ
ONRQPLMNQISNVSNVNLTLRPGVPTQAPINAQMLAQRQRE ILNQHLRQROMHQQQQVOO
RTLMMRGQGLNITPSMVAPSGMPATMSNPRIPQANAQQFPFPPNYGISQQPDPGEFTGATT
POSPLMSPRMAHTQSPMMQOQSQANPAYQAPSDMNGWAQGSMGGNSMESQQSPPHFGQQAN
TSMYSNNMNISVSMATNAGGMSSMNOMTGQISMTSVTSVPTSGLSSMGPEQVNDPALRGG
NLFPNQLPGMDMIKQEGDTTRIYC

>Mus musculus NCOA2 (ENSMUSP 6037)

MSGMGENTSDPSRAETRKRKECPDQLGPSPKRSTEKRNREQENKYIEELAELIFANENDI
DNENFKPDKCAILKETVKQIRQIKEQEKAAAANIDEVQKSDVSSTGQGVIDKDALGPMML
EALDGFFFVVNLEGSVVEVSENVTQYLRYNQEELMNKSVYSILHVGDHTEFVKNLLPKSM
VNGGSWSGEPPRRSSHTFNCRMLVKPLPDSEEEGHDSQEAHQKYEAMQCFAVSQPKSIKE
EGEDLQSCLICVARRVPMKERPTLPSSESFTTROQDLOGKITSLDTSTMRAAMKPGWEDLV
RRCIQKFHTQHEGESLSYAKRHHHEVLRQGLAFSQIYRFSLSDGTLVAAQTKSKLIRSQT
TNEPQLVISLHMLHREQNVCVMNPDLTGQAMGKPLNPISSSSPAHQALCSGNPGQDMTLG



SNINFPMNGPKEQMGMPMGREGGSGGMNHVSGMQATTPQGSNYALKMNSPSQSSPGMNPG
QOASSVLSPROQRMSPGVAGSPRIPPSQFSPAGSLHSPVGVCSSTGNSHSYTNSSLNALQAL
SEGHGVSLGSSLASPDLKMGNLONSPVNMNPPPLSKMGSLDSKDCEFGLYGEPSEGTTGQA
EASCHPEEQKGPNDSSMPQAASGDRAEGHSRLHDSKGQTKLLOLLTTKSDOMEPSPLPSS
LSDTNKDSTGSLPGPGSTHGTSLKEKHKILHRLLODSSSPVDLAKLTAEATGKELSQESS
STAPGSEVTVKQEPASPKKKENALLRYLLDKDDTKDIGLPEITPKLERLDSKTDPASNTK
LIAMKTVKEEVSFEPSDQPGSELDNLEEILDDLONSQLPQLFPDTRPGAPTGSVDKQATII
NDLMQLTADSSPVPPAGAQKAALRMSQSTEFNNPRPGOLGRLLPNONLPLDITLOSPTGAG
PFPPIRNSSPYSVIPQPGMMGNQGMLGSQGNLGNNSTGMIGSSTSRPSMPSGEWAPQSPA
VRVTCAATTGAMNRPVQGGMIRNPTASIPMRANSQPGOQROMLOSQVMNIGPSELEMNMGG
POYNQOQOAPPNQTAPWPESILPIDQOASFASQNRQPFGSSPDDLLCPHPAAESPSDEGALL
DOLYLALRNFDGLEEIDRALGIPELVSQSQAVDAEQFSSQESSIMLEQKPPVEPQQYASQ
AQMAQGGYNPMODPNFHTMGORPNYTTLRMOPRPGLRPTGIVONQPNOLRLOLOHRLQOAQ
ONROPLMNQISSVSNVNLTLRPGVPTQAPINAQOMLAQROREILNQHLROROMQOOOVQORT
LMMRGQGLNVTPSMVAPAGLPAAMSNPRIPQANAQQFPFPPNYGISQQPDPGFTGATTPQ
SPLMSPRMAHTQSPMMQOSQANPAYQPTSDMNGWAQGSMGGNSMESQQSPPHEGQQANTS
MYSNNMNISVSMATNTGGLSSMNQMTGOMSMTSVTSVPTSGLPSMGPEQVNDPALRGGNL
FPNQLPGMDMIKQEGDASRKYC

>Rattus norvegicus NCOA2Z (ENSRNOP 11026)
MSGMGENTSDPSRAETRKRKECPDOLGPSPKRSTEKRNREQENKYIEELAELIFANEFNDI
DNENFKPDKCAILKETVKQIRQIKEQEKAAAANIDEVQKSDVSSTGQGVIDKDALGPMML
EALDGFFFVVNLEGNVVEVSENVTQYLRYNQEELMNKSVYSILHVGDHTEFVKNLLPKSM
VNGGSWTGEPPRRNSHTFNCRMLVKPLPDSEEEGHDNQEAHQKYETMQCFAVSQPKSIKE
EGEDLQSCLICVARRVPMKERPALPSSESFTTRQDLOGKITSLDTSTMRAAMKPGWEDLV
RRCIQKFHTQHEGESLSYAKRHHHEVLROQGLAFSQIYRFSLSDGTLVAAQTKSKLIRSQT
TNEPQLVISLHMLHREQNVCVMNPDLTGQAMGKPLSPMSSSSPARQAMCSGNPGQDVALG
SNMNEFPMNGPREQMSMPMGRFGGSGGMNHVSGMOATTPQGSNYALKMNSPSQSSPGLNPG
QPSSVLSPRHRMSPGVAGSPRVPPSQFSPAGSLHSPAGVCSSTGNSHSYTNSSLNALQAL
SEGHGVSLGPSLASPDLKMGNSQNSPVNMNPPPLSKMGSLDSKDCFGLYGEPSEGTTGQA
EASCHPEEQKRPNDSSMPQAASGDRAEGHSRLHESKGOQTKLLOQLLTTKSDOMEPSPLPSS
LSDTNKDSTGSLPGPGSTHGTSLKEKHKILHRLLODSSSPVDLAKLTAEATGKELNQESS
GTAPGSEVTVKQEPASPKKKENALLRYLLDKDDTKDIGLPEITPKLERLDSKTDPASNTK
LIAMKTVKEEVSFEPSDQPGSELDNLEEILDDLONSQLPOQLFPDTRPGAPTGSVDKQATIT
NDLMQLTADSSPVTPVGAQKAALRMSQSTFNNPRPGQLGRLLPNONLPLDITLQSPTGAG
PFPPIRNSSPYSVIPQPGMMGNQGMLGSQGNLGNNSTGMIGSSTSRSSMPSGEWAPQSPA
VRVTCAATTGAMNRPIQGGMIRNPTASIPMRANSQPGQROMLOPQVMNIGPSELEMNMGG
POYNQQQAPPNQTAPWPESILPIDQASFGSONRHPFGSSPDDLLCPHPAAESPSDEGALL
DOLYLALRNEFDGLEEIDRALGIPELVSQSQAVDPEQFSSQESSMMLEQKPPVEPQQYASQ
TOMAQGSYNPMODPNFHTMGOQRPNYTTLRMOQPRPGLRPTGIVONQPNQLRLOLOHRLQAQ
ONRQPLMNQISGVSNVNLTLRPGVPTQAPINAQMLAQRQREILNQHLRQROMHQQQQVOOQ
RTLMMRGQGLNMTPSMVAPTGLPAAMSNPRIPQANAQOQFPFPPNYGISQQPDPGEFTGATT
POSPLMSPRMAHTQSPMMOQOSQANPAYQPASDMNGWAQGSMGGNSMESQQSPPHFGQQAN
TSMYNNNMNINVSMATNTAGLSNMNOMTGOMSMTSVTSVPTSGLSSMGPEQVNDPALRGS
SLFTTNQLPGMDMIKQEGDGSRKYC

>Canis familiaris NCOAZ (ENSCAFP 11619)

MSGMGENTSDPSRAETRKRKECPDQLGPSPKRSTEKRNREQENKYIEELAELIFANEFNDI
DNFNFKPDKCAILKETVKQIRQIKEQEKAAAANIDEVQKSDVSSTGQGVIDKDALGPMML
EALDGFFFVVNLEGNVVEVSENVTQYLRYNQEELMNKSVYGILHVGDHTEFVKNLLPKST
VNGGSWSGEPPRRNSHTFNCRMLVKPLPDSEEEGHDNQEAHQKYETMQCFAVSQPKSIKE
EGEDLQSCLICVARRVPMKERPVLPSSESFTTROQDLOGKITSLDTSTMRAAMKPGWEDLV
RRCIQKFHAQHEGESVSYAKRHHHEVLROQGLAFSQIYRFSLSDGTLVAAQTKSKLIRSQT
TNEPQLVISLHMLHREQNVCVMNPDLTGQAMGKPLNPISSSSPAHQAMCSGNPGQDMTLS
SNINFPINGPKEQMGMPMGRFGGSGGMNHVSSMQATTPQGSNYALKMNSPSQSSPGMNPG
QPNSMLSPRHRMSPGVAGSPRIPPSQFSPAGSLHSPVGVCSSTGNSHSYTNSSLNALQAL
SEGHGVSLGSSLASPDLKMGNLONSPVNMNPPPLSKMGSLDSKDCFGLYGEPSEGTTGPA
ESSCHPGEQKETNDSNMPPAVSSERADGONRLHDSKGQTKLLQLLTTKSDOMEPSPLSSS
LSDANKDSTAGLPGSGSTHGTSLKEKHKILHRLLODSSSPVDLAKLTAEATGKELSQEAS
STAPGSEVTIKQEPVSPKKKENALLRYLLDKDDTKDIGLPEITPKLERLDSKTDPASNTK
LIAMKTEKEEMSFEPSDQPGSELDNLEEILDDLONSQLPOQLFPDTRPGAPAGSVDKQAIT



NDLMQLTAENSPVTPVGAQKTALRISQSTENNPRPGQLGRLLPNONLPLDITLOSPTGAG
PFPPIRNNSPYSVIPQPGMMGNQGMIGNQGNLGNSSTGMIGSNASRPTMPSGEWAPQSSA
VRVTCAAATTSAMNRPIQGGMIRNPTASIPMRPNSQPGOROMLOSQVMNIGPSELEMNMG
GPQYSQQOAPPNQTAPWPESILPIDQASFANQONRQPFGSSPDDLLCPHPAAESPSDEGAL
LDOQLYLALRNFDGLEEIDRALGIPELVSQSQAVDPEQFSSQDSNIMLEQKAAVEFPQQYAS
QAQOMAQGSYPPMODPNFHTMGORPSYATLRMOQPRPGLRPTGLVONOPNQLRLOLOHRLOA
QONRQPLMNQISNVSNVNLTLRPGVPTQAPINAQMLAQRQREILNQHLROROMHQQQQVQ
QRTLMMRGQGLNMTSSMVAPGGLPATLSNPRMPOANAQQFPEFPPNYGISQQOPDPGETGAT
TPOQSPLMSPRMAHTQSPMMQQOSQANPAYQASSDMNGWAQGNMGGNSMESQQSPPHEGQQA
NTSMYNNNMNINVSMATNTGGMNNMNOMTGQISMTSVTSVPTSGLSSMGPEQVNDPALRG
GNLEFPNQLPGMDMIKQEGDASRKYC

>Bos taurus_ NCOA2 (ENSBTAP 27071)
MSGMGENTPDPSRAETRKRKECPDQLGPSPKRSTEKRNREQENKYIEELAELIFANENDI
DNFNFKPDKCAILKETVKQIRQIKEQEKAAAANIDEVQKSDVSSTGQGVIDKDALGPMML
EALDGFFFVVNLEGNVVEVSENVTQYLRYNQEELMNKSVYSILHVGDHTEFVKNLLPKST
VNGGAWSGEPPRRNSHTFNCRMLVKPLPESEEEGHDNQEAHQKYETMQCFAVSQPKSIKE
EGEDLQSCLICVARRVPMKERPALPSSESFTTROQDLOQGKITSLDTSTMRAAMKPGWEDLV
RRCIQKFHAQHEGESVSYAKRHHHEVLROQGLAFSQIYRFSLSDGTLVAAQTKSKLIRSQT
TNEPQLVISLHVLHREQNVCVMNPDLTGQAMGKPLNPISSSSPAHPAMCSGNPGQDMTLS
SNINFPMNGPKEQMGMPMGRFGGSGGMNHVSSMQOATTPQGSNYALKMNSPSQSSPGLNPG
QPSSMLSPRHRMSPGVAGSPRIPPSQFSPAGSLHSPVGVCSSTGNSHSYTNSSLNALQAL
SEGHGVSLGSSLASPDLKMGNLONSPVNMNPPQLSKMGSLDSKDCFGLYGEPPEGPAGPA
ESSCHPGEPKDPSEAGLPPAGSNERPDGQSRLLDNKGQTKLLQLLTTKSDQIEPSPLPSS
LSDTNKDSTGSLPGPGSTHGTSLKEKHKILHRLLODSSSPVDLAKLTAEATGKELSQEAS
STAPGSEATIKQEPVSPKKKENALLRYLLDKDDTKDIGLPEITPKLERLDSKTDPASNTK
LIALKTEKEEMSFEPSDQPGSELDNLEETILDDLONSQLPQLFPDTRPGAPAGSVDKQATTI
NDLMQLTAESSPVTPVGAQKTAMRIPQSTENNPRPGQLGRLLPNOQNFPLDITLQSPTGAG
PFPPIRNSSPYPVIPQPGMMGNQGMIGNQGNLGNSSTGMIGSNAARPTMPSGEWAPQSPA
VRVTCAATSNAMNRPIQGGMIRNPTASIPMRPNSQPGQROMLOPQVMNMGPSELEMNMGG
POYSQOQOAPPNQTAPWPESILPIDOQAPFASONRQPFGSSPDDLLCPHPAAESPSDEGALL
DOLYMALRNFDGLEEIDRALGIPELVSQSQGVDPEQFSSQODSSLMLEQKTPVEPQQYASQ
AQMAQGSYTPMQODPNFHTMGQRPSYATLRMQPRPGLRPTGLVQSQPNQLRLQLOQHRLQAQ
ONRQPLMNQISNVSNVNLTLRPGVPTQAPINAQOMLAQROREILNQHLRQROMHHQQQQOVQ
ORTLMMRGQGLNMTPSVVAPSGVPAAMSNPRIPQANAQQFPFPPNYGISQQPDPGFTGAA
APQSPLISPRLAHTQSPMLQQOSQANPAYQASSDMNGWAQGSMGANSMESQQSPPHFAQQA
NTSMYNNNMNINVSMATNTGGMNNMNOQMTGQISMTSVTSVPTSGLSSMGPEQVNDPALRG
GGLFPSQLPGMDMIKQEGDASRKYC

>Monodelphis domestica NCOAZ (ENSMODP 9152)

MSGMGENTSDPSRAETRKRKECPDQLGPSPKRSTEKRNREQENKYIEELAELIFANEFNDI
DNENFKPDKCAILKETVKQIRQIKEQEKAAAANVDEVQKSDVSSTGQSVIDKDALGPMML
EALDGFFFVVNLEGNVVEVSENVTQYLRYNQEELMNTSVYSILHVGDHAEFVKNLLPKSL
VNGGPWSNEAPRRNSHTFNCRMLVKPLTDSEEESHDSQEAHQKYETMQCFAVSQPKSIKE
EGEDLHSCLICVARRVPMKERPVLPSSESFTTROQDLOGKITSLDTSTMRAAMKPGWEDLV
RRCIQKFHAQHEGESVSYAKRHHHEVLROQGLAFSQIYRFSLSDGTLVAAQTKSKLIRSQT
TNEPQLVISLHMLHREQNVCVMNQDLTGQAMGKPLNPISSSSPAHQAMCSGNPGQDMTIS
SNINFAINGPKEQMGMPVGRFGGSGGMNHVSSMQASTPQGSNYALKMNSPSQSSPGMNPG
QPNSMLSPRHRMSPGVAGSPRIPPSQFSPAGSLHSPVGVCSSTGNSHSYTNSSLNALQAL
SEGHGVSLGSSLASPDLKMGNLONSPVNMNPPPLSKMGSLDSKDCFGLYGEPSEGTTGQA
ESSCHSGEQKENSDTNIPQVVSGERSDGONRLHDSKGQTKLLQLLTTKSDOMEPSPLSGS
LGETNKDSTGGLAGSVSTHGTSLKEKHKILHRLLODSSSPVDLAKLTAEATGKELNQDSN
STGPGSEVTIKQEPVSPKKKENALLRYLLDKDDTKDIGLPEITPKLERLDSKTDPASSTK
LIAMKSEKEEMTFEPNEQPGSELDNLEEILDDLONSQLPQLFPDTRPGAPTGSVDKQATT
NDLMQLTAENSPVAPAQKPALRISQSTEFNNPRPGQLGRLLPNONLPLDITLOSPTGAGPF
PPIRNNSPYSVIPQPGMMGNQGMLGNQGNLGNNSTGMIGGNTSRPAIPSGEWGSPGSAVR
VTCPATTSAMNRPIQGGMIRNPTASIPMRPSSQPGOROMLQOSQVMNMGPAELEMNMGGPQ
YSOOQAPPNQTAPWPESILPIEQASFAGONRQPFGTSPDDLLCPHPASESPSDEGTLLDQ
LYLALRNFDGLEEIDRALGIPELVSQSQAVDPEPFSSQESSLIIEQKPPVFPQQOYASQAQ
MAPGSYTPMODPNFHTLGQRPSYATLRMOQPRPGLRPTGIVONQPNQLRLOLOHRLQAQON
ROPLMNQISNVSNMNLTLRPGVPTQGPINAQMLAQRQREILNQHLROROMHOQOQQVQORT



LMMRGQGLNMAPSMVASGGIPATMSNPRIPQANAQQFPEFPPNYGISQQPDPGEFTGATTPQ
SPLMSPRMAHTQSPMIQQSQANPAYQSSSEMNGWAQGNMGGNSMFSQQSPPHEGQQANTS
MYNNNMNISVSMATNTNGMNNMNOMTGQISMTSVTSVPTSGLSSMGPEQVNDPAMRGGNL
FPNQLPGMDMIKQEGDASRKYC

>Taeniopygia guttata NCOA2 (ENSTGUP 11821)
MSGMGENTSDPSRAESRKRKDPDQVGPSPKRSTEKRNREQENKYIEELAELTIFANENDID
NENFKPDKCAILKETVKQIRQIKEQEKAAAANEDEVQKADVSSTGQSVIDKDALGPMMLE
ALDGFFFVVNPEGNVVEVSENVTQYLRYNQEELMNTSIYSILHVGDHNEEFVKILLPKSLV
NGGSWSGDTPRRNSHTFNCRMLVKPLADSEEGHDNQEAHQKYETMQCFAVSQPNSFKEDG
EDLQSCLICVARRAPMKERPLLPSSESFTTRODLOGKITSLDTSTMRAAMKPGWEDLVRR
CIQRFHSQHEGEISFAKRHHQEVLROGLAFSPVYRFSLSDGTIVSAQTKSKLIRSQTTSE
POLVISLHMLHREQNVCGMNQDLTGOGMGKILNPISSSSPAHQAMCSGNPGODMTISSNT
NFAINGPKEQVGMPAGREFGGSGGLNHVSSIQASTPQGSNYALKMNSPSQSSPGMNPGOPN
SMLSPRHRVSPGVAGSPRIPPSQFSPAGSLHSPVGVCSSTGNSHNYTNSSLNALQALSEG
HGVSLGSSLASPDLKMGNLONSPVNMNPPOLSKMGSLDSKDCFGIYGEQSEGTTGQAESS
CHSGEQKDNSDSNMPPVVSGERPDGONKLHDGKSQTKLLOQLLTTKSDOMEPSPLSSTMGD
ISKDSTGGLPGSGSAHGTSLKEKHKILHRLLODSSSPVDLAKLTAEATGKELNQESSSTA
PGSEVTVKQEPASPKKNNNALLRYLLDKDDTKDIGLPDIPPKLERLDSKTDPSGSTKLIA
MRTEKEEISFEPNEQPGSELDNLEEILDDLONSQLPQLEFPDSRPGVPAGSVDKQAIINDL
MQLTSDSSPGAAVATQKPAMRISQSTEFNNPRAGOLGRLLPNONLPLDITLONPTGAGTEP
PIRTSSPYSVIPQPGLMGRNEGMIGSQGTLGNSSAGMIGGNAPRPAMASGDWGSQAPAVR
VTCAPTAGTMNRPVOAGMIRNPTASIPLRPSNQPGPROMLPSQVMNMGPSELEMNIGGPQ
YSQOQOAPPNQTAPWPDSILPIEQATFGNQNRQPFGSSPDDLLCNHPSSESPSDEGALLDQ
LYMALRNFDGLEEIDRALGIPELVSQSQAVDPETFPSQESSMLMEQKAPVESQQOYAAQAQ
MAQGSYAPMQODPSFHAMGOQRPGYTALRMOQPRPGLRPAGIVONQPNOLRLOLOHRLOAQQON
ROPLINQISSVSNMNLSLRTGVPTQGPINAQMLAQROREILSQHLROROMOQOOOQOQVOOR
TLMMRGOQGLSMTPSMVATGGIPATMSNPRIPQANAQQFPFPPNYGISQQOPDPGEFTGATTP
QSPLMSPRLAHTQSPMIQQSQANPAYQSSTEMNGWAQGNMGGNSMFSQQSPPHFGQQAST
SMYNNNMNISVSMATNTSGMNNMNOMTGQISMTSATSVPTSGLSSMGPEQVNDPAMRGGN
LEFANQLPGMDMIKQDGDAAR

>Anolis carolinensis NCOA2 (ENSACAP 14888)
MSGIGENSSDPARAESRKRKECPDQLGPSPKRSTEKRNREQENKYIEELAELIFANEFNDI
DNENFKPDKCAILKETVKQIRQIKEQEKAAAANEDEVQKADVSSTGQSVIDKDALGPMML
EALDGFFFVVNLEGNVVEVSENVTQYLRYNQEELMNTSVYSILHVGDHNEFVRNLLPKSL
VNGGPWSGEAPRRNSHTEFNCRMLVKPLTDSEEEGHDNQEAHQKYETMQCFAVSQPKSIKE
EGEDLQSCLICVARRVPMKERPLPSSETFSTRODLQGKITSLDTSIMRAAMKPGWEDVVR
RCIQRFYAQQEGDLSYARKHHQODVLROQGLAFSPVYRFSLSDGTMVAAQTKSKLICNQTTN
EPQLVISLHMLHREQNVCGMSQDLTGQAMGKPLNPISSSSPAHQTMCSGNPGQDMTISSN
MNFAINGPKEQMGMPASRFGGSGGMNHVSSIQASTPQOGSNYALKMNSPSONSPGMAPGQP
NSMLSPRHRVSPGVAGSPRIPPSQFSPAGSLHSPVGVCSSTGNSHSYTNSSLNALQALSE
GHGVSLGSSLASPDVKMGNLONSPVNMNPPQLSKMGSLDSKDGFGLHGEQSEGTTGQAEN
VCHSGDQKESNDNMPQVVGGERPDGONRLHDGKSQTKLLOQLLTTKSDOMEPSPLSNAMGD
ANKDSMGGLSGSGSAHGTSLKEKHKILHRLLODSSSPVDLAKLTAEATGKELSQETGSTA
PGSEVTVKQEPVSPKKKENALLRYLLDKDDTKDIGLPDITPKLERSDSKTDPSSSTKPVA
MKTEKEEMRFEPIEQPGSELDNLEEILDDLONSQLSQLEFPDTRPVASAGSVDKQATIINDL
MQIAGENSPGTPVGAPKPAMRMSQOSTEFTNARQAQLGRMLPNQSLOLDITLONTSGAGTET
PIRNNSPYSVIPQPGMMGSQGMMGNQANLGNNSPGMIGGNPPRSSMPSGDWGSQGAAVRV
TCAATTNTMNRPIQGGMIRNPTSSLPLRPNSQAGPROMLQSQVMNMGASELEMNMGGPQY
TOPQAPPNQTAPWPDSILPIDQASFSNONRQPFGSSPDDLLCQHPVTESPSDEGTLLDQL
YMALRNFDGLEEIDRALGIPELVSQSQAVDPEPFSSQESNITILEQKAPVEFTQQYASQAQM
AQGNYPPIQDPNFHPMAQRPGYAALRMQPRPGLRPAGIVQSQPNQLRLOLOHRLQAQQONR
QOPLINQISNVSNMNLSLRPGVPTQGPINSOQMLAQRQREILSQHLRHRQMOOQVQQRTLMM
RGOQTMNMTPSMVASGGIPATMTNPRIPQANTQQFPFPPNYGINQOQPDPGFTGATTPQSPL
MSPRMAHSQSPMIQQSQANPAYQSSTEMNGWAQGNIGANSMEFSQQOSPPHFGQQANTSMYN
NNMNINVSMVTNTSGMNNMNOMTGQISMTSATSVPTSGLSSMGPEQVNDPAMRGGNLEPN
QLPGMDMIKQEGDASRKYC

>Xenopus tropicalis NCOA2 (ENSXETP 34772)
MGENPSDPSRAEPRKRKESIDQLGPSPKRSTEKRNREQENKYIEELAELIFANENDIDNL



NEFKPDKCAILKETVKQIRQIKEHEKTAAANEDEVQKADVSSTGQSVIDKDALGPMMLEAL
DGFFEVVNREGNVVEVSENVTQYLRYNQEELMNTSVYSILHVGDHSEFIKNLLPKSIVNG
GPRRNSHTFNCRMLVKPMMECEEEGHDGQETHQKYETMQCFAVSQPKSIKEEGEDFQSCL
ICVARRVPMKERPVPPPSESFTTRODLOGKITSLDTTNMRALMRPGWEDLVRRCIQREFHS
QHDGEISYSKRHHQEVLRQGHATSPFYRFALSDGTTVLAHTKSKLMRSQTTNEPQLVLSL
HVLOREQNMCGLNQDLAGQAMGKTLNPVQSSSPAHQAMYGGNPGODTTISSNMNYAITGP
KEQMGMAAGREVGSGGMNHISSLOATTPQGNNYALKINSPSQGSPGMGQGOPNSMLSPRH
RVSPGVAGSPRIAPSQFSPAGSLHSPVSVCSSTGNSHSYTNSSLNALQALSEGHGVPLAP
PLSSPDLKVGNVQHSPVNMNPPQLRKMGSIDSKESEFGLYGEQPESAAGQGESGCHSNEQK
DCSENLSSVGDQTEGQSRLLDSKGQQKLLKLLTTKSDOMEPSPLPSNTLGDMNKDSLSNF
ASNSMSASAHGTSLKEKHKILHRLLODSSSPVDLAKLTAEATGKELSQESNSTGPGSEVT
IKQEPVSPKKKEHALLRYLLDKDDTKDNVADITPKLERPDVKVEPTSCPKLLSVKAEKEE
PSFGHSDQLMPPGSDLDNLDEILDDLONSQLSQLEPDARHDGSNSADKQAIMNDLMQLAG
DNSTGLPAGAHKQRMIRIQQONNGESSQLAAQLGRLPNQSLPLDINLQSQVSAGSEFPPMRN
SAPYTTVSQSVVMNNQAMMGSQGNVSNSSPGIIGVNGPRPALKPGDWGSQASAVRPACPT
PSTAINRPIQDLTRSPTASIPMRPGGQVCPRQVLOSPVINMGSSELDMNIGGPQYTQQQA
PPNQTAPWPDSILPIDQPSENNQNRQPFGSPADDLICQPIASQSPTDDGNLLDQLYMALR
NFDGLEEIDRALGIPEMVSQGOAVEQESEFVSPESNLMMEQKPPLYNHAYANQGOMAQNSY
TPMODPGENPMGORPSYGILRMONRPGLRPTGMVONQPNQLRLOLOHRLOAQNRQPIMNP
INNVSNMNLAMRPGVPGQLREQGPINAQMLAQROQRELLSQHLROKQVQOQHRAMMMRGOGL
AMPPNMVGSGGIPASINSPRIPQGNTQQFPFPPNYGTGIPSPPPFTSPEFSPVPPSPGSQS
LSHNSLHGSQMNLANQGIMGSMGGQYGPVMNPOMOHNAFQFANSGMSQQSDPGFTGATTP
QSPIMSPRMGHIQSPMMQQOSQASPAYQSELNGWAQGNPAGNSMEFSQQSPPHEGQQSGTSM
YNSNNMNISVSMAANGNGMNSMNOMTGQINMTSVTSVPTSGLSSMGPEQKYC

>Danio rerio NCOAZ2 (ENSDARP_109306)
MSAVGENSSDPARSEAQKRKEGPSDLLGPSPKRSTEKRNREHENKYIEELAELIFANEND
IDNFNVKPDKCAILKETVKQIRQIKEQEKAAAANEDEVQKADVSSTGQSVIDKDALGPMM
LEALDGFFFVVNMEGNIVEVSENVTQYLRYNQEELMNTSVYSILHVGDHAEFIKNLLPKS
HVNGVPWSSENPRRNSHTENCRMLVNPHSEAEETQDHEAQQKYETMQCFAVSEPKSIKEE
GEDFQSCLICVARRVPMKERPMLPTQESFTTRODLOGKITSLDTSLLRASMKPGWEDLVR
RCIQRFHLONDGDISFAKRHQQOEVIRHGQAFSPIYRFSLSDGTIVSAHTKSKLVRSSSTN
EPQLYMSLHILQREQPVCGMASDLGNAQTMGKPMNPMSSPNTAGSSCTPQGQDATISSNT
STEFPSPGAQKEPGAMHRFGCPGTMSHSATMQOAATPQGSGYPLKLSSPSQGSPGMLSPRHR
ASPGVAGSPRLPPPQFSPAGSLHSPASMCTSSTGGNGGAGANHGYTSSSLNALQALSECH
GVSHGQSLGSPDRKLGSPAAHSVAVSHHLINKMSVPESFGEQNQSEQGTPGODEGIDLPR
DEKGNLGQFGNLDGSDPQSRLRDNKSHTKLLOLLTTKTEPIESTSPPPMAGGEPGCKDGG
AGNGGMGSQGGNGSHATSLKEKHKILHRLLONSSSPVDLAKLTAEATGKELCQDSAGGTA
GVPELAIKQEPVSPKKKDNALLRYLLDKDDNVLKGKGIKMEPGEIKEEGGKMTGIKTEKT
DGGYDRVEPSSELDDILDDLONSQPGLETDSRPVSLPSAVDKQSIINDILOMTGESGANM
SPOQORALQTAVSQONFPAPRPGQPGRAPPVRSVSLDMNMPPKGAQGQYPMMRNNNPY ST
MQOOQGMMGNHAVMPNQPNMVNAGVMGNNGPRVGMQQODGWGAQGTVGSAASPATAAPAGQH
SLPQGALHSRMVPNPATGMPMRPNSQPGPRPMLQPOMMANAQSNMDMGMAGHQEFPQQQAP
PNQTAPWPDSVMPIEPVPFGNQSSSMYGGSQEDVLCPPASEGPADEGALLSQLYSALKDFE
DGLEEIDRALGIPALVGQAQPVEQDQFPGQDPSMMMDQKPPMYGQQQYASSPANMQQAGY
TPMODATFHGLOQGOMGQRPGYPMLRMQARPGLRPGGVVPNQPNTLRLOLOHRLQAQQONRQ
PMMNQOMGGVSNMNLPLRPNVPNQGTINAQMLAQRQOQRELLSNHLRQROLDQQROQQOQQQOO
ORSLAMRAQGLTMPPNMAAAAAGMPGAMSNPRIPQANPQQFPYPPNYGMSQQOSDGGFGGA
ATPQSPLMSPRMGHAQSPMMQQAQGNSSFQSSPDMNGWPQGNINTNSMFTQQSPPQFSQQ
ANNNMYNGNGMNLNVSMAANS SNMGOMGNQMSMS SMNSGPGSGMANMGPEQQKYC

>Takifugu rubripes NCOA2 (ENSTRUP 29760)

MSGVGETPSDPARAEPRKRKDCSSELLGPSPKRSNEKRNREQENKYIEELAELIFANEND
IDNEFNVKPDKCAILKETVKQIRQIKEQAEKAAAANEEEVQKADVSSTGQSVIDKDALGPM
MLEALDGFFFVVNMEGNIVEVSENVTQYLHYNQEELMNTSVYSVLHVGDHAEFIKNLLPK
SLVNGVPWSSEGPRRNSHTFNCRMLVNPHSENPEESHEHEPQOOKYETMQCFAVSEPKSIT
KEEGDDLQSCLICVARRVPMKERPILPTHESFTTRQDLQGKITSLDTSLLRASMKPGWED
LVRRCIQRFHLONDGEMSFARRHHQEVMRHGQAFSPIYRFSLSDGTIVSAHTKSKLVRSP
ATNEPQLYMSLHILQREQTVCRMGQDMGPGSQATGMAPKPINSSTPSMTPPTPGSLPGSG
POGODTSENSNSTPEFSPPGPTGPREPAAMGGHMQGYRFGCPPPHNHATGMQPPQQGPNWR
MNSPSRASPSPAGGPHPPQONSMLSPRHRGSPGGAGSPRVTGLQSHSPVGMCGGPGSAGS



GGTTGTHANSYTSSSLSALQALSECHGVGHGGPHAHTLGSPDRKIGSPAGVTQGSGVNAQ
LMSKHVGGVVAAPNSGDSFGPHSEVGQGQQOOGOTEGSLTEPKEEREGPSEGPDAHSRLHED
KSHTKLLOLLTRKPEPLETPLSPGSRGEGKDQPGTGARAGHTGGNPHASSLKEKHKILHQ
LLONNTSPGDLAKLTAEATGKELNQEQGAGGTAPGAEITPKQEPLSPKKKDNALLRYLLD
KDDTVMKDKVPKLEPGEVKVEGGKHALVKTEKQDAGYDQAEQESPASESSELDDILNDLQ
NSQSQLFCELRPVTLPTPMDKONIINDILOMSESNPALAAQQQOHRGIAAGMGPSRMMAAG
GORPGMQQOLOEGWGASASAPPLGQSGPTQQGVMPGRIGANTAPMRATSQPRPMLQOSPLM
ANAQPDMDIGMAGHNFTQQOQOAPPNQTAPWPESMMPIDQTFANONRWPVHAAPQDDLLCNT
ELNSGDGTGVDEGALMSQLYTALKDFDGLEELDRALGIPALVEQNQSLELDHESQDPSMM
IDQKPPMYTQQFGPPASHMAHRGYPGSAMQEQCFHPMSGOMGPRPGY PMMRMQOARPGLRP
SGVVPNQPNTLRMQLOHRLOSQONRQPMITQOMSSVSNVNLPLRASAPNQGTINAQMLAQR
OREMLSNHLRQROQOOQOVOQOORIAMRAPGLNLPPNMATGGISNPRIPQANPQOFPYPPSYG
TSMSQQADGGFGGTGTPQSPLLSPRMAHAQSPMMQQGQGNASFQGS PDMNGWPQGNMAGN
SME'SQQQTSPQFTQONNNMYNSNGMNLNSVSMATNMATSSMGOMAGOMNVTSMASGPSPG
LPSMGQEQVNTRAIR

>Tetraodon nigroviridis NCOAZ (ENSTNIP 11019)
MSGVGETPSDPARAESRKRKDCSSELLGPSPKRSNEKRNREQENKYIEELAELTIFANEND
IDNENVKPDKCAILKETVKQIRQIKEQEKAAAANEEEVQKADVSSTGQSVIDKDALGPMM
LEALDGFFEFVVNMEGNIVEVSENVTQYLHYNQEELMNTSVYSVLHVGDHAEFIKNLLPKS
LVNGVPWSSEGPRRNSHTEFNCRMLVNPHSENQEEPHEHEPQQQKYETMQCFAVSEPKSIK
EEGDDLQSCLICVARRVPMKERPMLPTHESFTTRQDLOGKITSLDTSLLRASMKPGWEDL
VRRCIQRFHLONDGEMSFAKRHQQOEVLRHGQAFSPIYRFSLSDGTVVSAHTKSKLVRSPA
TNEPQLYMSLHILQREQTVCGMGQDMGPGSQATGMAPKPINSSTPSMTPPTPGSLPGSGP
QGODAAFSSNSTPFSPPGPTGPREPAATIGGHMQGYRFGCPPPHSHATGMQPPQOGPNWRM
NSPSRASPSPAGGPHPPQONSMLSPRHRGSPGAGSPRVTGGLOSPSPVGMCGGGPGSAGS
SSTTNSHANSYTSSSLSALQALSECHGVGHGGPHAHTLGSPDRKIGSPAGVTQVSGVNAQ
LMSKHAGGSGGAGNSGDSFGPHSDVGQGOPQGPTEGSLSEPKEEREGPSEGHDAHSRLHD
KSHTKLLQLLTRKPEPLEMPLSPGSRGEGKDQPGSGVRAGHNGGNAHATSLKEKHKILHQ
LLONNTSPVDLAKLTAEATGKELNQEQGAGGTAAGEVTPKQEPLSPKKKENALLRYLLDK
DDTVMKDKVPKLEPGEVKVEGVKHTLVKTEKQDAGYDQAEQENPASEGRELDDILNDLQON
AQPQLFCELRPVSLPSPMDKQNIINDILOMSESNPALAAQQQHRGIAAGMGPSNFGNIRP
SQPGRGLPVRSGSLDMNMSPQOPSLOYPIRATSPYTVKGMVGNHTMMANQTGMVNAVVAT
LGMMAAGGPRPGVQQOQLOEGWVASASAPTMGQSGPAQOGVMQGRIGANTAPMRATSQPRP
MLHSPMMATAQPDVDIGMTGHNESQQQAPPNQTAPWPESMMPIDQTFANQNRYSSNLMOQ
SMIHTNSPSDEGALMSQLYTALKDENGMEELDRALGIPALVEQSQSLELDHLSQDPSMMI
DOKPPMYAQQFGPPAPHMAHRGYPASAMQEQCFHPMSGQMAPRPGY PMMRMQARPGLRPS
GVVPNQPNTLRMOLOHRLOSQONRQPMITOMSSVSNVNLPLRASAPNQGT INAQMVAQRQ
RELLSNHLRQROOLOVQQQORMAMRGPGLNLPPNMASGGMSNPRIPOANPQQEFPYPPSYG
MSQQADGGFGGTGTPQSPLLSPRMAHTQSPMMOQOGQGNASFQGSPDVNGWPQGNMATGNG
MEFPQONNNNMYNSNGMNLNNVSMATNMATSSMS SMGOMAAQMSVTSMASGPSPGLPSMGQ
EQVDPGAKNRYLSDLLKPKQPLMSQKDGGRGSNREC

>Gasterosteus aculeatus NCOAZ (ENSGACP 3702)

MSGVGENPSDPARAESRKRKECSAELLGPSPKRSNEKRNREHENKYIEELAELIFANEND
IDNEFNVKPDKCAILKETVKQIRQIKEQAEKAAAANEEEVQKADVSSTGQSVIDKDALGPM
MLEALDGFFFVVNMEGNIVEVSENVTQYLRYNQEELMNTSVYSVLHVGDHAEFIKNLLPK
SLVNGVPWSSEGPRRNSHTEFNCRMLVNPHGDNQDELHEPQQQOKYETMQCFAVSEPKSIKE
EGDADFQSCLICVARRVPMKERPMHPTHESFTTRQDLOGKITSLDTSLLRASMKPGWEDL
VRRCIQRFHLONDGEMSFAKRHQQOEVLRHGQAFSPIYRFSLSDGTIVSAHTKSKLVRSPA
TNEPQLYMSLHILQREQMVCGMGQODMGPGSQATGMAPKPMNSSTPSMTPPTPGSLPGSGP
OGODTSISGNSTPFSPQGPAGPREPAAMGGHMQGYRFGCPPPHIHTGGMQPPQQGPNWRM
NSPSRASPSPAGGPHPPQONSMLSPRHRGSPGGAGSPRVAGGLHSPSPVGMCGGGGGGAC
GSGAASTHANSYTSSSLSALQALSECHGVGHGHGAPHAHALGSPDRKIGSPVGVTQGSGV
NPHLMSKLGGGGGTGGVTGDSFRPHAEVGPGQTESNLAEPKEEREGPPEGHDSHSRLHDN
KGHTKLLOQLLTTKPEPLEMPLSPGAGGEGKDQAGAGVRCGLAGVNTHATSLKDKHKILHQ
LLONSTSPVDLAKLTAEATGKELGQDPTQGAGGAASGAELSLKQEPLSPKKKDNALLRYL
LDKDDTGVKDKVPKLEPGEVKVEGGKHPLVKTEKQDTGYDRAEQVRGGQSSELDDILNDL
ONAQPQLFCEPRPVSLPSPMDKONIINDILOMSETNPAMVAQQQOHRGIGTGMGPTNFAGV
RPGQPGRGLPVRSVSLDMNVSPQPPSLQYPIRATSPYTLMOQQOQHGMVGGHGMMAHQAG
MVGAESPFLTLCVALCSSPVTSWHSDSLPVTAVCSSRNDCSGRSTAGGWVGSASAPPLAP



SGPGOQQOGPMQGRIGPNGAPMRPNGQLGPRPMLQOSSMMAGGESPVCPENVAQVEFKSGNEKY
ESVDIKAPFLYPATHFIALLLIVKGCPPVADQSAALNKDMEFSRDNQSCILLPTIRLHLVP
OMRRRPFREFFPTEQPSTHTSPYNLCLSLCQRVDASNCSRLGLAIDVCLCVLKVLCPVQONG
VLAVHSFSTRGRQERNNQSKLSRGHPEKPDSFRVSWQRHDQGCTLHRSTIYANYSMIILI
CMMTYSMAPQSDSGTSVCAGALMSTYLDVSPTGMSQQADGGFGGPGTPQSPLLSPRMAHA
QOSPMMQQOSQGNAAFQGSSDMNGWPQGNIGGNSMEPQOOASQQFPOOSNSNMYNGNAMNLN
NVNMAASSMGOMAGOMSVTSMASGPSPSLPSMGPEQVN

>Oryzias latipes NCOA2 (ENSORLP 10164)

MSGVGENSSDPARAESRKRKECSVDLIGPSPKRSNEKRNREHENKYIEELAELTIFANEND
IDNENVKPDKCAILKETVKQIRQIKEQEKAAAANEEEVQKADVSSTGQSVIDKDALGPMM
LEALDGFFFVVNMEGNIVEVSENVTQYLRYNQEELMNTSVYSVLHVGDHAEFIKNLLPKS
LVNGVPWSSEGPRRNSHTEFNCRMLVNPRSESQDETHEHEPQOQOKYETMOQCFAVSEPKSTIK
EEGDDFQSCLICVARRVPTKERPLPPTHESFTTRODLOQGKITSLDTSLLRASMKPGWEDL
VRRCIQKFHLOSDGEMSFAKRHQQEVLRHGQAFSPIYREFSLSDGTMVSAHTKSKLMRSPG
TNEPQLYMSLHILOQREPAVCGMGQODMGPGMQATGMAPKPMNSSTPSMTPPTPGSLPGLGP
QGODTTISSNSTPFSPPGPAGPREPAAMGGHMOSYRFGCPLPHNHTGGMOPPQOGPNWRM
NSPSRASPSPAGGPHPPOONSMLSPRHRGSPGGASSPRVAGGLHSPSPVGMCGGAGNGTN
SAHPNSYTSSSLSALQALSECHGVGHGHVPPHAHTLGSPDRKIGSPSGVTPGSGVNTHMM
SKLGGSTSSSGEFGPFPDGSQGPQAQTDGSQTDPKDESHIQENKCHTKLLOLLTTKPEPL
ETPLSPGADGECKDQAGSGVRAGHTGGSTHATSLKEKHKILHQLLONSTSPVDLAKLTAK
ATGKELGODTTQSAGSTASGAEITPKQEPLSPKKKDNALLRYLLDKDDTVMKDKVPKLEP
GEVKIEDCKQPQVKIEKQDAGYDRAEQPSELDDILNALONTQPQLFVESRPVSLPSPMDK
ONIINDILOMSDNNPSMAPQQQHRCLGPGMGPSRMMGVSGPQPGMOQOESWGGSASAPPL
GAPGQQSAMQGRMGPGSAPMRPSSQPGPRPIMQSAMMAGAQPDLDIGMVGPHESQQQAPP
NQTAPWPESMIPIDQTSFINQNRPAPQEDLLPTAGDGSTVDEGALMSQLYTALKDFDGLE
EIDRALGIPALVEQSQSLEPDHFQODPSTLMMDQKPPMYAHIGPPSAHMAQRGYAGTPMQOE
PGFHPMPGOMGPRPGYPIMRMQOPRPGIRAPGLVPNOPNTLRLOLOHRLOSQQONRQPMMTQ
MSSVSNVNLPPRANAPNQGTINAQMVAQROQREMLSNHLROQKQQQOVOQOAQQQORSMALRAQ
GLSMAPNMTARNPOAGPQQOFPYPPNYGMSQQADGSFGGPGTPQSPLISPRMAHTQSPMMQ
QTOQONTAFQGSPDMNGWPQGNMGANSMESQQQASPQFSQONNIYNGNGMSLNSVPMT TNM
ATSSMSSMGQIAGOMSSSSMRSGPSPGLPPIGQEQV

>Homo sapiens NCOA3 (ENSP_361066)
MSGLGENLDPLASDSRKRKLPCDTPGQGLTCSGEKRRREQESKYIEELAELISANLSDID
NENVKPDKCAILKETVRQIRQIKEQGKTISNDDDVQKADVSSTGQGVIDKDSLGPLLLOA
LDGFLFVVNRDGNIVEVSENVTQYLQYKQEDLVNTSVYNILHEEDRKDFLKNLPKSTVNG
VSWINETQROKSHTEFNCRMLMKTPHDILEDINASPEMRORYETMQCFALSQPRAMMEEGE
DLOSCMICVARRITTGERTFPSNPESFITRHDLSGKVVNIDTNSLRSSMRPGFEDIIRRC
IQRFFSLNDGOSWSQKRHYQEAYLNGHAETPVYREFSLADGTIVTAQTKSKLERNPVTNDR
HGEFVSTHFLOREQONGYRPNPNPVGOGIRPPMAGCNSSVGGMSMSPNQGLOMPSSRAYGLA
DPSTTGOMSGARYGGSSNIASLTPGPGMQSPSSYQONNNYGLNMSSPPHGSPGLAPNQQONT
MISPRNRGSPKIASHQFSPVAGVHSPMASSGNTGNHSESSSSLSALQAISEGVGTSLLST
LSSPGPKLDNSPNMNITQPSKVSNODSKSPLGEYCDONPVESSMCOSNSRDHLSDKESKE
SSVEGAENQRGPLESKGHKKLLQLLTCSSDDRGHSSLTNSPLDSSCKESSVSVTSPSGVS
SSTSGGVSSTSNMHGSLLOQEKHRILHKLLONGNSPAEVAKITAEATGKDTSSITSCGDGN
VVKQEQLSPKKKENNALLRYLLDRDDPSDALSKELQPQVEGVDNKMSQCTSSTIPSSSQE
KDPKIKTETSEEGSGDLDNLDAILGDLTSSDEFYNNSISSNGSHLGTKQQVEFQGTNSLGLK
SSQSVQSIRPPYNRAVSLDSPVSVGSSPPVKNISAFPMLPKQPMLGGNPRMMDSQENYGS
SMGGPNRNVTVTQTPSSGDWGLPNSKAGRMEPMNSNSMGRPGGDYNTSLPRPALGGSIPT
LPLRSNSIPGARPVLOOQOQOOMLOMRPGEIPMGMGANPYGQAAASNQLGSWPDGMLSMEQV
SHGTONRPLLRNSLDDLVGPPSNLEGQSDERALLDQLHTLLSNTDATGLEEIDRALGIPE
LVNQGQALEPKQODAFQGQEAAVMMDOKAGLYGQTYPAQGPPMOGGEFHLOGQOSPSEFNSMMN
OMNOQOGNFPLOGMHPRANIMRPRTNTPKOLRMOLOORLOGOOFLNOSROALELKMENPTA
GGAAVMRPMMOPQVSSQQGEFLNAQMVAQRSRELLSHHEFRQORVAMMMQOOOQOQOQQ0Q0Q0Q00
Q00000000000 0QQQTOAFSPPPNVTASPSMDGLLAGPTMPOAPPQQFPYQPNYGMGQQ
PDPAFGRVSSPPNAMMS SRMGPSQNPMMQHPQAASTYQSSEMKGWPSGNLARNSSESQQQ
FAHQGNPAVYSMVHMNGS SGHMGOMNMNPMPMSGMPMGPDQKYC

>Gorilla gorilla NCOA3 (ENSGGOP 19561)
MSGLGENLDPLATDSRKRKLPCDTPGQGLTCSGEKRRREQESKYIEELAELISANLSDID



NEFNVKPDKCAILKETVRQIRQIKEQGKTISNDDDVQKADVSSTGQGVIDKDSLGPLLLOA
LDGFLEFVVNRDGNIVEVSENVTQYLOYKQEDLVNTSVYNILHEEDRKDFLKNLPKSTVNG
VSWINETQROKSHTEFNCRMLMKTPHDILEDINASPEMRORYETMQCFALSQPRAMMEEGE
DLOSCMICVARRITTGERAFPSNPESFITRHDLSGKVVNIDTNSLRSSMRPGFEDIIRRC
IQRFEFSLNDGOSWSQKRHYQEAYLNGHAETPVYRFSLADGTIVTAQTKSKLFRNPVTNDR
HGEFVSTHFLOREQNGYRPNPNPVGQGIRPPMAGCNSSVGGMSMSPNQGLOMPSSRAYGLA
DPSTTGOMSGARYGGSSNIASLTPGPGMQSPSSYQONNNYGLNMSSPPHGSPGLAPNQQONT
MISPRNRGSPKIASHQFSPVAGVHSPMASSGNTGNHSEFSSSSLSALQAISEGVGTSLLST
LSSPGPKLDNSPNMNITQPSKVSNQDSKSPLGEFYCDONPVESSMCQSNSRDHLSDKESKE
SSVEGAENQRGPLESKGHKKLLQLLTCSSDDRGHSSLTNSPLDSSCKESSVSVTSPSGVS
SSTSGGVSSTSNMHGSLLOEKHRILHKLLONGNSPAEVAKITAEATGKDTSSITSCGDGN
VVKQEQLSPKKKENNALLRYLLDRDDPSDALSKELQPQVEGVDNKMSQCTSSTIPSSSQE
KDPKIKTETSEEGSGDLDNLDAILGDLTSSDEYNNSISSNGSHLGTKQQVEFQGTNSLGLK
SSQSVQSIRPPYNRAVSLDSPVSVGSSPPVKNISAEFPMLPKQPMLGGNPRMMDSQENYGS
SMGGPNRNVTVTQTPSSGDWGLPNSKASRMEPMNSNSMGRPGGDYNTSLPRPALGGSIPT
LPLRSNSIPGARPVLQPQOOOQOMLOMRPGEIPMGMGANPYGQAAASNQLGSWPDGMLSV
EQVPHGTONRPLLRNSLDDLVGPPSNLEGQSDERALLDQLHTLLSNTDATGLEEIDRALG
IPELVNQGQALEPKQDAFQGQEAAVMMDQOKAGLYGQTYPAQGPPMOGGFHLOQGQSPSENS
MMNOMNQQGNFPLOGMHPRANIMRPRTNTPKQLRMOLOORLOGOQFLNQSROALELKMEN
PTAGGAAVMRPMMQPQVSSQQGFLNAQMVAQRSRELLSHHFRQQORVAMMMOOQOQQQQQQ
Q00000000000 OTOAFSPPPNVTASPSMDALLAGPTMPOQAPPQOFPYQPNYGMGQQPDP
AFGRVSSPPNAIMSSRMGPSONPMMQOHPQAASIYQSSEMKGWPSGNLARNSSEFSQQQFAH
QGNPAVYSMVHMNGS SGHMGOMNMNPMPMSGMPMGPDQKYC

>Macaca mulatta NCOA3 (ENSMMUP 15773)
MSGLGENLDPLATDSRKHKLPCDAPGQGLTCSGEKRRREQESKYIEELAELISANLSDID
NFNVKPDKCAILKETVRQIRQIKEQGKTISNDDDVQKADVSSTGQGVIDKDSLGPLLLQA
RALDGFLFVVNRDGNIVEVSENVTQYLQYKQEDLVNTSVYNILHEEDRKDFLKNLPKSTV
NGVSWTNETQROKSHTFNCRMLMKTPHDILEDINASPEMRORYETMQCFALSQPRAMMEE
GEDLQSCMICVARRITTGERAFPSNPESFITRHDLSGKVVNIDTNSLRSSMRPGFEDIIR
RCIQRFFSLNDGQSWSQKRHYQEAYLNGHAETPVYRFSLADGTIVTAQTKSKLEFRNPVTN
DRHGFVSTHFLQREQNGYRPNPNPVGQGIRPPMAGCNSSVGSMSMSPNQGLQMPSSRAYG
LADPSTTGOMSGARYGGSSNIASLTPGPGMQSPSSYQNNNYGLSMSSPPHGSPGLAPNQQ
NIMISPRNRGSPKIASHQFSPVAGVHSPMGSSGNSGNHSFSSSSLSALQAISEGVGGTSL
LSTLSSPGPKLDNSPNMNITQPSKVSNQDSKSPLGFYCDONPVESSMCQSNSRDHLSDKE
SKESSVEGSENQRGPLESKGHKKLLQLLTCSSDDRGHSSLTNSPLDSSCKESSVSVTSPS
GVSSSTSGGVSSTSNMHGSLLOQEKHRILHKLLONGNSPAEVAKITAEATGKDTSSITSCG
DGNVVKQEQLSPKKKENNALLRYLLDRDDPSDALSKELQPQVEGVDNKISQCTSSTIPSS
SQEKDPKIKTETSEEGSGDLDNLDAILGDLTSSDEYNNSISSNGSHLGTKQQVEFQGTNSV
GLKSPQSVQSIRPPYNRAVSLDSPVSVGSSPPVKNISAFPMLPKQPMLGGNPRMMDSQEN
YGSSMGGPNRNVTVTQTPSSGDWGLPNSKASRMEPMNSNSMGRPGGDYNTSLPRPAVGGS
MPTLPLRSNSIPGARPLLQPQOQQOOMILOMRPGELPMGMGANPYGQAAASNQLGSWPDGML
STIEQVPHGTONRPLLRNSLDDLVGPPSNLEGQSDERALLDQLHTLLSNTDATGLEEIDRA
LGIPELVNQGQALEPKQDAFQGQEAAVMMDQKAGLYGQTYPAQGPPMOGGFHLQGQSPSFE
NSMMNOMNQQOGNFPLQGMHPRANIMRPRTNTPKQOLRMQLOQRLOGOQFLNQSRQALELKM
ENPTAGGAAVMRPMMQOPQVKIAQGFLNAQOMVAQRSRELLSHHEFRQORVAMMMOQOQQOO0OQ
0000000000000 00QQQ0OTQAFSPPPNVTASPSMDGLLAGPAMPQAPPQQFPYQPNYG
MGQPPDPAFGRVSSPPSAMISSRMGPSONPMMOHPQAASIYQSSEMKGWPSGNLARNSSFE
SQOQFAHQGNPAVY SMVHMNGS SGHMGQMNMNPMPMSGMPMGPDQKYC

>Mus musculus_ NCOA3 (ENSMUSP 85416)

MSGLGESSLDPLAAESRKRKLPCDAPGQGLVYSGEKWRREQESKYIEELAELISANLSDI
DNENVKPDKCAILKETVRQIRQIKEQGKTISSDDDVQKADVSSTGQGVIDKDSLGPLLLQ
ALDGFLFVVNRDGNIVEVSENVTQYLQYKQEDLVNTSVYSILHEQDRKDFLKHLPKSTVN
GVSWTNENQRQKSHTFNCRMLMKTHDILEDVNASPETRQRYETMQCFALSQPRAMLEEGE
DLQCCMICVARRVTAPFPSSPESFITRHDLSGKVVNIDTNSLRSSMRPGFEDIIRRCIQR
FESLNDGQSWSQKRHYQEAYVHGHAETPVYRFSLADGTIVSAQTKSKLFRNPVTNDRHGF
ISTHFLOREONGYRPNPNPAGQGIRPPAAGCGVSMSPNQONVOMMGSRTYGVPDPSNTGQOM
GGARYGASSSVASLTPGQSLQSPSSYQNSSYGLSMSSPPHGSPGLGPNQONIMISPRNRG
SPKMASHQFSPAAGAHSPMGPSGNTGSHSFSSSSLSALQAISEGVGTSLLSTLSSPGPKL
DNSPNMNISQPSKVSGQDSKSPLGLYCEQNPVESSVCQSNSRDHPSEKESKESSGEVSET



PRGPLESKGHKKLLOQLLTCSSDDRGHSSLTNSPLDPNCKDSSVSVTSPSGVSSSTSGTVS
STSNVHGSLLQEKHRILHKLLONGNSPAEVAKITAEATGKDTSSTASCGEGTTRQEQLSP
KKKENNALLRYLLDRDDPSDVLAKELQPQADSGDSKLSQCSCSTNPSSGQEKDPKIKTET
NEEVSGDLDNLDAILGDLTSSDEYNNPTNGGHPGAKQOMFAGPSSLGLRSPQPVQSVRPP
YNRAVSLDSPVSVGSGPPVKNVSAFPGLPKQPILAGNPRMMDSQENYGANMGPNRNVPVN
PTSSPGDWGLANSRASRMEPLASSPLGRTGADYSATLPRPAMGGSVPTLPLRSNRLPGAR
PSLOOQOO00000Q000000Q0000000QQOMLOMRTGE I PMGMGVNPYSPAVPSNQPGS
WPEGMLSMEQGPHGSONRPLLRNSLDDLLGPPSNAEGQSDERALLDQLHTLLSNTDATGL
EEIDRALGIPELVNQGQALESKQDVFQGQEAAVMMDQOKAALYGQTYPAQGPPLOGGENLQ
GQOSPSFNSMMGQISQQOGSFPLOGMHPRAGLVRPRTNTPKQLRMOLOORLOGQOQFLNQSRQ
ALEMKMENPAGTAVMRPMMPQOAFFNAQMAAQQKRELMSHHLOQOQORMAMMMSQPQPQAFE'S
PPPNVTASPSMDGVLAGSAMPQAPPQQOFPYPANYGMGQPPEPAFGRGSSPPSAMMSSRMG
PSONAMVQHPQPTPMYQPSDMKGWPSGNLARNGSEFPQQOFAPQGNPAAYNMVHMNS SGGH
LGOMAMTPMPMSGMPMGPDQKYC

>Rattus norvegicus_ NCOA3 (ENSRNOP 7768)
MSGLGESSLDPLATESRKRKLPCDAPGQGLVYSGEKWRREQESKYIEELAELISANLSDI
DNFNVKPDKCAILKETVRQIRQIKEQGKTISSDDDVQKADVSSTGQGVIDKDSLGPLLLQ
ALDGFLEFVVNRDGNIVEVSENVTQYLQYKQEDLVNTSVYSILHEQDRKDFLKHVPKSTVN
GVSWINENQRQKSHTEFNCRMLMKTHDILEDTNASPETRORYETMQCFALSQPRAMLEEGE
DLOCCMICVARRVTTDRPFPSSPESFITRHDLSGKVVNIDTNSLRSSMRPGFEDTIRRCI
QRFEFSLNDGQSWSQKRHYQEAYIHGHAETPVYREFSLADGTIVSAQTKSKLEFRNPVTNDRH
GEFVSTHFLOQREQONGCRPNPNPVGQGIRPPAAGCGMSLSPSQSVOMLGSRTYGVADPSNTG
OMAGARYGASSSVASLTPGOSLOSPSSYQSNSYGLNMSSPPHGSPGLGPNQONIMISPRN
RGSPKMASHQFSPAAGVHSPMGSSGNTGSHSEFSSSSLSALQAISEGVGTSLLSTLSSPGP
KLDNSPNMNINQPSKASSQDSKSPLGLYCEQNPVESSVCPSNSRDHPSDKENKENSGEAS
ETPRGPLESKGHKKLLQLLTCSSDDRGHSSLTNSPLDSNCKDSSISVTSPSGVSSSTSGA
VSSTSNMHGSLLOQEKHRILHKLLONGNSPAEVAKITAEATGKDTSSTASGGEGSVRQEQL
SPKKKENNALLRYLLDRDDPSDVLAKELQPQADGGDSKLSQCSCSTNPSSGQEKDPKIKT
EASEEVSGDLDNLDAILGDLTSSDFYNSPTNGSHPGAKQOMFAGPSSLGLRSPQPVQSVR
PPYNRALSLDSPVSVGSVPPVKNVSAFPVLPKQPILAGNPRMMDSQENYGANMGGPNRNV
PVNPTSSSGDWGLANSRASRMEPLASSPLGRAGGDYSAALPRPALGSSGPTLPLRSNRLP
GARPTLQPQPOPOOOQQQO0000Q0QQOMLOMRAGEVPMGMGVSPYSPAVPSNQPGSWPEG
MLSMEQGPHGAQNRPLLRNSLDELLGPPSNPEGQSDERALLDQLHTLLSNTDATGLEEID
RALGIPELVSQGQALESKQDVFQGQEAAVMMDQKAALYGQTYPAQGPPLQGGFHLQGQSP
SLNSMMSQISQQGSFPLOGLHPRASMVRPRTNTPKQLRMOLOORLOGOQFLNQSRQALEM
KMESPTGAAVMRPMLQOSQAFEFNAQMAAQOKRELMNHHLOQQRMAMMMSQPQPQAFSPPPN
VTASPSMDGVLAGSAMPOAPPQQFPYATNYGMGQPPEPAFGRGSSPPSAMMS SRMGPSON
AMVQHPQTAPMYQSSEMKGWPSGNLARNGSFPQOQFAPQANPAAYNMVHMNSSGSHLGQOM
TMTPMPMSGMPMGPDQKYC

>Canis familiaris NCOA3 (ENSCAFP 15958)

MSGLGENSLDPLAPDSRKRKLPCDTPGQGLTCSGEKWRREQESKYIEELAELISANLSDI
DNENVKPDKCAILKETVRQIRQIKEQGKTISNDDDVQKADVSSTGQGVIDKDSLGPLLLQ
ALDGFLFVVNRDGNIVEVSENVTQYLQYKQEDLVNTSVYSILHEEDRKDFLKNLPKSTVN
GVAWTNETQRQKSHTEFNCRMLMKTPHDILEDINTSPEMRORYETMQCFALSQPRAMMEEG
EDLQSCMICVARRITTGERAFPSNPESFITRHDLSGKVVNIDTNSLRSSMRPGFEDIIRR
CIQRFFSLNDGQSWSQKRHYQEAYIHGHAETPVYREFSLADGTIVTAQTKSKLEFRNPVTND
RHGFVSTHFLOREQNGYRPNTNPVGSGIRPPTAGCNSSVGGMSMSPNQGLOMLSSRPYGL
ADPSTTGQOMSGARYGASNPIASMNPGPGMQOSPSSYONSNYGLNMSSPPHGSPGLGSSQQON
IMISPRNRGSPKMASHQFSPVAGVHSPMGSSGNTGSHSFSSSSLSALQAISEGVGTSLLS
TLSSPGPKLDNSPNMNISQPSKVNSQDSKSPLGLYCDQONPVESSMCQSNSRDHLSEKESK
ENIVEGSENQRGPLESKGHKKLLQLLTCSSDDRGHSSLTNSPLDSSCKDSSISVTSPSGV
SSSTSGGVSSTSNMHGSLLQEKHRILHKLLONGNSPAEVAKITAEATGKDTSSTVSCVEG
NVKQEQLSPKKKENNALLRYLLDRDDPSDTLSKELQPKVEGVDNKMSQCSSSTIPSSSQE
KDSKIKTETNEEGSGDLDNLDAILGDLTSSDEFYNNSISTNGSNLGTKQOMFQOGTNSLGLR
SPOSVQAIRPPYNRAVSLDSPVSVGSSPPVKNISAFPMLTKQPMVGGNPRMMDGQENYGS
TMGGPNRNVTMNQTPSSGDWGLONSKASRMEPMSTNSMGRPGADYNASLPRPAVGGSMPT
MPLRANSIPGARPVLQOQOQOQOQOOOQQOMLOMRPGE IPMGMGVSPYGQAAPSNQPGSWPDGM
LSMEQGPHGTONRPLLRNSLDDLLGPPSNLDGQSDERALLDQLHTLLSNTDATGLEEIDR
ALGIPELVNQGQALESKQODAFQGQEAAVMMDQOKAALYGQTYPAQGPPVQGGENLQGQSPS



FNSMMNOMNQQGNEFPLOGMHPRANMMRPRTNTPKOLRMOLOQORLOGOOFLNQOSRQALEMK
MDSPTAGSAAVMRPMMOPQOVTSQQOGEFLNAQMVAQRSRELLSHHFRQORVAVMMQOOQOQOO
QOO00QOOPOAFSPPPNVTASPSMDGVLAGPVMPQVPPQOFPYPPNYGMGQQPDPAFGRV
SSPPNAMMPSRMGPSQNPMMOHPQTAPMYQSSEIKGWPSGNLARNSSFPQOOFAHQGNPA
AYSMVHMNGSSGPMGQMNMS SMPMAGMPMGPDQKYC

>Felis catus NCOA3 (ENSFCAP_ 13944)
MSGLGENSLDPLAPDSRKRKLPCDTPGQGLTCSGEKWRREQESKYIEELAELISANLSDI
DNFNVKPDKCAILKETVRQIRQIKEQGKAISNDDDVQKADVSSTGQOGVIDKDSLGPLLLQ
ALDGFLEVVNRDGNIVEVSENVTQYLQYKQEDLVNTSVYSILHEEDRKDFLKNLPKSTVN
GVAWTNETQROKSHTFNCRMLMKTPHDILEDINTNPEMROQRYETMQCFALSQPRAMMEEG
EDLQSCMICVARRITTGERAFPSNPESFITRHDLSGKVVNIDTNSLRSSMRPGFEDITIRR
CIQRFFSLNDGOSWSQKRHYQEAYIHGHAETPVYREFSLADGTIVTAQTKSKLERNPVTND
RHGFVSTHFLOREQNGYRPNANPVGQGIRPPAAGCNSSVGGMSMSPNQGLOMLSGRPYGL
ADPSSTGOMSGPRYGASSTIASMNAGPGMQSPSSYONSTYGLNMSSPPHGSPGLGSNQQON
IMISPRNRGSPKMASHQFSPVAGVHSPMGSSGNTGSHSFSSSSLSALQAISEGVGTSLLS
TLSSPGPKLDNSPNMNISQPSKVNSQDSKSPLGLYCDONPVESSMCQSNSRDHLSDKESK
ESSIEGSENQRGPLESKGHKKLLOQLLTCSSDDRGHSSLTNSPLDSSCKDSSISVTSPSGV
SSSTSGGVSSTSNMHGSLLOEKHRILHKLLONGNSPAEVAKITAEATGKDTGSAASGVEG
SVKQEQLSPKKKENNALLRYLLDRDDPSDPLSKELQPKVEGVDNKGSQCSSSAVPSSSQE
KDAKIKTEANEEGSGDLDNLDAILGDLTSSDFYNNSVSTNGSNLGTKQOMFQGTNSLGLR
SPQSVQSIRPPYNRAVSLDSPVSVGSSPPVKNISAFPMLPKQPMLGGNPRMMDSQENYGS
TMGGPNRNVTVNQTASSGDWGLPSSKTSRMEPLSSNSMGRPGADYNASLPRPAVSGSMPT
LPLRSAGIPGARPALPPQQPPOOOMLOMRPGEIPMGVGVSPYGQAAPSNQPGSWPDGMLS
VEQGSHGTONRPLLRNSLDDLLGPPSNLEGQSDERALLDQLHTLLSNTDATGLEEIDRAL
GIPELVNQGQALESKQDAFQGQEAAVMMDOKAALYGQTYAAQGPPMOGGENLOGQSPSEN
SMMNOMSQQGSFPLQGMHPRANIMRPRTNTPKQLRMOLOORLOGQQFLNQSRQALEMKME
NPTAGGAAVMRPMMOPQVNPQOGFLNAQMVAQRSRELLSHHFRQQRVAMMMOQQQQQOQQ
QOOTOAFSPPPNVTASPSMDGVLAGPVMPOAPPQQEFPYPPNYGMGQQPDAAFGRVSSPPN
AMMPSRMGPSONPMMQHPQTAPMYQSSETIKGWPSGNLARNSSFPOOPFAHQGNPAAYGMV
HMNGSSGPMGQVNVNPMPMSGMPMGPDQ

>Myotis lucifugus NCOA3 (ENSMLUP_ 383)
MSGLGENSLDPLVPDSRKRKLPCDTPGQGLTCSGEKWRREQESKYITEELAELISANLSDT
DNENVKPDKCAILKETVROQIRQIKEQGKAISNDDDVQKADVSSTGQGVIDKDSLGPLLLQ
ALDGFLFVVNRDGNIVEVSENVTQYLQYKQEDLVNTSVYNILHEEDRKDFLKNLPKSTVN
GVIWTNETQROKSHTENCRMLMKTPHDIVEDMNTSPEMRORYETMQOCFALSQPRAMMEEG
EDLQSCMICVARRITTGERAFPSNPESFITRHDLSGKLVNIDTNSLRSSMRPGFEDIIRR
CIQRFFSLNDGQSWSQKRHYQEAYTIHGHAETPVYRFSLADGTIVTAQTKSKLFRNPVTND
RHGFVSTHEFLOSREQNGYRONPNPVGQGIRPPAAGCNSVGGMSMSPNQGLOMLNSRAYGL
ADPGTTGOMSGARYGASSNIATMNPGPAMQSPSSYQNNNYGLNMSSPPHGSPGLGSNQON
IMISPRNRGSPKMASHQFSPVADPGVHSPIGSSGNTGSHSEFSSSSLSALQAISEGVGTSL
LSTLSSPGPKLDNSPNMNITQPSKVNSQODSKSPLSLYCDONPVESSMCQSNSRDHLNDKD
SKESSVEGSENQRGPLESKGHKKLLOQLLTCSSDDRGHSSLTNSPLDSSCKDSSISVTSPS
GVSSSTSGGVSSTSSMHGSLLOQEKHRILHKLLONGNSPAEVAKITAEATGKDTSSATECV
EGNVKQEQLSPKKKENNALLRYLLDRDDPSDTLSKEVQPKVEGVDNKMSQCSSSTVPSSS
QEKDAKIKTEANEEGSGDLDNLDAILGDLTSSDEFYSNSVSTNGSNLGTKQOMFOGTNSLG
LRSPQSVQSIRPPYNRAVSLDSPVSVGSSPPVKNITAFPMLPKOPMLGGNPRMMDSQENY
GSNMGGPNRNVTMNQTPSSGDWGLSNSKASRMESMSSNSMGRPGADFNASLPRPTMGGSM
PTLPLRSNSIPGARPMLOQOQOQOOQOQORPGE IPMGMGVSPYGPAAPSNQSGSWPDGMLSME
QGPHGTONRPLFRNSLDDLLGPPSNLEGONDERALLDQLHTLLSNTDATGLEETIDRALGI
PELVNQGOQALEPKQDVFQGQEATVMMDOKAAFYGOMYPAQGTPMOGGENLQGQSPSENSM
MSQOMNQOGNFPLQOGMHPRANLMRPRTNTPKQLRMOLOORLOGOQFLNQSRQALEMKMENP
TAGGAAMMRPMMQOPHILYKQGFLNAQMVAQRSRELLSHHFRQQORVAAMMMOOQOOQOQQQOQ
QTOAFSPPPNVTASPSMDGVLAGPAMPOAPPQOFPYQPNYGMGQQPDPAFGRVSSPPNAM
MSSRMGPSONPMMOHPHTAPMYQSSEMKGWPSGNLARNSSFPQQOFAHQGNPAYNMVHMN
GSSGPMGOMNMNSMPMSGMPMGPEQKYC

>Monodelphis domestica NCOA3 (ENSMODP 20305)
MSGLGENSLDPLTTDSRKRKLPCDTPVQGLTSSGEKWRREQESKYLEELAELISANLSDI
DSENVKPDKCAILKETVRQIRQIKEQGKAASIDDDVQKADVSSTGQGVIDKDSLGPLLLQ



ALDGFLEFVVNRDGTIVEVSENVTQYLOYKQEDLVNTSVYSILHEDDRKDEFLKNLPKSAVN
GDPWTSETPRQKSHTEFNCRMLVKTVHDILDDVGNSPDMROQRYETMQCFALSQPRAMMEEG
EDLOSCMICVARRLTAVERVFPSNPESFITKHDLSGKVITIDTNSLRSSMRPGFEDIIRR
CIQRFFSLNDGQSWSQKRHYQEAYIQGHAETPVYREFSLADGTIVSAQTKSKLERNPVTND
RHGFLSTHFLOQREQNGYRPTSNPVGONIRAPTVGCSSSVGGMNMSPNQSLPIQNRPYSLG
DPNAVGOMSGIRYGAPNNLNSINLGPGMQSSPYQONNNYGLTMNSPPHGSPGLGSNQQONIM
ISPRNRGSPKMPSHQFSPVPGMHSPMGSTSNTGGNSFSSSSLSALQATISEGVGTSLLSTL
SSPGPKLDNSPNMNINQOSKVGSQDSKSPVGLYCEQSQVESSICQVNSRDHPCDKDSKET
GVEGPENQRGPLESKGHKKLLQLLTCSSDDRGHSTLTNSPLDPGCKDSASSVTSPSGVSS
STSGGVSSTSNMHGSLLOEKHRILHKLLONGNSPAEVAKITAEATGKDTSSAASSEGIVK
QEQLSPKKKENNALLRYLLDRDDPNDSISKDMKPKVEGVDNKMGQCNSSSLPISNQEKE T
KVKTEQNEEVSGDLDNLDAILGDLTSSDEYNNAMSTNGNNLANKQOMYQGSTPLGLRSPQ
SLPSARPPEFNRAVSLDSPIPVGSSPPVRNVNTFPMLPKQPVVSGNSRMMDTQENETSNMV
LGGRNKNFFLTLLPPGEGVEFPIFKVAGRDQTPVSLGGPGPVYNFFFPSPPRGGIFPVLPFE
RPNGIPGPGPFLPROMFQRGPGEIPMGMGVNAYGQTGPSITPGSWPDNMLTMDQGPRGTQ
NRALVRNSLDDLLCPPPNIEGQSDERALLDQLHTLLSNTDATGLEEIDRALGIPDLVNQG
QALEAKQESFQSQESAVMIDOKSALYGQSYQAQSAVIQGSFSSLOGOOOSEFNTMMNQOMSQ
OGNFPLOGIHPRANMMRPRTNTPKOLRMOLOORLOGOOFLNOSROQALEMKMETPPTSGAT
VMRPVMQAQVNSQOGFLNAQMVAQRSRELISHHIRQHRMAVMMOQOQOOOQOTOQOOQOTOA
FSPPPNVTASASIDGALAGTPMPQAPPQQFSYPPNYGMSQQSDPAFSRVSSPPSAMMSAR
IGASONPMMQOHPQATPMYQSPEMKGWPSGTLSRNSSFPQQQFPPQGSPAPY SMMHMNGNS
GHIGQOMNMNSMSMSGMPMGPDQKYC

>Gallus gallus NCOA3 (ENSGALP_ 7263)
MVRMSGLGESSLDSLTNESRKRKPLPCDTPGASLTCSGEKRRREQESKYIEELAELISAN
LSDIDNFNVKPDKCAILKETVRQIRQIKEQGKAVSNDDEVQKADVSSTGQGVIDKDSLGP
LLLQALDGFLEVVNRDGNIVFVSENVTQYLQYKQEDLVNTSVYGILHEEDRKDFLKNLPK
SSVNGVAWTNDAPRQKSHTFNCRMMVKTSHDLLEDVGSHQDTRORYETMQCFALSQPRAM
MEEGEDLQSCMICVARRIATAERVEFPTNPESFITRHDLSGKLVNIDTNSLRSSMRPGEFED
TIRRCIQRFLCHNDGQSWSNKRHYHEAYTQGHAETPLYRFSLADGTIVTAQTKSKVFRNP
VINDRHGEVSTHFLQREQNGYRPNPNTVGONIRTTVAGNTNSVGLMNMS PGOGMPMQONRN
YGMGDPSTVGQLNSSRYGGPGNMGPVNSGPGMQSSAYQSNSYGLNISSPPHGSPGLTSNQ
QNLMISTRNRGSPKMNSHQEFSPVTGMHSPMGSASNTSNSTEFSSSSLSALQAISEGVGTSL
LSTLSSPGPKLDSSPNVSIAQONKANNODSKSPSGLYCEQNQVESSICQSNSRDVLSEKD
SKDGSLDASESQRGQSESKGHKKLLOLLTCSSDERGHSTASNSPLDSNCKESSTNVTSPS
GVSSSTSGGVSSSSNVHGSLLOEKHRILHKLLONGNSPAEVAKITAEATGKDTYHDTSNT
VPCGESTVKQEQLSPKKKENNALLRYLLDKDDVKDPLSKELKPKVENVDNKMGQCSSSTT
PTSSQEKEMKIKTEPTEEMSGDLDNLDAILGDLTSSDFYNNAMSTSGNNEFGMKQALFQGN
ASLTGMRSPQSVQAARPPFNRAMSLDSPVGSGASVRNVNAFSMLOKONLMGGSPRMTENQ
ESFGANIASTPNRGVSMNQHQSGDWGLPNSKVNRLEPTSSTSMLRQGAEFSASLPRPTAG
GSMPGLPVRSNSIPGTRPMLOOOMMHMRSNE INIGMGGNPYGQTGPTSQPGSWPDSMLSM
EQASRGLONRQLVRNSLDDLLSAAPSVEGONDERALLDOQLHTLLSNTDVTSLEEIDRALG
IPDLVNQGQTLEPKQODSFQGQESTVMMDOKPSLYGQOPYQGQGTALPGGENNIQGQQPSEN
SVMNQOMSQONNFPLOSMHPRANAMRPRTNTPKQLRMOLOORLOGOQFMNQTRQALEMKME
NPGSSNSSVMRPVMOPQVGSQQOGFLNAQMVAQRNRELT SHHFRQOQRMAMMMQQQQPOAF
SPPPNVTASGSMDSGLTGPPMAQVPPQOFSYPPNYGISQQPDPAYSRVSSPPNPMMASRI
GPSONPMMQHPQTAPMYQSPEMKGWPSGSMARSSSFPQOQFSHQGNPATY SMMHMNGSSG
HIGOMNITTVPMSGMPMGPDQKYC

>Anolis carolinensis NCOA3 (ENSACAP 16172)

MIRMSGLGENSLDSMTSDSRKRKPLPCDTPGPGLICSGEKRRREQESKYIEELAELISAN
LSDIDNFNVKPDKCAILKETVRQIRQIKEQGKAASADDDVQKADVSSTGQGVIDKDSLGP
LLLOALDGFLEVVNRDGNIVEFVSENVTQYLQYKQEDLVNTSIYSILHEEDRKDFLKNLPK
SAVNGVSWTNEAPRQKSHTFNCRMMVKTIHDLLEDVGSNQDTHQRFETMQCFALSQPRAM
LEEGEDLQSCMICVARRISAMERVFSPNTESFVTRHDLSGKLVNIDTNSLRSMKPGCEDT
IRRCIQRFLCONEGQPWSNKRHYQEAYIQGHSETPFYRFSLADGTIVIAQTKSKLERNPV
TNDRHGFISTHFLQREQONGYRPNPGSMGONIRAPTTGGTNSGGGVMNMLPGONMPLQONRT
YGMGDPNLMGOMSSARYGAHGNMGSMNAAPGMQOSSPYQSNYGLNMSSPPHGSPGLNSSQQ
NLMISPRNRGSPKVNSHQYSPVTGVHSPMGPASNTSNNEFSSSSLSALQATISEGVGTSLLS
TLSSPGPRLDNSPNMNVSQQSKMGNQDSKSPPGIFPEQNQVESSMCQSNSRDSLGNKDSK
DESLEGSDQRGPAESKGHKKLLQLLTCSSEDRGHSTLSNSPLDSTCKDSSTNATSPSSGV



SSSTSGGVSSSNMOQEKHRILHKLLRNGNSPAEVAKITAEATGKDTYHDSSTVSCGEGMVK
QOEQMSPKKKENHALLRYLLDKDDAKDSLSKDIKPKIECLDSKMGQCCNSAIPTSSQEKEM
KIKTEPTEEMSGDLVDNLDAILGDLTNSDFCSNPISTNGSNIGNKQPLCQGTVPLGMRSP
QPVONTRPPEFNRAMSLDSPISVGSSAPVRGINAEFSMLOKQSMMGGSPRITENQENFATNM
GGSSRNMPMNQHSASDWSVONSKVSRIEPTSAGSMTRPGADCNLSLSRSSVGGSMPGLPM
RSNSMPGTRTMLQQOMIHMRPNE INMGMGGNPYVHPGPSNQPNAWPDSMLSVEQGPRGSQ
NRQLVRNSLDDLLYSSPTVDGQSDERALLDQLHTLLSSTDVTSLEEIDRALGIPDLVNQG
QPLEPKQEPFHGQEPAVMIEQKPPMYSQPYQGOGAAIPGGEFSSMOGQQAAFNSVMNQOMNQ
QOSNEFPMONMHPRANVMRPRTNTPKOLRMOLOORLOGOOFLNQTROQTLDIKMENPNPGNAS
VMRPVMPPOMGSQQQGFLNAQMVAQRNRELISHHIRQORMAMMMOQOQOQOQQSQTEFSPPPNV
TASGSMDGAVAGPPMAPVPPQQOFSYPSNYGMNQPPDPAFSRVSSPPNPLMAQRMGPSQNP
MMQOHPQATPMYSSPEMKGWPSGSMARSSSFPQQOFSHPGNPAAYNMLHMNSNGGHLGPMN
INTMPMSGMPMGPDQKYC

>Xenopus tropicalis NCOA3 (ENSXETP_ 7533)
CVFTMSGLGENSLDPLAAETRKRKPSSCDTPGPGLTCSGEKRRREQESKYIEELAELISA
NLSDIDNENVKPDKCAILKETVRQIRQIKEQGKASSNDDDVQKADVSSTGQGVIDKDSLG
PLLLQALDGFLFVVNREGSIVFVSENVTQYLQYKQEDLVNTSVYSILHEEDRKDFLKNLP
KSTVNGVPWSSETPROQKSHTENCRMLVKTSHDHLEDGSGNLDTRQRYETMQCFALSQPRA
MIEEGEDLQSCMICVARRITTVERVFSANPESFITRHDLTGKVVNIDANSLRSSMRPGFE
DTIRRCIQRFLCHSDGOPWTYKRHYQEAYVHGHSETPLYRFSLADGTIVTAQTKSKLEFRI
PVTNDPHGFVSTHFLOREQNGYRPNPNPMAQNIRPPVNPNPPNTMNAMPPOAMQQQONRNY
GMGDPNSMAQMPGMRYKSPGNMAPVNQPPGVQQOSPYQONNSNYGLNMNSPPHGSPGMNSNQ
PNLMVSPRNRASPKMASNQFSPVPGMNSPMGSSGSAGGGSFSSSSLSALHAISEGVGSSL
LSSLSSPGOKVENNTNMNMPQQGKIGNQDCKSPSGLYCEQGQVESSVCQSSGREHLGEKD
VKENILEASDSQRSQAESKGHKKLLOLLTGSSEDRGPSLMSSSSIDCKDSSTNVTSPSGV
SSSTSTGVSSTSNLHGSMLOQEKHRILHKLLONGNSPAEVAKITAEATGKETVSSAPCTEA
TVKREQLSPKKKENNALLRHLLDKDDWKDPLSKDIKPKVEHMDAKMGPCSSSSVPTSSQD
KEVKIKTEPADEVPGDLDNLDAILGDLAGSDFYNNSMSSRASDHGPKQPVEFQDSPTLGMR
SPDSVHGSRPPFNRATISLDSTMPGNSTPPVRNVNSFPMLPKQGMMGS PRMMDGQODNFGVS
GSGPNRSMNQHPGGEWAMONAAVNRLEPPNAGNVGRPGPDYSTAMPRPAMGGNMPGLPAR
SNSIPGSRPVLOQOMLPMMLGPNEMAMGMGSNPYGQQAPSNPPGSWPDGMMIDQGHGGTQ
ARQLGRNSLDDLLCPPSTVEGQTDEIALLDQLHTLLSNTDATGLEEIDRALGIPDLVSQG
QALEPQODSYQPQOGSPVMIDOKPPMYGQOPYAGQGTAMAAAGENAMOGOHPPENSVMGQOMN
QOOGNFPLQGMHPRANLMRPRNNIPKQLRMOLQQRLOGOQFLNONROQALEMKVETMNPGG
AGVMRPVMQTPVSQQGEFLNAQMVAQRNRELISHQIRQHRMAMMMOOQQQGOPOTEFSPPPN
VTATASMDNPLGGPPMPQAPPQQFSYPPNYGMNQQADPTFGRVSSPPNAIMSSRMAPSQN
PHPQTAQMYPSPDMKGWPSGNMTRPNSFPQQQYSHOANPATYNMMHMNGNGSHMGQ INMN
SMPMSGMPMGPDQKYC

>Danio rerio NCOA3a (ENSDARP 102117)

MSGVGENSLEPLCSDRKRKLSTCDTPGQGCDKRRREQESKYIEELAELISANLSDIDSEN
VKPDKCAILKETVRQIRQIKEQGKSSCGDDDVQKADVSSTGQGVIDKDHLGPLLLQALDG
FLEVVSREGSIVEFVSDNVTQYLQYKQEELINTSIYNILHEEDREELHKNLPKSNGPNSVS
WGGDSSRQKSHTEFNCRMLVKFGHGGPGGEEGAGGPRYETMQCFALTQPKAMMEEGEDLQS
CMICVARRVTAVERTERFSTRHELSGKLIEIEQQOSLLHTTMRPGWEDLVRRCMOMFLHRS
EGQPWSYKRHYHEAYVHGRAETPPYRFSLSDGTPVTAQTRSELCRNPVTSDPHTEFLSTHL
LOREQNGYRPNQGGVMRSVMGNANPNAQOMGMGNTRGYGMNEQGHMGPRGGAMY GPGNRMN
OMNPMHQMNQMNQMNSMNQMNMNQMNCMNQOMGSMNOMNOMNQMNSMNQMGHPGMNQHQQG
QFHGGGGYGMVMTSPSQGSPGMNPGOQONLMGSPRIRGSPKMGASPFSPGGMHS PMGPVGM
GGSSGSSGPSVGNTFSSSSLNALQATISEGVGSSLPSALNSPAHKSDSSPNINSTQSSQQG
PIGNNKPITSDSKSPSSAHSTGLDQQQOASSTENTDKPDSQSNKDGSAGGEVNRRVPDGKG
HKKLLQLLTSPTEEIGIGTATSGPVPGRASTPMGSDPKETGSGMMSPSSTGVSSSSGSSS
GNNVNQQOSSGGVSSTACPSGHHSTHTLQEKHKILHKLLONGNTPDDVARITAEATGKSSL
SSEHPGAEGRNLELKQEQHSPKEGKKPQALLHYLLNKDDSKEPGATEVKPKLEELEARGA
SGGQGAGVTTSSSSNQESKVKLEQPDELESLESILGGLRNPGPGMEFVDSGSGGSEVGNKQ
GNGPNSTAHDREGVGMGSGQRVPFQRAVSVDGKPMSGPGMTGRKSAPSSLVKQEHTDSQT
GMGGPNRLMGMPNRPPMAGAGDWMSSSGSPAGSVGHPGMGRPGMDHNPKSMMGGPMV SRS
NSVPATRSMLQQQILMEMGPYDVGMGMNSFRGQAPPPQSPSWPDSGMGMEGPPSANRLPIN
SPLDELLAPPSTSEGQSDERALLDQLDSLLNNTDVIALEEIDRALGIPDLINQGHSSDQP
PPSDPFSGPCLGPDSSMGMEPPKAMYGQGYPGPPSMGMQOGGYGPGPNPGAGPGPGPMQGQ



SGPGENPMMSQMNQQGGEPGMGGMGPMHPRANMMRNRVPQAKPLRLOLOORLOGQQFLNQ
SROAMGMRPDASPAGNPGMRPSMQPGMGGQPGFLNAQMMAQRSREMLNLQTEMRRQRMMM
MMOQOQOOQOQOOVAAGGESPPPNVTAPTGMDNPMAGPPMSQPGOOAFNYGGNYGIGQQGDP
SEFVGTGSSPPNNMMSGRMGGPONPMMQOHPQSNPMYQSAEMKGWGQGPMPMNNSYPQQQQ
YPOOGAPGQYGGMMMNGSMQGGVNGNGAGOMPPMOGOMGMNTMGMGRMPMGPDQKYC

>Danio rerio NCOA3b (ENSDARP 142017)
MSGVGENSLEPLCSDRKRKLSTCDTPGQGCDKRRREQESKYIEELAELISANLSDIDSEN
VKPDKCAILKETVRQIRQIKEQGKSSCGDDDVQKADVSSTGQGVIDKDHLGPLLLQALDG
FLEVVSREGSIVEFVSDNVTQYLOYKQEELINTSIYNILHEEDREELHKNLPKSNGPNSVS
WGGDSSROKSHTENCRMLVKEFGHGGPGGEEGAGGPRYETMQCFALTQPKAMMEEGEDLQS
CMICVARRVTAVERTERFSTRHELSGKLIEIEQQSLLHTTMRPGWEDLVRRCMQMFLHRS
EGOPWSYKRHYHEAYVHGRAETPPYRFSLSDGTPVTAQTRSELCRNPVTSDPHTFLSTHL
LOREQONGYRPNQGGVMRSVMGNANPNAQMGMGNTRGYGMNEQGHMGPRGGAMY GPGNRMN
QMNPMHQOMNQOMNOMNSMNQMNMNQOMNCMNQMGSMNQMNOMNOMNSMNQMGHPGMNQHQQG
QFHGGGGYGMVMTSPSQGSPGMNPGQONLMGSPRIRGSPKMGASPEFSPGGMHS PMGPVGM
GGSSGSSGPSVGNTFSSSSLNALQAISEGVGSSLPSALNSPAHKSDSSPNINSTQSSQQG
PIGNNKPITSDSKSPSSAHSTGLDQOOASSTENTDKPDSQSNKDGSAGGEVNRRVPDGKG
HKKLLOLLTSPTEEIGIGTATSGPVPGRASTPMGSDPKETGSGMMSPSSTGVSSSSGSSS
GNNVNQQSSGGVSSTACPSGHHSTHTLOEKHKILHKLLONGNTPDDVARITAEATGKSSL
SSEHPGAEGRNLELKQEQHSPKEGKKPQALLHYLLNKDDSKEPGATEVKPKLEELEARGA
SGGQGAGVTTSSSSNQESKVKLEQPDELESLESILGGLRNPGPGMEVDSGSGGSEVGNKQ
GNGPNSTAHDREGVGMGSGQRVPFQRAVSVDGKPMSGPGMTGRKSAPSSLVKQEHTDSQT
GMGGPNRLMGMPNRPPMAGAGDWMSSSGSPAGSVGHPGMGRPGMDHNPKSMMGGPMV SRS
NSVPATRSMLQQQLMEMGPYDVGMGMNSFRGOQAPPPQSPSWPDSGMGMEGPPSANRLPIN
SPLDELLAPPSTSEGQSDERALLDQLDSLLNNTDVIALEEIDRALGIPDLINQGHSSDQP
PPSDPFSGPCLGPDSSMGMEPPKAMYGQGYPGPPSMGMQGGYGPGPNPGAGPGPGPMQGQ
SGPGENPMMSOMNQQGGEFPGMGGMGPMHPRANMMRNRVPQAKPLRLOLOQRLOGOQFLNQ
SROAMGMRPDASPAGNPGMRPSMQPGMGGQPGEFLNAQMMAQRSREMLNLQTEMRRQRMMM
MMQQOOOOOQQQVAAGGFSPPPNVTAPTGMDNPMAGPPMSQPGQQAFNYGGNYGIGQQGDP
SEFVGTGSSPPNNMMSGRMGGPONPMMOOHPQSNPMYQSAEMKGWGQGPMPMNNHPETVMK
MCEYNFIPPATAISPAGGARTVWWNDDERLHAGGCEWQRCRTDAPNAGPDGHEHHGHGTH
ANGT

>Takifugu rubripes NCOA3a (ENSTRUP 10584)
MSGLGENSMEPLSSENRKRKLSTCDTPGLGCERKRREQESKYIEELAELISANLSDIDSF
NVKPDKCAILRETVRQIRQIKEQGKASSSDDDVQKSDVSSTGQGVIDKDHLGPLLLQALD
GFLEFVVNREGSIVEFVSDNVTQYLQYKQEELINTSVYNILHEDDREELHKNLPKTNLNGVS
WGGETARQKSHTFTCRMLVKFGHGSMEEGPGGPRYETMQCFALTQPKAMIEEGEDLQSCM
ICVARRVTAMERTESFSTRHELSGKLIQIDONSVRASMRPGWEDLLRRCIQMFLQHSDGQ
PWSHKRHYHEAFLOQGHAETPLYRFSMSDGTPVTAQTKSKLYRHPMSNEPQGFISTHLLQR
EPNGYRSAQSGNMMPNTMROQQGMGGPQMNPQOMSMNPGGGMGGMGGMSRGFGMSEQGHMGH
MGPMGGGSMNQMGPMNQQHPQQOPPFQSSGGFGLSGMNSPSGSPRMSGPQOQGLLMSPRNRG
SPKMGANQFSPGAGLHSPMSGIGSGLGSGGSGTTFSSSSLNALQAISEGVGSSLPSTLTS
PSPVLKPDSSPSTIHSSSSSCPGDHHHPVHHHHHLQHPQAESSGDRPDSQATAAPKESGEG
SSEAGLASSEPQRRVPDSKGHKKLLQLLTSPTEELGIGGSGPTAPPLQPPPTSSNTPASS
DSKDPTGGMTSPSSTGVSSSSATIVNQGQASAVASLSSAHYTGSLQEKHKILHKLLONGNT
PDEVAKITAEATGKVTLGSQEGGEGGAAGTGGGAGPGMTETKQEQHSPKKEKTHALLHYL
LNKDDSKEPADVKPKMEELDGKVAPGAVGGPVRAGPGSGPSSVPDHPESKIKSEPPDDLH
NLESILGVLSGSGSDLFPDQTGGGGANDAGNKPQGCLDDNLRVFRPGSPGIGPGPQGPFQ
RSMSMDGKPPGGPGGAGRRPMLIKQENMMGSPDGYPGNMGVCRSPMGRGMVPQRSPMGGS
GDWGMPRSSASPVGSMMRPGLEYTNNKAMMSGPMVGRSNSVPGTSSMLQROMNRLWGLGG
SADMGMGMSPENQQGQPSQSPSWSDPMMGMEGNRRQFGNTLDDLLVPPTTSEGQSDERAL
LDQLDSLLNNTDGIALEEIDRALGIPDLVSQTQGAEPPIESFPGQDPAMVLDQKPIYGQG
YPGPPAMPMQPGYGGNPMQOGQAPQGGFGPMLSQOMGQGGSYPGMGAMGGMGHPRANMMRPR
MMAANKPMRLOQLOORLOGQOQFMNQTRQGMAMKMENMGNPGMRPAMQPGMGGQPGFLNAQM
MAQRSREMVTMQOMRRQOQRMMMLMQQQQQOAGAAAGGFSPPPNVTAPGGMDNPMGGPSMGQPG
POQFGYGGNYGMGQQGDPSFGPSGGSPPNAMMPGRMGPONPMMQQHPQGGPMYQGTDMKG
WGQGGMARNSSYAQQOQFGQQGNPGQYGGMMMNGGMPPNGGGGHMGOMGGQOMGMNPMAMGR
MPMGPDQKYC



>Takifugu rubripes NCOA3Db (ENSTRUP_ 10582)
MSGLGENSMEPLSSENRKRKLSTCDTPGLGCERKRREQESKYIEELAELTISANLSDIDSF
NVKPDKCAILRETVRQIRQIKEQGKASSSDDDVQKSDVSSTGQGVIDKDHLGPLLLQALD
GFLFVVNREGSIVEVSDNVTQYLQYKQEELINTSVYNILHEDDREELHKNLPKTNLNGVS
WGGETARQKSHTFTCRMLVKFGHGSMEEGPGGPRYETMOQCFALTQPKAMIEEGEDLQSCM
ICVARRVTAMERTESFSTRHELSGKLIQIDONSVRASMRPGWEDLLRRCIQMEFLQHSDGQ
PWSHKRHYHEAFLQGHAETPLYRFSMSDGTPVTAQTKSKLYRHPMSNEPQGEFISTHLLOR
EPNGYRSAQSGNMMPNTMRQOGMGGPOMNPQOMSMNPGGGMGGMGGMSRGEFGMSEQGHMGH
MGPMGGGSMYGGGGSGGGGNRMMOMNOMGPMNQSSGGEFGLSGMNSPSGSPRMSGPQOGLL
MSPRNRGSPKMGANQFSPGGLHSPMSGIGSGLGSGGSGTTEFSSSSLNALQATISEGVGSSL
PSTLTSPSPVLKPDSSPSTIHSSSSSSQLTQTAKGGPDGSKSPAGGLGPESSGDRPDSQAT
AAPKESGEGSSEAGLASSEPQRRVPDSKGHKKLLOLLTSPTEELGIATGVSSSSAIVNQG
QASAVASLSSAHYTGSLQEKHKILHKLLONGNTPDEVAKITAEATGKVTLGSQEGGEGGA
AGTGGGAGPGMTETKQEQHSPKKEKTHALLHYLLNKDDSKEPADVKPKMEELDGKVAPGA
VGGPVRAGPGSGPSSVPDHPESKIKSEPPDDLHNLESILGVLSGSGSDLEFPDQTGGGGAN
DAGNKPQGCLDDNLREKASKGPEIRNLIQLMSDHFYLIFRPGSPGIGPGPQGPFQRSMSM
DGKPPGGPGGAGRRPMLIKQENMMGSPDGY PGNMGPMGRGMVPQRSPMGGSGDWGMPRS S
ASPVGSMMRPGLEYTNNKAMMSGPMVGRSNSVPGTSSMLOROLIGGGSADMGMGMSPENQ
QGQPSQSPSWSDPMMGMEGNRRQFGNTLDDLLVPPTTSEGQSDERALLDQLDSLLNNTDG
IALEEIDRALGIPDLVSQTQGAEPPIESFPGODPAMVLDOQKPIYGQGYPGPPAMPMOPGY
GGNPMQGQAPQGGEFGPMLSOMGOGGSYPGMGAMGGMGHPRANMMR PRMMAANKPMRLOLQ
QORLOGQONSLALLNPHSSVMASVHANLQPGFLNAQMMAQRSREMVTMOMRRQRMMMLMOQ
QOQAGAAAGGFSPPPNVTAPGGMDNPMGGPSMGQPGPQOQFGYGGNYGMGQQGDPSFGPSG
GSPPNAMMPGRMGPQONPMMQOHPQGGPMYQGTDMKGWGQGGMARNSSYAQQQFGQQOGNPG
QYGGMMMNGGMPPNGGGGHMGOMGGOMGMNPMAMGRMPMGPDQVCNTVLIPRCEPNNLGV
FRVNKGHERTKRRHC

>Tetraodon nigroviridis NCOA3a (ENSTNIP 15572)
ARTMSGLGENSMEPLSSETRKRKLSTCDTPGLGSSCRCERKRREQESKYIEELAELISAN
LSDIDSFNVKPDKCAILRETVRQIRQIKEQGKASSSDDDVQKSDVSSTGQGVIDKDHLGP
LLLOALDGFLEVVNRDGSIVFVSDNVTQYLQYKQEELINTSVYNILHEDDREELHKNLPK
TTLNGVSWGGETARQKSHTFTCRMLVKFGHGPAEEGPGGPRYETMQCFALTQPKAMIEEG
EDLQSCMICVARRVTATERTESFSTRHELSGKLIQIDONSVRASMRPGWEDLLRRCIQMF
LOHSDGQPWSHKRHYHEAFLOQGHAETPLYRFSLSDGTPVTAQTKSKLYRHPMSNEPQGFEF T
STHLLQREPNGFRSAPNAMRQPAMGGPAINMTPGGGMGGMSRGFGMNEQAHVGPMGGAAM
SHPGOAMQPHPQPHPQQPPFQSSGGFGLGGMNSPSGSPRMSGPQQGLLMSPRNRGSPKMG
ANQFSPGAGIHSPMSGIGSGLGSGGGGTTFSSSSLNALQAISEGVGSSLPSTLTSPSPVL
KPDSSPSIHSSSSLSQLTQTAKGGLDGSKSPAGGLGPGPGPQAESSGDRPDSQATASVKE
PGEGGSDAGVAGSEPQRRVPDSKGHKKLLOLLTSPTEELGMGGGSTTPAGSDSKDPAGGM
TSPSSGVSSSSSSGVNPGPASAAASLASAHYTGSLOEKHKILHKLLONGNTPDEVAKITA
EATGKVTLGGQEGGEAGVAGTGAGSAPGMPETKQEQHSPKKEKPHALLHYLLNKDDSKEA
ADVKPKLEELEGKAAPGGPVRPGPGPGSAPDHPEIKIKSEPPDDLHNLESILGVLSGSGP
DLFPDQTGGGGANEGGNKPQGCLDDNLRGSPGIGPGPQGPFQRSMSMEGKPPGGPGGAGR
RPMLVKQENMMGSPDGYHGNMGPMNRGMVPQRSPMGGSGDWGMARSSASPLGSMMRPGLE
YSSSKSMMVGRSNSVPGTTSRLOQQOLALATLCGGSADMGMGMGPFSQQGQPSQSPSWDPM
MAMEGNRRQEFGNTLDDLLVPPTTSEGQSDERALLDQLDSLLNNTDGIALEEIDRALGIPD
LVSQTQGAEPPIESFPGQDPAMVLDQKPLYGQGYPGPPAMPMQOSGYGGNPMQGQAQQGGFE
GPMLSQMGQGGNFPGMGGLGGMPRANMMRPRMMTANKPMRLOLOORLOGQQOYMNQTRONM
SMKMENMGNPAMRPGMQPGMGAQPGFLNAQMMAQRSREMVAMOMRRQRMMMLRAAAGGFE'S
PPPNVTAPGGMDNPMAGPNMGQPGPQQFGYGGSYGMGQQGDPSFGPSGASPPNAMMPARM
GPONPMMOOHPQGGAMYQSADMKAWGQGGMARNSSYAQOQFGQQOGNPGQYGAMMMNGGMP
ANGAGGHMGQOMGGQMGMNPMTMGRMPMGPDQKYC

>Tetraodon nigroviridis NCOA3Db (ENSTNIP 10107)

AVKMSGIGDNSLEPLCSDRKRKLSTCDTPGLGCDKRRREQESKYIEELAELTISANLSNID
SEFNVKPDKCAILKETVRQIRQIKEQGKSACSDDDVQKADVSSTGQGVIDKDHLGPLLLQA
LDGFLFVVNREGSIVEFVSDNVTQYLQYKQEELINTSVYNIIHDEDREEFHKNLPKSNVVS
NGAWGGETPROQKSHTFNCRMLVNTVHGONHGLTEERPPGGORYETMQCFALTQPRAMMEE
GEDLHSCMICVARRIIVVERTERFSTRHELSGKLVEIEQQASLHTTMRPGWEDLVRRCMQ
MFLHRTEGQSWSYKRHYQEAFHNGHAETPLYREFSLSDGTPVTAQTRTDLCRNPSNNEPHS
FLSTHFLORDONNYRGNQGGAMRPONMAVNNPNQQOMSVGGAMGMNRGYNMADQGNVSQRA



MPSYTGGNRMNPMNPMQOMNPMGGPVAGNYGMGMTSPTQASPAMNAPPHNVLSSPRVRGS
PKMGASPFSPLSGLNSPMSSSHPGNAGGGSTEFSSSSLNALQAISEGVGNPMPSPLTSPPP
QRPDSSPSINSTNVPTGPCKLPTYADSKSPGSSLGGGAEHPTQQHLHTPTGEVPPEKPDS
QASREVGVSGGESSRRVPDSKSHKKLLOLLTSPTDELVPPNHPPTSGPSSTPEAKDGPPT
VITSPSPSTGVSSSTGGNHSTVSSSGGAGQSSSQSLOEKHKILHKLLONGNTPDEVARITA
EATGKCALDSAAQEPAAVGTRGTELKQEQLSPKKEKPNALLHYLLNKDDSKEGSDIKPKL
DELEARGVQAAGVTSSDPHCINGKVKMEPPDEAETLETILGVSRSNSAFYPEPDSRTGKE
VGHKPDSLHGVEFKSPFPYLIHISSHHLSVLRAAYQRALSLDSKPMGGEGPAAAGGLAGR
RNVACPTLVKQENVEAPIRFGSVPNGFPGGGGGMGRGMAVPQORPPVSGPGDWGMTRPAS
TPVVRPGHPGMGRANPMAGPMISRSNSLPGNTRSMLQQKLMDMAANETSMSREGGPGPPP
QOSPSWQSSPLGVDGPQRNTSSRDQFGNPLDELLGPLTSSEGQSDERALLDQLDSLLNTAD
VGALQEIDRALGIPEIVGQQGHAQCPSAETFPGODTPLSMDOKPMYNQGYPGPPGPPAVN
MQOPGYGGSGMQGQPPGGESPMMNOMGQTGSFAGMAGMS SPNANMMRPRMMTATKPLRLOL
QORLOGOOFMNQTRQGVKMEHNPGGNPAMHPGVQPGMGAQPGEFLNPOMVAQRNREMMT IS
OMRRQRMMMLMQOOQGQGAAGGFNPPPNVTAPGGMDGPVGAPAMNQTGQQOGEFNYGANYGMS
QQGEPPFMAPGSSPPGNMMQGRMGGPONSMMSGMQATPQGGSVYPSGDMKGWPQGNMPRS
SSYSQAQFPQOQOGNONQFGNMMMNNSRQRPGOMGMNPMGMGRMPMGPDQKYC

>Gasterosteus aculeatus NCOA3a (ENSGACP 13262)
MSGVGDNLLEPLCADRKRKLSTCDTPGLGCDKRRREQESKYIEELAELISANLSNIDSEN
VKPDKCAILKETVRQIRQIKEQGKSSCSDDDVQKADVSSTGQGVIDKDHLGPLLLOQALDG
FLFVVNREGSIVEVSDNVTQYLQYKQEELINTSVYNIIHDEDREEFHKNLPKSNAPNGAS
WAGEAPRQKSHTFNCRMLVNFVHGPGHGLSEERPGGHRYETMQCFALTQPRAMMEEGEDL
QOSCMICVARRIIAVERTERFSTRHELSGKLIEIEQQTSLSTTMRPGWEDLVRRCMQOMFLH
RSEGQPWSYKRHYQDAFHNGHAETPLYREFSLGDGTPVTAQTRSDLCRNPNTNEPHSFLST
HLLQREQNSYRGNQVGSMRPONMAVNNPNQPMNMGPGGGMTMNRGYGMAEHGNMPQRGVP
PYAGANRMNPMNHMNPMHQGQFHGGGGGPGGGGYGMGMTSPPLASPGINGPPHNVMGSPR
VRGSPKMGASPEFSPGAGMNSPMGSGHPGNSGGGTTFSSSSLNALQATISEGVGNPMPSPLT
SPPAHKPDSSPSINSTNQAAGGPCKPSLPAYADSKSPGSSLAGGGEPQSQONPRTPTSEG
PPDKPDSQAGREAGPAGGESNRRVADTKSHKKLLQLLISPTDELVPPNHPPGSTPEAKDG
TAGVTSPSSSTGVSSSTGAVSSSGGTGPLTSQSLQEKHKILHKLLONGNTPDEVARITAE
ATGKSSLDPGAPEPGPAAAGAVRGSESKQEEQSPKKEKPHALLHYLLNKDDSKESADVKP
KQEELEGRGAQGAGVTSSDPHCMDGKVKMEPSDEAETLETILGVPRNNPGEFYPEPDSRAG
KDAGNKQGNGPDNLRDGERGPVPPAQRAPYQRALSMDAKPPAGGEGPEFPNGFPGGTAVGS
PRGHPTRGMGRGMGMPQRPPMSAPPDWGMPRSGGSPVAGQVHPGMGRSGPMGGPMINRSN
SVPGKTRSMLQOQLMDMGTNEANMGMS PFGGQGPPPRSPSWPDSAMGLDRPKAKSNRDQF
GHPLEELLGPRGHSEGPSDERALLDQLDSLLNTTDVIALQEIDRALGIPEIVGQGRCPPS
EPFTGSDSSIGMDQKPGYNQGYPGPPGPSSIGMQPGYGGNTMQGQSPGGFNPMMNQAGQA
AGFPGMAGMGGMGNPRANMMRPRMMSATKPLRLOLOORLOGQQOFMNQTROGMKMEHAPGG
NPAMQPGMQOPGMQPGMQPGFLNAQMIAQRSREMMTMOMRROQRMMMMRGEFSPPPNVTAPGG
MDASIGGPPMNQPGQQGFSYGGNYAGMNQOGDPSFMAPVSSPPGNMMQTTMMPGMQGNPQ
GGPMYQSGDMKGWPQGGMPRGNTYPQQQFPQOGNQGQFGPMMMNKQGOMOGQLGMNPMAM
GRMPMGPDQKYC

>Gasterosteus aculeatus NCOA3Db (ENSGACP 20073)

CTLPPPLCRCERKRREQESKYIEELAELISANLGDIDSEFNVKPDKCAILKETVRQIRQIK
EQGEWTRRAGGPREVKTEMTRAFRHVSCSLPVYPLLLYSLSVALSASLHVRASQSFAVFL
FSRVKQTVRGYNDERIMNECVEFTCLCQLKDCIFKKVLPVCVENSPPAASRARVESRGASC
TCQKETSGQLKAPDKALRQPWRKVGCLSEVCPPFLALPGSLPLKGDPLPLCVTVCVPLPP
AMRKLGTRPVRRLDEFSNALTGSHSHSLCKSMPPLLEFNNSLLYSPKSLIQTSQQRLPPTRA
PRWAPTFLOGHAETPLYRFSLSDGTPVTAQTKSKLYRHPMSNEPQGFISTHLLQREPNGY
RSAQGGSMMPNTMRQQGMGGPNPNAQMNMNTGGGMGNVGRGEFGMSEQGHLGHMGPMGGGS
IPPQHPPQHPQOHPOQHPLOHPFQSSGGFGLSGMNSPSGSPRMGGPQQGLLMSPRNRGSP
KMAANQFSPGVIFSPGMHSPMSGIVSGGGSGGGTTEFSSSSLNALQATISEGVGSSLPSTLT
SPSPAHKPDSSPSVHSSSALSSQPAKPGQDGSKSPAGGLGPGPGQAESSGDRPDSQATTA
TKESGEGGNEAGVASSEPSRRLPDSKGHKKLLQLLTSPTEELGMGGSGSSGPPVPPSTTS
ISTPAGSDTKDPSGAMSSAHYTGSLQEKHKILHKLLONGNTPDEVAKITAEATGKVTLGG
QEGGEAGSGGSGGGPGLVAEPKQEQOSPKKEKTHALLHYLLNKDDSKEPVDVKPKLEELE
GKAVTGSVRGGPGSAPEHPESKIKSEPPDDLHNLESILGDLRGSTSDEFYPDQAGGGGAND
TGGKAQGCLDDSLRAGSPGMGPGPRGPFQRALSMDGKPPVGPAGPGRRPMLIKQENMMGS
PDGYPGNMGPMNRGMVPQRSPMGGSGDWGMSRSSGSPVGHPSMMRQGMEYGNSKGMMSGP



MVGRSNSVPGSRSMLQQOQLMDMGTSRGSADMGMGMSPEFSQQGQOPNQSPSWPDTMMGMEGN
RROFGNTLDDLLVPPTTSEGQOSDERALLDQLDSLLNNTDGIALEEIDRALGIPDLVSQNQ
GSEQQOMEPFPGODQSMVLDOKPLYGQGYPGPPSMPLOSGYGGNPMOGQAQPGGEFGPMLSQ
MGQGGSEFPGMGGMGSMGHPRANMMRPRMMTANKPMRLOLOQORLOGQQFMNQTRQGMGMKM
ENPGGNPGMRPGMQPGMGGQPGFLNAQMMAQRSREMVTMOMRRORMMMLMOQOQQQAAAAA
AGGFSPPPNVTAPGGMENPMGGPNMGQPGPQOFGYGGNYGLAQQGDPSFGPSGGSPPGAM
IPGRLGPONPMMQOQHPQGGPMYQGADMKGWSQGGMARNSSYPQOQOFGPOQGNPGQYGGMMI
NGGMPASGGGGHMGOMGGOMGMNPMVMGRMOMGPDQKYC

>Oryzias latipes NCOA3a (ENSORLP 15195)
MSGLGENSMEPLSSENRKRKLSTCDTPALGFVCSSERKRREQESKYIEELAELISANLSD
IDSFNVKPDKCAILKETVRQIRQIKEQGKSSSNDDDVQKSDVSSTGQGVIDKDHLGPLLL
QOALDGFLEFVVNREGSIVEVSDNVTQYLOYKQEELINTNVYNILHEDDREEFHKNLPKSS
INGVSWGNEPVRQKSHTFTCRMLVKFGHAHGPMEEGPGGPRYETMQCFALTQPKAMIEEG
EDLQSCMICVARRVTAMERTESFNTRHELSGKLIQIDONSLRASMRPGWEDLLRRCIQMF
LOHSDGOQPWSHKRHYHEAFLOGHAETPLYRFSLSDGTPVTAQTKSKLYRHPMSNEPQGF T
STHLLQREPNGYRSAPGGGMMSNSMRQQGMGGPSPNTQMNVNPGGGMGMGGMGGMNRGE'S
MNEQGHMAHMAPMGGGSMYGGSGGAGGGGGGMGNRVMOMNONSGGFGLSGMNSPSGSPRI
GGPOOGFLMSPRNRGSPKMGANQFSPGAPGMHSPMGSIGSGGAGGGGTSTESSSSLNALQ
ATISEGVGSSLSSTLTSPPPAHKPDSSPSIHSSSSSSQPNQQGKPSQDGCKSPTGGLGPGD
HHLSTHHHHHQOHPAESSADRPDSQAATSTKESGEGSGEAGVTNSESQRRLPDSKGHKKL
LOLLTSPTEELGIGGSGTSGPPVPPPNSSRNDVGLDCKDASGGMTSPSSTGVSSSSAASS
QAAGOGSLQEKHKILHKLLONGNTPDEVAKITAEATGKVSLGGQESSEADSKQEQHSPKK
EKTHALLHYLLNKDDSKEPVDVKPKLEELEGKGPPGPTGGPLPEHPESKIKSEPSDDVRE
FOLHNLESTILGDLRGSSSDFYPDLAGGGVANRAGNKPQGCLDDGLOGSPVLGPGARGPFQ
RTLSMDGKPSIAPGGAGRRPMLIKQEKMMGSPDSYPGNLGPINRGVVPQRSPMGGSGDWG
MPCSNASAAGSAGHPSMMRPGMEYNSGKSMMPGPMVGRSNSVPGSRSMLOQQLMDMGKGG
YSKPKQRQQFORSYISFGILRGSSDMGIGMSPFSQQGOPTPSPSWPDSMMSMEGNRLRRQ
FGNSLDDLLVPPTTSEGQSDERALLDQLDSLLNNTDGIALEEIDRALGIPDLVSONQGPE
TLEPFPGQDOAMLLDQKPLYGQGYPGPPSMPMQSGYGGNPMOGOGOQGGFGPMLSQMGOG
GNEFPGMAGMGGMGNPRANMMRPRMMS PNKPMRLOLQORLOGQQEFMSQTRQGMGMKMENPG
GNPGMRPVPTVQPGFLNAQMMAQRSREVVTMOMRRQRMMMETGGEFSPPPNVTAPGGMDSP
MGGPNMAQPGPQOFGYSSSYGMAQQGDPSFGPSGGSPPNAMMPGRLGPONPMMQQHSQGG
PMYQGPDMKAWSQGGVGRNSASYPQOOFGQQGNPAQYGGMMMNGAMPSSGGGGHMGOMGG
QMGMNPMVMGRMPMGPDQVC

>Oryzias latipes NCOA3b (ENSORLP 17196)

MSGIGDNSLEPLRSDRKRKLSTCDTPGLGPAKSMMCDKRLREQESKYIEELAELISANLS
NIDSENVKPDKCAILKETVRQIRQIKEQGPSSCSDDDVQKADVSSTGQGVIDKDHLGPLL
LOALDGFLEVVNREGSIVEFVSDNVTQYLOQYKQEELINTSVYNITHDDNREEFHKNLPKPN
GPNGOWGGEAPROQKSHTEFNCRMLVNLAHGASHGLSEDRPGGQRYETMQCFALTQPRAMME
EGDDLQSCMICVARRITAVERTERFTTRHELSGKLIEIEQQSSLHNTMRPGWEDLVRRCM
OQMFLNRSDGQPWSYKRHYQDAFHTGRAETPLYRFSLSDGTLVTAQTRTDLCRNPSTNEPH
SFLSTHFLOSNMPQRGMASY SGGGRMNOMNHMNPMHOMNNMGOMN PMHPMNHMGSMNQMG
HHGMHQOHTHTOMGOMHGGPGGGGFGMGMT SPPQSSPGINGPPHNVLGSPRVRGSPKTGA
SPFSPGGMHSPMSSTHTGGSGGGGGTTFSSSSLNALOQATISEGLGNPMPSPLTSPLSHKPD
SSPSINSTNQETGGKSALPPYSESKSPGSSLRAGGEQQSQQHPQTPTSEGPPDKPDSQAG
LGGGEANRRVPDKCNKKLLOQLLTSPTDDLVPSNHPQSSGSSSIPDSKDGSGGHGAVSSSG
SSGHFPSQSLQEKHKILHKLLKDGNTPDEVAQITLLATGKSSLDSAAPEAGLSSTGGEKG
SETKKEQHSPKKEKSHALLHYLLNKDDSKEGGDMKPKLEDLDGRGAPGAGVTSSDPHGMD
GKVKLEPSDEAETLETILGVRONNSSEFYPELDSRATKEVANKQGAVSESLHENIQGGATG
SPPRSILTHPLLRRERGPMLPAQRAAYQRALSVDSKPMGGDMPVGGGLASRRNVPCPTLV
KQESMEAPVRPGTMPNGEFPGGMGVCPPRGNPTRGIGRGMGAHQRPPMAGPGEWGMPRSGG
SAAAGPGHPVMGRPGOMGGPMISRSISAPENMRSMLOQQLMDMGANESNVSMSPFGGQRP
PPQSPSWPDSAMGMDRPQTSTNREQFPHPLEELLGPLPSSEGPGDDRALLDQLDSLLNNA
DVITLHEIDKALGIPEIVGQAHGPEAEAFSAMDSSAGMDQOKAMYSQGYPGPPTMGMQSAY
AGNTGPPPGGFNPMMNOMGPTGAFPGMGPMGNPRANMTRPRMMTATKPLRLOLOQRLOGQ
QOGIQPGIQPGMAPAGMNVQLKDY ICGOPGFVNAQMLAQRQREAMT TMOMRRORMMMLMQ
QOOGOAAAGGEFSPPPNVTAPAGMENPIGSPPITQPGOOGFNYGGSYGQLTESALHSFVKL
SFGVLTVAVVFAGMNQQOGESFIPPGSSPPGHMMQGRMGGPQONTMMPGMQGNPOGGHVYS
SGDMKGWLQGNMPRNNLY SQQOQFPQOGNQGQFGSMMMNTSMGGTGPGSGSSVGOMTQOMPG



OMQGOMGMNPMGMGRMPMGPDQQOKYC

>Saccoglossus kowalevskii (XP_006811320)
MNNPQVSKLLNKTDSDRTQSNKSLNERRRREQENIYIEELAELISASITNMDSCNVKPDKCAILQETVKQ
IKTIKRQQVAESNGAVQQCHVSSSKPALLANDVLGPLLLEALDGFLFVVNSQGRIEFVTENVSTYLKFGK
DELVGSSIYSLIHAGDHAQLTECLLPLTNGIVWPSENPNKLSKSRTENCRMYIGSQDEHGDDGGSQESKL
EHMQCSAVLQPHPDDKQPNADGSASVDGPAYLVCVARRMPQEDRSLIEQFVTKQDLSGKIISADISSLTL
PFHSKSDLVGHSLQEYCHSSDMQQLIKHHQEVLSNITDTCTTAMYKFRATDHCWLEFVQTRSKLEFLRNGQP
EFIMSTHSIYRETPNTPSTDASTSASTNQVSSIPSTPKSDHSGPLPSLSNLLRSGNSASASSNSPIEMLO
NSSLSSLLKSTNLKPYMSHLQTKLPTTRINTSSDVMRPPVPGSSYSRSETSYKTSSPLCCSSQSPVSAST
SGLVSPDSVQGRVEKPASTSSLKRPSQDSAQGGKFKKNRLLOKLLMEDDDTDYAAQGAKACGEAVEFTSN
PPSNSSTQSEASVRMKEAILQRLLEQSPNPLSVESKDMDADKKDFSDSEDENKILSKLLDGDCSVKFGSE
LYPLEQLRRMONHSGGDLFPRIPSQDTSKILDHHRTLIPDACPPGKQSKNGAPQKQPKNVLLQKLLMEDD
SSVLSHSTLFGKTFGAGFRKHEIVPNVNESDSIVSSSSSSSSSSSNSNNNSNNVALASAVTSGENTASTA
KTPVTSQQOONQLOKPEQQQTOSPQTSALPALENFNIYNLDEEETNTLIQQLFHVANSLPEEALTGTQNS
QSVVQELLAGCDGNQVTOMETSSLQKPMVPIDNNNKONSNPENPLLOQQLLMEGSASDQLKLOQQQSVPPD
STVQSPPFTPIPNTAPIGFGALLNRQSNQQLRRVSTWGQQOPSQLGRSSGGIQRRNTIGSVHSISNQGLSA
TGMTNPMPEFSHPLQSTQKSSIQVMTNLNNLSGNTSQQSPSSIMSDDSSASLSDDAILQQLEQVLNNSNLS
LCEIDNALGIEQLLSTPHSDEQLTSDLLNSALSGGASGRNTPSSSSVNSMNTIATSSMNTLANSMGGSIA
SNTITNTYPHSTITDSLSSNSGLLNTGNLGLNTNFMDSTMRQQSQQPVYSMQODLPDIINPREFSQGHSMN
SGPRFPGSGQOMPQOSFQOOOVQARLRHQQQOLOTVRQORSHLROTLLMRQOOORLOOOOQOQOQOOOQQHHELQ
QOKLOOMLOQOIMMQOQOHNPLLQQOQOKHLVMLOQQQOQOQSFIGSQINHQQLIETQETNFPPDTLADMLAQ
TSNITAPNVTIQKSPGAFKPOMSPHSARPPTPGTAVGPRLSQAASRPLOSGTRNSTGLDFSLSPSEFSQRP
POQTPPVSHEFKPSONIFQFPDLNTTAPPNNTVTSSMSONNEFHMOQTNSSGSNSITTNPMTPQTSATGTNS
IFTNTIMHLTGISSSSTITANLVLOQGCSAASSGSAQLNNATRPSTTMVNSMISQTSSTVASSAVANQIT
AMSPQTANQMMSPSRMLQFTQSPANTIASSNRQSPAWGROMSEPGSLLLAQLNAKSSPVDTQEIMGSASQ
LORSLSTDQQQLRPSSREVHSSHLLSASSQGTSATSSPLASITSPPSVLNDTPSSMSETLTPKKEMDKSL
KASPCSRPSNNSEQFNVAVDIVDQGNVIASSTTMYHHPYPSFDETEDNESMMLDFPFDDLTGDDSKPAAV
ENTEPPDSEDSARNDIQEDELADRLTMVMENHTREEAHKRFQKFCALANVKPPSDPSMKAATLFRNQLLN
PDTKAPPLEISTDDSKPIVQPEKKGKSSLLQKLLLE

>Ptychodera flava (BAC06837)
MALTATIFTLTLVSLOQLSTDAMPFSHLKIPCHIMPGSEITRLNHKGQQYSLHEESDPEVASLFGVTEDGI
IRSMEELTDYANRMESVVVEQFLDDDAWKDSENIYITKSGDNSEHLKEFTQODRYEGSVLENSPAGTVVYGE
ESISACSECDLVEYSLLGTGEEKFNLENKDGIVTIQTNEVLDRESRASYNLTLVAASASLETETTDLLIT
VEDVNDNAPEFDPETCEVIVPEISPADAIVAYVHAVDPDAGKNGKVMYYTDTNDMTEFSVHPDTGGVIIGG
PLQAKEYTLTVFARDRGKPSLEASTPGRVIITVTPVDQSLKFSSILGPGPVILODDDEELPEIKVSLMED
APKGSVVTTIKAPSNDKSSQYRFLMNNPMNPRFHVQYYTGDIVLTGRLDIDAHPTEEINVGITKDEFNDPL
REAPKEQKVIITIIPSETDKPAPPNQVVKPRIRRASKPSFDQPSYEGTVEEVDGLASPVPAFVPREILTV
RANGDPSNIQYRIQQAEFREDFAIGLTSGIISSRKHLDREDNKGQVREFTVTASNSAGTTSVEVLIKIKD
VNDNAPQFPYPPYIGSFPENGAPGVTVMTIQAEDLDDPNEGGNALVRYSILRNAQNSVGOQAIFAIDSESA
VITTQVGNLDREEIPSYDIVVKAVDGGAHTGTVTATIYVSDENDNPPEFPOAKSFVEISENVPVDSSVEK
VIAIDRDVGINSYSIISGNVGEKFRIETDPDSGYAIVKVAKKIDFELNESKFVLTIEVDDSKNTATTELD
IRVMDANDEVPSEFSQPRYLAEHPEDFAKWTTIGTVAATDRDKSEKFSEIEFEVVRVPEFPDSSFEFTVGSA
NGSVMAIKDLDREPYEDPDQIRENYIFTVTATDNVRGQSGERRNTATVTEFTVSITDVNDNAPEFLPGYTL
LVPENTPAGYEAGVVEIIDRDDDSNGPPFTHRVIDDDGILSFFDVSSPIGVEDQLRVVSLEEFDREATPFE
YYIPVVLSDKHGVSATQTLTVTIGDVNDNPPSPATKTILVYSYKGQIPRSAIGEVYAADEDIVKGDDISY
TVITPIPQFSVDKDTGQIIIEENTKAGTYDFKVEVDEKPWPPVICTVIVEVKDIPEEAVESSGSVRLLTS
AEKFIRGTPSMKDRFHDILVDVLGAKKENIDIFSVINVPGEENQCDVRWSAHGSPYYRPEKMNTQLLLAK
DVIESQLGVSFGMVPIDMCLDEGICESSCTNYFNAITDPTIIDDGADTFVSVTTIQRAECVCGAKLAPRG
PCASNPCLNGGQCIDTPSGYVCQCDEKYGGPNCEDISRGEFQSNSFAWYPPLSQCEETKTSIEFLTKSRDG
ITLYNGPIVPIDLGOQPQDFMATELVGGKPKLYMDLGSGMLPLTIDSPPLNDEKWHTLEI TRKSKHVEFVL
DHCENAVITETERTSVSDESNCKATDTTPGTNRELNVNTPLOLGGIDMDSTYTYPNTENFAPGGDEVGCI
RNVIQODGKVYDLGTPGREKNSEQGCPQTDLLCYVDGVYVCKNGLCVTESASVYTCVCDPGWGGEACDEEL
PSYDFLSDSYVIYDLEASLVSDKYMSDYQIMVGNTQEEDALLMHLONVDGEEY ITMKMKEGNAFTEYNLG
DPGMKYSLRVHNYTINDGNYHTVRLLRYGNIFRFEVDGGGGVRTVEKAQGIFKEFIPDPKSVIVGANVSL
SEMRVLGDDYSGCAKDARISNSYIGEFDGEIDGTIAVPNRVEKDCNICLLSPCIAPLVCVPTPSFYYCSCP
GDLVFRGGACVKEGGPAPQTGAAGLSLAALIAILLCIFILLVLILAFIVYKRHAQKDKGALVLDVDEDDL
HENVVVYDDEGGGEEDYDAYDINTLRKPVDPALESPVIPKKKQPVSETPRTRPNLPPGAELPDIGDFLDK
RONDADDDPEAPPYDTLRVYNFEGEGSTAGSLSSLNTSGSGESEQNEFDYLKDLGPPFKKLADMYGGEED



Na+/K+ Transporting ATPase Interacting Protein-NKAIN

>Homo sapiens NKAINI (ENSP 362841)
MGKCSGRCTLVAFCCLOLVAALERQIFDFLGYQWAPILANFLHIMAVILGIFGTVQYRSR
YLILYAAWLVLWVGWNAFIICFYLEVGQLSQDRDFIMTEFNTSLHRSWWMENGPGCLVTPV
LNSRLALEDHHVISVTGCLLDYPYIEALSSALQIFLALFGFVFACYVSKVFLEEEDSEDF
IGGFDSYGYQAPQKTSHLQLQPLYTSG

>Pan troglodytes NKAINI (ENSPTRP_793)
MAVILGIFGTVQYRSRYLILYAAWLVLWVGWNAFIICFYLEVGQLSQDRDFIMTENTSLH
RSWWMENGPGCLVTPVLNSRLALEDHHVISVTGCLLDYPYIEALSSALQIFLALFGFVFEFA
CYVSKVFLEEEDSFDFIGGFDSYGYQAPQKTSHLQLOPLYTSG

>Gorilla gorilla NKAINI (ENSGGOP_19669)
MGKCSGRCTLVAFCCLQLVAALERQIFDFLGYQWAPILANFLHIMAVILGIFGTVQYRSR
YLILYAAWLVLWVGWNAFIICFYLEVGQLSQDRDFIMTFNTSLHRSWWMENGPGCLVTPV
LNSRLALEDHHVISVTGCLLDYPYIEALSSALQIFLALFGFVFACYVSKVFLEEEDSFDF
IGGFDSYGYQAPQKTSHLQLQPLYTSG

>Mus musculus NKAINI1 (ENSMUSP 144007)
MGKCSGRCTLVAFCCLQLVAALQRQIFDFLGYQWAPILANFLHIMAVILGIFGTVQYRSR
YLILYAAWLVLWVGWNAFIICFYLEVGQLSQDRDFIMTENTSLHRSWWMENGPGCLVTPV
LNSRLALEDHHVISVTGCLLDYPYIEALSSALQIFLALFGFVFACYVSKVFLEEEDSFDF
IGGEFDSYGYQAPQKTSHLQLQPLYTSG

>Canis familiaris NKAINI1 (ENSCAFP 16446)
MAVILGIFGTVQYRSRYLILYAAWLVLWVGWNAFIICFYLEVGQLSQDRDFIMTENTSLH
RSWWMENGPGCLVTPVLNSRLALEDHHVISVTGCLLDYPYIEALSSALQIFLALEGEFVFA
CYVSKVFLEEEDSFDFIGGFDSYGYQAPQKTSHLQLQPLYTSG

>Monodelphis domestica NKAINI1 (ENSMODP 21301)
MSKCNGRCTLVGFCCLQLVAALERQVFDFLGYQWAPILANFLHIMAVILGIFGTVQYRSR
YLIMYAGWLVLWVGWNAFIICFYLEVGHLSQDRDFIMTFNTSLHRSWWMENGPGCLVTPV
LNSRLALEDHHVITVTGCLLDYPYIEVLSSALQIFLALFGFVYACYVSKVFLEEEDSFDFE
IGGFDSYGYQAPQKTSHLQLQPLY

>Xenopus tropicalis NKAINI1 (ENSXETP 28231)
MGRCSGRCTLVGICCLQLAAALOQRQIFDFLGYQWAPILANFLHIMVVILGILGTLHYRSR
YLILYSIWLALWVAWNAFIICFYLEVGHEFSQHRDLIMNENTSMHRSWWMENGPGCLVTPV
RGPPLPLADHHMVTVTGCLLDYPYIEALSSALQIFLALFGFVYACYVSKVEMDEEDSFDF
IGSYDSYGYQAPMKTSHLQLQPLYKPG

>Takifugu rubripes NKAINI (ENSTRUP 33429)
MGKCDGRCTLLVICSLOQLVAALQRQVEFDFLGYQWAPILANFLHIMAVILGMEGTVQFRFEFR
YLIFYAVWLVVWVGWNAFTICFYLEVGNLSQERDFLMTENTSLHRSWWMEHGPGCLVTPV
RDSLIAPDGHHVITVSSCLLDYQYIEVLSSAVQILLALFGEFVYACYVSKVFQDDEDSFEDF
IGGEFDSYGYQPPOKSSHLQLOPLYTAG

>Tetraodon nigroviridis NKAINI (ENSTNIP 20105)
MGRCDGRCTLLVICSLQLVAALQRQVFDFLGYQWAPILANFLHIMAVILGMFGTVQFRFR
YLIFYAVWLVLWVGWNSFIICEFYLEVGNLSQDRDFLMTENTSLHRSWWMEHGPGCLVTPV
VDSLIAPDDHHVITVSGCLLDYQYIEVLSSAIQILLALFGEFVYACYVSKVFQDDEDSFEDF
IGGFDSYGYQPPOKSSHLQLQPLYTAG

>Gasterosteus aculeatus NKAINI (ENSGACP 7528)
MGKCDGRCTLLVICSLOLVAALOQRQVFDFLGYQWAPILANFLHIMAVILGMFGTVQFRFR
YLIFYAVWLVLWVGWNSFIICFYLEVGNLSQDRDFLMTENTSLHRSWWMEHGPGCLVTAV
LDSRMAPDDHHVITVSGCLLDYQYIEVLSSAIQVLLALFGFVYACYVSKVFQDDEDSEFDFE
IGGFDSYGYQPPQKSSHLQLQPLYTAG

>Homo sapiens NKAIN3 (ENSP 429073)



MGCCTGRCSLICLCALQLVSALERQIFDFLGFQWAPILGNFLHIIVVILGLEFGTIQYRPR
YIMVYTVWTALWVTWNVEFIICFYLEVGGLSKDTDLMTENISVHRSWWREHGPGCVRRVLP
PSAHGMMDDYTYVSVTGCIVDFQYLEVIHSAVQILLSLVGEVYACYVISISMEEEDTYSC
DLOQVCKHLEFIQMLOIIE

>Pan troglodytes NKAIN3 (ENSPTRP_34735)
MGCCTGRCSLICLCALQLVSALERQIFDFLGFQWAPILGNFLHIIVVILGLFGTIQYRPR
YIMVYTVWTALWVTWNVEFIICFYLEVGGLSKDTDLMTENISVHRSWWREHGPGCVRRVLP
PSAHGMMDDYTYVSVTGCIVDFQYLEVIHSAVQILLSLVGFVYACYVISISMEEEDTYSC
DLQVCKHLFIQMLQIIE

>Gorilla gorilla NKAIN3 (ENSGGOP 28708)
VSALERQIFDFLGFQWAPILGNFLHIIVVILGLFGTIQYRPRYIMVYTVWTALWVTWNVE
IICFYLEVGGLSKDTDLMTEFNISVHRSWWREHGPGCVRRVLPPSAHGMMDDYTYVSVTGC
IVDFQYLEVIHSAVQILLSLVGEVYACYVISISMEEEDTYSCDLQVCKHLFIQMLQITIE

>Mus musculus NKAIN3 (ENSMUSP 113113)
MGCCTGRCSLVCLCALQLLSALERQIFDFLGFOWAPILGNFLHITIVVILGLFGTIQYRPR
YIMVYTVWTALWVTWNVEIICFYLEVGGLSKDTDLMTENISVHRSWWREHGPGCVRRVLP
PSAHGMMDDYTYVSVTGCVVDFQYLEVIHSAVQILLSLVGFVYACYVISISMEEEDTCRN
K

>Rattus norvegicus_ NKAIN3 (ENSRNOP 17479)

MGCCTGRCSLVCICICMYLSALERQIFDFLGFOQWAPILGNFLHIIVVILGLFGTIQYRPR
YIMVYTVWTALWVTWNVEFIICFYLEVGGLSKDTDLMTENISVHRSWWREHGPGCVRRVLP
PSAHDMMDDYTYVSVTGCVVDFQYLEVIHSAVQILLSLVGFVYACYVISISMEEEDTCK

>Equus caballus NKAIN3 (ENSECAP 18083)
LSALERQIFDFLGFQWAPILGNFLHIIVVILGLFGTIQYRPRYIVVYTVWTALWVTWNVE
IICFYLEVGGLSKDTDLMTENISVHRSWWREHGPGCVRRVLPPSAHGMMDDYTYVSVTGC
IVDFQYLEVIHSAVQILLSLVGEFVYACYVISIFMEEEDT

>Monodelphis domestica NKAIN3 (ENSMODP 10310)
ISALERQIFDFLGFQWAPILGNFLHITIVVILGLEFGTIQFRPRYIVVYTVWTALWVTWNVE
ITICFYLEVGGLSKDTDLMTEFNISVHRSWWREHGPGCVRRVLPPSAHGMMDDYTYVSVTGC
VIEFQYLEVIHSAIQILLSLIGFVYACYVISVFMEEEDS

>Taeniopygia guttata NKAIN3 (ENSTGUP_ 11578)
LAALERQIFDFLGFQWAPILGNFLQIIVVILGLFGTIQFRPRYIVVYTVWTALWVTWNVE
IICFYLEVGGLSKETDLMTEFNISMHRSWWREHGPGCIRRVVRPSSPGILEDYSYVSVTGC
IIDFQYLEVIHSAIQILLSLIGFVYACYVISIFMEEEDS

>Anolis carolinensis NKAIN3 (ENSACAP 23034)

MGCCTGRCTLVFLCTLQLLAALERQIFDFLGFOQWAPILGNFLHIIVVILGLFGTLQYRPR
YIVVYSVWTALWVTWNVEFIICFYLEVGGLSKETDLMTENISMHRSWWREHGPGCIRRVVR
PSAPGILEDFSYVSVTGCIMDFQYLEVIHSAIQILLSLVGEFVYACYVISVFMEEEDSCKY

>Xenopus tropicalis NKAIN3 (ENSXETP 46789)

ARCTFSSCCLIYICVIQLVALERQIFDFLGYQWAPILGNFLHITIVVILGLFGTIQYRPRY
IVAYTIWTAFWVAWNVEIICFYLEVGGLSKDTDLMTENISIHRSWWREHGPGCVWRLVPA
PPSKNLGDHSFISVTGCIIEFQYIEVIHSAVQILLSLIGFVYACYVISVITDEEDSCRHK

>Homo sapiens NKAIN4 (ENSP 359340)
MGSCSGRCALVVLCAFQLVAALERQVFDFLGYQWAPILANFVHITIIVILGLEFGTIQYRLR
YVMVYTLWAAVWVTWNVEFIICFYLEVGGLLKDSELLTFSLSRHRSWWRERWPGCLHEEVP
AVGLGAPHGQALVSGAGCALEPSYVEALHSCLQILIALLGEFVCGCQVVSVFTEEEDSEFDFE
IGGFDPFPLYHVNEKPSSLLSKQVYLPA

>Pongo abelii NKAIN4 (ENSPPYP 12544)
MGSCSGRCALIVLCAFQLVAALERQVFDFLGYQWAPILANEFVHIIVVILGLEFGTIQYRPR
YVMVYTVWAAVWVTWNIFIICFYLEVGGLLODSELLTFSLSRHRSWWREHWPGCLHEEVP



AVGLGAPHGQALVSGAGCALEPSYVEALHSGLQILIALLGEVCEEESFDFIGGEFDPEPLY
HVNEKPPSLLSKQAYLPA

>Macaca mulatta NKAIN4 (ENSMMUP 12099)
MGSCSGRCALIVLCTFQLVTALERQVFDFLGYQWVPILANFAHIVVIILGLFGTIQFRPR
YVVVYTVWTAIWVTWNIFIICFYLEVGGLSQDSELLTFSLSQHRSWWHEHWPGCLHEEVP
AAGLGAPHGQALVSGAICALEPSSVEALHSGLQILIALLGFVCGCYVVSVFTEEEDSFDF
IGGFDPFPLYHVNEKPSSLLSKQAYLPA

>Mus musculus NKAIN4 (ENSMUSP 99342)
MGFCSGRCTLLALCALQLVTALERQVFDFLGYQWAPILANFTHITIVVILGLFGTIQYRPR
YIVVYVVWAAVWVTWNVEFIICFYLEVGGLSKDSELLTFNLSGHRSWWEEHGPGCLHEEEA
TAGLGALHGQSLVVGAGCAMVHSYVEALHSGLQILLALLGEFVYGCYVVSVLTEEEDSEFDF
IGGFDPFPLYHVNEKPSSLLSKQAYLPA

>Rattus norvegicus_ NKAIN4 (ENSRNOP 75472)
ACRELSDSPLTPGSPTVSIYAVFLRLLKVTQLGFFHTLVTVLERQVFDFLGYQWAPILAN
FAHIVVVILGLFGTIQYRPRYIVVYVVWAAVWVTWNIFIICEFYLEVGGLSKDSELLTFEFSL
SRHRSWWEEYGPDCLHEKAATAGLGALHGQSVVVGPGCGMVHSYVEALHSGLQILLALLG
FVYGCYVVSVLTEEDDSFDFIGGFDPFPLYHVNEKPSGLLSKQAYLPA

>Canis familiaris NKAIN4 (ENSCAFP 18827)
MGCCSGRCALLFICSFQLVTALERQVFDFLGYQWAPILATFVHIVMVILGLLGTIQYRPR
YVVVYAVWEAVWVTWNVEIICFYLEVGGLSKDSKLLTENLSPHRSWWREHGPGCLHDEPE
AGLGPLGGQALVAGVGCALEHGYTEALHSALQILLALVGEFVCACCVVSVEFTEEEDSFDFI
GGFDPFPRYHVSEKPSNLLLKQVYVPA

>Loxodonta africana NKAIN4 (ENSLAFP 11277)
VRETPWRCAAFTRLLLPOQVTALERQVIDFLGYQWAPILANFLHIVLVILGLEFGTVQYRPR
YVVTYAVWAPIWVTWNVEFIICFYLEVGGLSKDSELLTFHFSQHRSWWREHGLGCVHEEAL
ATSLRPLDGQALVSGSGCTLEYHYVEALHSVLOALVALVGEFVYACYVVSALTEEKDSFEFDF
IGGFDPFPLYHVNEKLSHLLFKQAFMPG

>Gallus gallus NKAIN4 (ENSGALP 33347)
MGCCTGRCTLIFLCTLQLLAALERQVFDFLGYQWAPILANFLHITIVILGLFGTIQYRPR
YIVVYAIWTAVWVTWNIFIICFYLEVGGLSKDSELLTENISRHQSWWSENGPGCVRKEAS
MSGIAGLDSHSYISVIGCALEYRYIEVMHSSFQILIALVGFVYACYVVSVFTEEEDSFDF
IGGFDPFPLYHVNEKPTNLLFKQTYLPA

>Anolis carolinensis NKAIN4 (ENSACAP 20361)
MGCCTGRCTLILLCTLQLLAALERQVFDFLGYQWAPILANFLHITIIVILGLFGTIQYRPR
YIVVYAIWTAIWVTWNIFIICFYLEAGGLSKDSELLTENISRHQSWWSENGPGCVRKETP
MVGLKGLDSHSYVSVIGCALEYRYIEVMHSALQILVALVGEFVYACYVVSVFTEEEDSFEDFE
IGGFDPFPLYHVNEKPSNLLEFKQTYLPA

>Takifugu rubripes NKAIN4 (ENSTRUP_ 11648)
MGCCSGRCTLIFICTLOQLVLALERQVEFDFLGYQWAPILANFFHITIVILGLEGTIQYRPR
YIVVYTVWAALWVAWNVEFIICFYLDVGGLSKDSDLLTENISAHHSWWGEHGPGCVRREMH
QAPGVRTTDSQSYITVMGCLLGYQYIEVAHSGAQILVALLGFVYACYVVSAITEEEDSFED
FIGGFDPFPLYHINEKSSDLLLKPMYPPG

>Gasterosteus aculeatus NKAIN4 (ENSGACP 3416)
MGCCSGRCTLIFICTLQLVLALERQVFDFLGYQWAPILANFFHITAVILGLEFGTIQYRPR
YIVAYTVWAALWVAWNVEFIICFYLDVGGLSKDSDLLTEFNISAHHSWWSEHGPGCVRGEMP
QOAAGGRTTESHSYITVMGCFMDYQYIEVLHSAAQILVALLGEFVYGCYVVSAITEEEDSFD
FIGGFEPFPLYHVNEKPSHLLLRPV

>Oryzias latipes NKAIN4 (ENSORLP_12189)

VVLSSFRRSACLERQVEFDFLGYQWAPILANFFHITIVVILGLEGTIQYRPRYIIVYIVIWAA
VWVAWNVEVICEFYLDVGGLTKDSDLLTEFNISAHHSWWSEHGPGCIRREMPEAAGVRSTES
HSYITVMGCHMEYQYIEVLHSSTQILVALLGEFVYACYVVSAMTEEEDSFDFIGGFEPFPL



YHVNEKSSHLLLKPMYL

>Homo sapiens NKAINZ (ENSP 357402)
MGYCSGRCTLIFICGMQLVCVLERQIFDFLGYQWAPILANEFVHIIIVILGLEFGTIQYRPR
YITGYAVWLVLWVTWNVEFVICFYLEAGDLSKETDLILTFNISMHRSWWMENGPGCTVTSV
TPAPDWAPEDHRYITVSGCLLEYQYIEVAHSSLQIVLALAGFIYACYVVKCITEEEDSED
FIGGFDSYGYQGPQKTSHLQLQPMYMSK

>Pan troglodytes NKAIN2 (ENSPTRP_31701)
MGYCSGRCTLIFICGMQLVCVLERQIFDFLGYQWAPILANFVHITIIVILGLEGTIQYRPR
YITGYAVWLVLWVTWNVEVICFYLEAGDLSKETDLILTENISMHRSWWMENGPGCTVTSV
TPAPDWAPEDHRYITVSGCLLEYQYIEVAHSSLOQIVLALAGFIYACYVVKCITEEEDSFED
FIGGFDSYGYQGPQKTSHLQLOPMYMSK

>Macaca mulatta NKAINZ (ENSMMUP 17512)
MGYCSGRGTLIFICGMQOLVCVLERQIFDFLGYQWAPILANFVHITIIVILGLFGTIQYRPR
YITGYAVWLVLWVTWNVEVICFYLEAGDLSKETDLILTEFNISMHRSWWMENGPGCTVTSV
TPAPDWAPEDHRYITVSGCLLEYQYIEVAHSSLOIVLALAGFIYACYVVKCITEEEDSED
FIGGFDSYGYQGPQKTSHLOLOPMYMSK

>Mus musculus_ NKAIN2 (ENSMUSP 140463)
MGYCSGRCTLIFICGMQLVCVLERQIFDFLGYQWAPILANFVHITIIVILGLFGTIQYRPR
YVIGYAVWLVLWVTWNVEVICEFYLEAGDLSKETDLILTENISMHRSWWMENGPGCMVTSV
TPAPDWAPEDHRYITVSGCFLDYQYIEVAHSSLOIVLALAGFIYACYVVRCITEEEDSED
FIGGEDSYGYQGPOKTSHLQLOPMYMSK

>Felis catus NKAIN2 (ENSFCAP 823)
VCVLERQIFDFLGYQWAPILANFVHIIIVILGLFGTIQYRPRYITGYAVWLVLWVTWNVE
VICFYLEAGDLSKYTLLILTENISMHRSWWMENGPGCTVTSVTPAPDWAPEDHRYITVSG
CFLEYQYIEVAHSSLQIVLALAGFIYACYVVKCITEEEDSFDFIGGFDSYGYQGPQOKTSH
LOLQPMYM

>Danio rerio NKAINZ2 (ENSDARP 1126509)
MGCCSGRCTLAFICGMQLISILERQIFDFLGYQWAPILTNFIHIITVILGLEFGTVQFRPR
YVTGYAVWLVLWVAWNVEFIICFYLEVGDLSKDTDLIMTFNISMHRSWWMENGPGCRVTPV
TPPPSWAPEDHRYISIAGCLLEYQFVEVAHSSLQIILA

>Takifugu rubripes NKAIN2 (ENSTRUP 37282)
TDRCLVDLQCIKLVSVLERQVIDFLGYQWAPILTNFLHIIVVILGLEGTIQFRPRYVTGY
AAWLVMWMTWNVFIICFYLEVGDLSRDSDLVLTENLSMHRSWWMENGPGCRVTPISPPPS
WAPEDHRYISISGCLMDFQFIEVAHSSLOILLALMGFIYACYVVKLISEEEDSFDFIGGE
DSYGYQGPQKTSHLQLOPMYTIPC

>Tetraodon nigroviridis NKAIN2 (ENSTNIP 13874)
LGNGAGRPFTPSVACMWGVSVLERQVIDFLGYQWAPILTNFLHIIVVILGLFGTIQFRPR
YVTGYAAWLVMWMTWNVFEIICFYLEVGDLSRDSDLVLTEFNLSMHRSWWMENGPGCRVTPV
TPPPSWAPEDHRYISISGCLMDFQFIEVAHSSLOQILLALMGFIYACYVVKLISEEEDQLR
VDFIGGFDSYGYQGPQKTSHLQLQOPMYMKG

>Gasterosteus aculeatus NKAINZ (ENSGACP 17511)
FSFLELLLSGCSLPEVAVVSVLERQVVDFLGYQWAPLLTNFLHIIVVILGLFGTIQFRPR
YAAWLVVWMTWNVFIICFYLEVGDLSRDSDLVLTEFNLSMHRSWWMENGPGCRVTPVTPPP
SWAPEDHRYISISGCLMDFQFIEVAHSSLOILLALMGFIYACYVVKLISEEEDSEFDFIGG
FDSYGYQGPQKTSHLQLQPMYM

>Oryzias latipes NKAIN2 (ENSORLP_21348)
VNYCGGLCKCLGPFLSSMYKVSVLERQVIDFLGYQWAPILTNFFHIIIVILGLEFGTIQFR
PRYVTGYAAWLVVWMTWNVFIICFYLEVGDLSRNSDLVLTENLSMHRSWWMENGPGCRVT
PISPPPSWAPADHRYISISDCLMDFQFIEVAHSSLOILLALAGEFIYACYVVKLISEEEDS
FDFIGGFDSYGYQGPQKTSHLOLQPMYIKK



>Branchiostoma floridae (XP 002603157)
MSCCSGRCTLIALCFLQLIATVERQVFDFLGYMWAPIIGNFFQIICVILGLEFGTYQYRPRYIVVYCTWGV
LWVAWNIFIICVYLELGSLTVETPALTLGAPQSISWWREHGIGCQASNATATSTNPVVTGCLLDEFTYVEM
THAAIQIVLAIVGFIYGIYVVYMFTEEDDSFDFIGGEFDSYSAYQAPQKTSHMQLQPMYV

>Capitella teleta (ELT97184)
MKEYCCHGNRLTLTLGVNVQQIATVERQVFDFLGYMWAPIIGNFLQIIFIIVGFFGALQYRPKIVIVYAV
WSLLWIGWNIFVICFYFEVGLLKRDSPILNIDTGNRSWWEDNGIGCQTPNKTQLDTGLDYVEGCLLQYYY
VEITHAAIQCLFSLLGFCVGCYVVYVESEEDDSEFDFIGGEFDTFSSAFQSPAKSSHVQLOPVYVATGAR

>Octopus bimaculoides (XP 014782962)
MGSGRCSLSPTNTAIMVIFVLOQLLSTVERLIFDFLGYMWAPIMGNFLQIICVIIGIFGVCQYRPCLVAVY
SIWSLLWIGWNIFVICLYLEIGILSRTRELYILNIGTKNKSWWLEHGIGCQVTNNTWEKNYHGETSRPIP
PEEFVEGCLVEYYYVEFIHAAVQCLEFSFFGFIISCITIYMYTEEDESFDEFIGGEFDSYTSYQSQGKGSHMQ
LOPLYSTYLEQLLSLWIKPSNFYLAYQCE

>Trichoplax adhaerens (XP_002117095)
MACGTLRTWTMAILILOLISLLERITFDFMGAVWALIIGNEFVAILITVVGTFGAYQFRPRYLIMYLIWSE
AWIACNVAVMLTYLEISIFKQGGTILTINTESASWWKNNGIGCTVEYESSSQTGSTSSAIIAKVTGCILE
YKYVEVIHAGIQCFFSLLGIIIGSWLTHRLYNPKAIDQSANSASYRSTNFHLONV

Potassium Voltage-Gated Channel subfamily Q-KCNQ

>Homo sapiens KCNQ4 (ENSP 262916)
MAEAPPRRLGLGPPPGDAPRAELVALTAVQSEQGEAGGGGSPRRLGLLGSPLPPGAPLPG
PGSGSGSACGQRSSAAHKRYRRLONWVYNVLERPRGWAFVYHVFIFLLVESCLVLSVLST
IQEHQELANECLLILEFVMIVVEFGLEYIVRVWSAGCCCRYRGWQGRFRFARKPFCVIDFI
VEVASVAVIAAGTQGNIFATSALRSMREFLOQILRMVRMDRRGGTWKLLGSVVYAHSKELIT
AWYIGFLVLIFASFLVYLAEKDANSDESSYADSLWWGTITLTTIGYGDKTPHTWLGRVLA
AGFALLGISFFALPAGILGSGFALKVQEQHROKHFEKRRMPAANLIQAAWRLYSTDMSRA
YLTATWYYYDSILPSFRELALLFEHVQRARNGGLRPLEVRRAPVPDGAPSRYPPVATCHR
PGSTSFCPGESSRMGIKDRIRMGSSQRRTGPSKQHLAPPTMPTSPSSEQVGEATSPTKVQ
KSWSENDRTRFRASLRLKPRTSAEDAPSEEVAEEKSYQCELTVDDIMPAVKTVIRSIRIL
KFLVAKRKFKETLRPYDVKDVIEQYSAGHLDMLGRIKSLQTRVDQIVGRGPGDRKAREKG
DKGPSDAEVVDEISMMGRVVKVEKQVQSIEHKLDLLLGFYSRCLRSGTSASLGAVQVPLFE
DPDITSDYHSPVDHEDISVSAQTLSISRSVSTNMD

>Pan troglodytes KCNQ4 (ENSPTRP_1033)

MAEAPPRRLGLGPPPGDAPRAELVALTAVQSEQGEAGGGGSPRRLGLLGSPLPPGAPLPG
PGSGSGSACGQRSSAAHKRYRRLONWVYNVLERPRGWAFVYHVFIFLLVESCLVLSVLST
IQEHQELANECLLILEFVMIVVEGLEYIVRVWSAGCCCRYRGWQGRFRFARKPFCVIDET
VEVASVAVIAAGTOGNIFATSALRSMRFLOILRMVRMDRRGGTWKLLGSVVYAHSKELIT
AWYIGFLVLIFASFLVYLAEKDANSDFSSYADSLWWGTITLTTIGYGDKTPHTWLGRVLA
AGFALLGISFFALPAGILGSGFALKVQEQHRQKHFEKRRMPAANLIQAAWRLYSTDMSRA
YLTATWYYYDSILPSFRELALLFEHVQRARNGGLRPLEVRRAPVPDGAPSRYPPVATCHR
PGSTSFCPGESSRMGIKDRIRMGSSQRRTGPSKQHLAPPTMPTSPSSEQVGEATSPTKVQ
KSWSEFNDRTRFRASLRLKPRTSAEDAPSEEVAEEKSYQCELTVDDIMPAVKTVIRSVRIL
KFLVAKRKFKETLRPYDVKDVIEQYSAGHLDMLGRIKSLOTRVDQIVGRGPGDRKAREKG
DKGPSDAEVVDEISMMGRVVKVEKQVQOSIEHKLDLLLGFYSRCLRSGTSASLGAVQVPLE
DPDITSDYHSPVDHEDISVSAQTLSISRSVSTNMD

>Gorilla gorilla KCNQ4 (ENSGGOP_ 21390)

FLLVFSCLVLSVLSTIQEHQELANECLLILEFVMIVVFGLEYIVRVWSAGCCCRYRGWQG
RFRFARKPFCVIGNEXEELRKKSELGLREMGDLYPEFPVWKSPTSPROQAQRSELITAWYIG
FLVLIFASFLVYLAEKDANSDFSSYADSLWWGTITLTTIGYGDKTPHTWLGRVLAAGFAL
LGISFFALPAGILGSGFALKVQEQHRQKHFEKRRMPAANLIQAAWRLYSTDMSRAYLTAT
WYYYDSILPSFRELALLFEHVQRARNGGLRPLEVRRAPVPDGAPSRYPPVATCHRPGSTS
FCPGESSRMGIKDRIRMGSSQRRTGPSKQHLAPPTMPTSPSSEQVGEATSPTKVQKSWSFE
NDRTRFRASLRLKPRTSAEDAPSEEVAEEKSYQCELTVDDVMPAVKTVIRSVRILKEFLVA
KRKFKETLRPYDVKDVIEQYSAGHLDMLGRIKSLQTRVDQIVGRGPGDRKAREKGDKGPS
DAEVVDEISMMGRVVKVEKQVQSIEHKLDLLLGFYSRCLRSGTSASLGAVQVPLEFDPDIT



SDYHSPVDHEDISVSAQTLSISRSVSTNMD

>Mus musculus_ KCNQ4 (ENSMUSP 30376)
MAEAPPRRLGLGPPPGDAPRAELVALTAVQSEQGEAGGGGSPRRLGLLGSPLPPGAPLPG
PGSGSGSACGGQRSSAAQKRYRRLONWVYNVLERPRGWAFVYHVFIFLLVFSCLVLSVLS
TIQEHQELANECLLILEFVMIVVEFGLEYIIRVWSAGCCCRYRGWQGRFRFARKPFCVIDFE
IVFVASVAVIAAGTQGNIFATSALRSMRFLQILRMVRMDRRGGTWKLLGSVVYAHSKELT
TAWYIGFLVLIFASFLVYLAEKDANSDESSYADSLWWGTITLTTIGYGDKTPHTWLGRVL
AAGFALLGISFFALPAGILGSGFALKVQEQHRQKHFEKRRMPAANLIQAAWRLYSTDTSR
AYLTATWYYYDSILPSFRELALLFEHIQRARNGGLRPLEVRRAPVPDGAPSRYPPVATCH
RPGSASFCPGESSRMGIKDRIRISSSQKRTGPSKQHLAPPPIPTSPSSEQVGEASSPSKV
QKSWSFNDRTRFRASLRLKPRCSAEEGPSEEVAEEKSYQCELTVDDVMPAVKTVIRSVRI
LKFLVAKRKFKETLRPYDVKDVIEQYSAGHLDMLGRIKSLQARVDQIVGRGPGDRKTREK
GDKGPSDTEAVDE ISMMGRVVKVEKQVQSIEHKLDLLLGFYSRCLRSGTSASLGTVQVPL
FDPDITSDYHSPVDHEDISVSAQTLSISRSVSTNMD

>Dasypus novemcinctus KCNQ4 (ENSDNOP 17886)
MAEAPPRRLGLAPPPGDAPRAELVALTAVQSEQGEAGGGGSPRRHGLLGSPLPPGAPLPG
PGSGSGSACGQORSSAAHKRYRRLONWVYNVLERPRGWAFVYHVEFIFLLVESCLVLSVLST
IQEHQELANECLLILEFVMIVVEFGLEYIVRVWSAGCCCRYRGWQGRFRFARKPFCVIDET
VEVASVAVIAAGTQGNIFATSALRSMRFLOQILRMVRMDRRGGTWKLLGSVVYAHSKELIT
AWYIGFLVLIFASFLVYLAEKDANSDEFSSYADSLWWGTITLTTIGYGDKTPHTWLGRVLA
AGFALLGISFFALPAGILGSGFALKVQEQHRQKHFEKRRMPAANLIQAAWRLYSTDTSRA
YLTATWYYYDSILPSFRELALLFEHVQRARNGGLRPLEVRRVPVPDGAPSRYPPVATCHR
PGSTSFCPGESSRMGIKDRIRMGSSQRRTGPSKQHLAPPPIPTSPSSEQMGEATSPTKVQ
KSWSFNDRTRFRASLRLKPRTSAEEGPSEDVAEEKSYQCELTVDDVMPAVKTVIRSVRIL
KFLVAKRKFKETLRPYDVKDVIEQYSAGHLDMLGRIKSLQARVDQIVGRGTGDRKAREKG
DKGPSDPEAVDEISMMGRVVKVEKQVQSIEHKLDLLLGFYSRCLRSGTSASLGTVQVPLE
DPDITSDYHSPVDHEDISVSAQTLSISRSVSTNMD

>Xenopus tropicalis KCNQ4 (ENSXETP 49800)
MAVGTQPQADNGRVPSLSLAPISGQESGMEFVALTAVQTDSGNPRRLGLLGTPIPGAPRS
SSSHKKYRRLONYLYNVLERPRGWAFIYHAFIFFLVFSCLVLSVEFSTIPEYHHLANKGLF
ILEFVMIVVFGMEYVIRIWSAGCCCRYRGWKGRLRFARKPFCVIDFIVLVASLAVIAAGT
OGNIFATSALRSMRFLOQILRMVRMDRRGGTWKLLGSVVYAHSKELITAWYIGFLVLIFAS
FLVYLAEKDANKEFSTYADSLWWGTITLTTIGYGDKTPHTWLGRVLAAGFALLGISFFAL
PAGILGSGFALKVQEQHRQKHFEKRRTPAANLIQAAWRLYSTDVSRSYLTATWYYYDSIL
PSFRELLLLEDTWHRTCSRNGGVRLCQGSPRYQPVPSTPKPATPPFCTGESSKLGLKDRM
RGTVAPKQTTRSKQYLAPPERASPGTEPAAETPSPTKVOKSWSENDRTRFRASLRLKSRP
OADEGPGDDINDEKRLPNDLTMEDVMPTIKTLIRAFRILKFLVAKRKFKETLRPYDVKDV
TIEQYSAGHLDMLGRIKSLQGRVDQIIGRGPVPVEKKPRDKGEKVSTMGPEVEAADELSMM
GRVVKVERQVQSIEDKLDILLGFYSQCIRKGPASSFTLTSMOMPLIDQEMTSDYQSPVDP
VDFSVSAQTLNISHSASTNME

>Takifugu rubripes KCNQ4 (ENSTRUP 36608)
MLGSPSNNGGIRMLAPPAPDDDRRVEFVALTAVHTERSEPSTPERGHPSHRTGLLGTPLP
GPPGPRANTSASSKRFRKLONFLYNVLERPRGFAFIYHAFNFLLVFSCLVLSVESTIHEH
OKFANQDSSSWWLLHEFVMIVVEFGLEYFIRIWAAGCCCRYRGWQGRLRFARKPFCVIDLI
VEVPSLAVIAAGTQGNIFATSALRSMRFLQILRMVRMDRRGGTWKLLGSVVYAHSKELIT
AWYIGFLVLIFASFEVYLVEKDVNTDENTYADSLWWGTITLTTIGYGDKTPRTWQGRLLA
AGFALLGVSFFALPAGILGSGFALKVQEQHROKHFEKRRMPAANLIQAAWRLYSTDASHS
YLTATWYFYDSMLPSFRELTLLESHLQROQRNKQLLPLHDTYAQIHAGRKQRYPRLRACAR
GSADCEFVPSRGEGSKIGFRDRIRMNNSRSSQTIRSKASPLPPGSNVRRSPSQENVPDPTS
PGKVQKSWSFNDRTRFRTSLRLKPRPPADVEGVGEDSTEDKPYCDMAMEEVIPAVKTLIR
AVRILKFLVAKRKFKETLRPYDVKDVIEQYSAGHLDMLGRIKSLQTRVDQITIGRGAVQPD
KKARPEKGEKTPPELDSLDELSMMGRVVKVEKQVQSIENKLDLLLNLYSHCLKKGSSNYT
LSTLLDPDLTSDYHSPTDQRDLFPSANTLNISTSESGNLE

>Tetraodon nigroviridis KCNQ4 (ENSTNIP 5762)
MLGSPSNNGGIRMLAPPAPDDERRVEFVALTAVHTERSEPSTPERGHPSHRTGLLGTPLP
GPPGPRASASASSKRFRKLONFLYNVLERPRGFAFIYHAFIFLLVFSCLVLSVESTIPEH



QOKFANQGLFILEFVMIVVEFGLEYFIRIWAAGCCCRYRGWQGRLRFARKPEFCVIDLIVEVA
SLAVIAAGTQGNIFATSALRSMRFLOILRMVRMDRRGGTWKLLGSVVYAHSKELITAWY T
GFLVLIFASFLVYLAEKDINTDESTYADSLWWGTITLTTIGYGDKTPRTWQGRLLAAGEFA
LLGVSFFALPAGILGSGFALKVQEQHROKHFEKRRMPAANLIQAAWRLYSTDASHSYLTA
TWYFYDSMLPSFRELTLLEFSHLOQRRTPGALWSIETSHLTPPPCSQERVPDLKPCPPRFHS
FFFAVSSKIGFRDRIRMNNSRSSQTIRSKASPLPPGSNGRRSPSQENMADSTSPGKVQKS
WSENDRTRFRTSLRLKPRPPADAEGVGEDSVEDKPYCDVAMEEVIPAVKTLIRAVRILKE
LVAKRKFKETLRPYDVKDVIEQYSAGHLDMLGRIKSLOTRVDQIIGRGAVQPDKKVRPEK
GEKTPPELDSLDELSMMGRVVKVEKQQVQSIENKLDLLLDLY SHCLKKGSSNEFTLSTLLD
PDLTSDYHSPTDQRDLEFPSANTLNISTSESGNLE

>Gasterosteus aculeatus KCNQ4 (ENSGACP 6436)
MPESPSNNGGARMLAPPTSSDDRRVEFVALTAVHTERSEPSSPERGHPSNRTGLLGTPHT
SASNKRYRKLONCLYNVLERPRGWAFIYHAFIFLLVFSCLVLSVFSTIPDHORFANQGLE
ILEFVMIVVFGLEYFIRIWAAGCCCRYRGWQGRLRFARKPFCVIDFIVEVASLAVIAAGT
QGNIFATSALRSMRFLQILRMVRMDRRGGTWKLLGSVVYAHSKELITAWYIGFLVLIFAS
FLVYLAEKDINSDENTYADSLWWGTITLTTIGYGDKTPRTWQGRLLAAGFALLGVSFFCP
CLLTPQGILGSGFALKVQEQHROKHFEKRRMPAANLIQAAWRLYSTDAKHSYLTATWYEY
DSMLPSEFSARGGVRELTLLEFSHLQRORNTKKVLPSSYHTLLSGLRPYSLPYLSGDSSKMG
FRDRIRMNNSRSSQTIRSKGSPLPPSSGVRGSPSQENVPEAISPGKVQKSWSENDRTRER
TSLRLKTRPPVDGSVEGVGEDSVEDKPYCDVSMEEVIPAVKTLIRAVRILKFLVAKRKEK
ETLRPYDVKDVIEQYSAGHLDMLGRIKSLOMRVDQITIGRGAVQPDKKARTEKGEKTPPEL
DPLDELSMMGRVVKVEKQVQSIENKLDLLLSFYSQCLKKGSSHFTLSSLLDPELTSDYHS
PTDORDLEFPSANTLNISESGNLE

>Oryzias latipes KCNQ4 (ENSORLP 15074)
PGPNDDRRVEFVALTAVQTERSEPSTPERGPPSHRTGLLGTPLPGPPGPRASASASSKRF
RKLONFLYNVLERPRGWAFIYHAFMWEVRMSSVLFLCALQEFVMIVVEGMEYFIRIWAAG
CCCRYRGWQGRLRFARKPFCVIDFIVFVASLAVIAAGTQGNIFATSALRSMRFLOILRMV
RMDRRGGTWKLLGSVVYAHSKELITAWYIGFLVLIFASFLVYLAEKDINSDFGTYADSLW
WGTITLTTIGYGDKTPRTWQGRLLAAGFALLGVSFFALPAGILGSGFALKVQEQHRQKHFE
EKRRMPAANLIQAAWRLYSTDAKHSYLTATWYFYDSMLPSFRELTLLFSHLQRQRSTKKV
LONSYHTLLSGLRPNSSPYLSGDSSKMGFRDRIRMNNSRSSQAIRNKASPLPPGSGVRRS
PSQENIPEATSPGKVQKSWSEFNDRTRFRTSLRLKPRPPVDAEGLGEDSVEDKPYCDVAMD
EVIPAVKTLIRAVRILKFLVAKRKFKETLRPYDVKDVIEQYSAGHLDMLGRIKSLQOMRVD
LIIGRGPVQPDKKTRPEKGEKTPPDLDPLDELSMMGRVVKVEKQVQOSIEGKLDLLLSFYS
QCIKKGSSHVTLSSLLDPDLTSDYHSPTDHRDLFPSANTLNISRSESDNLE

>Homo sapiens KCNQ3 (ENSP_373648)

MGLKARRAAGAAGGGGDGGGGGGGAANPAGGDAAAAGDEERKVGLAPGDVEQVTLALGAG
ADKDGTLLLEGGGRDEGQRRTPQGIGLLAKTPLSRPVKRNNAKYRRIQTLIYDALERPRG
WALLYHALVFLIVLGCLILAVLTTFKEYETVSGDWLLLLETFAIFIFGAEFALRIWAAGC
CCRYKGWRGRLKFARKPLCMLDIFVLIASVPVVAVGNQGNVLATSLRSLRFLOILRMLRM
DRRGGTWKLLGSAICAHSKELITAWYIGFLTLILSSFLVYLVEKDVPEVDAQGEEMKEEF
ETYADALWWGLITLATIGYGDKTPKTWEGRLIAATFSLIGVSFFALPAGILGSGLALKVQ
EQHROKHFEKRRKPAAELIQAAWRYYATNPNRIDLVATWREFYESVVSFPFFRKEQLEAAS
SQOKLGLLDRVRLSNPRGSNTKGKLEFTPLNVDAIEESPSKEPKPVGLNNKERFRTAFRMKA
YAFWQSSEDAGTGDPMAEDRGYGNDFPIEDMIPTLKAATIRAVRILOFRLYKKKFKETLRP
YDVKDVIEQYSAGHLDMLSRIKYLQTRIDMIFTPGPPSTPKHKKSQKGSAFTEFPSQQOSPR
NEPYVARPSTSEIEDQSMMGKEVKVERQVQODMGKKLDFLVDMHMOHMERLOQVOVTEYYPT
KGTSSPAEAEKKEDNRYSDLKTIICNYSETGPPEPPYSFHQVTIDKVSPYGFFAHDPVNL
PRGGPSSGKVQATPPSSATTYVERPTVLPILTLLDSRVSCHSQADLQGPYSDRISPRQRR
SITRDSDTPLSLMSVNHEELERSPSGEFSISQDRDDYVEFGPNGGSSWMREKRYLAEGETDT
DTDPFTPSGSMPLSSTGDGISDSVWTPSNKPI

>Macaca mulatta KCNQ3 (ENSMMUP_11684)

XGDAAAAGDEERKVGLAPGDVEQVTLALGAGADKDGTLLLEGGGRDEGQRRTPQGIGLLA
KTPLTRPVKRNNAKYRRIQTLIYDALERPRGWALLYHALVFLIVLGCLILAVLTTFKEYE
TVSGDWLLLLETFATIFIFGAEFALRIWAAGCCCRYKGWRGRLKFARKPLCMLDIFVLIAS
VPVVAVGNQGNVLATSLRSLRFLOILRMLRMDRRGGTWKLLGSAICAHSKELITAWYIGFEF
LTLILSSFLVYLVEKDVPEVDAQGEEMKEEFETYADALWWGLITLATIGYGDKTPKTWEG



RLIAATFSLIGVSFFALPAGILGSGLALKVQEQHROQKHFEKRRKPAAELIQAAWRYYATN
PNRIDLVATWRFYESVVSFPFFRQLEAASSQKLGLLDRVRLSNPRGSNTKGKLEFTPLNVD
ATEESPSKEPKPVGLNNKERFRTAFRMKAYAFWQSSEDAGTGDPTAEDRGYGNDEFPIEDM
IPTLKAAIRAVRILOFRLYKKKFKETLRPYDVKDVIEQYSAGHLDMLSRIKYLQTRIDMI
FTPGPPSTPKHKKSQKGSAFTFPSQQSPRNEPYVARPSTSEIEDQSMMGKEVKVERQVQD
MGKKLDFLVDMHMOHMERLQVQVTEYYPTKGTSSPAEAEKKEDNRYSDLKTIICNYSETG
PPEPPYSFHQVPIDKVSPYGFFAHDPVNLPRGGPSTGKVQAAPPSSATTYAERPTVLPIL
TLLDSRVSCHSQADLQGPYSDRISPOQQORRSITRDSDTPLSLMSVNHEELERSPSGESISQ
DRDDYVEFGPNGGSSWMREKRYLAEGETDTDTDPEFTPSGSMPLSSTGDGISDSVWTPSNKP
I

>Mus musculus_ KCNQ3 (ENSMUSP 63380)

MGLKARRAAGAAGGGGGEGGGGGGGAANPAGGDSAVAGDEERKVGLAPGDVEQVTLALGA
GADKDGTLLLEGGGREEGQRRTPQGIGLLAKTPLSRPVKRNNAKYRRIQTLIYDALERPR
GWALLYHALVFLIVLGCLILAVLTTFKEYETVSGDWLLLLETFAIFIFGAEFALRIWAAG
CCCRYKGWRGRLKFARKPLCMLDIFVLIASVPVVAVGNQGNVLATSLRSLRFLOILRMLR
MDRRGGTWKLLGSAICAHSKELITAWYIGFLTLILSSFLVYLVEKDVPEMDAQGEEMKEE
FETYADALWWGLITLATIGYGDKTPKTWEGRLIAATFSLIGVSFFALPAGILGSGLALKV
QEQHRQKHFEKRRKPAAELIQAAWRYYATNPNRLDLVATWRFYESVVSEFPFFRKEQLEAA
ASQKLGLLDRVRLSNPRGSNTKGKLFTPLNVDAIEESPSKEPKPVGLNNKERFRTAFRMK
AYAFWQSSEDAGTGDPMAEDRGYGNDFLIEDMIPTLKAATRAVRILOQFRLYKKKFKETLR
PYDVKDVIEQYSAGHLDMLSRIKYLQTRIDMIFTPGPPSTPKHKKSQKGSAFTYPSQQSP
RNEPYVARAATSETEDQSMMGKFVKVERQVHDMGKKLDFLVDMHMOHMERLQVHVTEYYP
TKGASSPAEGEKKEDNRYSDLKTIICNYSETGPPDPPYSFHQVPIDRVGPYGFFAHDPVK
LTRGGPSSTKAQANLPSSGSTYAERPTVLPILTLLDSCVSYHSQTELQGPYSDHISPRQOR
RSITRDSDTPLSLMSVNHEELERSPSGEFSISQDRDDYVFGPSGGSSWMREKRYLAEGETD
TDTDPFTPSGSMPMSSTGDGISDSIWTPSNKPT

>Bos taurus_ KCNQ3 (ENSBTAP 27546)
MGLKARRPAGAAGGGGDGGGGGGGAANPAGGDAAAAGDEERKVGLAPGDVEQVTLALGAG
ADKDGTLLLEGGGRDEGQRRTPQGIGLLAKTPLSRPVKRNNAKYRRIQTLIYDALERPRG
WALLYHALVFLIVLGCLILAVLTTFREYETVSGDWLLLLETFAIFIFGAEFALRIWAAGC
CCRYKGWRGRLKFARKPLCMLDIFVLIASVPVVAVGNQGNVLATSLRSLRFLQILRMLRM
DRRGGTWKLLGSAICAHSKELITAWYIGFLTLILSSFLVYLVEKDVPEVDAQGEEMKEEF
ETYADALWWGLITLATIGYGDKTPKTWEGRLIAATFSLIGVSFFALPAGILGSGLALKVQ
EQHRQKHFEKRRKPAAELIQAAWRYYATNPNRIDLVATWREYESVVSFPFFRKEQLDPAA
SQKLGLLDRVRLSNPRGSNTKGKLFTPLNVDAIEESPSKEPKPVGSNNKERFRTAFRMKA
YAFWQSSEDAGTGDPTAEDRGYGNDFLIEDMIPTLKAAIRAVRILOQFRLYKKKFKETLRP
YDVKDVIEQYSAGHLDMLSRIKYLQTRIDMIFTPGPPSTPKHKKSQRGAAFTYPSQQOSPR
NEPYVARPSTSETEDQSMMGKFVKVERQVHDMGKKLDFLVDMHLQHMERLQVHVAGESPS
KGASSPAEAEQKEDRRDADLKTIICNYSETGAPDAPYSFHQVPVDKVGPYGFFAHDPVNL
PLGGPSSGKGHATPYAERPTVLPILTLLDSRGSYRSQVELHGPCSDRVSPRQRRSITRDS
DTPLSLMSVNHEELERSPSGFSISQDRDDYAFGPSGGSSWMREKRYLAEGETDTDTEPET
PSGSLPLSSTGDGISDSIWTPSGKPT

>Myotis lucifugus KCNQ3 (ENSMLUP_14023)
QTPSSFPPRFLIVLGCLILAVLTTFKEYETVSGDWLLLLETFAIFVFGAEFALRIWAAGC
CCRYKGWRGRLKFARKPLCMLDIFVLIASVPVVAVGNQGNVLATSLRSLRFLQILRMLRM
DRRGGTWKLLGSAICAHSKELITAWYIGFLTLILSSFLVYLVEKDVPEVDAQGEEMKEEF
ETYADALWWGLITLATIGYGDKTPKTWEGRLIAATFSLIGVSFFALPAGILGSGLALKVQ
EQHRQKHFEKRRKPAAELIQAAWRYYATNPNRIDLVATWREYESVVSFPFFRKEQLEAAA
SQKLGLLDRVRLSNPRGSNTKGKLFTPLNVDAIEESPSKEPKPVGLNNKERFRTAFRMKA
YAFWQSSEDAGTGDPMAEDRDYGNDFIEDMIPTLKAVIRAVRILOFRLYKKKFKETLRPY
DVKDVIEQYSAGHLDMLSRIKYLQTRIDMIFTPGPPSTPKHKKSQKGAAFTYPSQQSPRN
EPYLARASTSEMEDQSMMGKFVKVERQVQDMGRKLDFLVDMHMOHMERLQAHVPYYDPAK
GTSPAAEEERGDPRDSEMKTILCNYSETGLPDPSEFSFHQVPIDKVSPYRFFAHDPVGLPR
GGPGSGRVPGTLSSSTPAYMERPTVLPILTLLPSPTDPHGLRQRRSFTRDSDTPLSLMSV
DHEELERSPSGFSISQDRDDVEFGLGGGSSWMREKRYLAEGETDTDTDPFTPSSSMPLSST
GDGISDSIWTPSNKPV

>Monodelphis domestica KCNQ3 (ENSMODP_1454)



FLIVLGCLILAVLTTFKEYETVSGDWLLLLETFAIFIFGAEFALRIWAAGCCCRYKGWRG
RLKFARKPLCMLDIFVLIASVPVVAVGNQGNVLATSLRSLRFLQILRMLRMDRRGGTWKL
LGSAICAHSKELITAWYIGFLTLILSSFLVYLVEKDVPEIDAQGVEMKEEFETYADALWW
GLITLATIGYGDKTPKTWEGRLIAATFSLIGVSFFALPAGILGSGLALKVQEQHRQKHFE
KRRKPAAELIQAAWRYYATNPNRIDLVATWREYESIVSFPYFRQQLEAAASQKLGLLDRV
RLSNPRGTNTKGKLEFTPLNVDAIEESPSKEPKNVGLNNKERFRTAFRMKAYAFWQSSEDA
GTGEPMAEERGYSNEFLIEDMIPTLKSAIRAVRPAVFALFCTVTGLASTKYSEILFSYFF
RSFRVDMIFTPGPPSTPKHKKSQRGGAFTYPSQQOSPRNDPYVAKASSSEIEDQSMMGKEV
KVERQVHDMGKKLDFLVDMHMOHMEQLOQVOVTEYYPTKKATATPAEAEKKEENKYSELKT
IIYNYSEPCTQESPYSFHQVPVNKVSPYAFFAHDPEKLPRTVPSSVPYAERPTVLPILTL
LDSRVSYHSQAELHSPYQDRISPRQRRSFTRDSDTPLSLLSVNHEELERSPSGESISQDR
DDYLFGPNGGSSWMREKRYLAEGETDTDTDPFTPSGSMPLSSTGDGISDSIWTPSNKPV

>Gallus gallus KCNQ3 (ENSGALP 56287)
MGLKARRGAAGGSGAGGAAEGRRAAGGGGGDPEQGSLALGSGADRDGTLLLEGGGKEEGG
KRSPPGLGLLAKTPLSRPVKRNHAKYRRIQTLIYDALERPRGWALLYHGFVFLIVLGCLI
LAVLTTFKEYETVSGDWLLLLETFAIFIFGAEFALRIWAAGCCCRYKGWRGRLKFARKPL
CMLDIFVLIASVPVVAVGNQGNVLATSLRSLRFLOQILRMLRMDRRGGTWKLLGSAICAHS
KELITAWYIGFLTLILSSFLVYLVEKDVPEKDANGVEMKEEFETYADALWWGLITLATIG
YGDKTPKTWEGRLIAATFSLIGVSFFALPAGILGSGLALKVQEQHRQKHFEKRRKPAAEL
IQAAWRYYATNPNRIDLVATWREYESIVSFPFFRKEQLDGTASQKLGLLDRVRGTNTKGK
LEFTPLNVDAIEESPSKEPKNVVLNNKERFRTAFRMKAYAFWQSSEDAGTGEPGGEERGDS
SDFLMEDMIPTFKTAIRAVRILOQFRLYKKKFKETLRPYDVKDVIEQYSAGHLDMLSRIKY
LOARVDMIFTPGPPSTPKHKKSQKGGAFSYPSQQSPRNDPYVAKASTVDTEDQSMMGKEV
KVERQVNDMGKKLDEFLVDMHMHHMEQLOIQVAEISPLKETASPAKEKREENKYSELKTIT
YKYTDQCTHETPYNFQQVPVNKVSPYGEFSAHGHMTHSQPLSTGGONSGKLQATPSSASYA
ERPTVLPIFTLMDSQVSYHSQGDMQSPYSDKVSPRQRRSLTRDSDTPLSLLSVNHEELER
SPSGFSISQDRDDFPFGPNGGCAWMREKRYLAEGETDTDTDPEFTPSGSMPLSSTGDGISD
SIWTPSNKPV

>Anolis carolinensis KCNQ3 (ENSACAP 10760)
MGLKARKAAAAGAKAAPSSSLAAPPPRPRGPGAEPGEGPKGADLEQGGGGGAGADKDGTL
LLGRPTREEEDDDEEEGLPQRRSAGQGLGLLAKTPLSRHPVKRHNLKYRRSQTLIYDALE
RPRGWALLYHAFVFLIVLGCLILAVLTTFKDYEKASEKWLLLLETFATIFIFGAEFALRIW
AAGCCCRYKGWRGRLKFARKPLCMLDIFVLIASVPVVAVGNQGNVLATSLRSLRFLQILR
MLRMDRRGGTWKLLGSAICAHSKELITAWYIGFLTLILSSFLVYLVEKDVAETNEQGQET
RDFETYADALWWGLITLATIGYGDKTPKTWEGRLIAATFSLVGVSFFALPAGILGSGLAL
KVOQEQHROKHFEKRRKPAAELIQAAWRYYATNPNRLDLVATWREFYESVVSFPYFRKEQVD
GTSQKLGLLDRVRGTNTKGKLFTPLNVDAIEESPSKEPKSVVVLNNRERFRTAFRMKAYA
FWQSSEDAGTGDPLAEDRGYSNELITEDMIPTLKAVIRAVRILQFRLYKKRFKETLRPYD
VKDVIEQYSAGHLDMLSRIKYLQTRIDMIFAPGPPSTPKHKKSQKGGTFSYPSQQSPRNE
PYIAKASTVDSEDQSMMGKEVRVERQVHDMGKKLDFLVDMHMQHMEQLQVQVTEVCPSKE
ASSPAEDNRYSELKSIIYKYSEPSIHEKPPSFHHVPVNKVPPFGEFTTQGQSCGPFPSPFEFG
GONSSRWPAMPEFSTSYAERPTVLPILTFIDPHISYQSPPGDFQSPHSERIPSRQKHSVTR
DSDTPLSLLSVNHEELERSPSGFSISQDRDDFLEGPNGGSSWMKEKRYLAEGETDTDTDP
FTPSGSMPLSSTGDGLSDSIWTPSSKPV

>Xenopus tropicalis KCNQ3 (ENSXETP 49802)
WAANWATLMFLIVLGCLILAILTTFKEYEDASGDWLLLLETFALVIFGVEFALRIWAAGC
CCRYKGWRGRLKFARKPLCMLDIYIYIPAFSLLTIGHNNQICCRLVNSLOWVASHLKGTM
SYSTWENLNLHYMAANRELITAWYIGFLTLILSSFLVYLVEKDVPERNEKGELVEEEFET
YADALWWGLITLATIGYGDKTPKTWEGRLIAATFSLIGVSFFALPAGILGSGLALKVQEQ
HRQKHFEKRRKPAAELIQSAWRFYATNLSRIDLIATWRYYETTVQFPYFRLRKEQMDGTN
RLVIHFGLEVERIGSEKGLYGKYILFLPLGVTVAAPMNSKGDRGPGLHHCNKFHNDFQAK
IQOSLWSKNDAGAAGEPIAESGYGAEAMLEDLIPTIKAATHASRILOFLLHKKRFKETLRP
YDVKDVIEQYSAGHLDMLSRIKYLOTRIDMVFAPGPLSTPKHKKSQKGTGGLGGGEFGYSS
QOSPRHDPYSVKVPEIEDQSMMGKEVKVERQVODMEKKLDFLVDMHMOHMDQLOVHITEY
YPLRETLAEDEGVDSRYSEVEGLIYNYTESCAHTSPYHHLHQVSENKTNQYGFFENYPRN
FSAPLPFNGENCPRVATPPSSSYTERPTVLPIQTLIDTRVEFQDSGGASNPYLKEASPTQ
RRSFRDSDTPLSLLSVNHDELQRSPSGEFSISQEKEDEFSFGNNGSNWMREKRFLAEGETDT
DTDPFTPSGPITLSSTGDGISESAWTPSKPV



>Tetraodon nigroviridis KCNQ3 (ENSTNIP 8726)

GFSLVFHVFRFLIVLGCLILAVLTTFKEHEKVSAHWLVILETFAIFIFGAEFALRIWAAG
CRCRYKGWRGRLQFARKAALRAGDIFVLIASVPVVAVRNQGNVLATLRSLRFLOILRMLR
MDRRGGTWKLLGSAIYAHSKELITAWYIGFLSLILASFLVYLVEKDDVSVDASDPESPTA
QPRTODFDTYADALWWGAGRSDGPHSCEQRTVGALVGDRRNLPHADGSSWNQTNNLSGLI
RNLLCCPSSQKLRLLERVRLPNAPTGSSDGAEESPSKPAGFSNRERLRTAFRMRAYTLRQ
SSEDPAAPTEAAVEERGFPPDILLEEMIPTLKLVIRAVRILOQFLLNKKRFKETLRPYDVK
DVIEQYSAGHLDMLCRIKYLOTRIDMILAPGPPLTPKQKKSQKPPFACPSSQSPRHESFL
PKAASLPDAEDQSMMGREFVRVERQVEDMEKKLDFLVDMHIQHTEHLQVDSVGTAHMTLEA
CHPTGNGEIRRVFLNYAEGFPHMAYQVPVGGASRTREGQRLPAAVPTYTERPTVLPISSL
ODQAGGVARTTGGRGADTPLSMLSVNHEELERSPSGFSISGERDGEDGGGPSAGATVRTR
ARPTHLAEGETDTDTDPFTPSGGPLPLSSTGEGEFGESVWATPP

>Gasterosteus aculeatus KCNQ3 (ENSGACP 20863)
ASGSEEQKQTCGAPPGDLDOGTGGADRDGALLLAAPGREDFKRGSQGIGIGLLAKTPLNY
TGPAKRNNNRRRRIQNLLYDALERPRGWALLYHAFVFLIVLGCLILAILTTFREHEKVSA
HWLVILETFAIFIFGAEFGLRVWAAGCCCRYKGWRGEAQVRKLLCILGKHVSNVGIGSSL
KEHSRVNAACRGGTQVTEVTEVTVSHLOITLTTIGYGDKTPKTWAGRLLAGTFALIGVSE
FALPAGILGSGLALKVQEQHRQKHFEKRRHPAAGLIQSAWRYYSTNPIREDLIATWREYE
TIISLPCFRKDHLEATASQKLSLLERVRLPNARPSIGTGKRLTGHTDSIEESPSKEPKPA
GFSNRERFRTAFRMKAYTLRQSSEDGGALAEPALEERGFPPDILMEEMIPTLKLVIRAVR
IMQFLLNKKRFKETLRPYDVKDVIEQYSAGHLDMLCRIKYLOTRIDMILAPGPLLTPKQOK
KTPKAPFNYPANQSPRHESYLAKATSIPDVEDLSMMGREFVRVERQVEDMEKKLDFLVDMH
IQHSEHLQVDSAGAAHMTLEACNPTGAGEIRRVFFNYAESFPHLSYQMPVGKMSGGSGGG
GGHOQPPPPLLHORRPPAAVPTYAERPTVLPISSLODLSAGPGRTTGARGGDSPLSMLSVH
DELERSSGFSISGSRMKPAGRDPDPSYLAEGETDTDTDPFTPSGGALPLSSPGEGEGDAV
WNTPP

>Oryzias latipes KCNQ3 (ENSORLP 8236)
FLIVLGCLILAILTTFKEHENTSAHWLVILETFAIFIFGAEFGLRIWAAGCCCRYKGWRG
RLKFARKPLCILDIFVLIASVPVVVVRNQGNVLATSLRSLRFLQILRMLRMDRRGGTWKL
LGSAIYAHSKELITAWYIGFLSLILASFLVYLVEKDDVSVDGSDREDPTVQPKQQODEDTY
ADALWWGLITLTTIGYGDKTPKTWAGRLLAGTFALIGVSFFALPAGILGSGLALKVQEQH
ROKHFEKRRHPAAGLIQSAWRYYSTNPVRDDLIATWRFYETIISLPCFRQDTFEVMVSQK
LSLLERVRLSNTRPSVGMGKRLMGNADSVEDSPSKESKPAGESNRERFRTAFRMKAYTLR
QSSEDAGALADPALEERGFPPDILMEDMIPTLKLVIRATRIMQFLLNKKRFKETLRPYDV
KDVIEQYSAGHLDMLCRIKYLOTRIDMILAPGPLLTPKSKKTQKTPFSYPANQSPROESY
LPKTTAMPDTDDQSMMGREFVRVERQVEDMEKKLDFLVDMHIQHTEHLQVDSAGTAHMTLE
TCGPGANGEIRRVFLNYSEAFPHMSYQVAIGKAGRGRGDQECRRGAGLARGHPERPAMGT
VPTYIERPTVLPISSLODLSAGPGRTTGRQGGDSPLSMLSVNHEELERSPSGEFSISVDRE
GDERVPTEADMATGEVSWTRPRPSYLAEGETDTDTDPFTPSGGALPLSSTGEGEFCDAEWN
APL

>Homo sapiens KCNQ2 (ENSP 486706)
MVQKSRNGGVYPGPSGEKKLKVGEFVGLDPGAPDSTRDGALLIAGSEAPKRGSILSKPRAG
GAGAGKPPKRNAFYRKLONFLYNVLERPRGWAFIYHAYVFLLVEFSCLVLSVFSTIKEYEK
SSEGALYILEIVTIVVEFGVEYEFVRIWAAGCCCRYRGWRGRLKFARKPFCVIDIMVLIASI
AVLAAGSQGNVFATSALRSLRFLOILRMIRMDRRGGTWKLLGSVVYAHSKELVTAWYIGF
LCLILASFLVYLAEKGENDHFDTYADALWWGLITLTTIGYGDKYPQTWNGRLLAATFTLI
GVSFFALPAGILGSGFALKVOQEQHROKHFEKRRNPAAGLIQSAWRFYATNLSRTDLHSTW
OYYERTVTVPMYSSQTQTYGASRLIPPLNQLELLRNLKSKSGLAFRKDPPPEPSPSQKVS
LKDRVFSSPRGVAAKGKGSPOQAQTVRRSPSADQSLEDSPSKVPKSWSEFGDRSRARQAFRI
KGAASRONSEEASLPGEDIVDDKSCPCEFVTEDLTPGLKVSIRAVCVMRFLVSKRKFKES
LRPYDVMDVIEQYSAGHLDMLSRIKSLOSRVDQIVGRGPAITDKDRTKGPAEAELPEDPS
MMGRLGKVEKQVLSMEKKLDFLVNIYMORMGIPPTETEAYFGAKEPEPAPPYHSPEDSRE
HVDRHGCIVKIVRSSSSTGQKNEFSAPPAAPPVQCPPSTSWQPQSHPRQGHGTSPVGDHGS
LVRIPPPPAHERSLSAYGGGNRASMEFLRQEDTPGCRPPEGNLRDSDTSISIPSVDHEEL
ERSFSGFSISQSKENLDALNSCYAAVAPCAKVRPYIAEGESDTDSDLCTPCGPPPRSATG
EGPFGDVGWAGPRK



>Pan troglodytes KCNQ2 (ENSPTRP 23658)
MVQKSRNGGVYPGPSGEKKLKVGEFVGLDPGAPDSTRDGALLIAGSEAPKRGSILSKPRAG
GAGAGKPPKRNAFYRKLONFLYNVLERPRGWAFIYHAYVFLLVFSWLEIVTIVVEFGVEYF
VRIWAAGCCCRYRGWRGRLKFARKPFCVIDIMVLIASIAVLAAGSQGNVEFATSALRSLRFE
LOILRMIRMDRRGGTWKLLGSVVYAHSKELVTAWYIGFLCLILASFLVYLAEKGENDHED
TYADALWWGLITLTTIGYGDKYPOQTWNGRLLAATFTLIGVSFFALPAGILGSGFALKVQE
QHROKHFEKRRNPAAGLIQSAWREFYATNLSRTDLHSTWQYYERTVTVPMYSSQTQTYGAS
RLIPPLNQLELLRNLKSKSGLAFRKDPPPEPSPSKGSPCRGPLCGCCPGRSSQKVSLKDR
VEFSSPRGVAAKGKGSPOAQTVRRSPSADQSLEDSPSKVPKSWSFGDRSRARQAFRIKGAA
SRONSEEASLPGEDIVDDKSCPCEFVTEDLTPGLKVSIRAVVDQIVGRGPAITDKDRTKG
PAEAELPEDPSMMGRLGKVEKQVLSMEKKLDFLVNIYMORMGIPPTETEAYFGAKEPEPA
PPYHSPEDSREHVDRHGCIVKIVRSSSSTGQKNEFSAPPAAPPVQCPPSTSWOPQSHPROG
HGTSPVGDHGSLVRIPPPPAHERSLSAYGGGNRASMEFLRQEDTPGCRPPEGTLRDSDTS
ISIPSVDHEELERSFSGFSISQSKENLDALNSCYAAVAPCAKVRPYIAEGESDTDSDLCT
PCGPPPRSATGEGPFGDVGWAGPRK

>Mus musculus_ KCNQZ (ENSMUSP 99340)
MVQKSRNGGVYPGTSGEKKLKVGFVGLDPGAPDSTRDGALLIAGSEAPKRGSVLSKPRTG
GAGAGKPPKRNAFYRKLONFLYNVLERPRGWAFIYHAYVFLLVESCLVLSVESTIKEYEK
SSEGALYILEIVTIVVEFGVEYFVRIWAAGCCCRYRGWRGRLKFARKPFCVIDIMVLIAST
AVLAAGSQGNVFATSALRSLRFLOQILRMIRMDRRGGTWKLLGSVVYAHSKELVTAWYIGE
LCLILASFLVYLAEKGENDHFDTYADALWWGLITLTTIGYGDKYPQTWNGRLLAATFTLI
GVSFFALPAGILGSGFALKVQEQHRQKHFEKRRNPAAGLIQSAWREYATNLSRTDLHSTW
QYYERTVTVPMYSSQTQTYGASRLIPPLNQLELLRNLKSKSGLTFRKEPQPEPSPSQKVS
LKDRVFSSPRGMAAKGKGSPQAQTVRRSPSADQSLDDSPSKVPKSWSFGDRSRTRQAFRT
KGAASRONSEEASLPGEDIVEDNKSCNCEFVTEDLTPGLKVSIRAVCVMRFLVSKRKFKE
SLRPYDVMDVIEQYSAGHLDMLSRIKSLQSRVDQIVGRGPTITDKDRTKGPAETELPEDP
SMMGRLGKVEKQVLSMEKKLDFLVSIYTQRMGIPPAETEAYFGAKEPEPAPPYHSPEDSR
DHADKHGCIIKIVRSTSSTGQRNYAAPPAIPPAQCPPSTSWQOSHQORHGTSPVGDHGSLV
RIPPPPAHERSLSAYGGGNRASTEFLRLEGTPACRPSEAALRDSDTSISIPSVDHEELER
SFSGFSISQSKENLDALGSCYAAVAPCAKVRPYIAEGESDTDSDLCTPCGPPPRSATGEG
PFGDVAWAGPRK

>Rattus norvegicus_ KCNQ2 (ENSRNOP 40830)
MVQKSRNGGVYPGTSGEKKLKVGFVGLDPGAPDSTRDGALLIAGSEAPKRGSVLSKPRTG
GAGAGKPPKRNAFYRKLONFLYNVLERPRGWAFIYHAYVFLLVEFSCLVLSVFSTIKEYEK
SSEGALYILEIVTIVVFGVEYFVRIWAAGCCCRYRGWRGRLKFARKPFCVIDIMVLIASI
AVLAAGSQGNVFATSALRSLRFLOILRMIRMDRRGGTWKLLGSVVYAHSKELVTAWYIGFEF
LCLILASFLVYLAEKGENDHFDTYADALWWGLITLTTIGYGDKYPQTWNGRLLAATFTLT
GVSFFALPAGILGSGFALKVQEQHROKHFEKRRNPAAGLIQSAWRFYATNLSRTDLHSTW
QOYYERTVTVPMYSSQTQTYGASRLIPPLNQLELLRNLKSKSGLTFRKEPQPEPSPSQKVS
LKDRVFSSPRGVAAKGKGSPQAQTVRRSPSADQSLDDSPSKVPKSWSEFGDRSRARQAFRI
KGAASROQNSEEASLPGEDIVEDNKSCNCEFVTEDLTPGLKVSIRAVCVMREFLVSKRKFKE
SLRPYDVMDVIEQYSAGHLDMLSRIKSLQSRVDQIVGRGPTITDKDRTKGPAETELPEDP
SMMGRLGKVEKQVLSMEKKLDFLVSIYTQRMGI PPAETEAYFGAKEPEPAPPYHSPEDSR
DHADKHGCIIKIVRSTSSTGORNYAAPPVMPPAQCPPSTSWQOSHQRHGTSPVGDHGSLV
RIPPPPAHERSLSAYSGGNRASTEFLRLEGTPACRPSEAALRDSDTSISIPSVDHEELER
SFSGFSISQSKENLDALASCYAAVAPCAKVRPYIAEGESDTDSDLCTPCGPPPRSATGEG
PFGDVAWAGPRK

>Gallus gallus KCNQZ (ENSGALP_ 9339)

MVQKSRNGGVYPGPAAEKKLKVGFVGLDPGAPDSSRDGALLIAGSESTKRGSILSKPRSG
VSGSGKPPKRNAFYRKLONFLYNVLERPRGWAFIYHAYVEFLLVFSCLVLSVESTIDEYQN
SSEGALYILEIVTIVVFGVEYEFVRIWAAGCCCRYRGWRGRLKFARKPFCVIDIMVLIAST
AVLAAGSQGNVFATSALRSLRFLQILRMIRMDRRGGTWKLLGSVVYAHSKELITAWYIGF
LCLILASFLVYLAEKGENEHFDTYADALWWGLITLTTIGYGDKYPQTWNGRLLAATFTLI
GVSFFALPAGILGSGFALKVQEQHROKHFEKRRNPAAGLIQAAWRFYATNLSRTDLHSTW
QYYERTVTVPMYSTQTQTYGASRLIPPLNQLELLRNLKSKSGLTFRKEQQPEPSPSQKVS
LKDRVFSSPRGAGTKGKGSPQAQGIRRSPSADQSIEDSPSKVPKSWSEFGDRSRARQAFRI
KGAASROQNSEEASLPGEDIPDENKSCNCEFVTEDLTPGLKVSIRAVCIMREFLVSKRKFKE
SLRPYDVMDVIEQYSAGHLDMLSRIKNLQSRVDQIVGRGSSMTNKDRTKGPAEGELPEDP



SMMGRLGKVEKQVQOSMEKKLDFLVNIYMORMGIPPTETEAYFGSKEPDPAPPYHSPEDSR
EHIDKNGCIIKIIRSTSSMGQKNEFSAPPAPTNSCPPSTSCQQQOPYQRQSHGSSPVGDPGS
LVRIPPPPSHERSLSAYSGGHRASAEYLRNEDITTKHHESALRDSDTSISIPSVDHEELE
RSFSGFSISQSKENLDILNNGCYAAVAKIRPYIAEGESDTDSDLCTPCGPPPRSATGEGP
F'SDMGWSAPRQ

>Anolis carolinensis KCNQZ2 (ENSACAP 5855)
MSFLFLFCLFLLPSSFLLVFSCLVLSVFSTIDDYEASSEGALYILEIVTIVVFGVEYFVR
IWAAGCCCRYRGWRGRLKFARKPFCVIDIMVLIASIAVLAAGSQGNVFATSALRSLRELO
ILRMIRMDRRGGTWKLLGSVVYAHSKELITAWYIGFLCLILASFLVYLAEKGENEHFDTY
ADALWWGLITLTTIGYGDKYPQTWNGRLLAATFTLIGVSFFALPAGILGSGFALKVQEQH
ROKHFEKRRNPAAGLIQAAWREFYATNLSRTDLHSTWNYYERTVTVPMYSSQTQSYGASRL
IPPLNQLELLRNLKSKSGLTFRKEQQPEPSPSQKVSLKDRVESSPRGAATKGKGSPQAPG
IRRSPSADQSIDDSPSKVPKSWSFGDRSRARQAFRIKGASSRONSEDAGLPGEDMGDPDN
KSCNCEFVTEDLTPGLKLSIRAVCVMRFLVSKRKFKESLRPYDVMDVIEQYSAGHLDMLS
RIKNLOSRIDMIVGPPPPSTPRHKKYSTKGSSPQYSPRVDQIVGRGPSMTDKDRTKGSAE
GELQEDPSMMGRLGKVEKQVQSMEKKLDFLVNIYMQRMGIPPTETEAYFGSKEPEPAPPY
HSPEDSREHIDKNGCIIKIIRSTSSMGOKNFSAPPATTVPNNSCPPSTSWQPYPRQOSHGV
SPVGEPGSLVRIPPPPSHERSSSAYSGGHRASAEYAKNEDVTAKHPESALRDSDTSISIP
SVDHEELERSFSGFSISQSKENLDVLNNGCYTAVAKIRPYIAEGESDTDSDLCTPCGPPP
RSATGEGPFSDMGWSTPRQ

>Xenopus tropicalis KCNQ2 (ENSXETP 49801)
MVQKSRNGGVYPGPTGEKKLKVGEFVGLDAGPPDTSRDGALLIDGSDKRSSILIKQRSGVS
GTGKPPKRNAFYRKLONFLYNVLERPRGWAFIYHAYVLLITWNSLNLVLEFSTIKEYESSS
EGALYILEIITIVVFGVEYFVRIWAAGCCCRYRGWRGRLKFARKPFCVIDIMVLIASIAV
LSAGSQGNVFATSALRSLRFLOILRMIRMDRRGGTWKLLGSVVYAHSKELITAWYIGFLC
LILASFLVYLAEKEDNDMEDTYADALWWGLITLTTIGYGDKYPKTWNGRLLAATEFTLIGV
SFFALPAGILGSGFALKVQEQHROKHFEKRRNPAAGLIQCAWRFYATNLSRMDLHSTWQY
YERTVTVPMYSWVSSSQTYGASRLIPPLNQLDLLRNLKSKSGLTFRKEQQAEPPSSQKVS
LKERVFSSPRGVATKGKGSPQOSQGMRRSPSADQSLEESPSKVPKSWSEFGDRSRTRQAFRI
KGSASROQNSEVSLPEEEVAVPEENRSCNCEFLAEDLTPGLKASIRAVCIMRFLVAKRKFEK
ESLRPYDVMDVIEQYSAGHLDMLARIKNLQSRVDQIVGRGGSITDKDRAKGGAETEIPDD
PSMMGRLGKVEKQVLSMEKKLDFLVNIYMORMGIPPSETEAYFGAKDREPAPPYHSPEDS
RDPVDKSCITKIIRSSSSMGQKNESAPPAQLTPTTHCPPSTSWQOQQPYHRHSHGSSPVG
DPGSLVRIPPPPSHERSLSAYGVSRMVGVEEGSGKHRDPAALRDSDTSISIPSVDHEELE
RSFSGFSISQSKENLEILNNGAVAGPGPCHKVRPYIAEGESDTDSDLCTPCGPPARSTTG
EGPYGDMGWPSSKK

>Danio rerio KCNQZ2 (ENSDARP 122368)
MVKKSANGEVYLPPAGEKKPKVGFVGLDPGAAETSRDGALLIAGSESTKRGSILCRPRSS
ISRGSIAHKRNARYRRLONFLYNALERPRGWAFIYHAYVFVLVEFSCLVLSVFATIKEYKK
SSESALYILEIVTIVVFGVEYIVRIWAAGCCCRYRGWRGRLRFARKPFCIIDIMVLFASV
SVLAAGSQGNVFATSAIRSLRFLOILRMLRMDRRGGTWKLLGSVVYAHSKELITAWYIGFE
LCLILASFLVYSVEKDDNAEMFETYADALWWGLVTLTTIGYGDKFPVTWNGRLIAATFESL
IGVAFFALPAGILGSGFALKVQEQHRQKHFEKRRNPAAGLIQAAWRFHATNLSRTDLEST
WDFYAQTVSVPMYSRNTLLSNLWQLIPPVNQLDILRSLKGKSAFRKDSQIDVTPSSEISH
KDTLCGCCPRTNSRKPSVKEKGSPSKSTGGKEARTDGVKESPSKVTKSLSFTDRNKAKHA
FKMKDGASRONSEEASLPEDLGDDRGYNCEFLPHLSPGLKVTIRSICVMRFLLSKRRFKE
SLRPYDVMDVIEQYSAGHLDMLSRIKNLQIDLIVGPPPPSTPRHKKYVNIHQWPSQTRWL
YYWTALQVDQIVGKGASAGEKDKPKSDTEVPEDPSMMGRLNKMEKEVGAMDLKLNFLVST
YTAQMGIPRSETEALLGFKIAYPAPPYHSPDEKSEKVPDEDENKGKSPSPINPGPNGTLT
ESQCRPSTSWHQQODEHPLSVPLWNNSRGVSPIGTDDPSLYRLPPPPFHESMDNSRSRRSR
RPVQOOQAAVESDTSLSIPSVDHEELDRSEFSGFSISQAREEDYVPPVSLGPFGGGGGTLCT
RIRPYLAEGESDTDSDLYTPGAPSPLSFTGEGTFGDRMWPGMK

>Takifugu rubripes KCNQ2a (ENSTRUP 24561)

MVQKSLNGGVYPAEDGEKKHRVGFVGLDPGAPESSRDGALLIAGPDGAHKRSSILCRRGS
SISTGRPRPTKKNASYRKLONFLYNALERPRGWAFVYHAYVFLLVESCLILSVFATIKEF
KNSSESALYILEIVTIVVEGVEYIVRIWSAGCCCRYRGWRGRLKFARKPFCVIDIMVLIA
SVSVLAAGSQGNIFATSAIRSLRFLOILRMLRMDRRGGTWKLLGSVVYAHSKELITAWY I



GFLCLILASFLVYSVEKESNEEFETYADALWWGLITLTTIGYGDKVPKTWNGRMLGAAFS
MIGVAFFALPAGILGSGFALKVQEQHROKHFEKRRNPAAGLIQGAWREFYATNLSRTDLVC
TWDFYEQTVSVPMYRIDQCQILPPPRFIPPLNQLDLLRNLKGKSFRKESQTEMSPSNENA
HKERLCGCCPRAISRKASLKDKVFPSPSKAPFAKGKAQSPGAEEGVEASPYKVAKSWSET
DKNRGTKNSFKARGSTSRONSEEASLPGEEMGDDKSCHCEFLTQELPSSLKVTIRAICIM
KFLVSKRKFKESLRPYDVMDVIEQYSAGHLDMLCRIKNLQTRVDQIVGKSPKADGDPGDD
LSMMGRLVKVEKQVLCMDRKLDFLVNVYVQRMGITHSETEAYFNSKEPYPAPPYHSPDDS
KLEKDNKEQMNSLEQKDPLVGRSGARSVGSPSASQSRPSTSWQHOQLOHPLSQPAWNSSVA
NTPSPVCGDQSPNLFRLPPPPAPAHDRSSGSSSHSRRRRRROQTCQODGTAAESDTSLSIP
SVDHEELERSFSGFSISQAKEDFFGPSFFAGTAGCPRVRPFIAEGESDTDSDLYAPSPVS
FTGDTSCGERPWPGLK

>Takifugu rubripes KCNQ2b (ENSTRUP_ 24560)
MVQKSLNGGVYPAEDGEKKHRVGFVGLDPGAPESSRDGALLIAGPDGAHKRSSILCRRGS
SISTGRPRPTKKNASYRKLONFLYNALERPRGWAFVYHAYVFLLVEFSCLILSVFATIKEF
KNSSESALYILEIVTIVVEFGVEYIVRIWSAGCCCRYRGWRGRLKFARKPFCVIDIMVLIA
SVSVLAAGSQGNIFATSAIRSLRFLOILRMLRMDRRGGTWKLLGSVVYAHSKELITAWY I
GFLCLILASFLVYSVEKESNEEFETYADALWWGLITLTTIGYGDKVPKTWNGRMLGAAFS
MIGVAFFALPAGILGSGFALKVQEQHRQKHFEKRRNPAAGLIQGAWREFYATNLSRTDLVC
TWDFYEQTVSVPMYRFIPPLNQLDLLRNLKGKSFRKESQTEMSPSRKASLKDKVEPSPSK
APFAKGKAQSPGAEEGVEASPYKVAKSWSEFTDKNRGTKNSFKARGSTSRONSEEASLPGE
EMGDDKSCHCEFLTQELPSSLKVTIRAICIMKFLVSKRKFKESLRPYDVMDVIEQYSAGH
LDMLCRIKNLOQTRIDMIVGPPPPSTPRHKKSTEGLDLSPITSPIYLKEFNARVDQIVGKSP
KADGDPGDDLSMMGRLVKVEKQVLCMDRKLDFLVNVYVQRMGITHSETEAYEFNSKEPYPA
PPYHSPDDSKLEKDNKEQMNSLEQKDPLVGRSGARSVGSPSASQSRPSTSWQHQLQHPLS
QPAWNSSVANTPSPVCGDQSPNLFRLPPPPAPAHDRSSGSSSHSRRRRRROQTCOQODGTAA
ESDTSLSIPSVDHEELERSFSGFSISQAKEDFFGPSFFAGTAGCPRVRPFIAEGESDTDS
DLYAPSPVSFTGDTSCGERPWPGLK

>Tetraodon nigroviridis KCNQ2 (ENSTNIP 13799)
MVQKSLNGGVYPEEEGEKKHKVGFVGLDPGAPESSRDGALLIAGPDGAHKRSSILCRRGS
GVSTGRPRPSKKNASYRKLONFLYNALERPRGWAFVYHAYVGLLVLLCDFLDVSATIKEF
KNSSESALYILEIVTIVVEGVEYIVRIWSAGCCCRYRGWRGRLKFARKPFCVIDIMVLIA
SVSVLAAGSQGNIFATSAIRSLRFLOILRMLRMDRRAGTWKLLGSVVYAHSKELITAWY I
GFLCLILASFLVYSVEKESNEEFETYADALWWGLITLTTIGYGDKVPKTWNGRMLGAAFS
MIGVAFFALPAGILGSGFALKVQEQHRQKHFEKRRNPAACLIQGAWREFYATNLSRTDLLC
TWDFYEQTVSVPMYRGFSFSFFVFRFIPPLNQLDLLRNLKGKSFRKESQTELSPSRKASL
KDKVEFPSPSKAPFAKGKAPSPGAEDGVETSPYKVAKSWSENEKNRGAKNSLKARGSSSRQ
NSEEASLPGEEVGDDKSCHCDFLTQELPSSLKVTIRAVCIMKFLVSKRKFKESLRPYDVM
DVIEQYSAGHLDMLCRIKNLQTRIDMIVGPPPPSTPRHKKSTEGPRDGEAGDDLSMMGRL
VKVEKQVLCMDRKLDFLVNVYVQRMGITHSETEAYFNSKEPYPAPPYHSPDESKLEKDPK
EQMNSLEQKDPLLGRSVARSLGSPSASQSRPSTSWQHOLQHPLSQPAWNSSVANTPSPVC
GDRSPNLFRLPPPPAPAHDRSSGSSSQSRRRRRRQTCQOQAESDTSLSIPSVDHEELERSF
SGEFSISQAKEDFFGASFFAGPPVCPRDRPFIAEGESDTDSDLYAPSPVSFTGDIFCGEKP
WPGLK

>Gasterosteus aculeatus KCNQ2 (ENSGACP 6133)
FLLVFSCLILSVFATIREFKNSSESALYILEIVTIVVFGVEYIVRIWAAGCCCRYRGWRG
RLKFARKPFCVIDIMVLIASVSVLAAGSQGNVFATSAIRSLRFLQILRMLRMDRRGGTWK
LLGSVVYAHSKELITAWYIGFLCLILASFLVYSVEKESNDEFETYADALWWGLITLTTIG
YGDKVPKTWNGRLLAATFSMIGVAFFALPAGILGSGFALKVQEQHROQKHFEKRRNPAAGL
IQATWREFYATNLSRTDLLYTWDEFYEQTVAVPMYRLIPPLNQLDLLRNLKGKTFRKESQTE
TSPSRKASLKDKVEFPSPSKAPLAKGKSQSPDGAEASPGKVDKSWSFADKNRGPKHSFRAR
GSTSRONSEEASLPGEEIGDDKSCHCEFLSQELPPGLRVTIRAICVMKEFLVSKRRFKESL
RPYDVMDVIEQYSAGHLDMLSRIKNLQSRQDRYDCGAPAPSTPRHKKSTEGPSIMLFTPQ
PKYRSKVDQIVGKGPKSEGDSSDDQSMMGRLGKVEKQVICMDRKLDFLVHVYVQRMGI PR
SETEAFFHSKEPYPAPPYHSPEESKLQTCSVPAIPCSDGSLEKKDPLLGRCVPSHSRPST
SWOHQLOHPLSQPAWNSSVANTPSPVAGSADHSPTLFRLPPPPAPVHDRPSRGNGRESGS
RSRRRHRRRQRDAVALESDTSLSIPSVDHEELERSEFSGFSISQAKEDFEFGPSFFAGSGGG
AGTEAAAGPALCARVRPFIAEGESDTDSDLYAPSPLSFTGEVSCGDPAWPGRK



>Oryzias latipes KCNQ2 (ENSORLP 1054)
MVQKPLNGGVYPAQAEEKKHKVGEFVGLDPGAPESSRDGALLIAGSESSKRGSILGRPRSS
VSTGRPRPSKKNASYRKLONFLYNALERPRGWAFIYHAYVFLLVFSCLILSVFATIREFK
DSSENALYILEIVTIVVFGVEYIVRIWAAGCCCRYRGWRGRLKFARKPFCVIDIMVLIAS
VSVLAAGSQGNVFATSAIRSLRFLQILRMLRMDRRGGTWKLLGSVVYAHSKELITAWYIG
FLCLILASFLVYSVEKESNEEFETYADALWWGLITLTTIGYGDKVPKTWNGRLLGAAFSM
IGVAFFALPAGILGSGFALKVQEQHRQKHFEKRRNPAAGFIQAAWRFYATNLTRTDLLCT
WEFYEQTVALPMYRIIPPLNQMDLLRNLKGKSFRKESQTETSPRFLLSRKPSLKEKVEPS
PSKAPMGKGAEDGAEASPSKPWGFTDKNRGPKHAFRVRSGTGRONSEEASLPGEEIGDDK
SCNCEFLAQELPPGLKVTIRAICVMKFLVSKRRFKESLRPYDVMDVIEQYSAGHLDMLCR
IKNLQSRIDMIVGPPPPTTPRHKKSTEGPRLDGRETPNSCCRVDQIVGKSPKVDGEVGDD
QSMMGRLVKVEKQVVCMDRKLDFLVNVYAQRMGIAHSETEAFFNSKEPYPAPPYQSLLDI
KEEKNGKEEVKELVKVKTYSAPDVPCSDGPLESNSRPSTSWKHQLOQHPLSQPAWGSSMAN
TPSPVGLSGDRSPNPFRLPPPPAPSHDWSSSGHGGGSSRDNASRSRRRHRRQRCQQODAAS
AAAVESDTSLSIPSVDHEELERSFSGFSISQAKEDFFGPPYFTGSGGGGAAGTEAGTGHS
LCARVRPFIAEGESDTDSDLYAPSPLSFTGEVPCGEKGWPGLK

>Homo sapiens_ KCNQ5 (ENSP_345055)
MPRHHAGGEEGGAAGLWVKSGAAAAAAGGGRLGSGMKDVESGRGRVLLNSAAARGDGLLL
LGTRAATLGGGGGGLRESRRGKQGARMSLLGKPLSYTSSQSCRRNVKYRRVONYLYNVLE
RPRGWAFIYHAFVFLLVFGCLILSVFSTIPEHTKLASSCLLILEFVMIVVFGLEFIIRIW
SAGCCCRYRGWQGRLRFARKPFCVIDTIVLIASIAVVSAKTQGNIFATSALRSLRFLQIL
RMVRMDRRGGTWKLLGSVVYAHSKELITAWYIGFLVLIFSSFLVYLVEKDANKEEFSTYAD
ALWWGTITLTTIGYGDKTPLTWLGRLLSAGFALLGISFFALPAGILGSGFALKVQEQHRQ
KHFEKRRNPAANLIQCVWRSYAADEKSVSIATWKPHLKALHTCSPTKKEQGEASSSKFCS
NKOKLFRMYTSRKQSQKLSEFKERVRMASPRGQSIKSRQASVGDRRSPSTDITAEGSPTKV
QKSWSFNDRTRFRPSLRLKSSQPKPVIDADTALGTDDVYDEKGCQCDVSVEDLTPPLKTV
IRAIRIMKFHVAKRKFKETLRPYDVKDVIEQYSAGHLDMLCRIKSLQTRVDQILGKGQIT
SDKKSREKITAEHETTDDLSMLGRVVKVEKQVQSIESKLDCLLDIYQQVLRKGSASALAL
ASFQIPPFECEQTSDYQSPVDSKDLSGSAQNSGCLSRSTSANISRGLQFILTPNEFSAQT
FYALSPTMHSQATQVPISQSDGSAVAATNTIANQINTAPKPAAPTTLQIPPPLPAIKHLP
RPETLHPNPAGLQESISDVTTCLVASKENVQVAQSNLTKDRSMRKSFDMGGETLLSVCPM
VPKDLGKSLSVONLIRSTEELNIQLSGSESSGSRGSQDFYPKWRESKLFITDEEVGPEET
ETDTFDAAPQPAREAAFASDSLRTGRSRSSQSICKAGESTDALSLPHVKLK

>Gorilla gorilla KCNQ5 (ENSGGOP 11126)
YSFLLVFGCLILSVFSTIPEHTKLASSCLLILEFVMIVVFGLEFIIRIWSAGCCCRYRGW
QGRLRFARKPFCVIDTIVLIASIAVVSAKTQGNIFATSALRSLRFLQILRMVRMDRRGGT
WKLLGSVVYAHSKELITAWYIGFLVLIFSSFLVYLVEKDANKEFSTYADALWWGTITLTT
IGYGDKTPLTWLGRLLSAGFALLGISFFALPAGILGSGFALKVQEQHRQKHFEKRRNPAA
NLIQCVWRSYAADEKSVSIATWKPHLKALHTCSPTKKEQGEASSSKFCSNKQKLFRMYTS
RKQSQKLSFKERVRMASPRGQSTIKSRQASVGDRRSPSTDITAEGSPTKVQKSWSENDRTR
FRPSLRLKSSQPKPVIDADTALGTDDVYDEKGCQCDVSVEDLTPPLKTVIRAIRIMKEHV
AKRKFKETLRPYDVKDVIEQYSAGHLDMLCRIKSLQOTRVDQILGKGQITSDKKSREKITA
EHETTDDLSMLGRVVKVEKQVQSIESKLDCLLDIYQQVLRKGSASALALASFQIPPFECE
QOTSDYQSPVDSKDLSGSAQNSGCLSRSTSANISRGLQFILTPNEFSAQTEFYALSPTMHSQ
ATQVPISQSDGSAVAATNTIANQINTAPKPAAPTTLQIPPPLPVIKHLPRPETLHPNPAG
LOESISDVTTCLVASKENVQVAQSNLTKDRSMRKSEFDMGGETLLSVCPMVPKDLGKSLSV
ONLIRSTEELNIQLSGSESSGSRGSQDFYPKWRESKLFITDEEVGPEETETDTEFDAAPQP
AREAAFASDSLRTGRSRSSQSICKAGESTDALSLPHVKLK

>Mus musculus KCNQ5 (ENSMUSP 110955)

MPRHHAGGEEGGAAGLWVRSGAAAAAGAGGGRPGSGMKDVESGRGRVLLNSAAARGDGLL
LLGTRAAALGGGGGGLRESRRGKQGARMSLLGKPLSYTSSQSCRRNVKYRRVONYLYNVL
ERPRGWAFVYHAFVFLLVFGCLILSVFSTIPEHTKLASSCLLILEFVMIVVFGLEFIIRT
WSAGCCCRYRGWQGRLRFARKPFCVIDTIVLIASIAVVSAKTOQGNIFATSALRSLREFLQI
LRMVRMDRRGGTWKLLGSVVYAHSKELITAWYIGFLVLIFSSFLVYLVEKDANKEFSTYA
DALWWGTITLTTIGYGDKTPLTWLGRLLSAGFALLGISFFALPAGILGSGFALKVQEQHR
OKHFEKRRNPAANLIQCVWRSYAADEKSVSIATWKPHLKALHTCSPTKKEQGEASSSKFC
SNKQKFFRVYTSRKQSQKLSFKERVRMASPRGQSIKSRQASVGDRRSPSTDITAEGSPTK
VOKSWSFNDRTRFRPSLRLKSSQPKPVIDADTALGIDDVYDEKGCQCDVSVEDLTPPLKT



VIRAIRIMKFHVAKRKFKETLRPYDVKDVIEQYSAGHLDMLCRIKSLOTRVDQILGKGOM
TSDKKSREKITAEHETTDDPSMLARVVKVEKQVQSIESKLDCLLDIYQQVLRKGSASALT
LASFQIPPFECEQTSDYQSPVDSKDLSGSAQNSGCLTRSASANISRGLQFILTPNEFSAQ
TEFYALSPTMHSQATQVPMSONDGSSVVATNNIANQISAAPKPAAPTTLQIPPPLSATIKHL
SRPEPLLSNPTGLQESISDVTTCLVASKESVQFAQSNLTKDRSLRKSFDMGGETLLSVRP
MVPKDLGKSLSVONLIRSTEELNLQEFSGSESSGSRGSQDEFYPKWRESKLEFITDEEVGAEE
TETDTFDGTPPPAGEAAFSSDSLRTGRSRSSONICKTGDSTDALSLPHVKLN

>Bos taurus_ KCNQ5 (ENSBTAP 10251)
CLMFQEFVMIVVEFGLEFIIRIWSAGCCCRYRGWQGRLRFARKPFCVIDTIVLIASIAVVS
AKTQGNIFATSALRSLRFLQILRMVRMDRRGGTWKLLGSVVYAHSKELITAWYIGFLVLI
FSSFLVYLVEKDANKEFSTYADALWWGTITLTTIGYGDKTPLTWLGRLLSAGFALLGISF
FALPAGILGSGFALKVQEQHRQKHFEKRRNPAANLIQCVWRSYAADEKSVSVATWKPHLK
ALHTCSPTKKEQGEASSSQKLSFKERVRMASPRGQSVKSRQASLGDRRSPSTDITAEGSP
TKVQKSWSFNDRTRFRPSLRLKSSQPKPVVDADTALGTDDVYDDKGCQCDVSVEDLTPPL
KTVIRAIRIMKFHVAKRKFKETLRPYDVKDVIEQYSAGHLDMLCRIKSLQTRVDQILGKG
QITSDKKSREKITAEHEATDDLSMLGRVVKVEKQVQSIEAKLDCLLDIYQQVLRKGSAPA
LALAPFPSPPFECEQTSDYQSPGDGRDLSGPAPGGGLPRSATRERALRQSLDLGGAALLS
VRPAVPODPGRSVSAQNLARSTEDLDVQLSGSESSGSRGSQEFYPKWRESKLEFISDEEAA
SPEDTGTDALDAVPPAREPAPAPDSLRTGRSRSSQSSCPAAGGADALGRPHVRLK

>Gallus gallus KCNQ5 (ENSGALP 49052)
MSLLGKPLSYSSGPSCRRNAKYRRLONYLYNVLERPRGWAFVYHAFVFLLVFGCLILSVFE
STIPEHTKLASGCLFILEFVMIVVEGLEFIIRIWSAGCCCRYRGWQGRLREFARKPEFCVID
ITVLIASTAVVSAKTQGNIFATSALRSLRFLOILRMVRMDRRGGTWKLLGSVVYAHSKEL
ITAWYIGFLVLIFSSFLVYLVEKDANNQFSTYADALWWGTITLTTIGYGDKTPLTWLGRL
LSAGFALLGISFFALPAGILGSGFALKVQEQHRQKHFEKRRNPAASLIQCVWRSYAADEK
SVSIATWKPHLKALHTCSPTKKEQGEASSSKLCSNKOQKLFRMYTPRKHSQKLSFKERVRM
ASPRGQSIKNRQSSVGDRRSPSADIATDGSPTKVQKSWSENDRTRFRPSLRLKSSQPKPV
VDADTSLGTDDVYDDKGCQCDVSVEDLTPALKTVIRAIRIMKFHVAKRKFKETLRPYDVK
DVIEQYSAGHLDMLCRIKSLOSRVDQILGKGQITADKRSREKNTAENETTDDLSMLGRVV
KVEKQVQSIESKLDCLLDIYQQVLRKGSASALTLASFOMPAFECEQTSDYQSPSDSKDLS
NSAQISGCVSRSASANLPRGLOLILTPNEFSTQAYYAISPAMHSQATQVPNDGHTTVNNT
SNOINQATKPATPTTLQIPPFSSVKHINRPEPVHIIPVTTQENISDVTACLVGSKDNGQV
AQPSATKDLTWRKGLDTEGEPLLSVKPVVQMDLGKSLSIQNLIQSTEELNVQITGSDSSG
SRGSQDVYSKWRESKLEFITDEELETEAGTETTEAISRPLVETTLSTDSLRTGISRSSQST
CKPGDGTEALSLLHVKLK

>Taeniopygia guttata KCNQ5 (ENSTGUP_ 13065)
FSFLLVFGCLILSVESTIPEHTKLASGCLEFILEFVMIVVEGLEFIIRIWSAGCCCRYRGW
QOGRLRFARKPFCVIDIIVLIASIAVVSAKTQGNIFATSALRSLRFLOILRMVRMDRRGGT
WKLLGSVVYAHSKELITAWYIGFLVLIFSSFLVYLVEKDANTEFSTYADALWWGTITLTT
IGYGDKTPLTWLGRLLSAGFALLGISFFALPAGILGSGFALKVQEQHROKHFEKRRNPAA
SLIQCVWRSYAADEKSVSIATWKPHLKALHTCSPTKKEQGESSSSQKLSFKERVRMASPR
GQSIKSROSSVGDRRSPSADIATEGSPTKVQKSWSENDRTREFRPSLRLKSSQPKPMVDAD
TSLGTDDVYDDKGCQCDVSVEDLTPALKTVIRAIRIMKFHVAKRKFKETLRPYDVKDVIE
QYSAGHLDMLCRIKSLOSRVDQILGKGQITADKRSREKNPAEHETADDVSMLGRVVKVEK
QVOSIESKLDCLLDIYQQVLRKGSASALTLASLOMPAFECEQTSDYQSPSDSKDLSNSAQ
LSGCVSRSASANLPRGLOLILTPNEFSTQAYYAFSPAMHSQATQVPNDGPATVNNTSNQI
NOTTKPATPTTLQIPPEFSSMKHINRPEPTIHITIPVTTQENISNVTACLVASKDNGQVAQPS
ATKDLAWRKSLDTEGEPLLSVKPVVOMDLGKSLSVONLIQSTEELNIQIAGSDSSSSRGS
ODVYSKWRESKLFITDEELETESGTETTEAISRPLVETTLSADSLRTGISRSSQNICKPG
DGTEALNLLHVKLK

>Danio rerio KCNQ5a (ENSDARP 118905)

MPRNHSGDEGGAGLWMKTSQHYGMKDVEAGRGTMNNATRNADSLLSAPGTTGAGGSENQR
RNQGARLSLLGKPLAYSAQSGRRNARYRKLONYLYNVLERPRAWAFVYHAFVFTLVFGCL
VLSVFSTIPAHMDLSNHCLLILEFVMIVVFGLEYIIRIWSAGCCCRYRGWQGRLRFARKP
FCVIDIIVLIASIAVVSAGSQGNIFATSALRSLRFLQILRMVRMDRRGGTWKLLGSVVYA
HSKELVTAWYIGFLVLIFSSFLVYLVEKEENKQFATYADALWWGTITLTTIGYGDKTPQT
WTGRLLSAGFALLGISFFALPAGILGSGFALKVQEQHRQKHFEKRRNPAASLIQCVWRSY



AADENSVSIATWKPHLKALHTCSPTNQKLSFRERVRMASPRGQSVKSRQOMSVNDRRSPGT
EVAVEGSSPAKVQKSWSENDRTRFRPSLRLKSQSRTTTEADTTLGPDDAFDDKACHCDVT
VEDLSAPLKAVIRAIRIMKFHVAKKKFKETLRPYDVKDVIEQYSAGHLDMLCRIKSLQTR
VDQILGKGQISVDRKGREKILPEGESLEHDMSMLGRVCKVERQVQSIESKLDSLLDIYRQ
VLOKGSSSMLGLSALPLFELDQTSDYQSSLHSKESSSQLTGSGVSRSCSSNLHRGLHLAL
APSELNLGTGYPHSASSFSPSPLLNNQPSSPDSEFYPSSPPPILTPNNLSRSHQRESELTR
PVPTVHSTSTTLQLPPMVPAPPGRPTSLIPETLQESRAECPTNCLLGTQNEVESDKEAES
IPSTVQLRDKPERNSKEDGSWRRHLSLDIDPLMLMSSTAAASLQVERGLGKSLSAQNLML
PTAADCHPALSTRSSGSSNNESSDREPLTDWGETELFISDKEMDEFLHQQSNDTNESSELL
RTGASGTSPSQAGPRDVLESHNLPHVCLE

>Danio rerio KCNQ5b (ENSDARP 79805)
MPRNHSGDEAGSGLWMNTSPGHHAESYGLHNVECDNRMKNNCSRPGDGLLSASHAGTGAS
GTERDRGKQGARLSLLGKPLVYGTQSGRRNARYRRIONYLYNVLERPRSWAFIYHAFVEV
LVFGCLVLSVEFSTIPDHQEMASQSLLILEFVMIVVEFGLEYIIRIWSAGCCCRYRGWQGRL
RFARKPFCVIDIIVLIASVAVVSAGSQSNIFATSALRSLRFLOQILRMVRMDRRGGTWKLL
GSVVYAHSKELVTAWYIGFLVLIFSSFLVYLVEKEFNKDFATYADALWWGTITLTTIGYG
DKTPKTWTGRMLSAGFALLGISFFTLPAGILGSGFALKVQEQHROKHFEKRRNPAACLIQ
CVWRSYAADENSVSVATWKPHLKALHTCSPTKKDQGESATSQKLSFKDRVRMASPRGQST
KSRQTSVTDRRSPGAEISTDGSSPAKVQKSWSENDRTRFRPSLRLKSQSRSTPEGEANVT
VDEAFDEKGCHCDMSVEDLPSALKTVIRAVRIMKFHVAKKKFKETLRPYDVKDVIEQYSA
GHLDMLCRIKSLQTRVDQILGRGOMPVDKKVREKLLSDGDILEDVSMLGRVCKVERQVQS
IESKLDSLLDIYRQVLOKGSSTALTFSSLPPFGLEENSDYQSTVLSKDLSCASQVSQSIC
GNHPRALQLILAPNELMNLNONNSTTSSPGLNPASASPENLSTFQVPSTPSLECPSAQGS
PSQILNANSFHCSIGHFPSVGQPPPPLSSTTTSKYQLSTVPSQAGHARSMGPTRSDPADY
AKSCFRGVGIDLGLNSSMICKLQOKNRPSAKEDSSWRRHISLDSEVEMDPLAPVSPLAPV
QGQCSGDRGLGKSLSVQDLIQPALEGVGVDTHSSQASFSTSISSSQDSSAGGIEMGAGGHW
GEADLFISDRDLDTSTKAHNQGFDFLSQAPIDASYSSELLRTSTAAGASHSLASGHTSNT
GSNETINMPHVRLK

>Takifugu rubripes KCNQ5a (ENSTRUP_31899)
AGDAMPRSHSGDQSGGPGLWLKTSTGRRGQEYPLKDVECGRTTMNNAVRVGDGVLSAAAA
GALGVDRKQGARLSLLGKPLTYSAQSGRRNARYRRLONYLYNVLERPREWAFVYHAFVET
LVFGCLVLSVFSTIPAHQEFSSHCLLILEFVMIVVEFGLEYITIRIWSAGCCCRYRGWQGRL
RFARKPFCVIDIIVLIASVAVVSAGSQGNIFATSALRSLRFLOILRMVRMDRRGGTWKLL
GSVVYAHSKELVTAWYIGFLVLIFSSFLVYLVEKEFNKDFATYADALWWGTITLTTIGYG
DKTPOQTWTGRLLSAGFALLGISFFALPAGILGSGFALKVQEQHRQKHFEKRRNPAASLIQ
CVWRSYAADENSVSIATWKPHLKALHTCSPAKKEQGETTYSQKLSFKERVRMASPRGQSM
KNROLSINDRQRCSPGNDVMGGAELMGGSPAKVOKSWSEFNDRTRFRPSLRLKSQTRAAVS
DVDAGMSTEDSLDERGCHCDVTLEDLSAPLKAVIRAVRIMKFHVAKKKFKETLRPYDVKD
VIEQYSAGHLDMLCRIKSLQTRVDQILGKGQIPIDKKIRDKLNPDGDSLEGMSMLGRVCK
VERQVSSIESKLDSLLDVYRQVLOKGPSALTLSSLPLFELHNHQRHSSDYQTSILSRDLP
SPOQEGDPMGGENNGGINHSLSVNTRGLRLILAPADDDDPPDSAPPSYPPSTASLSPSPLL
PPDSPYPNLATPNISKRAHFPDLPPPPSSGGGFTLOQLPPILHPSQPHCPIEPTSNNQGTM
GPSVVVRSPVDGDTEPGSAQEEAQQCEKPGLKSEGVWRRHINLEVNPLLPPSSSPDWEEC
LGKSLSAHNLCQPSTNRAQSHSSDLHNSSSSHSSKCVNAHGGLSNWDEAELEFISDRKLNR
E

>Takifugu rubripes KCNQ5b (ENSTRUP 20763)
MPRNHNGDEGGTGLWMRTSQGHRSEGSYGLKDVESGQRMLNNAGDGLLSASAAAGAVGSE
SLRVKQGARLSLLGKPLIYSAQSGRRNVRYRRLONYLYNVLERPRAWAFVYHAFVFILVE
SCLVLSVFSTIPPHQDFSSYCLLILEFVMIVVFGLEYITRIWSAGCCCRYRGWPGRLRFA
RKPFCVIDIIVLIASVAVVSAGSQGNIFATSVLRSLREFLOILRMVRMDRRGGTWKLLGSV
VYAHSKELVTAWYIGFLVLIFSSFLVYLVENKENKEFATYADALWWGTITLTTIGYGDKT
PKTWTGRMLSAGFALLGISFFALPAGILGSGFALKVQEQHROKHFEKRRNPAAYLIQCVW
RSYAADENSVSIATWKPHLKALHTCSPTKKEQGESTTSQKLSFKERVRMASPRGQTIKNR
QTSSGNDRRSPVTDINTEGTSPAKVQKSWSFNDRTRFRPSLRLKSQSRSTTDATDSNVAG
EDGFDEKGCNCEISVDDLLPAVKSVIRAVRIMKEYVAKKKFKETLRPYDVKDVIEQYSAG
HLDMLCRIKSLOTRVDQILGKGQIPLDKKIREKLLSDGDILEDMSMLGRVCKVERQVQST
ESKLDSLLDIYRQLLHKGSSSALTLSSLPLFELEQTSDYPSSVESKDLSCSSQVSGSGAP
HPGGCVSHSSTNSRLSQGGLRLILAPSSDSSST



>Tetraodon nigroviridis KCNQ5 (ENSTNIP 17165)
FREILVFSCLVLSVESTIPAHQDFSSDCLLILECVMIVVEGLEYITRIWSAGCCCRYRGW
QGRLRFARKPFCVIDIIVLIASVAVVSAGSQGNILAASFLRSLRFLQILRMVRMDRRGGT
WKLLGSVVYAHSKELVTAWYIGFLVLIFSSFLVYLVENKGNKEFATYADALWWGTITLTT
IGYGDKTPKTWTGRMLSAGFALLGISFFALPAGILGSGFALKVQEQHRQKHFEKRRNPAA
YLIQAAWRYYSTDSTRPDLDATWRHYESLLPPHSQKLSFKERVRLASPRGQTLKNRQASS
VNDRRSPVTDISAEGTSPAKVQKSWSEFNDRTRFRPSLRLKSQSRSTTDAAEDGEFDEKGCN
CEISVEDLLPSVKSVIRAVRIMKEYVAKKKFKETLRPYDVKDVIEQYSAGHLDMLCRIKS
LQTSRVDQILGKGQIPLDKKIREKLLSDGDILEDMSMLGRVCKVERQVQSIESKLDSLLD
IYROMLHKGSSSALTLSSLPLFELEQTSDYHSPVFAKDPSCSSQAPKTVSIEASTNME

>Gasterosteus aculeatus KCNQ5a (ENSGACP_23908)
FREVLVFSCLVLSVEFSTIPAHQDFSSYCLLILEFVMIVVEGLEYIIRIWSAGCCCRYRGW
QGRLRFARKPFCVIGEILLIASVAVVSAGSQGNIFATSVLRSLRFLOILRMVRMDRRGGT
WKLLGSVVYAHSKELVTAWYIGFLVLIFSSFLVYLVENKENKDFATYADALWWGTITLTT
IGYGDKTPKTWTGRMLSAGFALLGISFFALPAGILGSGFALKVQEQHROQKHFEKRRNPAA
YLIQCVWRSYAADENSVSIATWKPHLKALHTCSPTKKEAGESTTSQKLSFKERVRMASPR
GOSIKNRQTSSVNDRRSPVAEAGTDGTSPAKVQKSWSENDRTRFRPSLRLKSQSRSTTDA
ADSNMAGEDSYDERGCHCEMSVQDLLPSVKSVIRALRIMKFHVAKKKFKETLRPYDVKDV
IEQYSAGHLDMLCRIKSLOTRVDQILGRGQIPLDKKIREKLLSDGDILEDMSMEGRVCKV
ERQVQOSIESKLDSLLDIYRQVLRKGASSALTLSSLPLFELEQTSDYHSSVEFGKDLSSSTQ
ASSNAALPPGSNSHLSQGGLHLILAP

>Gasterosteus aculeatus KCNQS5b (ENSGACP 23911)
ELVNLVESLIVLPGFSVILYPLLEFVLVEFSCLVLSVEFSTIPAHQDEFSSYCLLILEFVMIV
VFGLEYIIRIWSAGCCCRYRGWQGRLRFARKPFCVIDIIVLIASVAVVSAGSQGNIFATS
VLRSLRFLQILRMVRMDRRGGTWKLLGSVVYAHSKELVTAWYIGFLVLIFSSFLVYLVEN
KFNKDFATYADALWWGTQKPHSDPSGRDDEITLTTIGYGDKTPKTWTGRMLSAGFALLGT
SFFALPAGILGSGFALKVQEQHROKHFEKRRNPAAYLIQAAWRCYSTDSTRPYLDATWRP
YKSLLTSYSQKLSFKERVRMASPRGQOSIKNRQTSSVNDRRSPVAEAGTDGTSPAKVQKSW
SENDRTRFRPSLRLKSQSRSTTDGPREDSYDERGCHCEMSVQDLLPSVKSVIRALRIMKFEF
HVAKKKFKETLRPYDVKDVIEQYSAGHLDMLCRIKSLOTRVDQILGRGQIPLDKKIREKL
LSDGDILEDMSMFGRVCKVERQVQSIESKLDSLLDIYROQVLRKGASSALTLSSLPLFELE
QOTSDYHSSVFGKDLSSSTQASSNAALPPGSNS

>Oryzias latipes KCNQ5a (ENSORLP 3087)
KIKMCFGNVISKKRGPPFPPKKVLKFILVEFSCLVLSVESTIPAHQEFSSYCLLILEFVMI
VVFGFEYIIRIWSAGCCCRYRGWQGRLRFARKPFCVIDIIVLIASVAVVSAGSQGNIFAT
SVLRSLRFLOILRMVRMDRRGGTWKLLGSVVYAHSKELVTAWYIGFLVLIFASFLVYLVE
NKENKDFATYADALWWGTTFRTPCLYLQITLTTIGYGDKTPKTWTGRMLSAGFALLGISFE
FALPAGILGSGFALKVQEQHRQKHFEKRRNPAAYLIQCVWRSYSADENSVSTIATWKPHLK
AMHTCSPTNQKLSFKERVRMASPRGQSIKNRQTSSMNDRRSPVADGGAEGTSPAKVQKSW
SENDRTRFRPSLRLKSASRSTTDVLWPGDDGEFDDKGCHCDLSVEDLLPSVKAVIRAVRIM
KFHVAKKKFKETLRPYDVKDVIEQYSAGHLDMLCRIKSLOTRVDQILGKGQIPLDKKIRD
KLLSDGDLLEDMSMLGRVCKVERQVQSIESKLDSLLDIYRQVLRKGSSSGLTLSSLPLFE
LEQTSDYNSPVFSKDLSTPSQPITIATSSSSSHA

>Oryzias latipes KCNQ5b (ENSORLP 2826)
FILVFGCLVLSVFSTIPAHQEFSSHCLLILEFVMIVVFGLEYIFRIWSAGCCCRYRGWQG
RLRFARKPFCVIDIIVLITSVAVVSAGSQGNVFATSALRSLRFLOILRMVRMDRRGGTWK
LLGSVVYAHSKELVTAWYIGFLVLIFSSFLVYLVEKEFNKDFDTYADALWWGTCPLWSSP
IQITLTTIGYGDKTPOQTWTGRLLSAGFALLGISFFALPAGILGSGFALKVQEQHRQKHFE
KRRNPAASLIQQIEWRVKVVYQFNTHLLAFWELFELYDGLLLASPSQKLSFKERVRMASP
RGOSMKSRQTTIGDRQRCSPGSEVVGSNELMSGSPAKVOKSWSEFNDRTRFRPSLRLKSQL
SGDGGAATEDSFERGCHCDVTVEDLSAPLKAVIRAVRIMKFHVAKKKFKETLRPYDVKDV
IEQYSAGHLDMLCRIKSLQTRVDQILGKGQIPVEKKPRDKLHPDGDSLEGMSMLGRVCKV
ERQFSGVLHRVQTRLLLDIYRQVLOKGSSGLSSLPLFELENHQRHGSDFPLSPHRGDAIR
SRDEGGGMQRSLSASPR

>Homo sapiens_ KCNQI1 (ENSP_155840)



MAAASSPPRAERKRWGWGRLPGARRGSAGLAKKCPFSLELAEGGPAGGALYAPIAPGAPG
PAPPASPAAPAAPPVASDLGPRPPVSLDPRVSIYSTRRPVLARTHVQGRVYNEFLERPTGW
KCEVYHFAVFLIVLVCLIFSVLSTIEQYAALATGTLFWMEIVLVVEFGTEYVVRLWSAGC
RSKYVGLWGRLREFARKPISIIDLIVVVASMVVLCVGSKGQVFATSAIRGIRFLOILRMLH
VDROQGGTWRLLGSVVFIHRQELITTLYIGFLGLIFSSYFVYLAEKDAVNESGRVEFGSYA
DALWWGVVTVTTIGYGDKVPQTWVGKTIASCEFSVFAISFFALPAGILGSGFALKVQQOKQR
OKHFNRQIPAAASLIQTAWRCYAAENPDSSTWKIYIRKAPRSHTLLSPSPKPKKSVVVKK
KKFKLDKDNGVTPGEKMLTVPHITCDPPEERRLDHFSVDGYDSSVRKSPTLLEVSMPHEM
RTNSFAEDLDLEGETLLTPITHISQLREHHRATIKVIRRMOYFVAKKKFQOARKPYDVRD
VIEQYSQGHLNLMVRIKELQRRLDQSIGKPSLFISVSEKSKDRGSNTIGARLNRVEDKVT
QLDQRLALITDMLHQLLSLHGGSTPGSGGPPREGGAHITQPCGSGGSVDPELFLPSNTLP
TYEQLTVPRRGPDEGS

>Callithrix jacchus KCNQI (ENSCJAP 21515)
MAAASSPPRAERKRWGWGRLPGARRGSAGLAKKCPFSLELAEGGPAGGALYAPIAPGAPG
PAPPASPAAAPTVPSDLGPRPPVSLDPRVSIYSTRRPLLARTHVQGRVYNFLERPRGCKC
FIYHFAVFLIVLVCLIFSVLSTIEQYAALATGTLFWMEIVLVVFFGTEYMVRLWSAGCRS
KYVGLWGRLRFARKPISIIDLIVVVASMVVLCVGSKGQVFATSAIRGIRFLQILRMLHVD
ROGGTWRLLGSVVFIHRQELITTLYIGFLGLIFSSYFVYLAEKDAVNESGHVEFGSYADA
LWWGVVTVTTIGYGDKVPQTWVGKTIASCFSVFAISFFALPAGILGSGFALKVQQKQRQK
HFNRQIPAAASLIQTAWRCYAAENPDSSTWKIYVRKPPRSHALLSPSPKPKKSVVIKKKK
LKLDKDNGVSPGEKTLTVPQITCDPPEERRLDHFSVDSYDSSVRKSPTLLEVSMPHEFMRT
NSFAEDLDLEGETLLTPITHISQLREHHRATIKVIRRMQYFVAKKKFQQARKPYDVRDVI
EQYSQGHLNLMVRIKELQRRLDQSIGKPSLFIAVSEKSKDRGSNTIGARLNRIEDKVTQL
DOQRLVLITDMLHQLLSLHRGGPPGGSSPPREGGAHITPPCGSGGSIDPKLFLPSSALPTY
EQLTVPRRGPDEGS

>Mus musculus_KCNQ1 (ENSMUSP_ 9689)
MDTASSPPSAERKRAGWSRLLGARRGSAVVKKCPFSLELAEGGPEGSTVYAPIAPTGAPG
LAPPMSTPVSPAPAPADLGPRPRVSLDPRVSIYSARRPLLARTHIQGRVYNFLERPTGWK
CFVYHFTVFLIVLVCLIFSVLSTIEQYAALATGTLFWMEIVLVVFFGTEYVVRLWSAGCR
SKYVGIWGRLRFARKPISIIDLIVVVASMVVLCVGSKGQVFATSAIRGIRFLQILRMLHV
DROGGTWRLLGSVVFIHRQELITTLYIGFLGLIFSSYFVYLAEKDAVNESGRIEFGSYAD
ALWWGVVTVTTIGYGDKVPQTWVGKTIASCFSVFAISFFALPAGILGSGFALKVQQOKQRQ
KHFNRQIPAAASLIQTAWRCYAAENPDSATWKIYVRKPARSHTLLSPSPKPKKSVMVKKK
KFKLDKDNGMSPGEKMENVPHITYDPPEDRRPDHEFSIDGYDSSVRKSPTLLEVSTPHFLR
TNSFAEDLDLEGETLLTPITHVSQLRDHHRATIKVIRRMQYFVAKKKFQQARKPYDVRDV
IEQYSQGHLNLMVRIKELQRRLDQSIGKPSLFIPISEKSKDRGSNTIGARLNRVEDKVTQ
LDOQRLVIITDMLHQLLSMQQOGGPTCNSRSQVVASNEGGSINPELFLPSNSLPTYEQLTVP
QTGPDEGS

>Rattus norvegicus_ KCNQI1 (ENSRNOP 27875)
MDTASSPPNAERKRAGWGRLLGARRGSAGLAKKCPFSLELAEGGPTGGTVYAPIAPTGAP
GLAPPMSPPVSPVPAPADLGPRPRVSLDPRVSIYSTRRPLLARTHIQGRVYNFLERPTGW
KCFVYHFTVFLIVLVCLIFSVLSTIEQYAALATGTLFWMEIVLVVFFGTEYVVRLWSAGC
RSKYVGIWGRLRFARKPISIIDLIVVVASMVVLCVGSKGQVFATSAIRGIRFLOQILRMLH
VDROGGTWRLLGSVVFIHRQELITTLYIGFLGLIFSSYFVYLAEKDAVNESGRIEFGSYA
DALWWGVVTVTTIGYGDKVPQTWVGKTIASCFSVFAISFFALPAGILGSGFALKVQQKQR
QKHFNRQIPAAASLIQTAWRCYAAENPDSSTWKIYVRKPARSHTLLSPSPKPKKSVMVKK
KKFKLDKDNGLSPGEKIFNVPHITCDPPEDRRPDHEFSIDGYDSSVRKSPTLLEVSTPHFL
RTNSFAEDLDLEGETLLTPITHVSQLRDHHRATIKVIRRMQYFVAKKKFQQARKPYDVRD
VIEQYSQGHLNLMVRIKELQRRLDQSIGKPSLFIPISEKSKDRGSNTIGARLNRVEDKVT
QOLDQRLVIITDMLHQLLSLOQOGGPTCNNRSQVVASDEGGSINPELFLPSNSLPTYEQLTV
PQTGPDEGS

>Canis familiaris KCNQI1 (ENSCAFP_42679)

GHRRCPGLRRGSAGGAFRCALRPHQGQSRTLGGEGLHPRGPGAPGPGLPRPQAAPASPPD
LLGPFLPLPVTPNARPAAGPGVCPRPRRSYPSVRCWNFRVRLPTDRRVLPPHSFLIVLVC
LIFSVLSTIEQYVALATGTLFWMEIVLVVFFGTEYVVRLWSAGCRSKYVGIWGRLRFARK
PISTIIDLIVVLASMVVLCVGSKGQVFATSATIRGIRFLOQILRMLHVDRQGGTWRLLGSVVE
THROELITTLYIGFLGLIFSSYFVYLAEKDAVNDSGQVEFGSYADALWWGVVTVTTIGYG



DKVPQTWVGKTIASCEFSVFAISFFALPAGILGSGFALKVQOKQROKHEFNRQIPAAASLIQ
TAWRCYAAENPDSSTWKIYVRKPARSHALLSPSPKPKKSVMVKRKKEKQDKDNGVSPGEK
MLTVPHITCEPVSEERRPDHEFSVDNCDSSVKKSPMLLEVSTAHFMRTNSFAEDLDLEGET
LLAPITHVSQLREHHRATIKVIRRMQYFVAKKKFQQARKPYDVRDVIEQYSQGHLNLMVR
IKELQRRLDQSIGKPSLFISVSEKSKDRGSNTIGARLNRVEDKVTQLDQRLVLITDMLHQ
LLSLYHGGPPGGRPPSGSGVQVVQPCSSINPELFLPSNTLPTYEQLTVPRRGPEEGS

>Xenopus tropicalis KCNQI (ENSXETP 43172)
IFQLLKKPLSWKPFVYYTPKFLIVLICLIFSVLSTIQQYNNLATETLEFWME IVLVVEFGA
EYVVRLWSAGCRSKYVGIWGRLRFARKPISVIDLIVVVASIIVLCVGSNGQVFATSAIRG
IRFLOQILRMLHVDROGGTWRLLGSVVEFIHRQELITTLYIGFLGLIFSSYFVYLAEKDAID
SSGEYQFGSYADALWWGVVTVTTIGYGDKVPQTWIGKTIASCEFSVFAISFFALPAGILGS
GFALKVQQOKQROQKHFNRQIPAAASLIQTAWRCYAAENPDSATWKIYIRKQSRNHHILSPS
PKPKKSAMVKKKKIRTDREEGSTDKMLNIPNITYDHVADDRKNDGYSVEAYENTVRKPEG
FLDPGTGPFIRTSSFTDDLDMEGDTLLTPITHISELKEHHRAATKVIRRMQYFVAKKKEQ
QARKPYDVRDVIEQYSQGHLNLMVRIKELQRRLDQSLGKPSLFLSVSDKVKDKGSNTIGS
RLNRVEDKVTQMDHKLNLITDMLHHLVTNQQGTQSIRTPHRSNSLNSENHASRNTLPTYE
QLTVPRPGQODNVS

>Danio rerio KCNQ1 (ENSDARP 77949)
MTSPAHSTATEASWTAGAADLOMTEALHLRNDGVREFPSSVPVDPAVITQHPPSHLHPRMS
VYSATRPTLSRSFLOGRVYNFLERPTGWKCEVYHFTVFLIVLSCLILSVLSTIDEYQALA
NKTLEWMELVLVMFFGVEYVVRLWSAGCRSKYVGILGRLRFARKPISVIDLIVVVASIIV
LAFGSNGQVFATSAVRGVRFLOILRMLHVDROQGGTWRLLGSVVEIHRQELITTLYIGEFLG
LIFSSYFVYLAEKDAVDDHGNSGFGSYADALWWGVVTVTTIGYGDKVPQTWIGKTIASCE
SVFAISFFALPAGILGSGFALKVQQOKOROKHEFNRQIPAAASLIQASWRCFALLNPDSATY
KLFVKRNLSSSGSSPKLKVKMRRKMKISDRNNGONSPAVPSITYDSEFDDGRDSRQETLTS
LOOSVISDGTNTTRRYERAPSWNSLSSFQFSTPPATKPGVFEVSSRPTLORSSSTIADDME
TEPEREIVLIPVAHVSQLRDSHRAAIRVIQRMYYFVARKKFQQARKPYDVRDVIEQYSQG
HLNLMVRIKELORRLDHSLGKQSLFQTSSERLKDKGTNTIGSRLNRMDEKITHMDRTLNS
IAESLNLMLARERRGDLARGKEQRSTMRRQSATFSLSVLDSSEQLSTTTAIHEDS

>Takifugu rubripes KCNQI1l (ENSTRUP 41806)
KPPLDLQLSEIGPGAPDVEPPARNDGRKMPADATANSEVPPAYLHPYSAHPRMSEFRMSVY
STGVRPVLTRAYIQGRVYNFLERPSGWKCLLYHFTVFLIVLACLILSVLSTIDQYQSLSQ
TTLEWVEIVLVVFFGMEYFIRLWSAGCRSKYVGVWGRLRFARKPISIIDLIVVVASVIVL
SVGSKGQVFATSAVRGIRFLQILRMLHVDRQGGTWRLLGSVVYIHRQELITTLYIGFLSL
IFSSYFVYLAETYAISGGSTEFRNYADALWWGVVTVTTIGYGDKVPQTWIGKTIASCFESV
FAISFFALPAGILGSGFALKVQQKOROQKHFNRQIPAAAGLIQTSWRCFAVENLDSATYKM
FLRKRSNITASSLSSPKSKKSVKIKRKPKSADQDNGPTSPTVPSITYDSVFDSGRELSSD
VYSTTVRRSPGLLDVHGHDPLRRNASFANDTELESEHHNHLFPAASLSQLTESHRKAIRV
IQRMRYLVAKRNFQQARKPYDVRDVIEQYSQGHLNLMVRIKELQRRLDQSLGKMTLFQAG
SERAKDRGNNSIGSRLNRMEDKISHMDQTLGRISESLAVLLEQK

>Tetraodon nigroviridis KCNQ1 (ENSTNIP 124609)
PRMSFRMSVYSTGVRPVLTRAYIQGRAYNFLERPSGWKCLVYHFSVFLIVLACLILSVLS
TIDQYQSLSQTTLFWVEIVLVVFFGMEYFVRLWSAGCRSKYVGIWGRLRFARKPISIIDL
IVVIASVIVLSVGSKGQVFATSAVRGIRFLOILRMLHVDROGGTWRLLGSVVYIHRQELT
TTLYIGFLSLIFSSYFVYLAETYSVSGGSTDFRNFADALWWGVVTVTTIGYGDKVPQTWI
GKTIASCFSVFAISFFALPAGILGSGFALKVQQOKQROKHFNRQIPAAACLIQTSWRCFAV
ENLDSATFKMFLRKRSNISASSLPSPKSKKSVKIKRKPKSVDKDSGPTSPTVPSITYDSV
FDSGRELSSVPACVQTERRAPGLLDVHSHDALRRNASFADDTELESEPHTHLEFPAASLSQ
LTESHRKAIRVIQRMRYFVAKRNFQOARKPYDVRDVIEQYSQGHLNLMVRIKELQRRLDQ
SLGKMTFFQAGSERAKNRGNNSVGSRLNRMEDKITHMEQTLGCIADSLALLLKQRDAGEA
EGGGRLRPQRARHFVPSHDSLPSYDQLSSSPSSFSSNN

>Gasterosteus aculeatus KCNQ1 (ENSGACP 22656)

WCGVCSPRRGGVDRLRTAVAQFGTNNKTSERPATRGAPPDPLPGPRLHIPSTTRERMPED
GNAAATDGPNVYLHPYLSHPRMSVRMSVYSTGIRPVLTRAHIQGQVYNFLERPSGWKCFEFV
YHFTVFLIVLACLILSVLSTIDQYQALAHTTLEFWVEIVLVVFEFGVEYFVRLWSAGCRSKY
VGICGRLRFARKPISIIDLIVVVASIIVLSVGSKGQVFATSAVRLKESDNVTTSHEKDPI



GOWIDLSVLYCVEFQELITTLYIGFLSLIFSSYEFVYLAEKDAVDSSGYSEFENYADALWWG
VVIVTTIGYGDKVPQTWIGKTIASCEFSVFAISFFALPAGILGSGFALKVQOKOROKHENR
QIPAAACLIQTSWRCFAVENEDSVTFKKEFLKKRAHIPASSLSTLKPKKSVKVKTRRKPRS
SDKDNGPTSPTVPSITYSNVEDSGREFIFLSNIKGENSTFEASAGLLDVHSPGPLRRNCS
FADDLDAEAERDGELAPVTSLSQLTESHRRAIRVIQRMRYFVARRNFQOQARKPYDVRDVI
EQYSQGHLNLMVRIKELQRRLDQSIGRQTLEFQSGSDRAKDKGTNSIGSRLNRMEDKITHM
DHTLNRIAESLTSVLHRRDGPEEPRRPPQ

>Branchiostoma floridae (XP 002588016)
MARTDAAYRPRKMSNISALSDADSPFSVLPRPAQLTVPETTSRMSMSDTETEFLFPPKLSISEAEDDISL
NMGDGAGRQEPPGRCSIGPDTDAETGAKEVTGLLTPEPRRNMGDGAGRQEPPGRCSIGPDTDAETGAKEV
TGLLTPEPRRSVGNCAPAGRRSVKQVEFIGLRQLTVEEEEYQAAVARKQGTVGRYALPRMSLLGKPIGYR
ATRRAARYRHFQOMMVYNFLERPAGCKTLAYHITIIPDQPGAGGVTHDWGETPQQODSTRTPCDQEEWSNLLT
GREAVKTSSDWEDLAPTPKTTGAHCWKENIPSKVWELRGKRKRKARKVQSATSAAPIPDITVTMAGKRVN
WEDSVSQETSNSAETISMEDMVSERVGGESRASPGSPPPGYDTLLAVKGPQAVEDVVSIGSHSSDQVFEFAD
SGLTDDVHLCNNVKVDVDVPETQLRRRGMLDAEGPGGPPRMTLLGKPIPHVYHSNKNRRTLYIKTQIFNFE
FEVPOKQLLSKDSTRTPCDQEEWSNLLTGREAVKTSSDWEDLAPTPKTTGAHCWKENIPSKVWFLRGKRK
RKARKVQSATSAAPIPDITVTMAGKRVNWEDSVSQETSNSAETISMEDMVSERVDRVESRASPGSPPPGY
DTLLAVKGPQAVEDVVSIGSHSSDQVFADSGLTDDVHLCNNVKVDVPETQLRRRGMLDAEGPGGPPRMTL
LGKPIPHVYHSNKNRRTLYIKTQIFNFFEVPQKQLLSKCENGTNATDNSQHNCPKTEEQDKLPNQALYVM
CENGTNATDNSQHNCPKTEEQDKLPNQALYVMEIIIVIVFGMEYILRMWAAGCRSRYQTWRGRLRFARRP
FVIIVLSLGSHGNVFAASALRGLRFLQILRMVRMDRRGGTWKLLGSVVWAHRQELLTTAYIGFLALIFAS
FSLYLIEKDENPEDEGNFAKALYWGVITLLTVGYGDATPDTWLGKLVAVGFSLLGISFFMLPAITMTTVG
YGDATPDSWQGKLLTVVFGLCGISFFALPAGILGSGFALKCLWRCYAGDKNSRSIATWLPHLRAVPDRKD
AAAKKKSFKSQLSRESTSSPLARPTVSRLOQGLEVGDGVDQQFTTQVSAESSGSTGROMSVADSGKPLSGK
KPAGVRWRETVNAVMTSYESPGSDKSGLRDKYRVRYTVEDMAGYALSEEEYHQPWGLARLSPAHKNATIRA
TIRKIKYFVARRKFREALRPYDVKDVIEQYSAGHVDLLARVKHLQSRLDEILGSSSRSPGHAKDKYANDPK
MPLONRVIRLEKQVHNIDQKLDVLINLMHQKPPDPGSHGDKEIGDHGNKANSDPSVHGDGANTACHSNQI
SLIPDSTRSKDCVELQQAPQSGRTRALPRQSATVISESDPSEGDAAETTSCQQODGKEAQDCVETGEETAG
NGHQTGNGRAKLSSDSDSSLRMLGRETDIV

>Saccoglossus kowalevskii (XP 006820358)
MAVSVIIIAIGTSGOMFAFSALRGLRFLOQILRLVRVDRRGGTWKLLGSVVWAHRQELITTWYIGFLSLSV
LSFLVYNAEMEKNKEDFETFADAMWWGLVTLTTVGYGDKVPVTWVGKLVAAVFAIVGISFFALPAGILGS
GFALKVOQQOROKHFLRRRHPAAELIQGILGSGFALKVOOQOQROQKHFLRRRHPAAQLIQCVWRCYAADPC
SMSVATWKPHLRPVNSPTTNRTNPSLISRLSTKRKIGSPMVRRHNPLNQHDALKKSHSHDLDVGDSLNKS
SLSLHDGNGPLSRNQDSLYSPKNRDDDSIKEDEPVVPEPQTTEWFVTONIAALKRLLDDDETMGLTRLTE
PHKNAVRAIRKIKYFVARRKFKEAFRPYDVKDVIEQYSAGAAEMOFRMKAIQARLDEILGKTEGKNGIEL
YNTKVPMITRVIKVEKKVNMIDRKLDMLIELYREERQEKMKALQONKHEHDDONDSDKDTKDPPSRIRRH
GRARKLSRVKSEGHGAHVDTHEKSERRVEFRKLSDSQPSIPSSLNLDAPDATTVTVSTALSQPSITTTTE
SEQGLQLANAKGVGRGONIPDYDSAIDDTRV

>Drosophila melanogaster (FBpp0301793)
MDPDNDIYAFYDIRGYKGKCRPGRPNSERILQOPRMSLLGKPLNYNRGTRRDVRYRRLQSR
LYNFLERPRGLHAIFYHVMVFLMVFTCLALSVFSTIKEYEEDAVYILFRMEILVVIWETM
EFGARLWSSGCRSRYQGCLGRLKEFVKRPFCIIDIVTILASIVVLGMGTSGQVFATSALRG
LRFFQILRMVRMDRRGGTWKLLGSVVYAHRQELITTMYIGFLGLIFASFLVYMWEKDVND
KESNFAQALWWGVITLCTVGYGDMVPITWQGKLIASCCALLGISFFALPAGILGSGFALK
VOOQOROKHMIRRRQPAATLIQAVWRCYAADEHSVSVATWNIHRVALPSPPASRASSSFK
HNTSEFVARLPTIRRHKSQTIQTPGGGDGGGVSKPPGSSRASTRYTRTIRDINASVENLEV
VONGKSMNPSFSEDSVAETTCLKNIKNSDDEEDEPRCTQLTNRHKTAIRFIRKLKYFVAR
RKFKEALKPYDVKDVMEQYAAGHVDLLGRVKMLHLRLDQILGKQGSKAKDVYASKISLAS
RVVKVERQVADIEEKLDILIKAYMEDRDRFLALPLPAKPKIHSISPSHKPLHHAHNLAMI
DVWKRTAALSVHPEQVTTTPLLNPSAPDSSELRSLTATQTPTTTTDAIATQTPMPPHVQH
TATNTKSSVLNSYQLGSEKQQHNDVEMTELENRTKKRVTLSLHRSTSEPYSKQEQRITIP
DEGADSLDSSAKPTPPDSSIILIDEYEDFEEEDLNCEGEMDHFPTWEIDSDIGVEVDVDA
DADGDCDESTEDTALLQCATRTAIVITPISPVSSAHNLOQLNDQTTTLNKSNLLPPDSG

>Apis mellifera (XP _006565037)
MKDRPHRPYRDHHGQAMPLEEVQGLLLPPSRTGNRGPLTIVQVGKGNGGGGDGGSDLLKLEPPSDLRPTP
SPLSETSATLQOSDNNDTFSGGVDPRLLLGANTGGDRNTWEGRYRVKEHRRAGKATFQGQVYNFLERPTGW



KCFLYHFSVEMVVLVCLIFSVLSTIEQYSNFANETLFWMEICLVVFEGVEYLVRLWSAGCRSKYMGCCGR
LRFIRKPICIIDLIVVVASMVVLSVGSNGQVFATSATIRGIRFLOILRMLHVDRQGGTWRLLGSVVETIHRQ
ELITTLYIGFLGLIFSSYFVYLAEKDVIGPDGKTDEFSSYADALWWGVITVTTIGYGDTVPQTWMGKIVAS
CEFSVFAISFFALPAGILGSGFALKVQQKORQKHEFNRQIPAAAMLIQCLWRCYAADKAINSVATWNIYIKD
PAPAGQPSTPLGKLICVKKMSLMIQVAKKASVLKRRKSRNRMDVQOQOQQQSLPPVTISGGMSSGGATGDQ
NDNQRMENEGDVIFYMEEPKAGTPNRARRDNRGSLETSQTSSVTEATSDEIDIDIEEPQRVTTLTEAHRN
ATRATIRKIKYFVARRKFQQARKPYDVRDVIEQYSQGHLNMMVRIKELQRRLDQTLGKPGSYLAGIDRAGN
VKPMTIGARLYRVEQQLSVMDKKLDQLVYVLNAVAQKQQIPLRSIEDDV

>Hydra magnipapillata (XP_012559369)
MKHQCEIELNNKEKMSFLNRNTLOKSKTIHKTRMSVEFYFLEKPQTIFALLYHKVMEFVLVLVSLSLSILIT
IESFARNTKIHSAIYYIEVSLAIVEFTAEYSLRVWSCSIQSKYAGVSGRLRFIKRPYVILDMIVILATIFT
IYSHKITIRDDLHTTLFQFLNFLOILRILRLDRQOGAFKIMSLVVYEHRQELMTCWYLSFILLAACSEFLVY
IAEKNDSIVSSNKIKNLGEGIYFGMITLLTIGYGDFSPNSWIAKIIVVVFAFIGTAFFALPAGILGSGFA
LKVAQNQKKKHENRRRVPAALIIQYVWRNYSTQVNPSSNTWTNYRMIIKEKHQTLSMNNTPILSKQONNSN
KNVVGLHKKNQVDRKPFKETTCATIPSAVNFRNRPNSDGNLIVMFPTNIEEHQGTIVSLPASTDVDLKEF
LKSRINVENQRSCTRQLNRIEKIAVRFLIKIKIKVALRKFKVVCRPYDIKDVIEQYTSGQIEMFGFIRKE
QSRIENALGIQDGRLMIPSLDVRMDIFEKKIDTLSVKLDNVMELLNSNSQLT

>Trichoplax adhaerens (XP_002117304)
ERVAINVSGLRFETYESTLIKHPNTLLGNRARRDRYYDYERKEYFFDRHROQSFEAILYYYQSEGRLNRPS
TVPWDIFYEELCFFQIEPEVLSHLRKVEGMEEDPAPLLPONKIKRRIWLLFEYPDTSMMAKCVAFFSMAT
ILLSVAVFCLETVDGENVNFRNKSNVTVEQNRTATRNADALYNVETMCVVWFTFELIIRFLACPSKWKEV
ISPMNIIDFLAIMPYYITLIMRTNGNPNVTTVEALRVLRLARVLRIFKLSRHSSGLQTLGKTFKSSMNEL
FMLGCILVICVILFSSEVYFFEYERNGKEFQSTIPHAFWWAVITMTTVGYGDISPRTGLGQIIGSLCAVTG
VLCIALPVPIIVSNFTYYY

>Amphimedon queenslandica (XP_011404311)
MADRVEHRISQQOHSLPNSPLLRKRKKIRRRSRPEVYDQSAPVPASPSLTSLSCSSSDSECESNREEEEDP
LPDKDGQSVTVKQALEGLFYNKAVQLVHHHDCILYVAEATIYIDRLLKSADEEEFILGCENQTWVNITEPS
YLNLLIIPKDYTLWSLOQLFLALICLIGAFTVIYVHQEPYGSVPVLRHVFRYMTHSIVICVLIGLAFEFVTL
LMPQCLHILWIPTFLFCWPARHNEFMYIVQOKSEVSFFRSFHGFRTTAISLATFLLCFMFSCLCLIHHFER
LGKKISLFDTYWEVVVTEFSTVGYGDISPAHWTGKVIITIFITAALMYLPPKVDKLWRSFTLHRKHYKQYN
KANITKHVVLAAVDLKPLVLRDFLSELYSDPGOMDTQVVVLIKEEPADYIKAILLHPIWSQRVAILRGTA
LRPSDLARVKLRTADACFLHSSRTGRAADADQHTIMSAWTVKNYAPKTRLFVHVRQPESKFQLNIADEVI
CDGELTSAVLALNSVCPGLLTLSALLVHTFTYEGRRENIPEYKRYEECSPVEIYHVKLGESRYFHRFAGK
NFLFTSVVAYRKFHVLLLGICPSGGTDILEFNPGINHIMDRNDECYYISDTHEHNSDHQIIPASTFQSSLW
RTSATLGLLAMYISGIDPDOMFHQTOQEYEERDSDNKGGFPRSASNDRLKKLSSPDSIPEIQVEGVASGLS
LTEEVGLPSIGEEEEVLDEQLAVEVTNWQHDVOHGLQLLKYHGEGELPERKPCVKLSVKSHFEGHHSPRS
HSLPVAATTCTVMEPHPLAHPLPSLGVIPEDEPDVIVIGEEEPHLLSHLOQRVGDKQQOHSSGGGGGKHRVH
SQPALFHFGEFNKRQSESKHDDHLLKAKKHSLKLHDNTSMKSYVSSNASVKSDMSNHSIDDVVSLEVEDLS
DIEELEDLEEGRQHETEGGFISEAETESIDVPPIPYCGCEPLKCHLMKNARTYEDIIIDRSFIGEDITRQ
WYHHATIVYSDVVSDGLFHFITPLRAAYLPPSSLKPIVFLLGNMPERHFISTISQLPMIYFMVGSISSTS
DLLRAGIMVAESLVVESSNKMRQSDEGEHLADAEHITAIEKIARLFPHVKISCDIKYRENIRFIRTTPFE
DLCMOQRLRHMARKVDHLTYLFLPQFASSKAFSSSMLDTLLYQSYQKPYIIKLFROLLGCTQVKGSGFLWK
VPVNNELAKLHTYVRVFQRLVASFSFTSMALYRTANVDHNIDPQYVKGYCEEELEKLRLFLISELHSLGI
KRNVEPLKRPSTQQFLYVNPPPDFPVIEGDIILGIRPPLSNKPPPPSDDVKTEPFSPPPASQISELVRAY
SASAFYGGGSPIPTAMPLGPGGVVLODTRLHFGLMRKFSEFTGSLPQQHOTNTGSCSADSCDM

Regqulator of G-protein Signalling-RGS

>Homo sapiens RGS13 (ENSP_442837)
MSRRNCWICKMCRDESKRPPSNLTLEEVLOWAQSFENLMATKYGPVVYAAYLKMEHSDEN
IQFWMACETYKKIASRWSRISRAKKLYKIYIQPQSPREINIDSSTRETIIRNIQEPTETC
FEEAQKIVYMHMERDSYPREFLKSEMYQKLLKTMQSNNSE

>Macaca mulatta RGS13 (ENSMMUP 2239)
MSRRNCWICKVFRDESKRPPSNLTLEEVLOQWAQSFENLMATKYGPVVYAAYLKMEHSDEN
IQFWMACETYKKIASRWSRTSRAKKLYRIYIQPOSPREINIDNSTRQTIIKNIQEPTETC
FEEAQKIVYMHMERDSYPRFLKSEMYQKLLKTMQSNNSFE



>Mus musculus_ RGS13 (ENSMUSP _107572)
MSRHICWICKLCRDESKRLPSNLTLDEVLKWAQSLESLMATKYGPIVYTAYLKLEHSDEN
IKFWMACETYKKIASRRGRISRAKKLYNIYIQPQSPREINIDSTTREAIIKSIREPTQTC
FEEAQKIVYMHMEMDSYPRFLKSEMYQQLLKTVQSQSS

>Rattus norvegicus_ RGS13 (ENSRNOP 5163)
MSRHICWICKLCRHESKRLPSNLTLDEVLKWAQSLESLMATKYGPVVYTAYLKLEHSDEN
IKFWMACETYKKIASRRGRISRAKKLYNLYIQPQSPREINIDSTTREATIIKSIREPTQTC
FEEAQKIVYMHMEMDSYPRFLKSEMYQKLLKTVQSKSC

>Homo sapiens_ RGS8 (ENSP_258302)
MWNTLTRSLSDHPVGKDPQAMRTGORONKGMRTRLGCLSHKSDSCSDFTAILPDKPNRAL
KRLSTEEATRWADSFDVLLSHKYGVAAFRAFLKTEFSEENLEFWLACEEFKKTRSTAKLV
SKAHRIFEEFVDVQAPREVNIDFQTREATRKNLQEPSLTCEFDQAQGKVHSLMEKDSYPRF
LRSKMYLDLLSQSQRRLS

>Callithrix jacchus RGS8 (ENSCJAP 8703)
MWSALTRSLSDHPVGKDPQAMRTGOQRONKGMRTRLGCLSHKSDSCSDFTAILPDKPNRAL
KRLSTEEATRWADSFDVLLSHKYGVAAFRAFLKTEFSEENLEFWLACEEFKKTRSTAKLV
SKAHRIFEEFVDVQAPREVNIDFQTREATRKNMOEPSLTCFDQAQGKVHSLMEKDSYPRF
LRSKMYLDLLSQSQRRLS

>Mus musculus_RGS8 (ENSMUSP_107445)
MRTSQRONKGMRTRLGCLSHKSDSCSDEFTAILPDKPNRALKRLSTEEATRWAESEFDVLLS
HKYGVAAFRAFLKTEFSEENLEFWLACEEFKKTRSTAKLVTKAHRIFEEFVDVQAPREVN
IDFQTREATRKNMQEPSLTCFDQAQGKVHSLMEKDSYPRFLRSKMYLDLLSQSQRRLS

>Gallus gallus RGS8 (ENSGALP 42229)

MAALLIPRRNRGMRTRLGCLSHKSDSYNDFTAILPDKPNRALKRLSTEEATRWADSFDVL
LSHKYGLAAFRAFLKTEFSEENLEFWLACEDFKKTRSTAKLAAKAQRIFEEFIDVQAPRE
VNIDFQTRELTRRNMQEPSLSCEFDQAQGKVHSLMEKDSYPRFLRSKIYTDLLSQTQRRLS

>Anolis carolinensis RGS8 (ENSACAP 4874)
MKEDAPRCSDQSLCDHTLGKELQSTRTGQRONRGMRTRLGCLSHKSDSCSDFTAILPDKP
NRALKRLSTEEATRWGDSFDVLLSHKYGVAAFRAFLKTEFSEENLEFWLACEEFKKTRST
AKLASKAQRIFEEFVDVQAPREVNIDFQTREVTRRNIQEPSSSCFDQAQGKIHSLMEKDS
YPRFLRSKIYTDLLSQTQRRLS

>Danio rerio RGS8 (ENSDARP 93238)
MKTRLGCLSNKSDSCSDFSEFLPPAQERTTRYLKLSNDEVTRWADSFDILLSNKYGLAAF
RTFLKTEFSDENIEFWLACEDYKKIKSPAKMMSKANKIYKEFIDVHAPREVNIDHRTREE
TKNRLLEPTPHSLNEVQAKVYSLMEKDSYPRFIRSKIYQDLLNRTQIYCQRKSV

>Takifugu rubripes RGS8 (ENSTRUP_11344)
SCIVWMPERTPTMKTRLGCLSKKSDSYSDFSEFLPPAHDTTARWLNRLSTDEVVRWSESFE
DHLLSHKHGLAAFRTFLKSEFSDENIEFWMACEEYKKTKSSTKLVSKANKIYQEFLDIQA
PREVNIDHRTREKTKQSLEDPSPTSLNEVQAKVYSLMERDSYPRFLRSKMYKDLVSRAHA
RGO

>Tetraodon nigroviridis RGS8 (ENSTNIP 11066)
MHSLYDPKQDPTMKTRLGCLSKKSDSYSDFSEFLPPAHETTARCLNRLSTDEVVRWSESFE
EHLLSHKHGLAAFRTFLKSEFSDENIEFWMACEEYKKTKSSTKLVSKANKIYKEFIDTQA
PREVNIDHRTREKTKQSLEDPSPTSLNEVQAKIYSLMERDSYPRFLRSKMYQDMVSRAHA
OGQRRSV

>Gasterosteus aculeatus RGS8 (ENSGACP_7635)
MKTRLGCLSNKSDSYSDFSEFLPPAHETTARCLKVSTDEVVRWSESFDHLLSHKYGLAAF
RTFLKSEFSDENIEFWMACEEYKKIKSSTKLVSKANKIFQEFIDIQAPREVNIDYRTREK
TKQSLEDPSPTSLNEVQGKVYGLMEKDSYPREFLRSKMYQDMVNRANAHGQRRSV

>Oryzias latipes RGS8 (ENSORLP_15410)



LAALLQFGRLSTMKTRLGCLSKKSDSYSDFSEFLPPAHETTARCLNTSHAVTSEQLKQTFE
RLSTDEVVRWSDSFEHLLSHKYGLAAFRTFLKSEFSDENIEFWMACEEYKKIKSSTKLLS
KANKIFKEFIEVQOSPREVNIDYRTREKTKQSLADPTPTSLNEVQGKIYSLMEKDSYPREL
RSKMYQDMINRAHAQGQRRSV

>Homo sapiens_ RGS1 (ENSP_356429)
MRAAATSTPKLDKMPGMFFSANPKELKGTTHSLLDDKMOKRRPKTFGMDMKAYLRSMIPH
LESGMKSSKSKDVLSAAEVMOWSQOSLEKLLANQTGONVEGSFLKSEFSEENIEFWLACED
YKKTESDLLPCKAEEIYKAFVHSDAAKQINIDFRTRESTAKKIKAPTPTCEFDEAQKVIYT
LMEKDSYPRFLKSDIYLNLLNDLQANSLK

>Mus musculus RGS1 (ENSMUSP 140624)
MRAAATSMPRLNKMPGMFFSASPKDSKEHSHSLLDDKKOQKKRPKTFGMDVKTYLRSMIPH
LESGMKSAKSKDILSAEEVMOWSQSLEKLLANQTGONVFGRFLKSEFSEENIEFWLACED
YKKTETDLLHNKAENIYKAFVHSDAVKQINIDFHTRESTAKKIKTPTPTSFDEAQKVIYS
LMEKDSYPRFLKSNIYLNLLNDLQANTLK

>Monodelphis domestica RGS1 (ENSMODP 15110)
MRAAAISTPRLNKMPGIFFSSANTNELKGSDHLLLDDKTQKKKPKAFGTDLKAYLKSMLP
HLESGIKSSKSKDILSVTEVIQWSQSLEKLLTNQTGLAVEGNFLKSEFSEENIEFWLACE
DYKRTESDHLHCKAEKIYKAFVQSDATKQINIDFHTRESTAKKIQVPTPTSFDEAQKVIY
TLMERDSYPRFLKSEVYLKLLSELQGNSLK

>Xenopus tropicalis RGS1 (ENSXETP 12507)
AADINVNALYKMPGIFFSHANALKEVDNKPDEVMAQKKKNFAVDLKNYLKSMLPHLETMK
SSSSTSSSDSEKNKLTPDEITIQWTMSLEKLLISEDGQSVFREFLKSEFSEENIEFWLACE
DYKATNDSEELRCKANVIYQEFIQPNANKQINIDEFSTRNSVIKDLLEPTITTENDAQKMI
FILMERDSYPRFLKSEIFLRLAERHHGNNVRG

>Homo sapiens RGS18 (ENSP 356430)
METTLLFFSQINMCESKEKTFFKLIHGSGKEETSKEAKIRAKEKRNRLSLLVQKPEFHED
TRSSRSGHLAKETRVSPEEAVKWGESFDKLLSHRDGLEAFTRFLKTEFSEENIEFWIACE
DFKKSKGPQQIHLKAKAIYEKFIQTDAPKEVNLDFHTKEVITNSITQPTLHSEFDAAQSRV
YOLMEQDSYTRFLKSDIYLDLMEGRPOQRPTNLRRRSRSFTCNEFQDVQSDVAIWL

>Mus musculus RGS18 (ENSMUSP_ 27603)
MDMSLVFFSQLNMCESKEKTFFKLMHGSGKEETSTEAKTRAKEKRNRLSLLLQRPDFHGE
TOASRSALLAKETRVSPEEAVKWAESFDKLLSHRDGVDAFTRFLKTEFSEENIEFWVACE
DFKKCKEPQQIILKAKAIYEKFIQONDAPKEVNIDFHTKEVIAKSIAQPTLHSFDTAQSRV
YOLMEHDSYKRFLKSETYLHLIEGRPQRPTNLRRRSRSFTYNDFQDVKSDVATIWL

>Gallus gallus RGS18 (ENSGALP 3996)
MENPLLLEFPQLNISASKDKSYYKVMKPTVKEEPNKASKPGAKQKRNRLSLLLOKSELHEA
EHLGKPTNLTKAPSVSPEEAMKWGESFDKLLSOQKDGLDAFTRFLKTEFSEENIEFWIACE
DYKKSKTTNELFPKAKTIYEMEFIRKDAPKEVNLDFKTKEVTSONIEQPVITTEFDAAQNTV
YRLMEQDSYPRFLRSDLYLNLVKGRNPGRPTLRRRSRSFTVNDEFQGVRPDFTIWQ

>Anolis carolinensis RGS18 (ENSACAP 17931)
PDVIKKWGESFYNLISQKAGVDTFTQFLRSEFSEENIEFWMACEDYKKCKDASQLSLKAQ
AIYETFIEKEAPKEVNLDFNTKVCTSENMSHPTLNTFDAAQNKIYALMEQDSYPRFLKSD
LYLDMVHGQPRGHSALRRRSRSEFTENEFKDVQPDFAIWM

>Danio rerio RGS18 (ENSDARP 52418)
MRSEDEQLACRMKETHLRSKDKKGRLSLLLARSGSHENVSPDKKPQAKSNHIPPDVAMKW
SDSFEDLLSHSDGVEVFTRFLRTEFSEENIEFWLACEDFKTTESSTKLQTKAKQIHATFEFT
DKEAPKEINIDHSTKAAIEKNILQPTNSCFDAAQHKIYGLMKRDCYPRFLASDIYLTLTK
RSGPPTMTRRRSRSFVENERPEGTAAWL

>Takifugu rubripes RGS18 (ENSTRUP 25011)
METLLLLFPQFSFTAQKEEVYFRMLGPGATQAAKMKEDSSSHGRQKDKERTSRLSLEFLAK
SGSHENVSPHKTTNSTANNVSPELALRWSDSFEELLSHSDGVEVEFSQFLRKEFSKENIEF



WLACEEFKTIDSRTKMLSKAKYIYTVFCETDSPKEINIDYNTRMAIQRSMAKPTKGCFEA
AQQOQVYNLMKKDSYPRFLLSDTYLNLTRRRGPGATMFRRRSRSCVENERGEAAAEPSAW

>Tetraodon nigroviridis RGS18 (ENSTNIP 9731)
METLLLLFPQFSYTTQKQEAYCRMLAPGASRALKMKEDSSGQKDKERKSRLSLFLTKSGS
HENVSPHKKKNAPANNVSPESALQWSDSFEELLSHSDGVEVEFSQFLRKEFSEENIEFWLA
CEEYKTIDSETKLLSKAKYIYTVFCEPDSPKEINIDYNTRMAIQRGVAKPTKGCFEAAQL
OVYNLMKKDSYPRFLLSDTYLRLTGRRGPRANMFRRRSRSCVEFDERGEAAAERSAW

>Gasterosteus aculeatus RGS18 (ENSGACP 21268)
MKDDSSROKDKERKSRLSLFLTKSGSHENVSPTKKTNTTTNISPETALOWSDSFEELLKH
SDGVESFSQFLRTEFSEENIEFWLACEEYKTIDSDTKLLSKAKCIYTVYIDSDAPKEINT
DYNTKAAIQKVIAKPTKSCFEAAQLIVYSLMKKDSYPRFLHSDIYLRLTRRKGPGTNMER
RRSRSCVENDRGEATTEPSAW

>Oryzias latipes RGS18 (ENSORLP 13691)
METLLFLFPQFTYMAPKEEAYFKMLGAEDAQAAKMKDDSSRONEKERKSRESLFLTKSGS
HENISPOKKTNTTLSNISPETALOQWSDSFEDLLKHPDGVEAFTQFLRTEFSEENIEFWLV
CEEYKSIDSKSKLLSKAKYIYTVFIESEAPKEVNIDYNTKMATIKANMSHPTRSTFEAAQM
KVYSLMKKDCYPRFLHCDIYLRLTRRKGPGATMFRRRSRSCVENERGEPTQPSAW

>Homo sapiens RGS16 (ENSP_356529)
MCRTLAAFPTTCLERAKEFKTRLGIFLHKSELGCDTGSTGKFEWGSKHSKENRNEFSEDVL
GWRESFDLLLSSKNGVAAFHAFLKTEFSEENLEFWLACEEFKKIRSATKLASRAHQIFEE
FICSEAPKEVNIDHETHELTRMNLOQTATATCFDAAQGKTRTLMEKDSYPRFLKSPAYRDL
AAQASAASATLSSCSLDEPSHT

>Pan troglodytes RGS16 (ENSPTRP 2932)
MCRTLAAFPTTCLERAKEFKTRLGIFLHKSELGCDTGSTGKFEWGSKHSKENRNESEDVL
GWRESFDLLLSSKNGVAAFHAFLKTEFSEENLEFWLACEEFKKIRSATKLASRAHQIFEE
FICSEAPKEVNIDHETRELTRMNLQTATATCFDAAQGKTRTLMEKDSYPRFLKSPAYRDL
AAQASAASATLSSCSLAEPSHT

>Mus musculus RGS16 (ENSMUSP 27748)
MCRTLATFPNTCLERAKEFKTRLGIFLHKSELSSDTGGISKFEWASKHNKERSFSEDVLG
WRESEFDLLLNSKNGVAAFHAFLKTEFSEENLEFWLACEEFKKIRSATKLASRAHHIFDEY
IRSEAPKEVNIDHETRELTKTNLQAATTSCEFDVAQGKTRTLMEKDSYPRFLKSPAYRDLA
AQASATSTSAPSGSPAEPSHT

>Canis familiaris RGS16 (ENSCAFP 41741)
MCRTLAAFPTTCLERAKEFKTRLGIFLHKSELGSDTGNVGKFEWSSKHSKDGRNFSEDVL
GWKESFDSLLSSKNGVAAFHAFLKTEFSEENLEFWLACEEFKKLRSAAKLASRAHKIFEE
FIRSEAPKEVNIDHETRELTEKNLQAATATCFDVAQGKIRTLMEKDSYPRFLKSPAYRDL
AAQASAASASQSGCSPAEPLHT

>Myotis lucifugus RGS16 (ENSMLUP_10119)
MCRTLSAFPTTCLERAKEFKTRLGIFLHKSDLSSDTGNAGKSEWNNKHSKERRNESEDVL
GWRESFDLLLSSKNGVAAFHAFLKTEFSQENLEFWLACEEFKKIRSASKLASRAHRIFEE
FICSEAPKEVNIDHETRELTRTNLQAATATCEFDVAQGKTRTLMEKDSYPRFLKSPAYQDL
AAQASATNASPSSGSSAEPSHT

>Monodelphis domestica RGS16 (ENSMODP 8487)
MCRTLSAFPSTCLERAKEFKTRLGIFLHKSELGTESGNVSKFERGNKHSKEKLVPEDVLV
WKESFNQLLSSONGVAAFRAFLKTEFSEENLEFWLACEEFKKIQSAAKLATRAHRIFEEF
ICSDAPKEVNIDHETRELTRKNLQEATTTCFDEAQGKTHTLMEKDSYPRFLKSAAYRDLV
EQALAASPSQSVRHVGECSHT

>Gallus gallus RGS16 (ENSGALP 51958)

MSCWMPRCPALSMCRGLAALPIACLERAKELKTRLGILLHKPELRHGIGAAGKLQLGSRR
RDSSREVLEWRESFDQLLKSKNGVTAFHTFLKTEFSEENLDFWLACEDFKKTRSKTKLAS
KANRIFEEFVQSEAPREVNIDHETREITRKNLTGATSACFNEAQAKTRTLMEKDSYPRFL



KSASYQDMTKQATSRSINKRLHT

>Anolis carolinensis RGS16 (ENSACAP 4866)
MCRGLAALPASCLERAKEFKSRLGILLHKPEFGCKEFGNMGKATKHRYSLEEVLGWKDSFE
NLLRSKNGVAAFHEFLKTEFSEENLEFWLACEEYKRTRSKGKLSAKANRIFEDFVQSEAP
REVNLDHETREATRRNVIAATSDCFEEAQVKTHTLMEKDSYPRFLKSAYYRDLTEQAMSH
KMSKPVHT

>Homo sapiens RGS21 (ENSP_428343)
MPVKCCEFYRSPTAETMTWSENMDTLLANQAGLDAFRIFLKSEFSEENVEFWLACEDFKKT
KNADKIASKAKMIYSEFIEADAPKEINIDEGTRDLISKNIAEPTLKCFDEAQKLIYCLMA
KDSFPRFLKSEIYKKLVNSQQVPNHKKWLPFL

>Pongo abelii RGS21 (ENSPPYP 457)
MPVKCCFYRSPTAETMTWSENMDTLLANQAGLDAFRTFLKSEFSEENVEFWLACEDFKKT
KNAEKIASKAKMIYSEFIEADAPKEINIDEFSTRDLISKNIAEPTLKCFDEAQKLIYCLMA
KDSFPRFLKSEIYKKLVNSQQVPNHKKWLPFEL

>Bos taurus RGS21 (ENSBTAP 50085)
MVKGRCCFHRSPTTETVAWSENMDTLLTNQAGLDAFRTFLKSEFSEENVEFWLACEDFKK
TESAEKIASKARMIYSEFIEADAPKEINIDFSTRDLISKNIAEPTLKCFDEAQKLIYSLM
ANDSFPRFLKSEIYKKLVNSKEIGSHKKWLPFL

>Monodelphis domestica RGS21 (ENSMODP_40198)
MPVKSTPTNAMAWSESMDTLLANQAGLDAFRTFLKSEFSEENVEFWLACEDYKKTESAEK
IASKAMMIYSEFIQADAPKEINIDESTRDLISRNISQPTLKCEFDEAQRLIYSLMAKDSFEP
RFLKSEAYKKLVNSQQDGNHKRWLPFL

>Homo sapiens RGS4 (ENSP_397181)
MYNMMLLIQKRKGIGSQLLRAGEAEGDRGAGTAERSSDWLDGRSWAIKETPTGLAGRRSE
DSDNIFTGEEAKYAQSRSHSSSCRISFLLANSKLLNKMCKGLAGLPASCLRSAKDMKHRL
GFLLOKSDSCEHNSSHNKKDKVVICQRVSQEEVKKWAESLENLISHECGLAAFKAFLKSE
YSEENIDFWISCEEYKKIKSPSKLSPKAKKIYNEFISVOATKEVNLDSCTREETSRNMLE
PTITCFDEAQKKIFNLMEKDSYRRFLKSREYLDLVNPSSCGAEKQKGAKSSADCASLVPQ
CA

>Canis familiaris RGS4 (ENSCAFP_40445)
MCKGLAGLPASCLRSAKDMKHRLGFLLOKSDSCEHNSSHSKKDRVVVCQORVSQEEVKKWA
ESLENLISHECGLAAFKAFLKSEYSEENIDEFWISCEEYKKIKSPSKLSPKAKKIYNEFIS
VOATKEVNLDSCTREETSRNMLEPTITCFDEAQKRIFNLMEKDSYRRFLKSRFYLDLANS
SIAGSEKQKGAKSSADCPSLVPQYA

>Felis catus RGS4 (ENSFCAP 19941)
MCKGLAGLPASCLRSAKDMKHRLGFLLQKSDSCEHNSSHSKKDKVVVCQRVSQEEVKKWA
ESLENLISHECGLAAFKAFLKSEYSEENIDFWISCEEYKKIKSPSKLSPKAKKIYNEFIS
VOATKEVNLDSCTREETSRNMLEPTITCFDEAQKRIFNLMEKDSYRRFLKSREYLDLADS
SSAGSEKQKGAKSPADCPSLVPQCA

>Gallus gallus RGS4 (ENSGALP 4041)
MCKGLAALPATCLKSAKDMKHRLGVLLQKSESCDYGSSQGKKEKVSPSQRVSQEEVKKWA
ESLENLIHHDRGLAAFRAFLKSEYSEENIEFWVSCEDYKKTKSPAKLSTKARKIYDEFIS
VOATKEVNLDSCTREKTSHNMLEPTLSCFDEAQRKIFTLMEKDSYRRFLKSPYYLDLVSP
PRAGCGPENCKRAHAHALDCNSNIISQCA

>Xenopus tropicalis RGS4 (ENSXETP 22973)
MCKGLAGVTAFPATCLKSAKDIKHRLGEFLLOQKADGCEHSPCVKKDKPGSQRLRQDEVKKW
AESLENLINNECGLAAFRAFLOSEYSEENIDFWLACENYKKVKTPEKLLEKAQKIYEDET
SVEATREVNLDSATREETSNNIIQPTHSTFDEAQHRIFILMEKDSYRRFLKSKEYLDLVL
SSSGASTKKMKVLTTDSNPFIPQCA

>Danio rerio RGS4 (ENSDARP 93260)



MCKGLAALPATCLKSAKDIKHKIGFLLOKPDPPQEQKTLKEKEKEKDKEKVKDTVVNRIT
PAETEKWKTSFTNLIKNDDGRKAFASFLOSEYSQENIEFWVACEDFKQTPADKMNLKARN
IFERYIEADSPREVNLDSVTREQTRKNLEMCDVSCFDEAQSKIFTLMEKDSYRRFLRSRL
FLELSQPAMDNKPCGLEKKVKRQISDYSQCLPSYA

>Takifugu rubripes RGS4 (ENSTRUP_13149)
MCKGLATLPATCLKSAKDIKHKISFLLOKHFACQCNNSNKSTOQRKIRLCFRVPAADEVKK
WNLSFSHVMNSEMGRQVFASFLRSEFSEENMDFWVACEEYRKMAPSDLAARAQQIYQLYT
ESDAPKEVNLDAVTREETRONVDQAHPSCFDEAQKMIYILMEKDSYRRFLHSTLVQDL

>Homo sapiens_ RGS2 (ENSP_235382)
MQSAMFLAVQHDCRPMDKSAGSGHKSEEKREKMKRTLLKDWKTRLSYFLONSSTPGKPKT
GKKSKQQOAFIKPSPEEAQLWSEAFDELLASKYGLAAFRAFLKSEFCEENIEFWLACEDFEK
KTKSPQKLSSKARKIYTDFIEKEAPKEINIDFQTKTLIAQNIQEATSGCEFTTAQKRVYSL
MENNSYPRFLESEFYQDLCKKPQITTEPHAT

>Gorilla gorilla RGS2 (ENSGGOP 2712)
NSRGSSGRTIMQSAMFLAVQHDCRPMDKSAGSGHKSEEKREKMKRTLLKDWKTRLSYFLQ
NSSTPGKPKTGKKSKQOAFIKPSPEEAQLWSEAFDELLASKYGLAAFRAFLKSEFCEENTI
EFWLACEDFKKTKSPQKLSSKARKIYTDFIEKEAPKEINIDFQTKTLIAQNIQEATSGCEF
TTAQKRVYSLMENNSYPRFLESEFYQODLCKKPQITTEPHAT

>Equus caballus RGS2 (ENSECAP 9948)
MQSAMFLAVQHDCGPMDKSAGSGPKSEEKREKMKRTLLKDWKTRLSYFLONSSSPGKPKT
GKKSKQOAFLKPSPEEAELWSEAFDELLASKYGLAAFRAFLKSEFCEENIEFWLACEDFEFK
KTKSPQKLSSKARKIYTDFIEKEAPKEINIDFQTKTLIAQNIQEVTSGCEFTTAQKRVYSL
MENNSYPRFLESEFYQDLCKKPQITTEPHAT

>Pteropus vampyrus RGS2 (ENSPVAP 1109)
MQSAMFLAVQHDCGSMDKSSGSGPKSEEKREKMKRTLLKDWKTRLSYFLQHSSSPGKPKT
GKKSKQQTFIKPSPEEAQLWSEAFDELLASKYGLAAFRAFLKSEFCEENIEFWLACEDFEK
KTKSPOKLSSKAKKIYTDFIEKEAPKEINIDFQTKTLIAQNIQEATSGCFTTAQKRVYSL
MENNSYPRFLESEFYQDLCKKPQITSEPHAT

>Taeniopygia guttata RGS2 (ENSTGUP 172409)
ARPGCRARMERGGRRRSEPEEADKGRMKRTIIKDWKTRLSYFLONSSHPNKRKSKKAGKR
HSYFRPSAEEVQLWSEAFDELLASKYGLAAFRAFLKSEFCEENIEFWLACEDFKKTKSPQ
KLTSKAKKIYNDFIEKEAPKEINIDFQTKNMIAQNIQEATHTCEFSVAQKRVYSLMENNSY
PRFLESEFYQELCKKMPINRAAQGT

>Xenopus tropicalis RGS2 (ENSXETP 12515)
SSGTNTNPLRDIMQOSAMFLATIQHNCGQVERSSPGGCQKNEEKRGKMKKT ILKDWKTRLSY
FLONSONTSNGSLNMGONKRGKKNAYCRPTPEEAKSWSETEFDDLLASKYGVAAFRAFLKS
EFSEENIEFWLACEDFKKTKSPHKLTAKAKKIYDEFIEKEAPKEINIDFQTRENIMQTMQ
EPSHSCEFSAAQRRVYSLMVNNSYPRFIQSEFYQELCQPVPOMPSEPQAT

>Takifugu rubripes RGS2 (ENSTRUP 8753)
KDWRNRLGFFLKLNSSHSMFHLMKNRSYSSVLRPSVDDVNQWAQSLDTLLSNKYGKTAFC
VFLKSEFSEENIEFWTACEEFRAHTSQENLLSRASSIYEEFVKNEAPKEINLDFHTKNAT
MQOSLHEPHANIFMAAQRKVYSLMENNAYPRFIHSDLYRELC

>Tetraodon nigroviridis RGS2 (ENSTNIP 15305)
LINLSYFRRKDWRNRLGFFSKLNSSHSMFHLLKNRPYRPTVDDVNQOQWAQSLDTLLSNKYG
KTAFCIFLKSEFSEENIEFWTACEDFRLHTSQEELLSRANSIYEEFVKSEAPKEINLDFH
TKNAIVONLHOPNASIFLAAQRKVYSLMENNSYPRFIHSDLYRELCSAARRESRHPKP

>Gasterosteus aculeatus RGS2 (ENSGACP_ 7723)
LSQKSQVKRKNWRNRIGFLLKTHTSKSLLHLKKRSYRPTADDVQOWAQSFDKLLGHEYGK
RVFWAFLKTEFCEENIEFWTACEDFRNVTSSKALASKANSIYEEFISSEAPKEINLDFHT
KNTIVONLREPTVTSEFLAAEKKVYSLMENDSYPREFINSKLYKEMCAAARGEG



>Homo sapiens RGS20 (ENSP_297313)
MPQLSQODNQECLQKHFSRPSIWTQFLPLFRAQRYNTDIHQITENEGDLRAVPDIKSFEFPPA
QLPDSPAAPKLFGLLSSPLSSLARFFSHLLRRPPPEAPRRRLDFSPLLPALPAARLSRGH
EELPGRLSLLLGAALALPGRPSGGRPLRPPHPVAKPREEDATAGQSSPMPOMGSERMEMR
KROMPAAQDTPGAAPGQPGAGSRGSNACCFCWCCCCSCSCLTVRNQEDQRPTIASHELRA
DLPTWEESPAPTLEEVNAWAQSFDKLMVTPAGRNAFREFLRTEFSEENMLFWMACEELKK
EANKNITEEKARIIYEDYISILSPKEVSLDSRVREVINRNMVEPSQHIFDDAQLQIYTLM
HRDSYPRFMNSAVYKDLLOSLSEKSIEA

>Macaca mulatta RGS20 (ENSMMUP 20223)
FPPAQLPYSPAAPKLLGLLYSPLSSLTRFFSHLLRRPPPEAPRRRPNFSPLLPALPAARL
SRGHEELPGRLSLLLGAALALPGRPSGGRPLRPARPVGKPREEDATAGQSSPMPPMGSER
MEMRKROMPLAQDAPGAAPGQPGAGSRGSNACCFCWCCCCSCSCDTFLMMKEQLTTTNSS
PMPLLFWSPRSPAPTLEEVNAWAQSFDKLMVTPAGRNAFREFLRTEFSEENMLEFWMACEE
LKKEANKNIIEEKARIIYEDYISILSPKEVSLDSRVREVINRNMVEPSQHIFDDAQLQIY
TLMHRDSYPRFMNSAVYKDLLOSLSEKSIEA

>Xenopus tropicalis RGS20 (ENSXETP 61981)
MGSERMEMRKROMSVHQEAVSATQAQQGVGNRGSNACCFCWCCCCSCSCLTVRNQDDERT
RRSSNEIRGHGIPNWEESPSPTLEDVYSWGQSEFDKLMTTPAGRNAFREFLRTEFSEENML
FWMACEELKKEASKNVIEEKARLIYEDYISILSPKEVSLDSRVREVINRNMLEPSQRTED
DAQLOIYTLMHRDSYPRFMNSATYKNLLOQTLSESPADS

>Danio rerio RGS20 (ENSDARP 56734)
MGSERMEMRKROMSVQQESVAGTTAPAQNEQPGQOGNRASNACCFCWCCCCSCSCLTVRNE
DRDERNRRASYDFKADGDADFEESPKPTAEEICLWGQSFDKLMNCPSGRSAFRQFLRTEF
SEENMLFWLACEEFRKEANKSVIEEKARIIYEDYISILSPKEVSLDSRVREVINRNMLEP
TSHTEFDDAQLQIYTLMQRDSYPRFMNSPVYKNLLKTVSETQSVES

>Takifugu rubripes RGS20 (ENSTRUP 29421)
PMGSERMEMRKROMSVQQESAAGGTAPTQQGOPGQQANPRGSNACCFCWCCCCSCSCRCV
DRNEDRDERSQKAAFDVKEGTADSEDCPKPTLEEVRTWGQSFDKLMCCPAGRNSFRQFLR
TEFSEENMLEFWLACDEFRREANKSAIEEKARAIYEDYISILSPKEVSLDSRVREAINRNM
QEPNLHTFDDAQLQIYTLMORDSYPRYMNSPVYKNLENTLSEQSPES

>Gasterosteus aculeatus RGS20 (ENSGACP 22637)
MGSERMEMRKROMSVQQESAAGGTAPAQQGQPGQANPRGSNAYFLHVACRPCSSLIIRNE
DRDERNRKASYDVKEETSDCEDCPKPTLEEVRTWGQSFDKLMCCPAGRNAFROFLRTEFE'S
EENMLFWLACEEFSKDANKTPVEERARVIYEDYISILSPKEVSLDSRVRESINRNMOEPN
LOTFEDAQLOIYTLMQRDSYPRYMNSAAYKNLLNTLSEQSPES

>Homo sapiens RGS19 (ENSP 333194)
MPTPHEAEKQITGPEEADRPPSMSSHDTASPAAPSRNPCCLCWCCCCSCSWNQERRRAWQ
ASRESKLQPLPSCEVCATPSPEEVQOSWAQSFDKLMHSPAGRSVFRAFLRTEYSEENMLEW
LACEELKAEANQHVVDEKARLIYEDYVSILSPKEVSLDSRVREGINKKMQEPSAHTFDDA
QLOIYTLMHRDSYPRFLSSPTYRALLLQGPSQSSSEA

>Pan troglodytes RGS19(ENSPTRP_40391)
NQERRRAWQASRESKLQPLPSCEVCATPSPEEVQSWAQSFDKLMHSPAGRSVFRAFLRTE
YSEENMLEFWLACEELKAEANQHVVDEKARLIYEDYVSILSPKEVSLDSRVREGINKKMQE
PSAHTFDDAQLQIYTLMHRDSYPRFLSSPTYRALLLOQGPSQSSSEA

>0Oryctolagus cuniculus RGS19 (ENSOCUP_22545)
MAIGMOILPHLPLODEREELRISPRMVLVIQKPYSQTDLLLKPYSYSPLNPAPAQLRDVC
HAEPEEVESWAQSFDKLMHIPAGRSVSRAFLRTEYSEENMLEWLACEELKAVGNQHVVDE
KVRLIYEDYVSILSLKKVSLDSRVREGINRKMQEPSAHTFDGAQLOQIYTLMHWDSYPRFL
SSPTYHAHLLR

>Canis familiaris RGS19 (ENSCAFP 38171)
MPTPHEAEKQHAGPEEAGRPPSMSSHDAAPPAAPSRNPCCLCWCCCCSCSWNEERRRAWR
ASRDNKLQPLPSCEACATPSPEEVRSWAQSFDKLMHSPAGRGVFREFLRTEYSEENMLEW



LACEELKAEANQHVVDEKARLIYEDYVSILSPKEVSLDSRVREGINKKMOEPSAHTFEFDDA
QLOIYTLMHRDSYPRFLSSPTYRALLLRGSSQSSHEA

>Homo sapiens RGS17 (ENSP_206262)
MRKROQOSONEGTPAVSQAPGNQRPNNTCCFCWCCCCSCSCLTVRNEERGENAGRPTHTTK
MESIQVLEECONPTAEEVLSWSONEFDKMMKAPAGRNLFREFLRTEYSEENLLFWLACEDL
KKEQNKKVIEEKARMIYEDYISILSPKEVSLDSRVREVINRNLLDPNPHMYEDAQLQIYT
LMHRDSFPREFLNSQIYKSEVESTAGSSSES

>Gorilla gorilla RGS17 (ENSGGOP_17405)
LGPEVAEMRKRQOSQONEGTPAVSQAPGNQRPNNTCCEFCWCCCCSCSCLTVRNEERGENAG
RPTHTTKMESIQVLEECQNPTAEEVLSWSQNFDKMMKAPAGRNLFREFLRTEYSEENLLF
WLACEDLKKEQNKKVIEEKARMIYEDYISILSPKEVSLDSRVREVINRNLLDPNPHMYED
AQLQIYTLMHRDSFPRFLNSQIYKSFVESTAGSSSES

>Mus musculus_ RGS17 (ENSMUSP 1135109)
MRKRQQSONEGTQAVSQAPGNQRPNNTCCFCWCCCCSCSCLTVRNEERGDSSGRSPHTTK
MESIQVLEECONPTADEVLSWSONEFDKMMKTPAGRNLFREFLRTEYSEENLLFWLACEDL
KKEQNKKAVEEKARMIYEDYISILSPKEVSLDSRVREVINRSLLDPSPHMYEDAQLQIYT
LMHRDSFPRFLNSQIYKAFVESTTSCTSES

>Felis catus RGS17 (ENSFCAP 12811)
LSSFSQLGTEAAEMRKRQQSONEGTPAVSQAPGNQRPNNTCCFCHCCCCSCSCLTVRNEE
RGENAGRPTHTTKMESIQVLEESQNPTSDEVLSWSQNFDKMMKAPAGRNLFREFLRTEYS
EENLLFWLACEDLKKEQNKKVIEEKARMI YEDYTSTLSPKEVSLDSRVREVINRNLLDPN
PHMYEDAQLQIYTLMHRDSFPRFNSQIYKSFVESTASSTSES

>Xenopus tropicalis RGS17 (ENSXETP 18378)
FSLSVCCLEFVATVDIAEMRKRQQAQNEEISTVSQAPGGNQRPNTCCFCWCCCCSCSCLTV
RNEERGEQAGRPTHTTKMENIQVEEECQTPTAEEILSWSHNEDKMMKSPAGRNLFREFLR
TEYSEENLLFWLACEDLKNEQNKKIVEDTARNIYEDYISILSPKEVSLDSRVREVINRNL
LDPTPHMYEDAQLQIYTLMHRDSFPRFLNSQVYKSLLESTEGSITES

>Danio rerio RGS17 (ENSDARP_107036)
MSPQSVSGVEMRKROQQGRIEGPPQAPGHPRPNTCCLCWCGCCKCLWNEDRRERSERQTCT
KMDSIEATEELHPTLDEVIAWSRSFEMMMRSPEGRDVFREFLRSEYSEENLLFWIACEDM
KKETNPSVVEEKARIIYEDYVSILSPKEVSLDSRVREGINQSLAEPSSTMYEEAQLQIYT
LMHRDSFPRFLNSSVYRDLLNSKRACLDT

>Takifugu rubripes RGS17 (ENSTRUP 12338)
ILFCSLHVLVTQPWSVSGVEMRKRQAAHIEPPPQAPGQPRPNTCCLCWCGCCKCLWNEDR
MERSERQTCTKMDSIEAAEEQRPSLEEVLSWSRSFELMLRSLEGREVFREFLRSEYSEDN
LLFWLACEDLKKETDSALVDEKARIIYEDYVSILSPKEVSLDSRVREGINQTLAEPSNLM
YEEAQFQIYTLMHRDSFPRFLNSSLYRDLLANRRRACLDP

>Tetraodon nigroviridis RGS17 (ENSTNIP 20133)
AEMRKRQAAHIEAPPQAPGQPRPNTCCLCWCGCCKCLWFRCRNEDRMERSERQSCTKMDS
IEAAEEQFARRPSLEEALSWSRSFELMLRSLEGREVFREFLRSEYSEDNLLEFWLACEDLK
KETDSALVDEKARIIYEDYVSILSPKEVSLDSRVREGINQTLAEPSNLMYEEAQFQIYTL
MHRDSFPRFLNSSLYRDLLANRRRACLDP

>Gasterosteus aculeatus RGS17 (ENSGACP 13703)
MRKRQAAHIEAPPQAPGQPRPNTCCLCWCGCCKCLWNEDRIERSERQTCKMDSIEAVEEQ
QOPSLDEVLSWARSFEMMLRSLEGREVFREFLRSEYSEDNLLEFWLACEELKKETDPAVVEE
KSRIIYEDYVSILSPKEVSLDSRVREGINONLAEPSNLMYEEAQFQIYTLMHRDSFPRFL
NSSVYRDLLANRRRACLDP

>Oryzias latipes RGS17 (ENSORLP 6183)

VVVRYLLNSIQLGSSVSGVEMRKRQAAHIEAPPQAPGQPRPNTCCLCWCGCCKCLCITVC
RNEERMERNERQTCTMMDSIDAADEHCRRPSLEELLSWARSEDMMLRSFEGREIFREFLR
SEYSEDNLLFWLACEELKKETNPSVVDEKARIIYEDYVSILSPKEVSLDSCVREGINQSL



AEPSNVMYEEAQLQOIYTLMHRDSFPRFLNSSVYRDLLASRRRTCLDT

>Homo sapiens RGS3 (ENSP 259406)
MPVIPALWEVEMGRSQGQEIETILANRSHSDSTPLPNFLSGSHRPECCTCRLLTASGAQD
SLPFGRRLYSGPWRSCEEVCHVSVLSVLSTSCGLSLSLPIFPGWMEWLSPDIALPRRDEW
TOQTSPARKRITHAKVQGAGQLRLSIDAQDRVLLLHITEGKGLISKQPGTCDPYVKISLIP
EDSRLRHQKTQTVPDCRDPAFHEHFFFPVQEEDDQKRLLVTVWNRASQSRQSGLIGCMSF
GVKSLLTPDKEISGWYYLLGEHLGRTKHLKVARRRLRPLRDPLLRMPGGGDTENGKKLKTI
TIPRGKDGFGFTICCDSPVRVQAVDSGGPAERAGLQQLDTVLQLNERPVEHWKCVELAHE
IRSCPSEIILLVWRMVPQVKPGPDGGVLRRASCKSTHDLQSPPNKREKNCTHGVQARPEQ
RHSCHLVCDSSDGLLLGGWERYTEVAKRGGQHTLPALSRATAPTDPNYIILAPLNPGSQL
LRPVYQEDTIPEESGSPSKGKSYTGLGKKSRLMKTVQTMKGHGNYQNCPVVRPHATHSSY
GTYVTLAPKVLVFPVEFVQPLDLCNPARTLLLSEELLLYEGRNKAAEVTLFAYSDLLLFTK
EDEPGRCDVLRNPLYLQSVKLOEGSSEDLKFCVLYLAEKAECLFTLEAHSQEQKKRVCWC
LSENIAKQQOQLAASPPDSKMFETEADEKREMALEEGKGPGAEDSPPSKEPSPGQELPPGQ
DLPPNKDSPSGQEPAPSQEPLSSKDSATSEGSPPGPDAPPSKDVPPCQEPPPAQDLSPCQ
DLPAGQEPLPHQDPLLTKDLPAIQESPTRDLPPCQDLPPSQVSLPAKALTEDTMSSGDLL
AATGDPPAAPRPAFVIPEVRLDSTYSQKAGAEQGCSGDEEDAEEAEEVEEGEEGEEDEDE
DTSDDNYGERSEAKRSSMIETGQGAEGGLSLRVONSLRRRTHSEGSLLQEPRGPCFASDT
TLHCSDGEGAASTWGMPSPSTLKKELGRNGGSMHHLSLFFTGHRKMSGADTVGDDDEASR
KRKSKNLAKDMKNKLGIFRRRNESPGAPPAGKADKMMKSFKPTSEEALKWGESLEKLLVH
KYGLAVFQAFLRTEFSEENLEFWLACEDFKKVKSQSKMASKAKKIFAEYTIAIQACKEVNL
DSYTREHTKDNLQSVTRGCFDLAQKRIFGLMEKDSYPRFLRSDLYLDLINQKKMSPPL

>Callithrix jacchus RGS3 (ENSCJAP 33218)
QSGLIGCMSFGMKSLLTPDKEISGWYYLLGEHLGRTKHLKVATRRLQLLRDPLLRMPGSG
DTENGEKLKITIPRGKDGFGFTICCDSPVRVQAVDSGGPAERAGLOOLDTVLQLNERPVE
HWKCVELAHEIRSCHSEIILLVWRMVPQVKPGPDGGVLRRASCKSSHDLLSPPNKREKNC
THGAQARPEQRHSCHLVCDSSDGLLLSGWERY TEVAKRGGQHTLPALSRATAPTDPNYTIT
LAPLNPGSQLLRPVYQEDTIPEESGSPSKGKSYTGLGKKSRLMKTVQTMKGHGNYQNCPV
MRPHATHSSYGTYVTLAPKVLVFPVFVQPLDLCNPARTLLLSEELLLYEGRNKASQVTLF
AYSDLLLFTKEDEPGRCNVLRNPLYLQSVKLQEGSSEDLKFCVLYLAEKAECLFTLEAHS
HEQKKRVCWCLSENITKQQQLAASPPDSKMFETEADEKREMS LEEGKGPGAEDSPPSKEP
SPGKEDLPPKKDSSSGQEPPPGQEPLSSNNSATCEESPPGPDALPSKDAPPCQEPPPAQD
LSPCQDLPAGQEPLPHODPLLTKDLPAVQEPPTQDLPPCODLPPSQVSLPVKALIEETTS
SGDLLAATGDPPAASRPAFVIPEVRLDSTYSQEAGAERGSSGDTSDDNYGERSEAKRSSM
IETGQGAEGGLSLRVONSLRRRTHSEGSLLQEPRGTCFASDTTLHCSDGEGAASAWAMPS
PSTLKKELGRNGGSMHHLSLFFTGHRKISGADTAGDDDEASRKRKSKNLAKDMKNKLGLF
RRRNESPGAPPAGKADKMMKSFKPTSEEALKWGESLEKLLLHKYGLAVFQAFLRTEFSEE
NLEFWLACEDFKKVKSQSKMAAKAKKIFAEYIATQACKEVNLDSYTREHTKDNLQSVTRG
CFDLAQKRIFGLMEKDSYPRFLRSDLYLDLINQKKMSPPL

>Rattus norvegicus_ RGS3 (ENSRNOP_ 71774)

MEWPHQDTSLSRKDACTQTYPPRRRIRHAQLQDAGQLKLSIGAQDRVLLLHVIEGKGLIS
KKPGICDPYVKISLIPEDSQLCCQTTQVIRDCRDPAFHEHFFFPVPEEGDQKRLLVTVWN
QASETRQHALIGCMSFGVRSLLTPDKEISGWYYLLGEDLGRTKHLKVARRRLOPLRDVLL
RMPGDGDPENGEKLQITIRRGKDGFGFTICCDSPVRVQAVDSGGPAERAGLQQLDTVLQL
NERPVEHWKCVELAHEIRSCPSEIILLVWRVVPQIKPGPDGGVLRRASCKSTHDLLSPPN
KREKNCTHGAPTRPEQRHSCHLVCDSSDGLLLGGWERY TEVGKRSGQHTLPALSRATTPT
DPNYIILAPLNPGSQLLRPVYQEDAIPEEPGTTTKGKSYTGLGKKSRLMKTVQTMKGHSN
YODCSALRPHIPHSSYGTYVTLAPKVLVEPVEVQPLDLCNPARTLLLSEELLLYEGRNKT
SQVTLFAYSDLLLFTKEEEPGRCDVLRNPLYLQSVKLQEGSSEDLKFCVLYLAEKAECLF
TLEAHSQEQKKRVCWCLSENIAKQQOLAATPTERKMFETEADEKEMPLVEGKGPGAEERT
PSKDPSPSQELPPGQELPPSKDPSPSQELPPGQDLPPSKDPSPSQELPPGQELPPSKDPS
PSQELPAGQDLPPRKESFSGQEAAPGPESPSSEDIATCONPPQSPETSTSKDSPPGQGSS
PTTEVPSCQGLPAGQESTSQDPLLSQEPPAIPESSASDONVLPSQESPPSQGSLSEKALA
EQTISPGELPAATAGEPSASRPNFVIPEVRLDSAYSQQDGAHGGSSGEDEDAEEGEEGEE
GEEDEEDDTSDDNYGDRNEAKRSSLIETGQGAEGGLSLRVONSLRRRTHSEGSLLQEARG
PCFASDTTLHCSDGEGTTSTWAIPSPRTLKKELGRNGGSMHHLSLFFTGHRKMSGTDLAD
DVEASRKRKSKNIAKDMKNKLATFRRRNES PGAQPAGKADKTTKSFKPTSEEALKWSESL
EKLLLHKYGLEVFQAFLRTEFSEENLEFWLACEDFKKVKSQSKMAAKAKKIFAEFIAIQA



CKEVNLDSYTREHTKENLQSITRGCFDLAQKRIFGLMEKDSYPRFLRSDLYLDLINQKKM
SPPL

>Felis catus RGS3 (ENSFCAP 18970)
LSVLSESCGLSPRLPMFSGWKEWQGQHTTLHRKDAWTQTTPARRRIRHAQIQGAGQLKLS
IDAQDRVLLLHIIEGKGLMSKEPGICDPYVKISLIPEDNHRLRROKTQTILDCREPVFEFHE
HFFFLVQEEDEQKRLLVTVWNRAGDSRQSGFIGCMSFGVKSLLTPDKEINGWYYLLGEHL
GRTKHLKVARRRLRPLRGPLOQRIPGYGDTESGEKLKITIPRGKDGEGEFTICCDSPVRVQA
VDSGGPAERAGLQQLDTVLQLNERPVEHWKCVELAHEIRSCPSEIILLVWRMVPQVKPGP
DGGVLRRASCKSTHDLQSPPNKREKNCTHGAQARPEQRHSCHLVCDSSDGLLLGGWERYT
EVAKRGGQHTLPALSRATASTDPNYIILAPLNPGSQLLRPLYQEDAIPEESGGPSKGKSY
TGLGKKSRLMKTVQTMKGHGNYQNCPVMRPHTPHSSYGTYVTLAPKVLVEFPVEVQPLDLC
NPARTLLLSEELLLYEGRNKAVEVTLFAYSDLLLFTKEDEPGRCNVLRNPLYLOSVKLQE
GSSEDLKFCVLYLAEKAECLFTLEAHSQEQKKRVCWCLSENIAKQQQLAASPPESKMFEP
EADEKREMPLEEGKELGAEDPPPNKDPSSGQEPPSGQDFPPNKESSSVQEPSPGQEPLSS
KDSPSCKEPPPGQEPWPSKDSPPCQEPPALPPCQODLPTSQEPPPSQDPQVSQDLPVIRDP
PAQELEPCQODQVPLPAEETTSSGDPPAAPGDLPVASRPAFVIPEVRLDSAYSQKAGAEGG
GLGFEEDAEEAEEGDEGDEEEEEEDTSDDNYGEHHEAKRSSMIEAGQAAEGGLSLRVQNS
LRRRTHSEGSLLQEARGPCFASDTTLHCSDGEGTASTWAMPSPRTLKKELGRNGGSMHHL
SLFFTGHRKMSGADAVGDDDEASRKRKSKNLAKDMKNKLGIFRRRNESPGAQPGGKADKM
VKSFKPLEGKLGGQRAEVAGSASHKRPGLLLTDGLAVEFQAFLRTEFSEENLEFWLACEDE
KKVKSQSKMTAKAKKIFAEYTIATIQACKEVNLDSYTREHTKDNLQSVTRGCEFDLAQKRIFG
LMEKDSYPRFLRSDLYLDLINQKKMSPPL

>Monodelphis domestica RGS3 (ENSMODP 29681)
MEHHSQVFPVLGGERVSELENTKKRISYSQLEGAGQLKLSIDKEGRVLLLHIMEARDLMN
KDSQPCDAYVKVSVVPDNDRKRRQKTQTVPDCKNPAFHERFFFPIQEADEQKRLLVAVWN
RKRDQRQSELIGCMSEFGVKSLLVPDKEVSGWYYLLGQKLGRAKHLKVATRRLKQRRDLFEFL
KTPMLVLROQEDTENMQLKITIPRGRDGFGEFTICCDSPVRVQAVDSGGPADRAGLQQLDTV
LOLNEQPVEHWKCVELAHEIRNCPGEIILLVWRIIPQIKPGPDGGVLRRASCKSTHDLQS
PPNKREKNSILGARPEQRHSCHLVCDSSDGLLVGGWERYSELGKQTQHTLPPLTRASAST
DPNYIILAPLNPGSQLLRPLYQEESIPEDIGNTSKGKSHTGLGKKSRLMKTVQTMKGYGN
YONCTIMKPHTPHSSYGTYVTLAPKVLVFPVYVQPLDLCNTARTLLLAEELLLYEGRNKT
AKVTLFVYSDLLLLTKEDEPGRCNVLRNPLYLQSVKLOEGLPEDLKFCILYLAEKAECLL
TLEAYSQEQKKRVCWCLSENISKQPQQAAAASESKMLETDVDERRKMPSEEEVPPSTEGG
AGGAPEEPGPLESNPSQKEIFSGEATSLEMPLPAEGVANEASEEQSPPENHPSQGEALAG
EATNLEMPLPAEGVTNGAPEELGPPASDCPQVEVPTEEGPGSRASALTDKQPFVIPEVRL
DPTFSQSLGAEGIEQDGILDEDAEEEEEVEGEEGYEEEDDESDDSYLEHNEAKRCSMIET
SATEGTFMLTVQSSLRRRTHSEGSLLOQETKSHCEFTSDTTLNCSDGEGKKSGWALASPGTV
KKDLGRNGGSMHHLSLFFTGHRKLSGAEASCDEGAEASQKRSKKLAKDMKNRLGIFRRRN
DSPGGNGAGKTDKGMKSLKPTSEEALKWGESLEKLLLHKYGLAVFRAFLRTEFSEENLEF
WLACEDFKKVKSQSKMASKAKKIFAEYIATIQACKEVNLDSYTREHTKENLONVTRACFEDL
AQKRIYGLMEKDSYPRFLRSELYLDLINQKKPSSPL

>Danio rerio RGS3 (ENSDARP 50870)

MDYSKONSHHVTIRERRKRLHRESLWLQDPVLPKGPSTKKPCHELKRPSDSRARRSSVRH
IRSVRDKRPLAASQEENVTRPAEGNWRKAVSRNSSAQVKVASVVKTTVKNDKQPATKKRR
KIHPSGFRGKGQLKLIVTPGRGWLYMOQVLEARGLMGREYRPCDSYVKISIAPDVDHSKRW
KTRTVLDCKSPVENEGFMLDVDEDDQKKRLLVTVWNRDRDSRRSDFLGCMSFGVHSLITS
SKEIRGWYYLLGEELGRSKHLKVASRRIRQTAEAAAPNYEAGPESSGPENMQSFTVTILR
GKDGFGFTICSDSPVRVQAVDPGGPAHQAGLQOLDTLLOLNGQPVEHWKCVDLAHAIRNC
RNEITVVVWRTVPIMKPYYEGLITHRPSYKPSGFESLSSTAKTONKTPPLLSRPTNHKQGR
RKKGSSSDNAGSGVGESLWSWTGKREENDYKTRTQTLKGTRVTSSNGDNYIILSPVSPGN
QILQPVYSDSNGTLGTLGRIYQTSRGLQQSPDYLQDGGLQGQATLCRTMSSKTTTLPPSS
YRQSFANYQONCTIVQSHLPHSNYGTYVSLAPKILIFPVFVQPLDLCSPERVLMLSEEMIL
HDSKHIALKATVFIYTDLLLLTREDEPGRCNVLQOSPLYLHQIQLODVPADKLRLYISYWI
ERTECLFSLEAFSSEQKRRVVQCLRDNIDKQLALRERIGPDOMLEPKAAEQADLGLLGFEFS
PHSVSEPCSPSCPSASPILRRTNCTSPAQRLSYPDLPDANQTSPTSRDACKPSYTDTSEI
WKNRQKEVKESDLEKREQGEGESASETISVGARPTSSSSSSSPLVIPKLCLDRSFNTDAL
TSPSTDDDDDDEEEDEEDSDEGFLKRRSMVESSPCGGQQSGGLCVQRSLHRRTHSEGSLL
QEPRSPRFISDQAIDCIEAKRETPERWAVPSPOTLRKELTKNGGSVHQICLLEFTGRRVCG



KPNCKCDMGKTAVKKKKSKNLAKDMKNRLTFLRKKTNDRHGSNPASKLDKVLKSDKPAPE
EALKWAESLDTLLSHKYGLAVFRSFLOQTEFSEENLDFWLACEEFKKIKSLSKMTSRAKKI
FTEYISIQSCKEVNLDSYTREHIKENMENICADCEFDLAQSRIFGLMERDSYPRFLRSDIY
MELTNQKRPGSAADPS

>Homo sapiens_ RGS5 (ENSP_433001)
MCKGLAALPHSCLERAKEIKIKLGILLOQKPDSVGDLVIPYNEKPEKPAKTQKTSLDEALQ
WRDSLDKLLONNYGLASFKSFLKSEFSEENLEFWIACEDYKKIKSPAKMAEKAKQIYEEF
IQTEAPKEVGLWVNIDHFTKDITMKNLVEPSLSSFDMAQKRIHALMEKDSLPRFVRSEFY
QELIK

>Macaca mulatta RGS5 (ENSMMUP 49829)
MCKGLAALPHSCLERAKEIKIKLGILLQKPDSVGDIVIPYNEKPEKPAKTHKPSLDEALQ
WRDSLDKLLONNYGLASFKSFLKSEFSEENLEFWIACEDYKKIKSPAKMAEKAKQIYEEF
IQTEAPKEVNIDHFTKDITMKNLVEPSLSSFDMAQKRIHALMEKDSLPRFVRSEFYQELT
K

>Mus musculus_RGS5 (ENSMUSP_27997)
MCKGLAALPHSCLERAKEIKIKLGILLOKPDSAVDLVIPYNEKPEKPAKAHKPSLEEVLQ
WRQSLDKLLONSYGFASFKSFLKSEFSEENLEFWVACENYKKIKSPIKMAEKAKQIYEEF
IQTEAPKEVNIDHFTKDITMKNLVEPSPRSFDLAQKRIYALMEKDSLPREVRSEFYKELTI
K

>Bos taurus RGS5 (ENSBTAP 32130)
MCKGLAALPHSCLERAKEIKIKLGILLOQKPESAIDLVIPYNEKPEKPAKTQKPSLDEALQ
WRDSLDKLLONNYGLASFKSFLKSEFSEENLEFWMACEDYKKIKSPVKMAETAKKIYEEF
IQVEAPKEVNIDHFTKEITVKNLVEPSPSSFDVAQKRIHALMEKDSLPRFVRSEFYQEFT
K

>Myotis lucifugus RGSS5 (ENSMLUP 14434)
SCTSAAAMAEEHVCTAKEIKIKLGTLLOQKPDPAADLVIPYNEKPEKPAKTQKPSPEEALQ
WRDSLDKLLQSSYGLASFKSFLKSEFSEENLEFWMACEDFKKTKSATKMAEKAKKIYEEF
IQTEAPKEVNIDHFTKDITVRNLVEPSPSSFDVAQKRVHALMEKDSLPREVRSEFYQEFT
K

>Gallus gallus_ RGS5 (ENSGALP 42833)
MCKGLAALPHTCLERAKEIKTKLGTLLQKPDSATIDFIIPYPEKPEKPAKALKPSPEEVLQ
WRDSLEKLLONPYGLASFRSFLCSEFSEENVEFWVACEDYKKTKS PVKMEEKAKRI YEEF
IQTEAPKEVNIDHFTKAVTMKNLVEPSPSSFDMAQKRIFALMEKDSLPREVRSEFYQELT
K

>Xenopus tropicalis RGS5 (ENSXETP 22975)
MCKGLAALPHTCLERAKEIKTKLGTLLOQKPESAIDLIIPYPDKPEKTPKASKPSAEEAGQ
WRDSLDKLLONSYGLSVFQGFLKSEFSEENIEFWMACEDYKKVKSPSKMATKAKKIYDEF
IQTEAPREVNIDHFTKAVTMKNLVEPSSSSFDLAQKKIFALMEKDSLPREVRSEFYQELT
K

>Danio rerio RGSS5 (ENSDARP 4766)
MCKGLAALPQTCLERAKEIKTKLGTLLQKPENSIDLIIPYQEKPEKKPEKLQKATPEEAA
OWRESLDKVLSNSYGLATFKSFLRSEFSEENIEFWEACEDFKKTKNPLKMATKAKKIYED
FIQTGGPKEVNIDHFTKDVTLRNLVDLSSSTFELAQSRIYTLMEKDSFGRFLRSDQYQEL
LK

>Takifugu rubripes RGS5 (ENSTRUP 12673)
MCKGLAALPQSCLERAKEIKSKLGVLLOQKPENAIDLITIPYPEKTEKKPEKQQKPTPEEAA
OWRESLDRVLNNSYGLNAFRSFLOSEFSDENVEFWMSCEDFKKTKDPVKMAAKAKKIYED
FIQAEGPREVNIDHFTKDMTLRNLVKLSHMTFDLAQKRIYALMEKDSFGRFLRSELYQDL
LVN

>Tetraodon nigroviridis RGS5a (ENSTNIP 4031)
MCKGLAALPQTCLERAKEIKTKLGVLLOQKPENAIDLIIPYPEKTEKKPEKQQOKTHLYHSL



EWKREEIDKLNLNIKNGLNAFRSFLOSEFSDENIEFWMSCEEFKKSKDPVKMAAKAKKIY
EDFIQAEGPREVNIDHEFTKDVTLRNLVKLSPTTFDLAQKRIYALMEKDSEFGREFLRSQLYQ
DLLV

>Tetraodon nigroviridis RGS5b (ENSTNIP 1535)
MCKGLAALPQTCLERAKEIKTKLGVLLOQKPENAIDLIIPYPEKTEKKPEKQOKYKQCEFT
HKREEIDKLNLNIKNGLNAFRSFLQSEFSDENIEFWMSCEEFKKSKDPVKMAAKAKKIYE
DFIQAEGPREVNIDHFTKDVTLRNLVKLSPTTFDLAQKRIYALMEKDSFGRFLRSQLYQD
LLV

>Gasterosteus aculeatus RGS5 (ENSGACP 7574)
MCKGLAALPQSCLERAKEIKSKLGVLLQKPENAIDLIIPYPEKAEKKPEKQQKPTPEEAA
OWREGLDRVLNNSYGLAAFRSFLOSEFSDENIEFWMTCEDFKKTKNPVKMATKAKKIYED
YIQSEGPREVNIDHFTKDVTLRNLVDLSPTTFDLAQKRIFALMEKDSFGRFLRSEQYQQL
LV

>Oryzias latipes RGS5 (ENSORLP 15473)
MCKGLAALPQTCLERAKEIKTKLGVFLNKPENAIDLIIPYPEKTEKKPEKLOKPTHEEAA
OWRESLDRVLNNNYGLTAFRSFLQSEFSDENIEFWMACEDFKKTKNPVKMAAKAKKIYED
FIQSEGPREVNIDHFTKDVTLRNLVDLSPSTFELAQKRIFALMEKDSFARFLRSEQYQEL
LVN

>Ciona savignyi (ENSCSAVP 490)
MNIYRPRSMACLGRNLNSEYDGEFHKTRSGSTSTEGKISISSDGFRSMMKDIQVGLGNKL
NKFSSVSDLTGMEFGDENDVSEVGKRTEKIGGIIGKITKKKKYQFGSVSNISVCSSLSHR
VKKLNVSNSASKLRGRFKRSGRQDKSDKLOQHKFENIFAWLHRSGKKAGRYAMRRNRSPIP
MTKSDTRRKPLKLTLKEVLSKKETTNAFRAFLSRELSEENLDEWLDVETYKRAKASKROK
MGIKIYEKYISPSSTHEINVESCVRQOTRRKLLNEFDVDTFDEAQQHIFKLMAADSEFRREL
EVF

>Saccoglossus kowalevskii (XP_006825374)
MTQRAHCHTSTRGHKRRSIELRTQSLTHGFEAMALETPPVHKRRKTGREFNQLPIQDFPEPQVYTPGQLKL
SIYRTRRHLMVNIIKARGISHIPGYTDGCYVTVVIVAPHGKKDSMATRVVTDATPHFQEIFPLSFLHLDL
LDRIVISLYRQSSTLNDLMGCMSFGAKHLIKGTKLIDGWYYLLNQELGVKKHLGVPYKRPKLSKEVKKKQ
QPVRIIKKVMTVVQGKHGYGFTILDTTPVRVGKVDSGGPSEKVGLOMGDVITIRINKHHVERSPCTDIIGI
VKNAPGHVRLVIERRAKTVIRRLSEDVERRPLNTLMSSNRCHNQKEYAKQLCGETEYTQHLCPDTDYARH
LRYDTPDSLYRSSTCSSTISGTPSEDDMMTGQVQITVVCNYHMOQLELRLAAYSSPAQKTKQELMTLGDI
YLAVLDGFISSYAVYQSCLRMAEENLAVKLQVPVWSDDEYFNTVRGFMYRPSEYLDKLCQLLOMLWTSTP
TEHPDHENFKHVLNGSVHIYFTDTRQFRLAELGRRYVFAGTLHNINQTNRDRSKKLWAIMCTDLLLLTKK
ODDDSFLIVDKLLLNSLEVODIESSPNDFIVTVVTNIKQKENKVLRAPTEHLKKTWKKLLNKHSSGIYLM
TFDGSVKEIHIGDRKETKKGISRPFLGRRKISSPDLPSTAKTASLLSRKVSSPEIKITSEFDNDDSQLNRN
AVITEELSDDTGIMMNSSKNRSKLAVELYKKSPSCEDCSKSESTONSLEQLTTASAPGSPLEFHISRSWNS
LTPTGTVSGGYPCKSNEDCAKTSKDTSSTKAKPKRKNIFQLEFTGDNKNKDEIDGHDAPPHALFLKEPVEG
KSQETTSPRRTITRMRSRSVGSEDEAIEEELEDPGSGSDSPTDDALQLPSENTDNDKRKRKKNLAKDMKE
KLRFLRRRHTDGCIKDAEKLKTLRPSYAQATIKWSESFDSLLADKYGLASFRAFLKTEFSDENIEFWLACE
DYKKVRPSKWSSRAQRIYNDYVAIQAPREVNLDSHSRLATVSNLSNPTKHAFDLAQKRIQSLMEKDSYPR
FLRSEFYQSLINDKKQVSNC

>Saccoglossus kowalevskii (XP 006816283)
MKRDRONTQSTPPPSPAEDKNKSSKACCFCWCCCCSCSWTHSLAVRDPSENEKQKSDTKMELKDKETEKP
SRDEIKSWGESFDRLMKSAAGRDSFREFLKSEYSEENLLEFWLACEELRHQTDQEIIEEKSRLIYEDYIST
LSPKEVSLDSRVREVINRNMVDPTQHTFDDAQQQIYILMHRDSYPRFINSQKYKQLLCKG

>Octopus bimaculoides (XP 014787789)
MIEMTTMMRNQSPATNENDVRMRSNRPSKDNKENKETKDOPVQQQTPONESPEEAVSPTSSPTHTRERRE
STTCCFCWCCTPPCEFSNLGSGRSSKGDNSPNSNMVVKNDQLSQSRSKELDSNSDREELLSLEDMKNWSES
FDRLIRSNGGRRKFREFLRMEYSEENMLEFWLACEELKREQNSELIEEKARLIYEDYISILSPKEVSLDSR
VREVINONMLDPSPHTFDEAQLQIYTLMHODPYPRFLNSQLYKKLIEEASS

>Nematostella vectensis (XP 001629433)
MEVSRIAMAIKELMCEARAIKELMPSSEEINEWGRSFERLLSSKNGIRVFHEFLKSEYSEENLLEWLAVE



RLKKETEPASVKNLAQTIYNDYVSTESPKEVSIDHKTRQVIDDEISQPTKETEFSKAQQHVYYVMYQDCYP
RFLSSSTFKTLQQECLNN

>Hydra magnipapillata (XP 012555230)
MASTITIRTVNLKRSKKGLGFIISNQFPCIISCVNONTPAFDAGLKSGDEILEINSIDVSQFKHNDVVKIT
LCNEQPHILIKVRTFYSVSKDFLLHGEFNQOVLDITHLSDHEKIKINFTHEKNSKDCSTVVSNSYCEERKA
NVOHSEMTENDVHYCFENISTKSSLKRSPSQPVSIYYPPIYNVLLLYYCSVDIPHDINLKISSDSTINDC
ISKIKKLNNKPVLVHLQISKMGIKLINPFGNEIVTYPLRTIIFSNIYAEDKRFEFSEVTONSLLDHSVTTS
LNSTKKEFVKSKIVCLHACHVEFMVESKLSVHSDHKEFADVFKIACTPSLKFDGCQEFPPSPSYVLOQELNAF
LKERKNVRKGVQSFCEFVSTEEFPSTPEEDVIYNTLEKIQKSSLNSPTRNTQKLMVSPPCSLOGINEDEKL
CLIKEIQONNNYSQKISLTADYPMOKNMHSLLEIGGEKNISWIKGNEFSKKLFPSKRMEYKKPPVPRKIS
CATKSFGFTKIISSEQKGSNIKNQENKKLFGLENSTEKCKEQVSSDIKKERSSSDSMVSENSTESEFSDIN
SRKGTPPTNPKHSVKSPEKEKNVHNKKVELWSCSFESLLADIDGVKCFQEFLKKEFSEENLMFWKACNDE
LKLKDINKIKECAKEIFDNYLSSKAPFLVNVNLSICKRVEQQLDSPNTDLEVIPQOQVFQLMKEDSYPRE
IKSDWFKERVNNYNADNSSKENLKKLNQSFEQEEKNVVNFRTGKVKSPELKNSRAATHKGINLIVSTLYL
YCVEFR

>Trichoplax adhaerens (XP 002109868)

MVMALLKVYVNSLNGIEAFARFLKSEFSDENIKFWLACEEFRKIDNKGEIESRAKWIYDTYVSRKAKTET
NLDSKTRSHIRKRMESIDNNIFDQGOQKCIKELMATDSYPRFIKSSKYRSLLA

Requlating Synaptic Membrane Exocytosis Protein-RIMS

>Homo sapiens RIMS3 (ENSP_361768)
MFNGEPGPASSGASRNVVRSSSISGEICGSQQAGGGAGTTTAKKRRSSLGAKMVAIVGLT
OWSKSTLQLPOQPEGATKKLRSNIRRSTETGIAVEMRSRVTROGSRESTDGSTNSNSSDGT
FIFPTTRLGAESQFSDFLDGLGPAQIVGRQTLATPPMGDVHIAIMDRSGQLEVEVIEARG
LTPKPGSKSLPATYIKVYLLENGACLAKKKTKMTKKTCDPLYQQALLFDEGPQGKVLQVI
VWGDYGRMDHKCFMGMAQIMLDELDLSAAVTGWYKLFPTSSVADSTLGSLTRRLSQSSLE
SATSPSCS

>Pan troglodytes RIMS3 (ENSPTRP_1025)
MENGEPGPASSGASRNVVRSSSISGEICGSQOAGGGAGTTTAKKRRSSLGAKMVAIVGLT
OWSKSTLOLPOQPEGATKKLRSNIRRSTETGIAVEMRSRVTROGSRESTDGSTNSNSSDGT
FIFPTTRLGAESQFSDFLDGLGPAQIVGRQTLATPPMGDVHIAIMDRSGQLEVEVIEARG
LTPKPGSKSLPATYIKVYLLENGACLAKKKTKMTKKTCDPLYQQALLEFDEGPQGKVLQVI
VWGDYGRMDHKCFMGMAQIMLDELDLSAAVTGWYKLFPTSSVADSTLGSLTRRLSQSSLE
SATSPSCS

>Mus musculus RIMS3 (ENSMUSP 130295)
MENGEPGPASAGASRNVVRSSSISGEICGSQQAGGGAGTTTAKKRRSSLGAKMVAIVGLT
QWSKSTLQLPQPEGATKKLRSNIRRSTETGIAVEMRSRVTRQGSRESTDGSTNSNSSEGT
FIFPTRLGAESQFSDFLDGLGPAQIVGRQTLATPPMGDVHIAIMDRSGQLEVEVIEARGL
TPKPGSKSLPATYIKAYLLENGACVAKKKTKVAKKTCDPLYQOQALLFDEGPQGKVLQVIV
WGDYGRMDHKCFMGMAQIMLDELDLSAAVTGWYKLFPTSSVADSTLGSLTRRLSQSSLES
ATSPSCS

>Bos taurus RIMS3 (ENSBTAP 24925)
MENGESGPASAAASRNVVRSSSISGEICGSQQAGDGTGTSTAKKRRSSLGAKMVAIVGLT
OWSKGTLQLPQAEGATKKLRSNIRRSTETGVAVEMRSRVPROQGSRESTDGSTNSNSSDGT
FIFPTTRLGAESQFSDFLDGLGPAQIVGROTLATPPMGDVHIAIMDRSGQLEVEVIEARG
LTPKPGSKSLPATYIKVYLLENGACLAKKKTKVAKKTCDPLYQQALLFDEGPQGKVLQVI
VWGDYGRMDHKCEFMGMAQIMLDELDLSAAVTIGWYKLEFPTSSVADSTLGSLTRRLSQSSLE
SATSPSCS

>Monodelphis domestica RIMS3 (ENSMODP 21938)

MEFDGEPGTGPAASSRNVVRSSSISGEVFGGGGEQAGGTAGASTAKKRRSSLGAKMAAIVG
LTORSRSSLOLPQPEGGPKKLPSNIRRSTETGIAVEMRSRVTROQGSRESTDGSTNSNSSD
GTFIFPTARLGAESQFSDFLDGLGPAQIVGRQTLGTPPMGDVHIAMMDRSGQLEVEVIEA
RGLTPKLGSKSLPATYIKVYLLENGACLAKKKTRVAKKTCDPLYHQALLFDEGPQGKVLQ
VIVWGDYGRMDHKCEFMGMAQIVLEELDLSNVVTGWYKLFPTSSVADSTLGPLTRRLSQSS



LESSTSPSCP

>Xenopus tropicalis RIMS3 (ENSXETP 38276)
MENGETSSSVRNVIRSSSISGEMYNLEKGNSANPDAAGVTTTKKRRSSLGAKMVAIVGLS
QWSKSTLOLNQPDGTTKKLRSNIRRSTETGIAVEMRNRVTROGSRESTDGSTNSNSSDGT
FIFPTTRLGAESQFSNFLDGLGPAQIVGRQTLATPPMGDVHIGMVDRNGQLEVEVIQARG
LTPKPGSKSIPAPYIKVYLIENGVCLSKKKTRTSKKTWDPVYQQALLFDEGPQGKVLQVT
VWGDYGRMDHKCFMGMAQILLEELDLSSCVTGWYKLFPTSSLADSSIAPLTRRLSQSSLE
SSTSPSCT

>Danio rerio RIMS3 (ENSDARP 94802)
MMLSSSVDVPSPGGMSAVAARNVVRSSSISGAMYSLEKSPSSTGPDGTSLTGNKKRRSSL
GAKMVAIVGLSQWSKSTLOLNQODGGTKKLRSTIRRSTETGIAVEMRNRVTRQGSKDSTD
GSTNSNSSDGTFIFPTTRLGPESQFSDFLDGLGPAQIVGRQTLATPSMGDVYIGVVDRGG
QLEVEITQARSLTPKPGSKNIPATYIKVYVLENGMCLAKKKTKVVKKTLDPTFQQSLMED
ESPQGKVLQVIVWGDYGRMDSKCFMGMAQILLDDLDLSSMVGGWYKLFPTSSLADPSIGP
LTRRLSQSSLESATSPSCT

>Takifugu rubripes RIMS3 (ENSTRUP 46461)
VEVPSPGGMSGLSVAARNVVRSSSISGAMY SLEKSPGGGGSDSTSLAGNKKRRSSLGAKM
VAIVGLSQWSKSTOOLNQQEGGTKKLRSTIRRSTETGIAVEMRNRVTROQGSKDSTDGSTN
SNSSDGTFVFPTTRLGPESQFSDFLDGLGPAQIVGRQTLATPPMASTGDVHIGIVDRGGQ
LEVEVNQARGLTPKPGSKNIPATYVKVYVLENGVCLAKKKTKVVKRNLDPTYQQALLFDE
SPOGKVLQVIVWGDYGRMDHKCFMGMAQILLEDLDLSATVSGWYKLEFPTSSLADPSIGPL
TRRLSQSSLESATSPSCS

>Tetraodon nigroviridis RIMS3 (ENSTNIP 12061)
VEVPSPGGMSGLSVAARNVVRSSSISGAMY SLEKSPGGGGSDSTSLAGNKKRRSSLGAKM
VAIVGLSQWSKSTQQLNQODGGTKKLRSTIRRSTETGIAVEMRNRVTRQGSKDSTDGSTN
SNSSDGTFVFPTTRLGPESQFSDFLDGLGPAQIVGRQTLATPPMGFTSTGDVHIGIVDRG
GOLEVEVNQARGLTPKPGSKNIPATYVKVYVLENGVCLAKKKTKVVKRNLDPTYQQALLF
DESPQGKVLQVIVWGDYGRMDKCFMGMAQILLEDLDLSATVSGWYKLFPTSSLADPSIGP
LTRRLSQSSLESATSPSCS

>Gasterosteus aculeatus RIMS3 (ENSGACP 9569)
MGGLSGLSAAAARNVVRSSSISGAMYGLEKSPGGGGPDSASLAGNKKRRSSLGAKMVAIV
GLSQWSKSTQQOLHQQODGGTKKLRSTIRRSTETGIAVEMRNRVTRQGSKDSTDGSTNSNSS
DGTEFVFPTTRLGPESQFSDFLDGLGPAQIVGRQTLATPSMGDVNVGMVDRGGQLEVEVNQ
ARGLTAKPGSKNMPATYVKVYVLENGLCLAKKKTRVVKKNLDPTYQQALLFDESPLGKVL
OVIVWGDYGRMDHKCFMGMAQILLEDLDLSATVSGWYKLFPTSSLADPSIGPLTRRLSQS
SLESATSPSCT

>Oryzias latipes RIMS3 (ENSORLP 6562)
QIKSKSEVQIRRTFWSLINAHYFDVDHESEKNNGGTKKLRSTIRRSTETGIAVEMRNRVT
ROGSKDSTDGSTNSNSSDGTEVEFPTTRLGPESQFSDFLDGLGPAQIVGRQTLATPSMGDV
HVAMVDRGGQLEVEVSQARGLTPKPGTRNIPATYVKVYVLENGVCLAKKKTKVVKKTLDP
TYQQALLFDESPQGKVLQVIVWGDYGRMDHKCEFMGMAQILLEDLDLSATVSGWYKLEPTS
SLADPSIGPLTRRLSQSSLESATSPS

>Homo sapiens RIMS2 (ENSP 427018)

MSAPVGPRGRLAPIPAASQPPLQPEMPDLSHLTEEERKIILAVMDRQKKEEEKEQSVLKK
LHQQFEMYKEQVKKMGEESQQQQOEQKGDAPTCGICHKTKFADGCGHNCSYCQTKFCARCG
GRVSLRSNKVMWVCNLCRKQOEILTKSGAWEFYNSGSNTPQOPDQKVLRGLRNEEAPQEKK
PKLHEQTQFQGPSGDLSVPAVEKSRSHGLTRQHSIKNGSGVKHHIASDIASDRKRSPSVS
RDONRRYDQREEREEYSQYATSDTAMPRSPSDYADRRSQHEPQFYEDSDHLSYRDSNRRS
HRHSKEYIVDDEDVESRDEYERQRREEEYQSRYRSDPNLARYPVKPQPYEEQMRIHAEVS
RARHERRHSDVSLANADLEDSRISMLRMDRPSRQRSISERRAAMENQRSYSMERTREAQG
PSSYAQRTTNHSPPTPRRSPLPIDRPDLRRTDSLRKOQHHLDPSSAVRKTKREKMETMLRN
DSLSSDQSESVRPPPPKPHKSKKGGKMRQISLSSSEEELASTPEYTSCDDVEIESESVSE
KGDMDYNWLDHTSWHSSEASPMSLHPVTWQPSKDGDRLIGRILLNKRLKDGSVPRDSGAM
LGLKVVGGKMTESGRLCAFITKVKKGSLADTVGHLRPGDEVLEWNGRLLQGATFEEVYNI



ILESKPEPQVELVVSRPIGDIPRIPDSTHAQLESSSSSFESQKMDRPSISVTSPMSPGML
RDVPQFLSGQLSSQSLSRRTTPFVPRVOQIKLWEDKVGHQLIVTILGAKDLPSREDGRPRN
PYVKIYFLPDRSDKNKRRTKTVKKTLEPKWNQTFIYSPVHRREFRERMLEITLWDQARVR
EEESEFLGEILIELETALLDDEPHWYKLOTHDVSSLPLPHPSPYMPRROQLHGESPTRRLQ
RSKRISDSEVSDYDCDDGIGVVSDYRHDGRDLQOSSTLSVPEQVMSSNHCSPSGSPHRVDV
IGRTRSWSPSVPPPQSRNVEQGLRGTRTMTGHYNTISRMDRHRVMDDHY SPDRDRDCEAA
DROPYHRSRSTEQRPLLERTTTRSRSTERPDTNLMRSMPSLMTGRSAPPSPALSRSHPRT
GSVQTSPSSTPVAGRRGRQLPQLPPKGTLDRKAGGKKLRSTVQRSTETGLAVEMRNWMTR
QASRESTDGSMNSYSSEGNLIFPGVRLASDSQFSDFLDGLGPAQLVGRQTLATPAMGDIQ
VGMMDKKGQLEVEIIRARGLVVKPGSKTLPAPYVKVYLLDNGVCIAKKKTKVARKTLEPL
YOQOLLSFEESPQGKVLQIIVWGDYGRMDHKSEFMGVAQILLDELELSNMVIGWEFKLEPPSS
LVDPTLAPLTRRASQSSLESSTGPSYSRS

>Pan troglodytes RIMS2 (ENSPTRP 35048)
MQFETLRQVCNSVLSHFHGVEFSSPPNILONELFGOTLNNARKRSPSVSRDONRRYDQREE
REEYSQYATSDTAMPRSPSDYADRRSQHEPQFYEDSDHLSYRDSNRRSHRHSKEYIVDDE
DVESRDEYERQRREEEYQSRYRSDPNLARYPVKPQPYEEQMRIHAEVSRARHERRHSDVS
LANADLEDSRISMLRMDRPSRORSISERRAAMENQRSYSMERTREAQGPSSYAQRTTNHS
PPTPRRSPLPIDRPDLRRTDSLRKQHHLDPSSAVRKTKREKMETMLRNDSLSSDQSESVR
PPPPKPHKSKKGGKMRQVSLSSSEEELASTPEYTSCDDVEIESESVSEKGDMDYNWLDHT
SWHSSEASPMSLHPVTWQPSKDGDRLIGRILLNKRLKDGSVPRDSGAMLGLKVVGGKMTE
SGRLCAFITKVKKGSLADTVGHLRPGDEVLEWNGRLLOGATFEEVYNITILESKPEPQVEL
VVSRPIGDIPRIPDSTHAQLESSSSSFESQKMDRPSISVTSPMSPGMLRDVPQFLSGQLS
IKLWFDKVGHQLIVTILGAKDLPSREDGRPRNPYVKIYFLPDRSDKNKRRTKTVKKTLEP
KWNQTFIYSPVHRREFRERMLEITLWDOARVREEESEFLGEILIELETALLDDEPHWYKL
QTHDVSSLPLPHPSPYMPRROLHGESPTRRLORSKRISDSEVSDYDCDDGIGVVSDYRHD
GRDLQOSSTLSVPEQVMSSNHCSPSGSPHRVDVIGRTRSWSPSVPPPQSRNVEQGLRGTRT
TTGHYNTISRMDRHRVMDDHYSPDRDSHFLTLPRSRYSQTIDHHHRDGRDCEAADRQPYH
RSRSTEQRPLLERTTTRSRSTERPDTNLMRSMPSLMTGRSAPPSPALSRSHPRTGSVQTS
PSSTPVAGRRGROQLPQLPPKGTLDR

>Mus musculus RIMSZ (ENSMUSP 48719)
MSAPLGPRGRPAPTPAASQPPPOPEMPDLSHLTEEERKIILAVMDROQKKEEEKEQSVLKK
LHQOFEMYKEQVKKMGEESQQQQOEQKGDAPTCGICHKTKFADGCGHNCSYCQTKEFCARCG
GRVSLRSNKVMWVCNLCRKQQEILTKSGAWFYNSGSNTLOQPDQKVPRGLRNEEAPQEKK
AKLHEQPQFQGAPGDLSVPAVEKGRAHGLTRQDTIKNGSGVKHQIASDMPSDRKRSPSVS
RDONRRYEQSEEREDYSQYVPSDGTMPRSPSDYADRRSQREPQFYEEPGHLNYRDSNRRG
HRHSKEYIVDDEDVESRDEYERQRREEEYQARYRSDPNLARYPVKPOPYEEQMRIHAEVS
RARHERRHSDVSLANAELEDSRISLLRMDRPSRQRSVSERRAAMENQRSYSMERTREAQG
QSSYPOQRTSNHSPPTPRRSPIPLDRPDMRRADSLRKQHHLDPSSAVRKTKREKMETMLRN
DSLSSDQSESVRPPPPRPHKSKKGGKMRQVSLSSSEEELASTPEYTSCDDVELESESVSE
KGDSQKGKRKTSEQGVLSDSNTRSERQKKRMYYGGHSLEEDLEWSEPQIKDSGVDTCSST
TLNEEHSHSDKHPVTWQPSKDGDRLIGRILLNKRLKDGSVPRDSGAMLGLKVVGGKMTES
GRLCAFITKVKKGSLADTVGHLRPGDEVLEWNGRLLOGATFEEVYNIILESKPEPQVELV
VSRPIGDIPRIPDSTHAQLESSSSSFESQKMDRPSISVTSPMSPGMLRDVPQFLSGQLST
KLWEDKVGHQLIVTILGAKDLPSREDGRPRNPYVKIYFLPDRSDKNKRRTKTVKKTLEPK
WNQTFIYSPVHRREFRERMLEITLWDQARVREEESEFLGEILIELETALLDDEPHWYKLQ
THDVSSLPLPRPSPYLPRROQLHGESPTRRLOQRSKRISDSEVSDYDCEDGVGVVSDYRHNG
RDLQSSTLSVPEQVMSSNHCSPSGSPHRVDVIGRTRSWSPSAPPPORNVEQGHRGTRATG
HYNTISRMDRHRVMDDHYSSDRDSHFLTLPRSRHSQTIDHHHRDGRDCEAADRQPYHRSR
STEQRPLLERTTTRSRSSERPDTNLMRSMPSLMTGRSAPPSPALSRSHPRTGSVQTSPSS
TPGTGRRGROQLPQLPPKGTLERSAMDIEERNRQMKLNKYKQVAGSDPRLEQDYHSKYRSG
WDPHRGADTVSTKSSDSDVSDVSAVSRTSSASRESSTSYMSVQSERPRGNRKISVETSKM
QNROMGVSGKNLTKSTSISGDMCSLEKNDGSQSDTAVGALGTSGKKRRSSIGAKMVAIVG
LSRKSRSASQLSQTEGGGKKLRSTVOQRSTETGLAVEMRNWMTRQASRESTDGSMNSYSSE
GNLIFPGVRLASDSQFSDFLDGLGPAQLVGRQTLATPAMGDIQVGMMDKKGQLEVEIIRA
RGLVVKPGSKTLPAPYVKVYLLDNGVCIAKKKTKVARKTLEPLYQQLLSFEESPQGRVLQ
IIVWGDYGRMDHKSFMGVAQILLDELELSNMVIGWFKLEPPSSLVDPTLAPLTRRASQSS
LESSTGPSYSRS

>Equus caballus RIMS2 (ENSECAP 20682)



RVKEEHKPQPTOWEFPEFSGITELVNNVLOPOOKOONEKEAQTKLHQOFELYKEQVKKMGEE
SOOQQEQKGDAPTCGICHKTKFADGCGHNCSYCQTKFCARCGGRVSLRSNKVMWVCNLCR
KOOEILTKSGAWEYNSGSNTPQQOQPDOKVLRGLRNEEAPQEKKAKLHEQAQFQGPSGDLSV
PAVEKSRSHGLTRODSIKNGSGVTHQIASDIASDRKRSPSVSRDONRRYDQREEREEYSQ
YATSDSAMPRSPSDYADRRSQHEPQFYEESDNINYRDSNRRSHRHSKEYIADDEDVESRD
EYERQRREEEYQARYRSDPNLARYPVKPOPYEEQMRIHAEVSRARHERRHSDVSLANAEL
EDSRISMLRMERPSRQRSISERRAALENQRSYSMERTREAQGPSSYPQRTTNHSPPTPRR
SPIPIDRPDLRRTDSLRKQHHLDPSSAINKRKRSILAQMLAQGPSSSSRKRKIGNRGKKE
RKEKKESKKRGNSLTEFSEETGKSLPSFFFCESLISKVSLSNLWDSQKGKRKTREQAVLSD
SNTRSEKQKKMMYFGGHSLEEDLEWSEPQIKDSGVDTCSSTTLNEEHSHSDKHPVTWQPS
KDGDRLIGRILLNKRLKDGSVPRDSGAMLGLKVVGGKMTESGRLCAFITKVKKGSLADTV
GHLRPGDEVLEWNGRPLQGATFEEVYNIILESKPEPQVELVVSRPIGDIPRIPDSTHAQL
ESSSSSFESQKMDRPSISVTSPMSPGMLRDVPQFLSGQLSIKLWEDKVGHQLIVTILGAK
DLPSREDGRPRNPYVKIYFLPDRSDKNKRRTKTVKKTLEPKWNQTFIYSPVHRREFRERM
LEITLWDQARVREEESEFLGEILIELETALLDDEPHWYKLQTHDVSSLPLPHPSPYMPRR
QLHGESPTRRLORSKRISDSEVSDYDCDDGIGVVSDYRHNGRDLOSSTLSVPEQVMSSNH
CSLSGSPHRVDVIGRTRSWSPSVPPPQSRNVEQGLRGTRSATGHYNTISRMDRHRVMDDH
YSPDRDRDCEAADRQPYHRSRSTEQRPLLERTTTRSRSTERPDTNLMRSMPSLMTGRSAP
PSPALSRSHPRTGSVQTSPSSTPVAGRRGRQLPQLPPKGTLERKAGGKKLRSTVQRSTET
GLAVEMRNWMTRQASRESTDGSMNSYSSEGNLIFPGVRLASDSQFSDFLDGLGPAQLVGR
QTLATPAMGDIQVGMMDKKGQLEVEITRARGLVVKPGSKTLPAPYVKVYLLDNGVCIAKK
KTKVARKTLEPLYQQOLLSFEESPQGKVLQIIVWGDYGRMDHKSFMGVAQILLDELELSNM
VIGWEFKLFPPSSLVDPTLAPLTRRASQSSLESSTGPSYSRS

>Xenopus tropicalis RIMSZ (ENSXETP 8820)
MSAPLGPRGGPLPPAQPQAPMPEMPDLSHLTEDERKI IMAVMERQKKEEEKEQSVLKVKE
EQKAQPAQWFPFSGITELVNNVLQPQPKEQNEKEPEIKLHQQFEMYKEQVKKMGEEAQQQ
QEQKGEAPTCGICHKTKFADGCGHDCSYCQTKFCARCGGRVSLRSNKVMWVCNLCRKQQE
ILTKSGAWFYSSGSSTPLKPGEESQAGYQTEEAPQEKKAKLOQEQSQYQGPSGDLLTPASD
KNRPQGIVRQDSIKNGSELKHPIPGDLASDSHRKRSPSIPRDONRRYDTRDDIGEHSQHA
TSDSAMPRSPSDYSDRRLORGSQLYDEPEHGDYRRSRRRSNEYSVDEEDIQDREEYERQR
REEEYQARYRSDPNLARYPVKPQPYEEQMRIHAEVSRARQRRHSDVSLAQTEFEESRMST
LRMERPSRQRSASERRAAMESQRSYSIERTRDVQGPGPGRQRTSNHSPPTPRRSPIPNDR
PDMRRTDSLRKQHHLDPSSAVRKTKREKMETMLRNDSLSSDQSESVRPPPPKPHKTKKGG
KMRQVSLSSSEEELASTPEYTSCDDVEIESESVSEKGDSQRGKRKTSEQAVLSDSNILSE
ROKKMVCFGGHSLEEDLEWSEPQIKDSGVDTCSSTTLNEEHSHSEKHPVTWQPSKDGDRL
IGRILLNKRLKDGSVPRDSGAMLGLKVVGGKMTESGRLCAFITKVKKGSLADTVGHLRPG
DEVLEWSGRILQGATFEEVYNIILESKPEAQVELLVSRPIGDIPRIPDSTHAQLESSSSS
FESQKMDRPSISVTSPMSPGMLRDVPQFLSGOQLSIKLWYDKVGHQLIVTILGAKDLPSRE
DGRPRNPYVKIYFLPDRSDKNKRRTKTVKKTVEPKWNQTEFIYSPVHRREFRERMLEITLW
DOARVREEESEFLGEILIELETALLDDEPHWYKLQTHDVSSLPLPHPSPFMORRQLHGES
PTRRLQRSKRISDSEVSDYDCDDGVGVVSDFRHNGRDLQOSSTLSVPEQVMSSNHCSRTGP
PHVDSIGRTRSWSPSVPPPQSRNLEQGPRGTRSGPAHYNTMSRVERHRVLDNHYSPDRDR
AHPPRTGSVQTSPSGTPLAGRRGROQLPQLPPKGTLERSAMDVEERTRQLKVKINKYKQVG
GSDSRLEKDYHPKYRTGRDPQRGSDNMSNKSSDSDVSDVSAVSRTSSASREFSSTSYMSVQ
SERPRGNMKIGALASKMOSROMGASGKNMTKSTSIGGDMYTLEKNDGSQSDTAVGTVGAG
GKKRRSSIGAKMVAIVGLSRKSRSTSQLSQT

>Takifugu rubripes RIMS2 (ENSTRUP_19111)

MSAPHGPRGGPGPGPAAAAASAAGAVPDLPDLSHLTEEERKIILGVMERQKTEIKEEPKP
QPAQWEFSGITELVNNVLQGPOKSONEKEPEPDTKLHQOFESYKEQVKKMGEETKPAQDQK
SEAPTCGICHKTKFADGCGHLCSYCQTKFCARCGGRVSLRSNKVMWVCNLCRKQQETILTK
SGAWEFYPSGPGQVRGVFEGGPQGKKAKLODPSLYPYHGTSGDLTPASDRSRPHGGLLPRQ
ASLDNGSGLRYPGPGDAATDRKRSPSASRDPNQKYDQREGGDHAQYAPTDGSMPRSPSDY
GDGDPRRAPRGSHMYAEAARMGYRERRGPGRWHSQEYPLDQELDGPPSEYELQROQRQEEF
QARYRSDPNLARYPVKPQPYEEQMRMHAEVGRLRHERRHSDVSLAYTELDEPGPIRLSROQ
HLTERRPPMVGORSYSVDRSSPGPMGPGLGGHRTSNHSPPTPHRSPVLGERSGDLRRGDL
GSDPMRRQOHHLDPSSAVRKTKREKMESMLRNDSLSSDQSESVRPPPPKPHKTKKGGKMR
QVSLSSSEEELATTPEYTSCEDVEIESESVSEKGESQRGKRKTFEQTFMSEPTHTLSERQ
KKMVRFGGHSFEEDLTWCEPQVKDSGVDTCSSTTLNEEHSHSEKHLVTWQPSKDGDRLIG
RILLNKRMKDGSVPRDSGALLGLKVVGGKMTESGRLCAFITKVRKGSLADTVGHLRPGDQ



VLEWNGKLLQGATFKEVYNIILESKPEPQVELVVSRPLGDIPRIPDSTHAQLESSSSSFEFE
SOKMDRPSISVTSPMSPSMLRDAPQYLSGQLSVKLWYDKVGHQLIVTILGAKDLPPREDG
RPRNPYVKIYFLPDRSDKSKRRTKTVKKSLEPKWNQTEFMYSPVHRREFRERMLEITLWDQ
ARVREEESEFLGEILIELETALLDDEPHWYKLQTHDVSSIPLPRASPNSQRRQLHGESPT
RRLORSQRISDSEISDYDCEDGVGLEFVSEYRSNGRDFQSSTLSVPEQVMSSNHCSRSADI
NRARSRSPSVPPPSRRVEKCGPGSSDMSKMCLSLORTWQHAGMARAYSEGAYTSDYDYER
NHGAMDRHEYHSRSRSADQRPTIERPTCRSRSTERPHDSSLMRSMPSLPSGRSAPPSPAL
TRAHPRSGSVQTSPTSTPMSGRRGROLPQLPPTGKDRKAGGKKLRSTIQRSTETGLAVEM
RSRMTRQASRESTDGSMNSYSSEGNLIFPGVRLSSDAQFSDFLDGLGPAQLVGRQTLATP
PMGDIQIGMVEKKGALEVEVIRARGLVGKPGSKSLPAPYVKVYLLENGVCIAKKKTKVAR
KTLDPLYQQQLPFEESPGGKVLQVIVWGDYGRMDHKSEFMGAVQILLDELDLSNMVIGWEK
LFPPSSLVDPTLAPLTRRASQSSLDSFSRS

>Tetraodon nigroviridis RIMS2 (ENSTNIP 11042)
AAAAAAAAASAAGAVPEMPDLSHLTEEERKIILGVMERQKNEEAKEQSMLNLGCKTNFAS
TMVGAGTRSEKEQMPSEKPLLIYGLCFRIKEEPKPQPAQPGRAQKLHQQFESYKEQVKKM
GEETKPAQDQKSEAPNCGICHKTKFADGCGHLCSYCQTKFCARCGGRVSLRSNKEDKVVM
WVCNLCRKQQEILTKSGAWEFYGSGPGQVRGVFEGGPQGKKAKLODPSRLRNPLSAVVSQON
TLSILSPKPRRLECGETSSTVEPSSAKAKKDRTEKKPIKTQRAPDLGVMNLGSGNNKSCR
KRSPSASRDPNONSAVRKTKREKMESMLRNDSLSSDQSESVRPPPPKPHKTKKGGKMRQV
SLSSSEEELATTPEYTSCEDVEIESESVSEKGDLDGHWWDHSSWHSSEASPMSLHLVTWQ
PSKDGDRLIGRILLNKRMKDGSVPRDSGALLGLKVVGGKMTESGRLCAFITKVRKGSLAD
TVGHLRPGDQVLEWNGKLLQGATFKEVYNIILESKPEPQVELVVSRPLGDIPRIPDSTHA
QLESSSSSFESQKMDRPSISVTSPMSPSMLRDAPQYLSGQLSVKLWYDKVGHQLIVTILG
AKDLPPREDGRPRNPYVKIYLLPDRSDKSKRRTKTVKKSLEPKWNQTEFMYSPVHRREFRE
RMLEITLWDQARVREEESEFLGEILIELETALLDDEPHWYKLQTHDVSSIPLPRASPNSQ
RROLOSPTPRLQRSQRISDSEISDYDCEDGVGVITVISDYRSNGRDFQSSTLSVPEQVMS
SNHCSRSADINRPRSRSPSVPHQRPTIERPTCRSRSTERPHDSSLMRSMPSLPSGRSAPP
SPALTRAHPRSGSVQTSPTSTPMSGRRGROQLPQLPPMGKDRKKKSLDMEERTROQMKLKMN
KYKPGAGSDSRLEQEYHKHAQYTEFFRDPRGSDNLSAKSSDSDVSDVSAVSRTSSASRESS
TSYMSVQSERPQGNRKIRDFASKMKNROMGSSSGMNMTKSTSISGDMCNLEKTDGSQSDT
AVGTVGTDDKKRRSSIGAKMQAMVGMSRKSQSTSQLSQTEAGGKKLRSTIQRSTETGLAV
EMRSRMTRQASRESTDGSMNSYSSEGNLIFPGVRLSSDAQFSDFLDGLGPAQLVGRQTLA
TPPMGDIQIGMVEKKGALEVEVIRALCALWGNQGSKSLPAPYVKVYLLENGVCIAKKKTK
VARKTLDPLYQQLLPFEESPGGKVLQVIVWGDYGRMDHKSFMGAVQILLDELDLSNMVIG
WEKLFPPSSLVDPTLAPLTRRASQSSLDSFEFSRS

>Gasterosteus aculeatus RIMS2 (ENSGACP 6381)

MSAPHGPRGGPSAAGAMPEMPDLSHLTEDERKIILGVMDRQKKEEAKEQTMLKRRRRERA
GSGQWPYPWSGRLLGWPALMQPDQRKNQRLOPAQKLHQOQFESYKDQVKKMGEETKPTQEL
KSEAPTCGICHKTKFADGCGHLCSYCQTKFCARCGGRVSLRSNKVMWVCNLCRKQQEILT
KSGAWFFDPGPGQVRGVFEGGPQGKKAKLODPSLYPYQGASGDLTDRSRPHGGLLPRQAS
LDNGAGLRYSAPGDAPIDRKQSPSASRDPNQKYDQREGVDHSQYAPTDGGMPRSPSDYGD
GDHRRAPRGPHMYPDAEAARMGYRGPGRWHSQEYPLDQELDGPPSEYDLQRORQEEFQTR
YRSDPNLARYPVKPQPYEEQMRMHAEVGRVRHERRHSDVSLAYTEQDDPGPVRLSRQHLT
ERRPPMVGQRSYSVDRSSPGPMGPGLGGHRTSNHSPPTPHRSPVLGDRSGDLRRGDLGVG
GDSMRROQHHLDPSSAVRKTKREKMESMLRNDSLSSDQOSESVRPPPPKPHKTKKGGKMRQ
VSLSSSEEELATTPEYTSCEDVEIESESVSEKGDSQRGKRKTIEQTYMSEPTHTLSERQK
KMVRFGGHSFEEDLAWCEPQVKDSGVDTCSSTTLNEEHSHSEKHPVTWQPSKDGDRLIGR
ILLNKRMKDGSVPRDSGALLGLKVVGGKMTESGRLCAFITKVRKGSLADTVGHLRPGDQV
LEWNGKLLOQGATFKEVYNIILESKPEPQVELVVSRPIGDIPRIPDSTHAQLESSSSSFES
OKMDRPSISVTSPMSPSMLRDAPQYLSGQLSVKLWYDKVGHQLIVTILGAKDLPAREDGR
PRNPYVKIYFLPDRSDKSKRRTKTVKKSLEPKWNQTFMYSPVHRREFRERMLEITLWDQA
RVREEESEFLGEILIELETALLDDEPHWYKLQOTHDVSSIPLPRASPNTQRRQLHGESPTR
RLORSQRISDSEISDYDCEDGVGVITDYRPNGRDFQSSTLSVPEQVMSSNHCSRSADINR
ARSRSPSVPPPSSRSLDQAFDLRPSQYSSSARVDHHSVSEDNYSPDSRGRAHPRSGSVQT
SPTSTPASNRRGRQLPOQLPPTGKDRNSCMDMEERTROMKLKMNKYKQGAGSDPRLEQDYH
KEYRSGRDPRASDNLSAKSSDSDVSDVSAVSRTSSASRFSSTSYMSVQSERPQGNRKIRD
FASKMKNROMGSSGGVNMTKSTSVSGDMCNLEKTDGSQSDTAVGTVGTDDKKRRSSIGAK
MQAMVGMSRKSRSTSQLSQTETGGKKLRKEIHRSTETGLAMEMRSRMTRQASREYTDGSM
NSYSSEGNLIFPGVRLSSEAQFSDFLDGLGPAQLVGRQTLATPPMGDIQIGMVDKKGALE



VEIIRARGLVGKPGSKALPAPYVKVYLLENGVCIAKKKTKVARKTLDPLYQOQLPFEESP
GGKVLQVIVWGDYGRMDHKSFMGAVQILLDELDLSNMVIGWEKLFPPSSLVDPTLAPLTR
RASQSSLDSFSRS

>Oryzias latipes RIMSZ (ENSORLP_3004)
RFKEEPKPQPAQWFSGITELVNNVLOQPQOKPONDKEPEADTKLHQOFESYKDQVKKMGEE
TKPTQDQKSEAPTCGICHKTKFADGCGHLCSYCQTKFCARCGGRVSLRSNKVMWVCNLCR
KQOEILTKSGEWFYSSGPGQVRGVFEGGPQGKKAKLODPSLYPHQGVSGDLRPSSDRSRP
HGGLLPRQASLDNDTGLRYSGSGDPSLDRKQSPSASRDPNQKYDQOREGGNHPQYAPADGG
MPRSPSDYGDRNSRQTSRGPHMYPDVDAMRMGFRDRRGPGRWHSQEYPLDQELDGPPTEY
DLORQRQEEYQARYRSDPNLARYPVKPQPYEEQMRMHAEVGRLRHERRHSDVSLAYTEQD
DPGPIRLSRQHFTERRPPMVGQRSYSVDRSSPGPMGPSLGSHRTSNHSPPTPRHSPVLGD
RODORRGDFGGDAMRRQOHHLDPSSAVRKTKREKMESMLRNDSLSSDQSESVRPPPPKPH
KTKKGGKMRQVSLSSSEEELATTPEYTSCEDVEIESESVSEKGESQRGKRKTIEQAFMSE
PTHTLSERQKKMVRFGGHSFEEDLAWCEPQVKDSGVDTCSSTTLNEEHSHSEKHPVTWQP
SKDGDRLIGRILLNKRMKDGSVPRDSGALLGLKVVGGKMTESGRLCAFITKVRKGSLADT
VGHLRPGDQVLEWSGRLLOGATFKEVYNIILESKPEPQVELVVSRPIGDIPRIPDSTHAQ
LESSSSSFESQKMDRPSISVTSPMSPRTLRDAPQYLSGOQLSVKLWYDKVGHQLIVTILGA
KDLPPREDGRPRNPYVKIYFLPDRSDKSKRRTKTVKKSLEPKWNQTFMYSPVHRREFRER
MLEITLWDQARVREEESEFLGEILIELETALLDDEPHWYKLQTHDVSSIPLPRASPNSQR
ROLHRESPTRRLORSQRISDSEISDFDCEEGVGVVTDYRSNGRDFQSSTLSVPEQVMSSN
HCSRSADIARARSRSPSVPPLSRRESEQANGFRDKTNHFLTLPRTRHTQLIDDPEKDPRN
HGAMDRHEYHSRSRSADQRPVTERLAPRSHSTERPHDSSIMRSMPSLPSGRSAPPSPAMT
RAHPRSGSVQISPTGTPMSSRRGRQLPQLPPTGMDRKAGGKKLRSTIQRSTETGLAVEMR
SRMTRQASRESTDGSMNSYSSEGNLIFPGVRLSSDAQFSDFLDGLGPAQLVGRQTLATPS
MGDIQIGMVDKKGALEVEITRARSLVGKPGSKALPAPYVKVYLLENGVCIAKKKTKVARK
TLDPLYQQQLPFEESPGGKVLQVIVWGDYGRMDHKSFMGAVQILLDELDLSNMVIGWYKL
FPPSSLVDPTLAPLTRRASQSSLDSFEFSRS

>Homo sapiens RIMS4 (ENSP 439287)
MERSQSRLSLSASFEALAIYFPCMNSEFDDEDAEGDSRRLKGAIQRSTETGLAVEMPSRTL
RQOASHESIEDSMNSYGSEGNLNYGGVCLASDAQFSDFLGSMGPAQEFVGRQTLATTPMGDV
EIGLQERNGQLEVDIIQARGLTAKPGSKTLPAAYIKAYLLENGICIAKKKTKVARKSLDP
LYNQVLLFPESPQGKVLQVIVWGNYGRMERKQFMGVARVLLEELDLTTLAVGWYKLFPTS
SMVDPATGPLLRQASQLSLESTVGPCGERS

>Macaca mulatta RIMS4 (ENSMMUP 13905)
MERSQSRLSLSASFEALAIYFPCMNSFDDEDAGDSRRLKGAIQRSTETGLAVEMPSRTLR
QASHESIEDSMNSYGSEGNLNYGGVCLASDAQFSDFLGSMGPAQEFVGRQTLATTPMGDVE
IGLOERNGQLEVDIIQARGLTAKPGSKTLPAAYTIKAYLLENGVCIAKKKTKVARKSLDPL
YNQVLLFPESPQGKVLQVIVWGNYGRMERKQFMGVARVLLEELDLTTLAVGWYKLEPTSS
MVDPATGPLLRQASQLSLESTVGPCGERS

>Mus musculus RIMS4 (ENSMUSP 45637)
MERSQSRLSLSASFEALATIYFPCMNSEFDDEDAADSRRLKGAIQRSTETGLAVEMPSRTLR
QASHESIEDSMNSYGSEGNLNYGGVCLASDAQFSDFLGSMGPAQFVGRQTLATTPMGDVE
IGLQERNGQLEVDIIQARGLTAKPGSKTLPAAYIKAYLLENGVCIAKKKTKVARKSLDPL
YNOQVLLFPESPQGKVLQVIVWGNYGRMERKQFMGVARVLLEELDLTTLAVGWYKLEFPTSS
MVDPATGPLLRQASQLSLESTVGPCGERS

>Felis catus RIMS4 (ENSFCAP_10849)
EGDSRRLKGAIQRSTETGLAVEMPSRTLRQASHESTIEDSMNSYGSEGNLNYGGVCLASDA
QFSDFLGSMGPAQFVGRQTLATTPMGDVEIGLOQERNGQLEVDIIQARGLTAKPGSKTLPA
AYIKAYLLENGVCIAKKKTKVARKSLDPLYNQVLLFPESPQGKVLQVIVWGNYGRMERKQ
FMGVARVLLEELDLTTLAVGWYKLFPTSSMVDPAAGPLLRQASQLSLESTVGPCGERS

>Dasypus novemcinctus RIMS4 (ENSDNOP 20169)

MNSEFDDEDAGDSRRLKGAIQRSTETGLAVEMPSRTLROQASHESIEDSMNSYGSEGNLNYG
GVCLASDAQFSDFLGSMGPAQFVGROQTLATTPMGDVEIGLQERNGQLEVDIIQARGLTAK
PGSKTLPAAYIKAYLLENGICVAKKKTKVARKSLDPLYNQVLLFPESPQGKVLQVIVWGN
YGRMERKQFMGVARVLLEELDLTTLAVGWYKLFPTSSMVDPAAGPLLRQASQLSLESTVG



PCGERS

>Gallus gallus RIMS4 (ENSGALP 6585)
MNSFDEEDADGDGRRLKGAIQRSTETGLAVEMPSRTVRQASHESIEDSMNSYGSEGNLNE
SGVHLASAGQFSDFLGSMGPAQFVGRQTLATTSMGDVEIGLQERNGQLEVDIIQARGLTP
KPGSKTLPAAYIKAYLLENGVCIAKKKTKVARKSLDPLYNQVLLFPESPQGKVLQVIVWG
NYGRMERKHFMGVARVLLEELDLSTLAIGWYKLFPTSSMVDPTTGPLLRQSSQLSLESTV
GPCCDRS

>Pelodiscus sinensis RIMS4 (ENSPSIP 14824)
MPSRTVROQASHESIEDSMNSYGSEGNLNEFSGVHLASAGQFSDFLGSMGPAQFVGRQTLAT
TSMGDVEIGLQERNGQLEVDITIQARGLTPKPGSKTLPAAYIKAYLLENGVCIAKKKTKVA
RKSLDPLYNQVLLFAESPQGKVLQVIVWGNYGRMERKYFMGVARVLLEELDLSTLAIGWY
KLFPTSSMVDPTTGPLLRQSSQLSLESTVGPCCDRS

>Danio rerio RIMS4 (ENSDARP_ 77256)
MERSQSRLSLSASFEALAIYFPCMNSFDEDDGDPEGRRLKGIQRSTETGLAVEMPSRTVR
QASHESIEDSMNSYGSEGNLNYSGMCLASDAQFSDFLDGMGPAQFVGRQTLATTSMGDVE
ISLMERSGQLEVEVIQARGLIMKPGSKGPPAAYIKVYLLENGICIAKKKTKSVRKSLDPL
YNQVLVFSESPQGKVVQVIVWGNYGRMDRKCFMGVARILLEELDLSSMVIGWYKLEFPTSS
MVDPTMAPLIRHSSQLSLESTVGPCCERS

>Takifugu rubripes RIMS4 (ENSTRUP 40546)
EGRRLKGAIQRSTETGLAVDMPSRTIRQASHESIEDSMNSYGSEGNLTYSGMCLASDAQF
SDEFLDGMGPAQFVGRQTLATTSMGDVEIGLLERNGGLEVEVVQARGLTMKSGSKTPPAAY
IKVYLLENGVCVAKKKTKSVRKSLDPLYNQVLVFPESPQGKVVQLIVWGNYGRMDRKCFM
GVARILLEELDLSTMVIGWYKLFPTSSMVDPKMAPLIRHSSQMSLESTLGPCCERS

>Tetraodon nigroviridis RIMS4 (ENSTNIP 6738)
QOPRLAKPADPGPTAGLYMERSQSRISLSASFEALATIYFPCMNSFDEDDGVDAEGRRLKGA
IQRSTETGLAVEMPSRTIRQASHESIEDSMNSYGSEGNLTYSGMCLASDAQFEFSDFLDGMG
PAQFVGRQTLATTSMDITGDVEIGLLERNGGLEVEVVQARGLTMKPGSKTPPAAYIKVYL
LENGICVAKKKTKSVRKSLDPLYNQVLVESESPQGKVVQLIVWGNYGRMDRKCEFMGVARTI
LLEELDLSTMAIGWYKLFPTSSMVDPKMAPLIRHSSQMSLESTLGPCCER

>Gasterosteus aculeatus RIMS4 (ENSGACP 4606)
MERSQSRISLSASFEALAIYFPCMNSFDEDDGVDTEGRKLKGAIQRSTETGLAVEMPSRT
VROASHESTIEDSMNSYGSEGNLNYSGMCLASDAQFSDFLDGMGPAQFVGRQTLATTSMGD
VEIGLMERNGALEVEVVQARGLTMKAGSKGPPAAYIKVYLLENGTCVAKKKTKSVRKSLD
PLYNQVLVFSESPQGKVVQVIVWGNYGRMDRKCFMGVARILLEELDLSTMVIGWYKLEPT
SSMVDPAMAPLIRHSSQOMSLESTIGPCCERS

>Oryzias latipes RIMS4 (ENSORLP 11935)
DGRKLKGGIQRSTETGLAVEMPSRTVRQASHESIEDSMNSYGSEGNLNYSGMCLASDAQF
SDEFLDGMGPAQFVGRQTLATTSMGDVEIGLMERNGGLEVEVVQARGLTMKPGSKAPPAAY
IKVYLLENGVCVAKKKTKSVRKSLDPLYNQVLVFESESPQGKVVQVIVWGNYGRMDRKCFEFM
GVARILLEELDLTAMVIGWYKLFPPSSMVDPTMGPLIRHSSQMSLESTIGPCCDRS

>Homo sapiens RIMS1 (ENSP_ 428417)

MSSAVGPRGPRPPTVPPPMQELPDLSHLTEEERNI IMAVMDROKEEEEKEEAMLKCVVRD
MAKPAACKTPRNAENQPHQPSPRLHQQFESYKEQVRKIGEEARRYQGEHKDDAPTCGICH
KTKFADGCGHLCSYCRTKFCARCGGRVSLRSNNEDKVVMWVCNLCRKQQETILTKSGAWEF
GSGPOOTSQODGTLSDTATGAGSEVPREKKARLQERSRSQTPLSTAAASSQDAAPPSAPPD
RSKGAEPSQQALGPEQKQASSRSRSEPPRERKKTPGLSEQNGKGALKSERKRVPKTSAQP
VEGAVEERERKERRESRRLEKGRSQDYPDTPEKRDEGKAADEEKQRKEEDYQTRYRSDPN
LARYPVKPPPEEQOMRMHARVSRARHERRHSDVALPRTEAGAALPEGKAGKRAPAAARAS
PPDSPRAYSAERTAETRAPGAKQLTNHSPPAPRHGPVPAEAPELKAQEPLRKQSRLDPSS
AVLMRKAKREKVETMLRNDSLSSDQSESVRPSPPKPHRSKRGGKKROMSVSSSEEEGVST
PEYTSCEDVELESESVSEKGDLDYYWLDPATWHSRETSPISSHPVTWQPSKEGDRLIGRV
ILNKRTTMPKDSGALLGLKVVGGKMTDLGRLGAFITKVKKGSLADVVGHLRAGDEVLEWN
GKPLPGATNEEVYNIILESKSEPQVEIIVSRPIGDIPRIPESSHPPLESSSSSFESQKME



RPSISVISPTSPGALKDAPQVLPGQLSVKLWYDKVGHQLIVNVLOATDLPARVDGRPRNP
YVKMYFLPDRSDKSKRRTKTVKKILEPKWNQTEVYSHVHRRDFRERMLEITVWDQPRVQE
EESEFLGEILIELETALLDDEPHWYKLQTHDESSLPLPQPSPFMPRRHIHGESSSKKLOR
SQRISDSDISDYEVDDGIGVVPPVGYRSSARESKSTTLTVPEQQRTTHHRSRSVSPHRGN
DOGKPRSRLPNVPLORSLDETHPTRRSRSPTRHHDASRSPVDHRTRDVDSQYLSEQDSEL
LMLPRAKRGRSAECLHTTRHLVRHYKTLPPKMPLLOSSSHWNIYSSILPAHTKTKSVTRQ
DISLHHECFNSTVLRFTDEILVSELQPFLDRARSASTNCLRPDTSLHSPERERGRWSPSL
DRRRPPSPRIQIQHASPENDRHSRKSERSSIQKQTRKGTASDAERVLPTCLSRRGHAAPR
ATDQPVIRGKHPARSRSSEHSSIRTLCSMHHLVPGGSAPPSPLLTRMHRQRSPTQSPPAD
TSFSSRRGRQLPQVPVRSGSIEQASLVVEERTROMKMKVHRFKQTTGSGSSQELDREQYS
KYNIHKDQYRSCDNVSAKSSDSDVSDVSAISRTSSASRLSSTSFMSEQSERPRGRISSET
PKMQGRRMGTSGRSIMKSTSVSGEMYTLEHNDGSQSDTAVGTVGAGGKKRRSSLSAKVVA
IVSRRSRSTSQLSQTESGHKKLKSTIQRSTETGMAAEMRKMVRQPSRESTDGSINSYSSE
GNLIFPGVRLGADSQFSDFLDGLGPAQLVGRQTLATPAMGDIQIGMEDKKGQLEVEVIRA
RSLTQKPGSKSTPAPYVKVYLLENGACIAKKKTRIARKTLDPLYQQSLVEDESPQGKVLQ
VIVWGDYGRMDHKCFMGVAQILLEELDLSSMVIGWYKLEPPSSLVDPTLTPLTRRASQSS
LESSTGPPCIRS

>Pongo abelii RIMS1 (ENSPPYP 18764)
MSSAVGPRGPRPPTVPPPMQELPDLSHLTEEERNIIMAVMDROKEEEEKEEAMLKCVVRD
MAKPAACKTPRNAENQPHQPSPRLHQQFESYKEQVRKIGEEARRYQGEHKDDAPTCGICH
KTKFADGCGHLCSYCRTKFCARCGGRVSLRSNNDKYVMWVCNLCRKQQEILTKSGAWFFG
SGPQOTSODGTLSDTATGAGSEVPREKKARLOERSRSQTPLSTAAASSQDAAPPSAPPDR
SKGADPSQQALGPEQKQASSRSRSEPPRERKKTPGLSEQNGKGALKSERKRVPKTSAQPV
EGAVEERERKERRESRRLEKGLSQDYPDTPEKRDEGKAADEEKQRKEEDYQTRYRSDPNL
ARYPVKPPPEEQOMRMHARVSRARHERRHSDVALPRTEAGAALPEGKVGKRAPAAARASP
PDSPRAYSAERTAETRAPGAKQLTNHSPPAPRHGPVPAEAPELKAQEPLRKQSRLDPSSA
VLMLRNDSLSSDQSESVRPSPPKPHRSKRGGKKRQOMSVSSSEEEGVSTPEYTSCEDVELE
SESVSEKGDLDYYWLDPATWHSRETSPISSHPVIWQPSKEGDRLIGRVILNKRTTMPKDS
GALLGLKVVGGKMTDLGRLGAFITKVKKGSLADVVGHLRAGDEVLEWNGKPLPGATNEEV
YNITILESKSEPQVEIIVSRPIGDIPRIPESSHPPLESSSSSFESQKMERPSISVISPTSP
GALKDAPQVLPGQLSVKLWYDKVGHQLIVNVLQATDLPARVDGRPRNPYVKMYFLPDRSD
KSKRRTKTVKKILEPKWNQTFVYSHVHRRDFRERMLEITVWDQPRVQEEESEFLGEILIE
LETALLDDEPHWYKLQTHDESSLPLPQPSPFMPRRHIHGESSSKKLOQRSQRISDSDISDY
EVDDGIGVVPPVGYRSSARESKTTTLTVPEQORTTHHRSRSVSPHRGNDQGKPRSRLPNV
PLORSLDEIHPTRRSRSPTRHHDASRSPVDHRTRDVDSQYLSEQDSELLMLPRAKRGRSA
ECLHTTRHLVRHYKTLPPKMPLLQSSSHWNIYSSVLPAHTKTKSVTRQDISLHHECENSR
VLRFTGRWSPSLDRRRPPSPRIQIQHASPENDRHSRKSERSSIQKQTRKGTASDAERVLP
TCLSRRGHAAPRATDQPVIRGKHPARSRSSEHSSIRTLCSMHHLVPGGSAPPSPLLTRMH
RORSPTQSPPADTSFSSRRGRQLPQVPVRSSSIEQASLVVEERTROQMKMKVHREFKQTTGS
GSSQELDREQYSKYNIHKDQYRSCDNVSAKSSDSDVSDVSAISRTSSASRLSSTSFMSEQ
SERPRGRISSFTPKMQGRRMGTSGRSIMKSTSVSGEMYTLEHNDGSQSDTAVGTVGAGGK
KRRSSLSAKVVAIVSRRSRSTSQLSQTESGHKKLKSTIQRSTETGMAAEMRKMVRQPSRE
STDGSINSYSSEGNLIFPGVRLGADSQFSDFLDGLGPAQLVGRQTLATPAMGDIQIGMED
KKGQLEVEVIRARSLTQKPGSKSTPAPYVKVYLLENGACIAKKKTRIARKTLDPLYQQSL
VFDESPQGKVLQVIVWGDYGRMDHKCFMGVAQILLEELDLSSMVIGWYKLFPPSSLVDPT
LTPLTRRASQSSLESSTGPPCIRS

>Oryctolagus cuniculus RIMSI1 (ENSOCUP_15419)

RKKAPGLSEQNGKGALKSERKRVPKTLAQPGEVAAEERERKERRESRRLEKGRSQDYPDM
PDKREEAKAAAKEEKQRKEEGLPGPGIAATRNLARTPVKPPARRGSRCXESKAGKRAPAV
TRASPPDSPRAYAAERTAETRAPGAKALTNHTPPAPRHGPGPAEAPELKAQEPLRKQSRL
DPSSAVLIRKAKREKVETMLRNDSLSSDQSESVRPSPPKPHRSKRGGKKRQMSVSSSEEE
GVSTPEYTSCEDVELESESVSEKGDLDYYWLDPATWHSRETSPISSHPVTWQPSKEGDRL
IGRVILNKRTTMPKESGALLGLKVVGGKMTDLGRLGAFITKVKKGSLADVVGHLRAVQGD
EVLEWNGKPPGATNEEVYNIILESKSEPQVEIIVSRPIGDIPRIPESSHPPLESSSSSFE
SOQKMERPSISVISPTSPGALKDAPQVLPGQLSVKLWYDKVGHQLIVNVLOQATDLPPRVDG
RPRNPYVKMYFLPDRSDKSKRRTKTVKKVLEPKWNQTEFVYSHVHRRDEFRERMLE ITVWDQ
PRVQEEESEFLGEILIELETALLDDEPHWYKLOQTHDESSLPLPQPSPFMPRRHIHGESSS
KKLORSQRISDSDISDYEVDDGIGVVPPVSYRSSARESKSTTLTVPEQORTTHHRSRSVS
PHRGDDQGRPRSRLPNVPLORSLDEIHPTRRSRSPTRHHDASRSPVDHRSRDVDSQYLSE



ODSELLMLPRAKRGRSAECLHTTRHLVRHYKTLPPKMPLLONGSHWNIYSSIMPTHSKTK
SVTRODNPLHHEYFTSRVLLREFTDEILASELQPSLDRARSASTNCLRPDTSLHSPERERA
NRGRWSPSLDRRRPPSPRIQIQHASPENDRHSRKSERSSIQKQTRKGTASDTERVLPPCL
SRRGHAAPRTADQPGIRGKHPARSRSSEHSSVRTLCSMHHLAPGGSAPPSPLLTRMHRQG
SPTOSPPADVSFSNRRGRQLPQVPVRSSSIEQASLVVEERTROMKMKVHRFKQTTGSGSS
QELDREQYSKYNIHKDQYRSCDNVSARSSDSDVSDVSAISRTSSASRLSSTSEFMSEQSER
PRGRIRYSSFTPKMQGRRMGTSGRAITKSTSVSGEMYTLEHNDGSQSDTAVGTVGAGGKK
RRSSLSAKVVAIVSRRSRSTSQLSQTESGHKKLKSTIQRSTETGMAAEMRKMVRQOPSRES
TDGSINSYSSEGNLIFPGVRLGADSQFSDFLDGLGPAQLVGRQTLATPAMGDIQIGMEDK
KGQLEVEVIRARSLTQKPGSKSTPAPYVKVYLLENGACIAKKKTRIARKTLDPLYQQSLV
FDESPQGKVLQVIVWGDYGRMDHKCFMGVAQILLEELDLSSMVIGWYKLEFPPSSLVDPTL
TPLTRRASQSSLESSTGPPCIRS

>Canis familiaris RIMSI (ENSCAFP_3850)
RLHQQFESYKEQVRKIGEEARRYQGEHKDDAPTCGICHKTKFADGCGHLCSYCRTKFEFCAR
CGGRVSLRSNNEDKVVMWVCNLCRKQQETILTKSGAWFFGSGPQQPSQDGTLSDTATGAGS
EVPREKKARLQERSRSQTPLSTAAASSQDTAPPSAQPDRSKGAESSQQAVGPEQKQVSSR
SRSEPPRERKKTAGLSEQNGKGAQKSERKRAPKSSVQPGEGAVEERERKERRESRRLEKG
RSODFPDVPEKREDRKAAEDEKQRKEEEYQTRYRSDPNLARYPVKPPPEEQOMRMHARV S
RARHERRHSDVALPRTEAGAPPPDSKAGKRAPAAARASPPDSPRAYSAERTAEARAPGAK
QLTNHSPPAPRHGPVPAEALEPKAQEPLRKQSRLDPSSAVLIRKSKREKVETMLRNDSLS
SDQSESVRPSPPSRTGRSNGVRKRMICLVNSSESEIVSIYKFTKCQEIEHSEGEIVYGAG
DLDYYWLDPATWHSRETSPISSHPVTWQPSKEGDRLIGRVILNKRTTMPKESGALLGLKV
VGGKMTDLGRLGAFITKVKKGSLADVVGHLRAVQGDEVLEWNGKPLPGATNEEVYNIILE
SKSEPQVEIIVSRPIGDIPRIPESSHPPLESSSSSFESQKMERPSISVISPTSPGALKDA
POQVLPGQLSVKLWYDKVGHQLIVNVLOQATDLPTRVDGRPRNPYVKMYFLPDRSDKSKRRT
KTVKKVLEPKWNQTFVYSHVHCRDFRERMLEISVWDQPRVQEEESEFLGEILIELETALL
DDEPHWYKLQTHDESSLPLPQPSPFMPRRHIHGESSSKKLQRSQRISDSDISDYEVDDGI
GVVPPVGYRSSARESKSTTLTVPEQORTTHHRSRSVSPHRGDDQGRPRSRLPNVPLQRSL
DEIHPTRRSRSPTRHHDASRSPVDHRSRDVDSQYLSEQDSELLMLPRAKQGISCMFVLPC
SRHFVRHYKTLPPKMPLLENGSHWNIYSSVLPAHTKTKSVTRODFPLHHECFHSRVLRET
DEILVSELQPSLDRARSASTNCLRPDTSLHSPERESLVHWANRGRWSPSLDRRRPPSPRI
QIQHASPENDRHSRKSDRSSIQKQTRKGTASDAERVLPPCLSRRGYAALRATDQPVLRGK
HPARSRSSEHSSVRALCSTHHLAPGGSAPPSPLLTRMHRQASPTHPPPSDTSEFSSRRGRQ
LPQVPVRSSSIEQASLVVEERTROMKMKVHRFKQTTGSGSSQELDREQYSKYSTIHKDQYR
SCDNVSAKSSDSDVSDVSAISRTSSASRLSSTSEFMSEQSEHPRGRIRYSSEFTPKMQOGRRM
GTSGRAITKSTSVSGEMYTLEHNDGSQSDTAVGTVGAGGKKRRSSLSAKVVAIVSRRSRS
TSQLSQTESGHKKLKSTIQRSTETGMAAEMRKMVROQPSRESTDGSINSYSSEGNLIFPGV
RLGADSQFSDFLDGLGPAQLVGRQTLATPAMGDIQIGMEDKKGQLEVEVIRARSLTQKPG
SKSTPAPYVKVYLLENGACIAKKKTRIARKTLDPLYQQSLVFDESPQGKVLQVIVWGDYG
RMDHKCFMGVAQILLEELDLSSMVIGWYKLFPPSSLVDPTLTPLTRRASQSSLESSTGPP
CIRS

>Ornithorhynchus anatinus_ RIMS1 (ENSOANP 2403)

RLHOQFESYKEQVRKIGEEARRYQGEHKDDAPTCGICLKTKEFADGCGHLCSYCRTKFCAR
CGGRVSLRSNNEDKVVMWVCNLCRKQQEILTKSGAWFEFGSGPOQQPPSQODGTLSDTTTGVD
APREKKARLQERSRSQTPLSTAAVSAQEKIPSGAQPDRSKRAEPSQQOIMGPEQKQASSRS
RSEPPRESRKKTAVGSEQNGKGALKSERKRVPKSSLOOGEAPLDERERKERRETRRLEKG
RSQDVPEKRDKGKGGDDEKQRKEEEYQTRYRSDPNLARYPVKPHPEEQOMRMHATVSKAR
HERRHSDVSLPHTEMEAAEAPENKLGKHSQVPGRISVSKQLTNHSPPAPRHGPAPSEHLE
SKSQESLKKQSRLDPSSAILVRKAKREKMETMLRNDSLSSDQSESVRPSPPKPHRSKRGG
KKROMSVSSSEEEGASTPEYTSCEDVEIESESVSEKGDLDYYWLDPATWHSRETSPISSH
PVTWOPSKEGDRLIGRVILNKRTTMPKEAGALLGLKVVGGKMTDLGRLGAFITKVKKGSL
ADVVGHLRAGDEVLEWNGKPLPGATNEEVYNIILESKSEPQVEIIVSRPIGDIPRIPESS
HPPLESSSSSFESQKMERPSISVISPTSPGALKDAPQVLPGOLSVKLWYDKVGHQLIVNV
LOATDLPPRVDGRHRNPYVKMYFLPSVSDKSKRRTKTVKKILEPKWNQTEFLYSHVHRRDFE
RERMLEITVWDQPRVOQEEESEFLGEILIELETALLDDEPHWYKLQTHDESSLPLPQPSPF
MPRRHVHPESSSKKLOQRSQRISDSDISDYEIDDGIGVVPPVGEFRSNTRESKSATLTVPEQ
QRATHHRSRSVSPHRGDDQGRPRSRLPNVPLORSLDETHQOMRRSRSPTRHHDASRSPVDD
RSRDMDDQYLSEQESELLMLPRAKRGRSAECLHTTSELQPSLDRARSASTNCLRPDTSLH
SPERERIHQOQOGSQGQOSPPADTSFSNRRGROLPQLPVRSGSLEQASLVVEERTRQMKMKVH



RYKQTTGSGSSQELDREQYSKYNLHKEQYRSCDNVSAKSSDSDVSDVSAISRTSSASRLS
STSFMSEQSERPRGRVRYSSFTPKMOQGRRMGTSGRTITKSTSVSGEMYKLEHNDGSQSDT
AVGTVGTGGKKRRSSLSAKVVAIVSRRSRSTSQLSQTERGHKVL

>Gallus gallus RIMSI1 (ENSGALP 25647)
MSSSAGPRGPRPPTVPPPMQELPDLSHLTEEERNIIMAVMDROKEEEEKEEAMLKRLHQQ
FESYKEQVRKIGEEARRYQGEHKDDAPTCGICHKTKFADGCGHLCSYCRTKFCARCGGRV
SLRSNNEDKVYRNTVPTHCGSPVPVRVMWVCNLCRKQQETILTKSGAWFFGSGPQPSPSQD
GTLSDTATGASSDAPREKKARLOQERSRSQTPLSTAAASSQEISPSSVQSDRRKGAEVSQP
AMGLDQKQVSSRSRSEPPRERKKTLVSDONGKVVKSERKRVPKTSLOKEGPADDRERKER
HENRRLEKGKSQDYPDLPEKLEEGKVPDDEKQKKEDEYHTRYRSDPNLARYPVKPHPEEQ
OMRMHAKVSKARHERRHSDVALPHTEMEEAEVPENNLGKRSQLQGTQDRKSLVETQRSYS
IDRTGDVRISVSKQLTNHSPPTPRHSPVPIEHVEYKNHDTFKKQSRLDPSSATILMRKAKR
EKMETMLRNDSLSSDQSESVRPSPPKPHRAKRGGKKROMSVSSSEEEGASTPEYTSCEDV
EIESESVSEKGDLDYYWLDPATWHSRETSPISSHPVTWQPSKEGDRLIGRVILNKRTTMP
KESGALLGLKVVGGKMTELGRLGAFITKVKKGSLADVVGHLRAGDEVLEWNGKPLPGATN
EEVYNIILESKSEPQVEIIVSRPIGDIPRIPESSHPPLESSSSSFESQKMERPSISVISP
TSPGALRDAPQVLPGQLSVKLWYDKVGHQLIVNVLOATDLPPRVDGRPRNPYVKMYFLPD
RSDKSKRRTKTVKKSLEPKWNQTFLYSHVHRRDFRERMLEITVWDQPRVQEEESEFLGE T
LIELETALLDDEPHWYKLQTHDESSLPLPQPSPFMPRRHVHGGESSSKKLQRSRPISDSD
ISDYDVDDGIGVVPPGYRSSTRESRSTTLTVPEQORTTHHRSRSVSPHRGDDQGRTRSRL
PNVPSQRSLDETIHQMRRSRSPTRHHEASRSPADYRSRDMDSQYLSDQESELLMLPRAKRG
RSAECLHTISELOQPSLDRARSASTNCLRPDTSLHSPERERGRWSPSLERRRPTSPRIHIQ
HASPEDDRQSRKVERYSSQKQTRKGSAAETERIHQQGSPTQSPPADTSFSSRRGRQLPQV
PVRSGSIEQASLVVEERTROMKMKVHRYNQTSGSGSSQEHEREQYTKYNIQTDQYRSCDN
VSAKSSDSDVSDVSAISRTSSASRLSSTSFMSEQSERPRGRISTFTPKMOGRRMGTSGRI
TKSTSVSGEMYKLEHNDGSQSDTAVGMVGTGGKKRRSSLSAKVVAIVSRRSRSTSQLSQT
EAGNKKLKSTIQRSTETGMAAEMRSRMVROPSRESTDGSINSYSSEGNLIFPGVRLGADS
QFSDFLDGLGPAQLVGRQTLATPAMGDIQIGMVDKKGQLEVEVIRARGLTQKPGSKSTPA
PYVKVYLLENGACIAKKKTRIARKTLDPLYQQTLVFDESPQGKVLQVIVWGDYGRMDHKC
FMGVAQILLEELDLSSVVIGWYKLEFPPSSLVDPTLTPLTRRASQSSLESSTGPPCIRS

>Anolis carolinensis RIMS1 (ENSACAP 4113)
MSSSSSSSCSVGLRAPRPPAVPPPMPELPDLSHLTEEERNIILAVMDROKEEEEKEEAML
KRLHQQFESYKEQVRKIGEESRRSQGDHKDDAPTCGICHKTKFADGCGHLCSYCRTKFCA
RCGGRVSLRSNNEDKVYRNNVSAGYGPLLEGPETVMWVCNLCRKOQQOEILTKSGAWFFGSG
POQOPPSQDGTLSDTATGGSSESPREKKARLQERSRSQTPLSTAAATSQEFSSGVQTDRRK
GTEASQQAMGLEQKQTSSRSRSEPPRERKKTSAAPEQNGKGGLKGERKRVPKSAPQOGEG
QOTDERESKERRDGRRLEKGRSQDYSDFPPNFEEGKAIDEEKQRKEDDYHTRYRSDPNLAR
YPVKPHPEEQQMRMHAKVSKVRHERRHSDVALPHTEVEEPEVPENKLGKHPQLPATQDMK
SHPDTQRAYAIERTGDVRISVSKQLANHSSPTPRHSMVPTEHLESKNHDSFKTQSRLDPS
SATLSRKAKREKMETMLRNDSLSSDQSESVRPSPPKPHRSKRGGKKRQOMSVSSSEEEGAS
TPEYTSCDDVEIESESVSEKGDLDYYWLDPATWHSRETSPISSHPVTWQPSKEGDCLIGR
VILNKRTTMPKESGALLGLKVVGGKMTELGRLGAFITKVKKGSLADVVGHLRAGDEVLEW
NGKPLPGATNEEVYNIILESKSEPQVEIIVSRPIGDIPRIPETSHPPLESSSSSFESQKM
ERPSISVISPTSPGALKDAPQVLPGQLSVKLWYDKVGHQLIVNVLOQATDLPPRIDGRPRN
PYVKMYFLPDRSDKSKRRTKTVKKSLEPKWNQTFLYSHVHRRDFRERMLEITVWDQPRVQ
EEESDFLGEILIELETALLDDEPHWYKLQTHDESSLPLPQPSPFMPRRHAHGGENSSKKL
QRSQRISDSDEFSDYDVEDGIGVVPSVGYRSSTRENKSTTLTVPEQQRTTHHRSRSVSPHR
GDEQGRTRSRLPNVPLOQRSLDETHQMRRSRSPTRHHDASRSPIDRRSRDMDSQYLSDQES
ELLMLPRAKRGRSAECLHTASELQPSLDRARSASTNCLRPDTSLHSPEQERHRWSPSLDR
RRPTSPRIHIQHASPEDDRTTPPLESCIPKQDTLNFLSANPEETQRHSRKVERYSNQKQT
RKVSASETERMHQPGSPMQSSPADTPFSSRRGROQLPQVPVRSGSIEQEQESYSPSSKANL
VVEERTROMKMKMHRYNQTTGSGSSQELEREQYSKYDIQADQYRSCDNVSAKSSDSDVSD
VSAISRTSSASRLSSTSFMSEQSERPRGRISTFTPKMQGRRMGTSGRIITKSTSVSGEVY
KLEHNDGSQSDTAVGTLGTGGKKRRSSLSAKVVAMVSKRSRSTSQLSQTETGSKKLKSTI
ORSTETGMAAEMRSRMVRQPSRESNDGSINSYSSEGNLIFPGVRLGADSQFSDFLDGLGP
AQLVGRQTLATPAMGDIQIGMVDKKGQLEVEVIRARGLTQKPGSKSTPAPYVKVYLLENG
ACVAKKKTRIARKTLDPLYQQTLVFEESPHGKVLQVIVWGDYGRMDHKCFMGVAQILLEE
LDLSSVVIGWYKLFPPSSLVDSTLTPLTRRASQSSLESSTGPPCIRS



>Xenopus tropicalis RIMSI1 (ENSXETP 4933)
MLKRLHQQFESYKEQIRKIGEDTRRYPGEHKDDAPTCGICHKTKFADGCGHLCSYCRTKEFE
CARCGGRVSLRSNNVMWVCNLCRKQOEILTKSGDWEFFGSGVQQPSSQDGTLSDTATGAST
DAPREKKARLQERSRSQTPLSTAAVAGSQGTPPSSLOSDRSKGSEPSLQSSVQEPKLSSR
SRSEPPKDRKKALAISEQNGKVLKSDRKRVQKCLNQQAEGHMDDREHKERRESRRLGKGR
SQDIPEKAEEDTNMEEDKQRTEDEYQTRYRSDPNLARYPVKPQPEEQQOMRMHAKVSKARH
ERRHSDASLPHTELDEAEVPENKLGKNSQGSASQDKKSVLENKRSYSVDRNGEVLVSKPK
OSANHSLHSSQHSPVPPEHVDSMNHDSFKKQSRLDPSSALLTRKATREKMETMLRNDSLS
SDQSESVRPSPPKPHRSKRGGKKRQMSVSSSDDEGASTPEYTSCEDAEIESESVSEKGDL
DCFWLDPATWHSRETSPLGSHPVTWQPSKEGDRLIGRVILNKRTSMPKESGSLLGLKVVG
GKMSETGRLGAFITKVKKGSLADVVGHLRAGDEVLEWNGKPLPGATNEDVYNIILQSKSE
AQVEIIVSRPIGDIPRIPENSHPPLESSSSSFESQKMDRPSISVISPTSPGALKDAPQVL
PGOLSVKLWYDKVGHQLIVNVLQARDLPTRPDGRPRNPYVKMYFLPDRSDKSKRRTKTVK
KSSEPKWNQSFLYSHVHRRDFRERMLEITVWDQPRVQEEESEFLGEILIELETALLDDEP
HWYKLQTHDESSLPLPQPSPFMPRRHVHGENSSKKLQSSRSNARESRSTTLTVPEHQRPT
HHRSRSVSPHRVDDQGRTRSRLPNVPLQRSLDETIHOMRRSRSPTRHHDASRSPVDRRSRD
SDSQYLSEQESELLMLPRAKRGRSAECLHTIRNTVRHSKTLPPKMPLLEYGSHWRLYSEL
QPSLDRARSASTNCLRPDTSLHSPERERQPRKLERSSNQKONRKSTVSEIERNHQLGSQS
SADSSFSSRRGRQLPQVPVRSNSTEQEPESFSSSSKANLSMEERTROMKIKVQRYKQIAG
SSSSQEQEREQYTKYNTHRDQYRSCDNVSAKSSDSDVSDVSAISRTSSASRLSSTSFMSE
QSERPRRRLCSFTPRMQOSRRMGTSGIAITKSTSVSGEIYKLEHNDGSQSDTAVGMVGTGG
KKRRSSLSAKVVAIVSRRSRSTSQLSQTDSGNKKLKSTIQRSTETGMAAEMRSRMVRQPS
RESTDGSINSYSSEGNLIFPGVRLGVDSQFSDFLDGLGPAQLVGRQTLATPAMGDIQIGM
VDKKGQLEVEVIRARGLIQKPGSKSTPAPYVKVYLLENGACVAKKKTRIARKTLDPLYQQ
TLVFEESPNGKVLQVIVWGDYGRMDHKCFMGVAQILLEELDLSSVVIGWYKLEFPPSSLVD
PTLTPLTRRASQSSLESSTGPPSIRS

>Danio rerio RIMSI1 (ENSDARP_135764)
MSASVGPQSGPRPPTVPAPMPDMPDLSHLTEEERKVIMAVMVROREEEEKEQAMLKSILK
NKIKHTLCRVEVGISSQSHAPTVWLEFLCVCNVQKPSKHHGGARKNKTLHQQFESYKEQVR
KIGAETKROQAVHKDDAPTCGICRKTKFADGCGHLCSYCQTKFCARCGGRVSLRSNNEDK
VVMWVCNLCRKQOEILTKSGEWFSSGPGGRPLSVGSPLSGPELEKERKLRSRSQVPGAND
TLLPNAGPGDHPKGADTMPASRSRSEPPREKRRPVSMHEQNGKVIGRGERRRAPARLSSQ
ASEDRAPGENRDGRRLEKDHSQEDDPTHPERRRRQEEEERERQRRDSSEEEGGSTPEYTS
CEDVEIESVSEKGDWDCHPLDPTVWHLNMKHVMSAHHPVSWQPSKEGDHLIGRITLSKRS
TMPREAGSLLGLKVVGGKMTESGRLGAFITKVKKGSLADIVGHLRAGDEVLOQWNGKALPG
ATKKEVYNIILESQSAPQVEIVVSRPIGETPRLPGTSHPPLESTGSSSIDESQKMDRPST
SVMSPTSPGMLRDLPLVLPGQLSVKLWYDKVGHQLIVNVLQARELPPRPDGRPRNPYVKM
YFLPDRSDKSKRRTKTVKKSAEPKWNQTFLYSHVHRRDFRERMLEITVWDQPRAQEEESD
FLGEILIELETALLDDQAHWYKFQTHDVSSLPLPQPSPCLPRRHVHGDSPSKKLQIKFHI
PHHRIIETDYDDGITVVSSAAERTSRDRERSSTLTVPERQAAIQHRSRSVSPHREDQCRA
RSRPAHIPMQRSLDETHONRHHSYSPSHYHDSHQEHRSGDSDYEYSEDSNSEVLEMHRST
RGGSAECLHTNSDLQPSLDRVRSASTTCLRPESSFHSPERHRGKYSNYLLIGQIFSPISF
VEFRNSHFPFHRHSGNLDRPSCQIANKKTIDGDSFLLPLVESAVAVFRLOPTSILRGSRRR
RETPLRPFGQTSLGGSCPNSPRADRDLPHGGHYSPAGTTSLGRRGRQLPQLPAKSSSIEQ
AALAVEERARQLOMRVHSYRPGSSANSAHDPEAELKNRRDMYKDQRRSCDNMSARSSDSD
MSDVSAISHASSASRLSATSYMSIQSERPHGRIRKNVSPKLNASDKCSNYFQLIKSTDLI
CSLYRLLSDNNAQFNEQMHRLGGTGSKEQSNCSIKPKCIVEHRIRATDTLKPPEASNKKS
KGSQGTIQRSQETGMAVELQRNMSRQPSRESNNGSTNSYNSEGSPIFPAVRVETQFSDFL
DGLGPAQLVGRQTLATPAIGDIQIGMVNKKGQLEVEVIRARGLIQKPGSKSLPAPYVKVY
LLHNGAYVAKKKTKIARKTLDPLYQOTLQFEESPQGKVLQVIVWGDYGRMDHKSEFMGVAQ
ILLEELDLSSNVIGWYKLFPPSSLVDPTLASLTRRASQSSLDKDNSPAPTGVRS

>Takifugu rubripes RIMS1 (ENSTRUP 20109)

MSASVGPQGGPRPPTVPPSMPDLPDLSHLTEEERTI IMAVMARQKDEEEKEQAMLKCLIK
DVNVCSAAVKERVQFHLSSPPSRTLHQQFESYKQEVRRIGAETRROQTQOKDDAPTCGIC
HKTKFANGCGHLCSYCQTKFCARCGGRVSLRSNNEDKVVMWVCNLCRKQOQEILTKSGEWE
SGSGVRPGSQGASLNDLTTGGEAQPDRKLORSRSQAPPTENANAGLPDGTQPPAGVGAKG
ANNMLGSRSQSEPPREKKRPVSLHEQNGKVCVGRGSGRRHAGKLQSQSSLDEQVVSGDRH
MGVGRRLEKVHSHGFEDAQDNLGAPETHRRRPKDEEQRERQCREEEYQONRYRSDPNLARY
PVKPOQKEEQEMRIHAKVSKVRHERRHSDLAINEVGLGPGDGGGGGTKGEVNENRLSRKAG



GGDGDRKLLENNRPYSVERNVGTGRGAPIRSGHQTGGPGLNKGHTESYTTRTPRDRGDDN
MLRKDSQSSDQSESLRPPPPRSYKSKGGVNKROMSISSSEEEGGSTPEYTSCEDVDMESV
SEKGDWDYHCLDPAVWHSTSCEFPLSLOHPVSWQPSKEGDHLIGRITLSKRSAVPREAGSL
LGLKVVGGKMTETGRLGAFITKVKKGSLADVVGHLRAGDEVLOWNGKSLPGATKKEVYNI
ILESKPEPQVELVVSRPIGDIPRIPESTHPPLESTGSSSFESQKMDRPSISVMSPTSPGA
LRELPLLLPGQLSVKLWYDKVGHQLIVNVLOQAIDLPPRPDGRPRNPYVKMYFLPDRSDKS
KRRTKTVKKSAEPKWNQTFIYSHVHRRDFRERMLEITVWDQPRVQEEESEFLGEILIELE
TALLDDIPHWYKLQTHDVSSIPLPQPSPYLPRRHLHKDSPSKKLOQRSHRIIDTEFDDGLM
NEDCSVAPCPQGTERNSRERDRGSTLAVPEQKRAAQHRSRSVSPHREDCCRARSRPAHVP
MORSLDETHQONRHQSNSPSHYHDSHLEHQRSGDSDYEYSEDSHGNGSEVLEMHRSIRGGS
AECLHTNSRGTARYSNTLPPKMPLLVNGIHKDIYSSTLPACLKSKPAPRQEGGSSEPRSI
LTHRVLRFTDEVPVRWRSDLQPSLDRVRSASTTCLRPEPNFHFLDRDRYELLLKWT ILQE
RVSLPHCSTCSLCCNVTGYWQLIKPESRQLONLKSDGQCEEIKRRIAACLSRPCNAAPEW
MTYFPVSIGAPSVCPLSSALLPVQHMCKMHSTALVGSCPNSPRLDRVHLHGGPSPAGTPL
PGRRGRQLPQLPAKSSSIEQALAGEERARLHMKVHSCRPSVSRNPEIDLKTKREVGSHPF
EQRRSSDNMSARSSESDASDASALSPASSASHISCASYRSIQSERPRGRLRSVDEDMMIR
QIQSVGRSMLKSSSVSGEIYSQERTDGSQSDTALGTVCGGGKKRRSSLSARVVAIVGNRR
SRSTSQISGPEGKSKKEKGAPIQRSTETGMAVELTRNMSROQPSRESNNGSMNSYSSEGNL
IFSGVNLGASSQFSDFLDGLGPAQLVGRQTLATPAIGDIQIGMMEKKGQLEVEVIRARGL
VOKPGSKSLPAPYVKVYLLNNGAYVAKKKTKIARKTLDPLYQQALLFEESPHGKVLQVIV
WGDYGRMDHKSFMGVAQILLEELDLSSTVIGWYKLFPPSSLVDPTLASLTRRASQSSLDS
SSGPVGVRS

>Tetraodon nigroviridis RIMS1 (ENSTNIP 22973)
LHQQFESYKQEVRRIGAETRRQOTQQKDDAPTCGICHKTKFANGCGHLCSYCQTKFCARC
GGRVSLRSNNEDKVVMWVCNLCRKQQEILTKSGEWFPGSGRGSQGTSLNNLTTGGEAQPD
RKLQRPRSQAPPSINANAGLPDGTQRSTGVVAKGANNMPGSRSQSEPPREKKRPVSLHEQ
NGRCGLGRGSGRRAPGKLQSQSSLDEQIVSGERERHMGVGRRLEKIRSQDFEDGQVNLGP
PETHRRRPEDEEQRDSSEEEGGSTPEYTSCEDVDMESVSEKGDWDYHCLDPAVWHSRSHH
FLLPMSLQHPVSWQPSKEGDHLIGRITLSKRSAMPREAGSLLGLKVVGGKMTEAGRLGAF
ITKVKKGSLADVVGHLRAGDEVLOWNGKSLPGATKKEVYNIILESKPEPQVELVVSRPIG
DIPRIPESTHPPLESTGSSSFESQKMDRPSISVMSPTSPGALRDLPLLLPGQLSVKLWYD
KVGHQLIVNVLQAIDLPPRPDGRPRNPYVKMYFLPDRSDKSKRRTKTVKKSAEPKWNQTE
IYSHVHRRDFRERMLEITVWDQPRAQEEESEFLGEILIELETALLDDIPHWYKLQTHDVS
SIPLPQPSPYLPRRHIHKDSPSKKLQRSHRIIDTEFDDGLITSPQLSCTERNSRERDRGS
TLAVPEQKRPIQHRSRSVSPHREDCCMARSRPAHVPMORSLDEIHQONRHHSNSPSHYHDP
HLEHQRSGDSDYEYPEDSEVLEMHRSIRGGSAECLHTNRPSDLQPSLDRVRSASTTCLRP
EPNFHFLDRDSYQSKQSRTNFLKQAIKTAWKEMAHLHGGPSPAGTPPSGRRGRQLPQLPA
KSSSIEQALAVEERARQLEMKVHSCRPSVSRNHEIDLKTKREMYAEQRRSSDNMSARSSD
SDRSDVSALSRASSASRLSSTSYMSIQSERPRGRLRSLIPDLMCRHLRSVGRSMLKSSSV
SGEIYSQERTDGSQSDTALGTVCGGSKKRRSSLSARVVAIVGNRRSRSTSQISGPEGKSK
KEKGAPIQRSTETGMAVELTRNMSROPSRESNNGSINSYSSEGNLIFSGVNLGASSQFSD
FLDGLGPAQLVGRQTLATPAIGDIQISMVEKKGQLEVEVIRARGLVQKPGSKSLPATYVK
VYLLNNGAYVAKKKTKIARKTLDPLYQQALLFEESPHGKVLQVIVWGDYGRMDHKSFMGV
AQILLEELNLSRIVIGWYKLFPPSSLVDPTLASLTRRASQSSLDSSSGPVGVRS

>Gasterosteus aculeatus RIMS1 (ENSGACP 23917)

MSASVGPQGGPHPPTVPTTMPDLPDLSHLTEEERKI IMAVMARQKEEEDKEQAMLKKKVV
SGONPPCCCKTEEESSAKRHQESGTLHQQFESYKQEVRRIGADTRRQPTQLKDDAPTCGI
CRKTKFADGCGHLCSYCQTKFCARCGGRVSLRSNNEDKVVMWVCNLCRKQQETILTKSGEW
FSESGVRPGSLGTSLNNPARGGETQRDRKLIRSRSQAPPSSTNSNAGQLDGTQPAAGVAA
AKGAETMPGSRSQSEPPKEKKRPVSLHEQNGKGGMGRGSGRRPAGKLPSQSSLDERVVPG
DRGERRLGDGRRLEKIHSQODYEDREGNLGRAETHRRRPEDEEQRERQRREEEFQNRYRSD
PNLARYPVKPQKEEQEMRMHAKVSKVRHERRHSDLAINEVGLGPGEGGGGGSGGGDVPEN
RLARRGGGGEGNHKALLENHHVESVDRTAGVGGAAQPAGGGVRSGPQPEGPVAPDWGTNK
GRLEPGTTRTPRDKGGDSLPRKDSQSSDQSESLRPPPPRSYKSKRGVNKROMSISSSEEE
GGSTPEYTSCEDVDMESVSEKGDWDCHSLDPTVWHHYILFPSLLSVHPVTWQPSKEGDHL
IGRITLSKRSAMPREAGSLLGLKVVGGKMTETGRLGAFITKVKKGSLADVVGHLRAGDEV
LOWNGKSLPGATKKEVYNIILESKAESQVEIVVSRPIGDIPRIPESSHPPLESRSSSFES
QKMERPSISVMSPTSPGTLRDLPLVLPGQLSVKLWYDKVGHQLIVNVLOQAIDLPPRPDGR
PRNPYVKMYFLPDRSDKSKRRTKTVKKSVEPKWNQTFLYSHVHRRDFRERMLEITVWDQP



RVOEEESEFLGEILIELETALLDDIPHWYKLQAHDMSSIPLPQPSPYLPRRHVHGDSPSK
KLORSHRIIDTEFDDGLMVVTKGAERNSRERERGSTLAVPEQQRPVQHRSRSVSPHREDS
CRARSRPAHVPMQRSLDETIHONSHHSHSTLRYHDSRLEHQRSGDSDYEYSEDSHRHGNDS
EVLEMHRSIRGGSAECLHTNRGIGRYSNTLPPKMPLLVNGIHKDIYSSTLPACLKRKPPL
ROEGGSTMPRSILTHRVLRFTDEVTVSDLOPPLDRVRSASTTCLRPDTNEFQSPDRDSSRC
SNSLPLKTPPSPRILVEHVAPEEDRYTRPAPQOHIYFLSKKGSKKFADGSRIQPTSILRG
SRGRGGPLRPFGQTALAGSGPNSPRLESQRYASTPLCADITLSVAMLYAPVSHLKESRAH
PHGSPSSPSGTPSSGRRGRQLPQLPAKSSSIEQALAVEERARQLOVKVHSYRPSASHDPE
MDLKTKREMYAEQRRSSDNMSARSSDSDMSDASALSRASSASRLSSTSYMSIQSERPGGR
LRYFGPKPLSROMRSSAGRSMLKSSSVSGEIYTQERTDGSQSDTALGTVGGGSKKRRSSL
SARVVAIVGNRRSRSTSQISGPEGKSKKEKGAPIQRSTETGMAVELTRNMSRQPSRESNN
GSMNSCNSEGNLIFSGVNVGASSQFSDFLDGLGPAQLVGRQTLATPAIGDIQIGMMEKKG
QLEVEVIRARGLVQKPGSKSLPAPYVKVYLLNNGAYVAKKKTKIARKTLDPLYQQALLFEE
ESPQGKVLQVIVWGDYGRMDHKSFMGVAQILMEELDLSSTVIGWYKLEPPSSLVDPTLAS
LTRRASQSSLDSSSGPPGVRS

>Ciona intestinalis (ENSCINP 21734)
MMELPDLSHLTEEEQKQILSVIKRQODEEKKEKAMINLGIEPPNDSSLPIHCFKIQRNLH
QOFETYKEQVKKASETYESKNTPGTNVDIGETCSLCHKTKMAEGSGHSCSYCSRKFCSRC
GGRVPVKSSKLMWVCNLCRKQQEMLTKSGAWCNANGSKSTLTLNLEPTIPANGIQPAENKS
VNKPHRTNDIMTNSEKDIVKPKAKPRVVSSSTSSHLDTQPPRSSGSTPNMSGGKSSETIR
SQVGSDHRKEQDDRMRTSSSSPRMGNDARVHQSSRDVKHREI INHNIRDEYHGKRQTEPT
HKPGEIPSQPHSASESPRSTHRAATHHGSPNLPLKKNEDPTLLPSDPRSHSKPHEASPKR
VRSISVSQSSHFSGSPHSSPQIKRSDRSVGNETSHSPESHGTOQRRNHRMNKDRQSYLGES
MILTKYSPTNHNIDTLDTCKPFLNITIFSMFSRLSYSDVNLYDNHIECRNHHRKRMNRODY
LDSNAMTIRRPHHHKVKRPDKYKRRNPSLSSTDEEREDFQTTPDYSSCEDEHQRHGDLNL
TSRNEHFDGRNRKKVHFTESVDKKYLQKYPGSLSDHSMSVSAENLSSGTRDSGIDTSSTN
THSDEKEVGIVQPVSWQPSPDGRFLIGRMILNKGLATGDSQNQEGAILGLKVVGGKMTES
GRLGAFITKVKHGSLADVVGHLQPGDEVVMWNDNCLONASFDEVYEAVLASKKSKLVELT
VSRQIKEVPRIPDSLHRHPVTESSSSSFESQKREEGMNGRNGORRTRVTPSKIQVRLWED
NSTQOLYVTVLQAIDLLPREGGMLRNPYIKMYLLPDRSEASKRRSKTAKKTLNPSWHOSFE
VYGPIRRQDLGSMALEVSLWDLDRSVESNNHFLGEIFIDLGMTRLDDTTQWENLVMEEDT
VNHSVSHSISHYDYVPEPHQVVKGRRRVASEADFGEFVFIKKQFLVIYFE

>Ciona savignyi (ENSCSAVP 17838)
TCSLCHKTKMAEGSGHSCSYCSRRFCSRCGGRVPVKSNKLMWVCNLCRKQQEIVAKSGSW
SNSNGSKSTLTLNLEPIPPNGKLTNKWLNEPRPVGSKITPKPKEQHQWTSVENMFKLQVL
CHSFSFGGGKTHNNKNYCQPKENGSKPSLNNEKENPKNKSDLRVTPTTQRDAQIPKTSGS
SLSLSSGRSSDVVRSLSECRWDGEEHAKSRPSSPNPRKSIGRCVTSSPDIQNRDVAPKQP
NDTKRPNDTKRTNDTKRPTPATSRTLDYHPTPEPTRTHRTSHSSAHLASSKLEESAPHMP
ANSKSHHKLPNDTSPKQTMRVSQSTNENSPHYSSPHSSPHLKRNERTLDNTLSTSDPNRR
RNNKTTKDRKSYLGELICSLFKKYAIFKKYSIIKNLEFDFSNNICLLSRGREPPPPPWKVR
NRAATRNPSLSSTDEEREDFHSTPDYSSCDDNNYYGFMTSPQFDGRLRKKVHFTESVEQK
FRSKHQSFSDQSVSVENLSCVTRDSGIDTGGSVTHTASTQPDRNEQPVSWQPSPDGKFELI
GRMILNKGLATGNTQONYDGPILGLKVVGGKMTESGRLGAFITKVKHGSLADVVGHLRPGD
EVVMWNEHCLONASFDDVYEAVLASKFSKLVELMVSRKIEDTPRIPDPLOQRHPVAESSSS
SFESQKRDEECNQRFHTRQQRRRAASGKIQVRLWLDPPTQQLYVTVLOATGLTYRDGGLL
RNPYIKMHLLPDRSESSKRRSKTAKKTLNPAWNQSEFVYGPIRRQDLGSMALEITLWDLDR
SVETNNHFLGELLIDLGLARLDDTTQWFELSMESNYQAVQHSVSHYDYPMERHRVERRRI
SDAGFGLDCQSNLFSDRSYYEQDPSFPNHTHQSSPALVRHRVDPTLTHRYGNPPLPHPRD
LSPRRRGDSPGRRMGVSPSITSIHHSERSQGEFLPGGRRVLPPSPONMRIIMTSQYVGSS
PRPRRSSVGAHSSESLDSSHLNEQLQLNGSTHPDDQPSMTSQSSRTSTNQRSEVATPNPG
DKISKSVSLGANLHEKNQSDQKLGNSPRSSEFGVQPELSREGSRGSASGSLPSLVSESST
VGKTLQODFVGGLGPGQVIGRQTLAASSLGDLELSEFYETRGQLEVQVIRARNLVPKANSKV
LPAPYVKVYLMFGMQCISKKKTKIARRTLDPVFHQTMNEFDPTQYGHCVQVIVWGDYGRMD
HKAFMGVAQVKLENLDLSRNTIGWYRLFPTTSLIDAASLGSTRPGSMTSLDSEATTMRN

>Anopheles gambiae (XP_003435904)

METQTNRDIREFSSVANGDDNDDDGSSHHGLKMDDMPDLSHLTQEERAITEGVMMROKQEEERENEIMRRK
QODEVATLVDSIROKSEQQKKAGVELEATCHICLKTKFADGIGHICHYCNIRCCAKCGGKVTLRNNKVIWV
CIVCRKKQELLSKTGOQWMNKSTSPDGVIRRQEGDPRTLPQTMLDPHDPSDKRPKLERARSAAEKENNPMOQ



RANSQLRRQYSQQODPPTRRLSQSDGSGMDMMMS PGHHQQQIGRMQOOMGHGQVGGMYGGRPGAGQQGYGGG
PYGOHSQLPQPPMHHGGGGGGSGPYGGQHSMTPQVHITHAGGGGYGHDDPSYYQSETIEDLMRTHPHLVHP
ROOOHYAESLQOSSSAHGSSGMGGGGGGVGSGGMHLPPEPTKSHKRPLGGPYLPQORSEFSSSDEDIRSTPE
FEAGHQRQYFDNHTRLNANLTDYRATKLDVQORNSYNRTNHNRYQSPSQAAPHSSHPYHYQPSQDPLGRD
YHPQQOPLPQVVVGDSTIAGYDSISHHHHQPHQPHOSLHHLSGTVAPSPVTIPQGLHGGSSGSSSSSQQHH
PYQOQOPHQQOQOCNSSSSGGSSHSTTGHHPVAQNSHARYGTSPAGTEQPDPYWDEPADSRREFTERRKKTVRE
DGODSDDWSRWESERQGSQDSATKDSGIDTSSTFTSSEDSNRGDGPKNPLSWQVVSSSDGGRPIGPAVQR
RPFDGEDVLGLKVRGGQVLPSDPRAALIELESAHIRPENYDRRDKPSVLVTSPGSPDLHSVRNYSSSRYS
NRLAPAGTVTQENSVGGRVQIKLGFEPSSLOLIVTILCANGLVPRGNGAARNPYVKICLLPDRSEKSKRR
TKTLALTNDPRWGQTFVYEGLRRADLNNRLFEVTVWDYVRYGANDFLGEVIIDLSTHPLDDEAEWYILQP
HOETLRDTVQPGNELDMILTPTDHLSPPSTTSRLSDSDTTSECDIDGLMTGRDGASVSSLGSSSSPPPEV
DLODRRSRRDMSPQGRKRAAGMVAKDYRTVSGVGQGFHNQMSAEVCQSRORERLHPSLTVYLCFLGTGIV
GVQAQRYDGVESAKPIGGTERQLSGRSAGLKRQLPQVPHMSRNAAIRERFIQDFEERSGGRFARHRGRQS
HHQPTYRSTGMGGWERHYSGLSDSDLTTHSLESRIRPRHSLSPDKDEFMGDEFGDSDMESVVSVTSSAESTQ
SERPRGSKGIRRAAAWRACEFGATVYLEGQHGCGKTHONRRLOHRSLPTGWATTSLCALPSESYPCGGQQV
MADNSGILPVLPDVTQATIIPPKPEFELPPPACTVVGPSVVGNASTCSSFVSPLPVSIPIDSVLSEPIPI
SPAPPDKTISQMSDMAGSYGSVPVSHGGSMPEGYFNEQCITLOQPERSTIRSISMNPGSDNVMSTSVNLSS
SQPGCQHPATSFEFQSGSLPTEHYFGRARAHPAGGVSMDPIMSSSMHAADGTGTVEYEQCAPSMGRRPSY
AMRSNTSEPNLNSMIMRRLSNRPIEQPHAFGYAQPRNOMISISNRYHPQPHAGMGGSDMGSKYAPPPVAT
NQIILKSSESDONLHNSIVYEPGGMSGGAGGONICISNKNVYDPHTGYONQTITCISNSRENLGESNEFRY
TSNPEGTVCEINAPDVQFRSSRASNLYEEVAMPLDOQARVPVKETLSAGRNIDCDEHEYGVSDLEMHPDHI
LNKPIEVLKSPSEYRYSAYPKKVTEDTYVVSSDVRGKPEKISRSHSLIAQDQITIDIEYDSDTGWKTKSVR
KNVFASSVEEKVYRKRTRSLGGGNSEEETKGRRDSQCETKKVTPVQGRKSRSGSKASLDRSNLTLNIVKN
VDGESSKNQSEKGKSKNIEKPTATGKQGEKEKCTAVAKKEKESSKVGKTSSSSKPGMVKSKSSTGSSTPK
KGTKSPAKSGSGSIKKAGSLKGKQTKTGGSTPSIASSSKVKVAEKPNFKEIDTKKSKSKLPCKKTDSKSR
VDEIKSESTVLYSSSESIKSIIDEVRMELLOQKPKSTVYLSDESPTVLNRSHSEFSDGELNYSKRIHDSYDK
YEFVDGRKHYLLKDERLKQRLTDRYGHERAVGYERSTDRRRGDDEYERRGCRMVPDGEEDDPRRRPEMEA
KCKSRSSSLVSNDAGEIPLRRKVYHSDSAEEEDDDDGREDEEEGDDEVFESSEFSRGRNSSEFNGKSSLKRR
ARYDTRRTSSLEGLDQFLANLQDRNRRGGRDGAGKNDSARHSSVSINEKPEYFEYTKSPSSPYCTSSSGR
ASASSRKPANYASILSSNKSSNGVALLQTTPKRPSMKKSSNMPPAVGDVVGRASDGTRSRSHDRHAATRS
GSPSTSAGRLPVDHQRRAHTTHSDYDVRGRSRYGGHNGGREAYRQRDRDRDRDRNSSDHERDRDLSDREQ
RESRERGELDQSLSNTEGTPEDKIDGSLSDTAVIQSLDARRKLDQRSPKSETPTRDRDRFGTGMGIKSNS
TSQLSATGRKRRMGFGKRGKNSFTVHRSEEVLPGEVRGGGGLSRGSSASSDGEGSADGDSTPRVASKRVD
RVTSGAPAHKCTMLPPHSDRLVHQILSSPSVAHSILLADQGVSPSSSSSTSQRKRASAGSIQRSVEVTPI
PAQSAAYRAGSLHSISSSEGSSWSPSLRVAGDTGPLSDFIDGLGPGQLVGRQVLGAPALGDIQLSMCYQK
GSLEVEVIRARGLQARPGSKVLPAPYVKVYLVSGKKCIEKAKTTTARKTLDPLYQQQLVFREPFAGCILQ
VTVWGDYGRMEGKKVFMGVAQIMLDNLNLSHIVIGWYKLEFGTTSL

>Hydra magnipapillata (XP _012564402)
MIMSQLSTGNDYYPASPPPIDLSHLTEAEKRKIKNVLDROKELENETAFIQSGIVRELATYQVRYELKSN
QAPLSDANMCELCHKNKEFCVNNYKRYCKFCRSKLCDECSIQSGSGKMVTWSCLICKKKQDLLLKTGRWE
HGKEHKFPNPAAEIEQLLTVPTQOKKPLSPKIIKTGYPASSVTKAQLADKNCTKVLDOQTNNESTELSNTK
KVTEFGNKSKSNMLEEQQIKEMFQSLVSHHVHWSRPDDENKILGDILLSIGSNIIKKFPDYCTAFGIKLSM
GVSDEHGLLKTLVKSVVPGSIGDIIGKIKPGDELLEWNELSLVGCSKEEVEDVLANEDSLDLHLLLSRKC
HKEKILANIQSVPPSHHSPPSQPMGILKTIDGSEFDKTDCONGAVECDSSKSNVVQANQSRGTPILKANNI
SGOLOIKLKYEEDTSCLYVSIIGAQGLNHRONMOLRNPYVKLYFLPDRSLOSKRRTKTVLRSLSPTWNQT
FMYTLKSQKFKGRYLEITLWDYERSESNEFLGEILISMLEAPLDNLCHWYPLQLHDQONMLPQPTPTPTL
SPOCSKAQFILODNGEREHPVENQTVSSEFSPADINEKINEVGTVKTSESYDSTGGTSTDENTPVPSPSPS
QVFEMNKELSQITSSKNSDNEKRQYLKPALVQESSVIRPSLLORAQLFLOKQLDVLTSSSSSETQLTKNS
TSLWTSNPTNYESKLTTVTQTENQSPLSSLSVDTSSISSDMSTVNNIRYGKEVYGRESSEKYPQIKRVDS
VDSSRKIEPRLTDYNLSLSQQGDRAGDKSAEEWRQSGNDNNYGVKENNKPTLLRMDSMSGSSPKNFEKKA
ENYYREQHNYNEDKRFQPRSNHEISFMRSTDEFDHNGYSAMRNVNRYRONSYGSGHSSPVSSIGSAKSESS
SSIASSMMTLTSVGSSMSWIPPSLRLSGDVQLIDEFVEGLGPAQVVGRQVLGSPLMGDVQLSLLDRRGVLD
VEIIRAKSLIIKPDSKTLPAPYVKVYLLCGKKCVEKRKTKTSSKRTLDPHYAQHLTEFVONYQGKVLQIMV
WGDYGRLDRKVFMGVCQILLDDLDLSQLVVGWYKLETTTSLVHPPSNPSPNPSNPTTSSTNSDRFE

>Amphimedon queenslandica (XP_011405965)

MESKKRVVSNYRSSIIGPPVEFQYTSIYAKISEAKNLASGLRDVYCYIKVDNEAIARTASVENSSEPEFWGE
EYRLHVPLEYQYVSVYLYDHDTLGVKVPIGKVRLDRDSIMGSPRGLDSWEFPLKPISKDDEIQGELLAEIM
IDEYSDEMFRGVITLVEARDLAVRDINSKVDPYAVINYKGKELNTPTLKKTRFPRWNKTYELPINRPLEE
FDNRTVRITIYDSAKFHHDAFLGEVIIDLAELFLGOQRYKTWYRLOQQODKETSAAMPSGGAKKDGKKEKDL



GSLRLKVQCHEERILDSQLYSPFVOLMISAVESPGPEGSPLLIMLEEVMTMDRNSLAQTLVREYIAHNAT
LPLEFDCLISREVENVSLSNVTTLFRGNSLASKCLDQFMKVVALPYLHETLKPVIDTIFNDKKLVELDPDQ
LKTRSSSTSKLIDTSVAQLTGYIQIATESIFESVERCPQVLROSMRLLWDRVIVKEPDGDTPYSSVTGET
FLRFEVPAILSPKLFALREEHADQRAERTLKLTAKLIQTMGNLQTAVDAKEQFMSPMATLLKEGVDKVKT
YINQLIDVQIVMNTPSATPVEVLSDGLGYLQHVVLNSGVLWKRVTSGTSGAVGSLLYRKRFFELTNIAFT
YFPTEKKTGEAKSYPVOWIRVVEKLDEAAFSRKHMFQIVIVPVGPSTAFSPSETVLYLOAADVNEQNRWV
SATRKACLCNREMSPVHHTGVYLPRKKEWSCCRATAPAEPGCCPCHRGITIGDWRDPLDPYLDAQVLYSQ
YOOGRETLTKNYSAPAESENPENPDVPPPRPAKPGSDEARMOQAAYGRLAEVLDELSYHHSQVPNV

R-Spondin Homolog-RSPO

>Homo sapiens_ RSPO1 (ENSP_383846)
MRLGLCVVALVLSWTHLTISSRGIKGKRQRRISAEGSQACAKGCELCSEVNGCLKCSPKL
FILLERNDIRQVGVCLPSCPPGYFDARNPDMNKCIKCKIEHCEACFSHNFCTKCKEGLYL
HKGRCYPACPEGSSAANGTMECSSPAQCEMSEWSPWGPCSKKQQLCGFRRGSEERTRRVL
HAPVGDHAACSDTKETRRCTVRRVPCPEGOQKRRKGGQGRRENANRNLARKESKEAGAGSR
RRKGQOQQOQOQOGTVGPLTSAGPA

>Gorilla gorilla RSPO1 (ENSGGOP_ 7543)
MRLGLCVVALVLSWTHLTISSRGIKGKRQRRISAEGSQACAKGCELCSEVNGCLKCSPKL
FILLERNDIRQVGVCLPSCPPGYFDARNPDMNKCIKCKIEHCEACFSHNFCTKCKEGLYL
HKGRCYPACPEGSSAANGTMECSSPAQCEMSEWSPWGPCSKKKKLCGFRRGSEERTRRVL
HAPVGDHAACSDTKETRRCTVRRVPCPEGQKRRKGGQGRRENANRNLARKESKEAGAGSR
RRKGQQOOOQQGTVGPLTSAGPA

>Macaca mulatta RSPOI1 (ENSMMUP 11037)
MRLGLCVVALVLSWTHLTIGSRGIKGKRQRRISVEGSQACAKGCELCSEVNGCLKCSPKL
FILLERNDIRQVGVCLPSCPPGYFDARNPDMNKCIKCKIEHCEACFSHNFCTKCKEGLYL
HKGRCYPACPEGSSAANGTMECSSPAQCEMSEWSPWGPCSKKKKLCGFRRGSEERTRRVL
NAPGGDHAACSDTKETRRCTVRRVPCPEGQKRRKGGQGRRENANRNLARKESKEAGTGSR
RRKGQQOQOQQGTVGPLTSAGPA

>Mus musculus RSPO1 (ENSMUSP 30687)
MRLGLCVVALVLSWTHIAVGSRGIKGKRQRRISAEGSQACAKGCELCSEVNGCLKCSPKL
FILLERNDIRQVGVCLPSCPPGYFDARNPDMNKCIKCKIEHCEACEFSHNFCTKCQEGLYL
HKGRCYPACPEGSTAANSTMECGSPAQCEMSEWSPWGPCSKKRKLCGFRKGSEERTRRVL
HAPGGDHTTCSDTKETRKCTVRRTPCPEGQKRRKGGQGRRENANRHPARKNSKEPGSNSR
RHKGQQQOPQPGTTGPLTSVGPTWAQ

>Oryctolagus cuniculus RSPOI1 (ENSOCUP_ 9364)
MRLGLCVVALTLSWVHLAAGSRGIRGKRQRRISAEGSQACAKGCELCSEVNGCLKCSPKL
FILLERSDIRQVGVCLPSCPPGYFDARNPDMNKCIKCKIEHCEACFSHNFCTKCREGLYL
HKGRCYPACPEGSTASNGTLECGSPAQCEMSEWSPWGPCSKKKKLCGFRRGSEERTRRVL
HAPAGDHTACSDTKEARRCTVRRTPCPEGQKRRKGGOGRRENTHRNLARKDSKETGAGSR
RRKGQOQQPGTARPFTTAGPT

>Bos taurus RSPOI (ENSBTAP_5002)
MRLGLCVVALVLSWMHLAAGSRGIKGKRQRRISADGGQACAKGCELCSEVNGCLKCSPKL
FILLERNDIRQVGVCLPSCPPGYFDARNPDMNKCIKCKIEHCEACFSHNFCTKCQESLYL
HKGRCYPACPEGSAPADGTMECSSPAQCEMSEWSLWGPCSKKKKLCGFRRGLEERTRRVL
HAPGGDHAVCSDTKETRKCTVRRTPCPEGQKRRKGSQGRRENANRNPGRKESKEAGTGAR
RRKGQQQOQQOQGTEGPVTSLGPT

>Dasypus novemcinctus RSPOL (ENSDNOP 20525)
MRLGLCVVVLVLSWMHLAAGSRGTKGKRQRRISVEGSQACAKGCELCSEVNGCLKCSPKL
FILLERNDIRQVGVCLPSCPPGYFDARNPDMNKCIKCKIEHCEACEFSHNFCTKCKESLYL
HKGRCYPACPEGSAAANGTMECSSPAQCEMSEWSPWGPCSKKKKLCGFRRGSEERTRRVL
HVPAGDHAICSDTRETRRCTVQRTPCPEGOQKRRKGGQGRREKVNRNPDRKESKEAGTGSR
RROGLQOPOQOOGTAGPVTSAGPT

>Myotis lucifugus RSPOI ( (ENSMLUP 11140)



MRLGLCVVALVLSWMHLTAGSRGIKGKRQRRISAEGSQACAKGCELCSEVNGCLKCSPKL
FILLERNDIRQVGVCLPSCPPGYFDARNPDMNKCIKCKIEHCEACFSHNFCTKCKESLYL
HKGRCYPACPEGSAAANGTMECSSPAQCEMSEWSLWGPCTKRKKLCGFRRGSEERTRRVL
HAPGGDHAICSDTKEIRRCTVRRTPCPEGQKRRKGGQGRREKANRNPSRKESKEAGTGSR
RRKGQQOPOQQOOGTVGPLTSAGPT

>Ornithorhynchus anatinus RSPOI1 (ENSOANP_ 3258)
MOLGLFAVLVILSWTDLAGGSKVAKGKRQRRISTEVSQGCAKGCELCSEFNGCLKCSPKL
FILLERNDIRQIGICLPSCPPGYYDARNPDMNKCIKCKIENCDACFSONFCTKCKEGLYL
HKGRCYPDCPSGYSAANGTMECSSPAHCEMSEWS SWGPCSKKKKLCGFRKGTEERARRVL
NAPTGDRSGCPPAREVRRCTVQKSLCPEGPKRRKDEQGKRENGNGNHNRKEAKEARSGSR
RRKGOQOOQQQOORGTVLPLTLAGPD

>Gallus gallus RSPO1 (ENSGALP_ 3008)
MQLGLEFVVVVFLSSMDLTGGSKVVKGKRQRRISTELSQGCARGCDLCSEFNGCLRCSPKL
FILLERNDIRQIGICLPSCPLGYFGLRNTDMNKCIKCKIENCESCFSRNFCTKCKEGLYL
HKGRCYVTCPEGYSAANGTMECSSPAQCEMSEWGPWGPCSKKRKLCGFKKGNEDRTRRIL
QAPSGDVSLCPATTEVRRCTVQKSQCPEGKRKKKDEQGKQDNTNGNRNRKDTKDAKSGTK
KRKSKQRGAVAPTTSASPAQ

>Pelodiscus sinensis RSPO1 (ENSPSIP 8505)
MQOLGLFLVVVFLSLMDLAGSSKVVKGKRQRRISSEVSQGCAKGCDLCSEFNGCLKCSPKL
FILLERNDIRQIGICLPSCPLGYFGVRNPDMNKCIKCKIENCEACEFSRNFCTKCKEGLYL
HKGRCYSTCPEGYSAANGTMECSNPAQCEMSEWGPWGPCSKKRKLCGFKKGNEERSRKVL
LAPSGDVSVCPATTEVRKCTVQKNQCPEGKRKRKEEQEKRDNMNGNRNQKDTKEAKSGTK
KRKSQQRGTVVPMTLASPAQ

>Xenopus tropicalis RSPOL (ENSXETP 63528)
MQFGLFAVLVLILMDIADSNKEVKGRRHRRRSTEVSMVCAKGCDLCSEFNGCMKCLPKLFE
ILLERNDIRQTGICLOSCPQGYEFDDRNRENNRCLKCKINNCETCEFSKNFCTKCKEGEFYSH
KGSCYSSCPEGFSAVNGTAECSSVQCEMSEWGAWSPCSRTGQCGRKKGTEERSRIVVKAP
LGDLALCPPTTERRKCTMPKIPCTNRSLGMLKNONKQELSKRKKEKNSKTQIEQDGSLKR
NKSQQKVTSIPSTPSLPVQ

>Danio rerio RSPOI (ENSDARP 1358009)
MHLGLLALALVFFSSMGHADNLKASKARRQRRISTEVPPSCSNGCEHCSEYNGCLKCRPR
LFILLERNDIRQIGICLAACPVGYYGIRNRDMNKCTQCKIENCEACFSRNFCTKCKEGLY
SHRGRCFSSCPEGFTVNGTMECVVQCDLSEWSPWGPCMKKNKTCGFKKGNQTRTREPLQV
PSPATSTGAAPASGCVPEIQTQRCTVQKKIPCKGENKKNQONRGENSKNRGRDSKERGGN
KKRKNTNRSTTVPTITTSMVT

>Takifugu rubripes RSPO1l (ENSTRUP 24334)
MQLGLVVLAMIFLSSMGHSDALKLSKARRQRRVSPEMPLSCPKGCDRCSEYNGCIKCKPK
LFIFLERNDIRQIGVCLASCPIGYFGMRNPEGNNRCTQCKIENCEACENRNFCTKCKEGL
YSHSGRCYVSCPQDQSAVNETMECVDCELGEWSQWSSCMKKNKTCGFRKGSQSRSRVPLP
QVHSPDTSLALVPSQTCAPETERKKCTLSKKAPCGRERNGKGDQOGDTNRRERENGRGHG
RNKGGGSRRKKGQSRTTSAPSITTSSVS

>Gasterosteus aculeatus RSPO1 (ENSGACP 18089)
MQLGLVALAMVEVSSVGHGDALRPSRGRROQRRVSTEGPPSCPKGCDRCSEYNGCIKCRPK
LFIFLERNDIRQIGVCLASCPVGYFGMRNPEGNNRCTQCKIDNCEACFNRNEFCTKCKEGL
YSHSGRCYVSCPPGQRTANESMECVGQRADECILGEWSQWGSCMKKNKTCGFKKGSQSRE
RVPSQVHSPDASPAPEPSQTCAPQVERRKCSVTKTPCARGKRKIH

>Oryzias latipes RSPO1 (ENSORLP 18367)
MQOLGLVALAMIILSSMGHSDVVKLSKARRQKRVSTEGPPSCPKGCDRCSEYNGCVKCKPK
LFIFLERNDIRQVGVCLASCPVGYFGMRNPEGNNRCTQCKIDNCEACENRNFCTKCKEGL
YSHSGRCYVSCPPGOQRTANETMECVGQHALKCELGKWSQWS SCMKKNKTCGFKKGSQFRV
RVPLOQTYAADSSSTLEETCTSQSERRKCVVPKTPCVKDRKNKGDNTNRRENRRGLGREG
KDGSRGGGGKRRRGPSRTTTVPSITTSSVT



>Homo sapiens RSPO2 (ENSP_276659)
MQFRLFSFALIILNCMDYSHCQGNRWRRSKRASYVSNPICKGCLSCSKDNGCSRCQOKLFE
FFLRREGMRQYGECLHSCPSGYYGHRAPDMNRCARCRIENCDSCEFSKDFCTKCKVGEFYLH
RGRCFDECPDGFAPLEETMECVEGCEVGHWSEWGTCSRNNRTCGFKWGLETRTRQIVKKP
VKDTILCPTIAESRRCKMTMRHCPGGKRTPKAKEKRNKKKKRKLIERAQEQHSVFLATDR
ANQ

>Pongo abelii RSPO2 (ENSPPYP 21114)
MQFRLEFSFALIILNCMDYSHCQGNRWRRSKRASYVSNPICKGCLSCSKDNGCSRCQQKLFE
FFLRREGMRQYGECLHSCPSGYYGHRAPDMNRCAKGCEVGHWSEWGTCSRNNRTCGFKWG
LETRTRQIVKKPAKDTIPCPTIAESRRCKMTVRHCPGGKRTPKAKEKRNKKKKRKLTERA
QEQHSVFLATDRANQ

>Mus musculus_RSPO2 (ENSMUSP 67325)
MRFCLFSFALITILNCMDYSQCQGNRWRRNKRASYVSNPICKGCLSCSKDNGCSRCQQKLF
FFLRREGMRQYGECLHSCPSGYYGHRAPDMNRCARCRIENCDSCEFSKDFCTKCKVGEFYLH
RGRCFDECPDGFAPLDETMECVEGCEVGHWSEWGTCSRNNRTCGFKWGLETRTRQIVKKP
AKDTIPCPTIAESRRCKMAMRHCPGGKRTPKAKEKRNKKKRRKLIERAQEQHSVFLATDR
VNQ

>Rattus norvegicus_RSPO2 (ENSRNOP 71706)
MRFCLFSFALIILNCMDYSQCQOGNRWRRSKRASYVSNPICKGCLSCSKDNGCSRCQQOKLE
FFLRREGMRQYGECLHSCPSGYYGHRAPDMNRCARCRIENCDSCEFSKDFCTKCKAGEFYLH
RGRCFDECPEGFAPLDETMECVEGCEVGHWSEWGTCSRNNRTCGFKWGLETRTRQIVKKP
AKDTIPCPTIAESRRCKMAMRHCPGGKRTPKAKEKRNKKKRRKLIERAQEQHSVEFLATDR
VNQ

>Canis familiaris RSPO2 (ENSCAFP_995)
MOFRLFSFALIILNCMDYSHCQGNRWRRSKRASYVSNPICKGCLSCSKDNGCSRCQQKLF
FFLRREGMRQYGECLHSCPSGYYGHRAPDMNRCARCRIENCDSCFSKDFCTKCKVGFYLH
RGRCFDECPDGFAPLDETMECVEGCEVGHWSEWGTCSRNNRTCGFKWGLETRTRQIVKKP
AKDTIPCPTIAESRRCKMAMRHCPGGKRAPKAKEKKNKKKKRKLIERAQEQHSVFLATDR
ANQ

>Bos taurus RSPO2Z (ENSBTAP 18083)
MDYSHCQGNRWRRSKRASYVSNPICKGCLSCSKDNGCSRCQOKLFFFLRREGMRQYGECL
HSCPSGYYGHRAPDMNRCARCRIENCDSCEFSKDFCTKCKVGFYLHRGRCFEECPDGFAAL
DETMECVEGCEVGHWSEWGTCSRNNRTCGFKWGLETRTRQIVKKPAKDTIPCPTIAESRR
CKMAMRHCPGGRKPDNNIGKK

>Pteropus vampyrus RSPOZ2 (ENSPVAP 402)
MQFRLEFSFALIILNCMDYSHCQGNRWRRSKRASYVSNPICKGCLSCSKDNGCSRCQOKLE
FFLRREGMRQYGECLHSCPSGFYGHRAPDMNRCARCRIENCDSCEFSKDFCTKCKVGFYLH
RGRCFDECPDGFAPLDETMECVEGCEVGHWSEWGTCSRNNRTCGFKWGLETRTRQIVKKP
AKDTIPCPTIAESRRCKMAMRHCPGGRRAPKAKEKKNKKKRRKLTERAQEQHSVFLATDR
ADQ

>Ornithorhynchus anatinus_ RSPO2 (ENSOANP 23721)
ASYGANPICKGCLSCSKDNGCSRCQQKLFFFLRREGMRQYGECLHSCPLGYYGLRSPDMN
RCARCRIENCDSCFSRDFCTKCKAGSFLHRGRCFDECPDGFAPLEETMECVEGCEVGPWS
EWGVCSRNNRTCGFKWGLETRTRQIVKKPAKDTIPCPTIAESRRCKMALRHCPGGK

>Anolis carolinensis RSPO2 (ENSACAP 9991)
MOFRLESFALIVLNCMDYSHCQGARWRRSKRANYGPNPICKGCLSCSKDNGCIRCQHKLF
FFLRREGMRQYGECLNSCPSGYYGLRAPDMNRCSRCRIENCDSCFSRDFCTKCKPGFYLY
RGRCFGECPDGFMPLEETMECVEGCEVGPWSEWGICSRNNKTCGFKWGLETRTRQIVKKP
AKDTLPCPTIAESRRCKMALRHCPGGKRTPKTKDKKKKKKNLMERAQKQHSLEFLSTDRAG
Q

>Xenopus tropicalis RSPO2 (ENSXETP 63896)
MOFQLFSFVLIILNCVDYSHCQANRWRRSKRASYGTNPICKGCLSCSKDNGCLRCQPKLFE



FYLRREGMRQYGECLQSCPPGYYGVRGPDMNRCSRCRIENCDSCFSRDFCIKCKSGEYSH
KGQCFEECPEGFAPLDDTMVCVDGCEVGPWSEWGTCSRNNRTCGFKWGLETRTRQIVKKP
AKDTIPCPTIAESRRCKMAMRHCPGGTRTTKKKDKKNKKKKKKLLERAQEQHSVVLATDR
SSQ

>Danio rerio RSPO2 (ENSDARP_100941)
MQFRLFSFALIVLNCVDYSHCQTQQSHRWRRNKRASYGAYPICKGCSVCSKDNGCMNCQP
KLFLFLRRERMRQYGECLHACPSGYYGMRGTEINMCSRCRIDDCEACEFSKDFCTKCKLGE
YLHKGRCFEKCPEGFAPLEDTMECGEGCEVGOQWSEWGTCARRNKTCGFKWGLETRTRHIV
KKPPKDTIPCPTIAESRRCKMAMRHCRKGGSGKGHRTKDQKKKSNKQRLRLRAQNQHSDH
LASIRAGQ

>Takifugu rubripes RSPO2 (ENSTRUP 13116)
MQFRLEFSFALIVLNCMEYSNCQAPSHRWRRNKRASYGAYPICKGCSMCSRDNGCVNCQPK
LFLFLRRERMROQYGECLHDCPAGYYGMRSPELNMCSRCRIENCESCEFSKDFCTKCKSGEY
LHKGRCFDRCPEGFAPLDETMECGEGCEVGQWSEWGACTKRNKTCGYKWGLETRTRHIVK
KPPKDTIPCPTIAESRRCKMPTRHCSRGKLLEKTKNKHLLKQRRKYT

>Gasterosteus aculeatus RSPOZ (ENSGACP 7152)
GCSVCSRDNGCVNCQPKLFLFLRRERMRQYGECLLDCPAGYYGMRTLEINMCSRCRIENC
ESCFSKDFCTKCKSGEFYLHKGRCEFDKCPEGFAPLEDTMECGEGCEVGQWSEWGACNRRNK
TCGYKWGLETRTRHIVKKPPKDTIPCPTIAESRMCKMAIRHCRRGKDV

>Homo sapiens RSPO4 (ENSP_217260)
MRAPLCLLLLVAHAVDMLALNRRKKQVGTGLGGNCTGCIICSEENGCSTCQQRLFLEIRR
EGIRQYGKCLHDCPPGYFGIRGQEVNRCKKCGATCESCEFSQDFCIRCKRQFYLYKGKCLP
TCPPGTLAHONTRECQGECELGPWGGWSPCTHNGKTCGSAWGLESRVREAGRAGHEEAAT
CQVLSESRKCPIQRPCPGERSPGOQKKGRKDRRPRKDRKLDRRLDVRPRQPGLQP

>Pan troglodytes RSPO4 (ENSPTRP 22516)
MRAPLYLLLLVAHADMLALARWGEQVGTGLGGNCTGCIICSEENGCSTCQORLFLFIHRE
GIRQYGKCLHDCPPGYFGIRGQEVNRCKKCGATCESCFSQDFCIRCKRQFYLYKGKCLPT
CPPGTLAHONTRECQGECELGPWGGWSPCTHNGKTCGSAWGLETRVREAGWAGHEETATC
QOVLSESRKCPIQRPCPG

>Mus musculus RSPO4 (ENSMUSP 41578)
MRAPLCLLLLLAHAVDMLALYRRKKQAGTGLGGNCTGCVICSEENGCSTCQQRLFLFIRR
EGIRQYGKCVHDCPLGFFGIRGQEANRCKKCGATCESCFSQDFCIRCKRRFHLYKGKCLP
SCPPGTLTHQSTRECQEECEPSPWGSWSPCIHNGKTCGSGWGLETRVREAGPAKQEETAS
CRVLSESRKCPIKRLCPGERNPRQKNRKDRRORKDRKLERRPHQRGSQ

>Rattus norvegicus RSPO4 (ENSRNOP 12951)
MRAPLCLLLLLAHAVDMLALYRRKKQAGTGLGGNCTGCVICSEENGCSTCQQRLFLEFIRR
EGIRQYGKCVHDCPLGFFGIRGQEANRCKKCGATCESCFSQDFCIRCKRRFHLYKGKCLP
TCPPGTLTHQSTRECQEECEPSPWGSWSPCIHNGKTCGSGWGLETRVREAGPAKQEEMAS
CRVISESRKCPIKRPCPGERNPRQKNRKDRRQRKDRKLERRLHQHGSQ

>Canis familiaris RSPO4 (ENSCAFP_10193)
VGTGLGGNCTGCVICSEENGCSTCQQRLFLFIRREGIRQYGKCVHDCPPGYFGVRGQEVN
RCKKCGATCESCFSQDFCIQCKRREFYLYKGKCLPTCPLGTAAQPSTRECQEECELGPWGS
WSPCMHNGKTCGSAWGLETRVREAGRAGREEAPTCQVLSESRKCPIQRPCPAGAEKNPSQ
KKGRRDRRPRKDRKLDRTLDVRPRPPAA

>Bos taurus RSPO4 (ENSBTAP 29170)
VGTGPGGNCTGCVICSEENGCSTCQORLFLFISREGIRQYGKCVHDCPPGYEFGVRGQEVN
RCKKCGATCESCFEFSQDFCIQCKRRFYLYKGKCLPTCPPGTAAQQSTRECQEECELNPWGS
WSPCTHNGKTCGSAWGLETRVREAGRAGREEAATCQVLSESRKCPIRRPCPGERNPNRKK
GORERRPRKDRKLDGRGDGRPRPAP

>Pteropus vampyrus_ RSPO4 (ENSPVAP 2129)
MRVPLCLLLLVAHAADMLPLNRRKKQVGIGLGGNCTGCVICSEENGCSTCQQORLFLEFIRR



EGIRQYGKCVHDCPSGYFGVRGQEINRCKKCGATCQSCESQDFCIQCKRREYLYKGKCLP
TCPPGTTAQQSTQECQEECELGPWGSWSPCTHNGKTCGSAWGLETRVREAGRAGQEEGAT
CQVLSESRKCPIQRPCPGERNPSQKKGRRDRRPRKDRKLDRKLDVRPPRPGRQW

>Monodelphis domestica RSPO4 (ENSMODP 24370)
MPWILLILLLFGNAVEMFALNHSKKQVGVGLKDNCTGCLICSEENGCSTCQPRLFLHIRR
DGIRQYGKCVHDCPHGYFGVRGHEVNRCKKCGSTCESCEFSQDFCIRCKKRFFLHKGKCAP
TCPPGTIAQOSTWECQEECEFGPWSLWSPCLODGKTCGSAWGLETRVREVSRGSREEGTA
ACQALSESRNCAIRRHCPGEKNLTRRRGRKERRHRKERKMEHS

>Taeniopygia guttata RSPO4 (ENSTGUP_7065)
GCVLCSEDNGCITCHHRLFLLIWRDGIRQYGMCVHTCPPGYFGVRGLEVNRCTKCRSPSC
ESCEFNRDFCMMCKDNFTCTMASAFGCCPAGTAAQTGTRECQETCEPGPWSEWSACTHESR
TCGCRWGVETRVREVPEAAREEGTACPALLETRRCRMKKHCPGGEHRGQG

>Anolis carolinensis RSPO4 (ENSACAP 10663)
NCTGCIMCSEDNGCISCQQKLFLIIWRDGMRQYGACVHACPPGYFGVRGQEVNRCIKCRS
PNCESCFSKDFCIKCKQQFYLHKGKCLSTCPLDTIAQPSTQECLSKPEKCEMGPWGNWSP
CTNQGRTCGWRWGSAARSREAIKSSKEEAEACPVLTESRKCRMKKRCPGAKSPNKQONIST
RYYRKSSLAQESRLASRSSD

>Danio rerio RSPO4 (ENSDARP 123862)
XLLVOMHWQLLALLSLFCOMLLLTLAVRKRRESWRODCRSCVLCSRENGCLRCSERLEFLFE
LRRDGILHHGSCLHSCPAGHFGLRGKELNRCMKCKAPECERCENKDFCTKCKIGELLEKG
KCFKSCPEGTFAQSTDCVEGCVEFSVFGFWSEWSSCOHNGLSCGVTWGLOSRTRELSRNTP
EEKETLCPPQTESRKCOQMKRRCRKDKRKNEKRQERRNAQKKLKLYGNRTITNPPQGNLNE
RSFVPQ

>Homo sapiens RSPO3 (ENSP_349131)
MHLRLISWLEFITILNEMEYIGSQNASRGRRQRRMHPNVSQGCQGGCATCSDYNGCLSCKPR
LFFALERIGMKQIGVCLSSCPSGYYGTRYPDINKCTKCKADCDTCENKNEFCTKCKSGFEYL
HLGKCLDNCPEGLEANNHTMECVSIVHCEVSEWNPWSPCTKKGKTCGFKRGTETRVREI I
QHPSAKGNLCPPTNETRKCTVQRKKCQKGERGKKGRERKRKKPNKGESKEAIPDSKSLES
SKEIPEQRENKQOOKKRKVQDKQKSVSVSTVH

>Pan troglodytes RSPO3 (ENSPTRP_31716)
MHLRLISWLFIILNFMEYIGSQNASRGRRQRRMHPNVSQGCQGGCATCSDYNGCLSCKPR
LFFALERIGMKQIGVCLSSCPSGYYGTRYPDINKCTKCKADCDTCENKNEFCTKCKSGEYL
HLGKCLDNCPEGLEANNHTMECVSIVHCEVSEWNPWSPCTKKGKTCGFKRGTETRVREIT
QHPSVKGNLCPPTNETRKCTVQRKKCQOKGERGKKGRERKRKKPNKGESKEAIPDSKSLES
SKEIPEQRENKQOOKKRKVQODKQOKSGIEVTLAEGLTSVSQRTQPTPCRRRYL

>Callithrix jacchus RSPO3 (ENSCJAP 6657)
MHLRLISWFFIILNFMEYIGSQONASRGRRORRTHPNVSQGCQGGCATCSDYNGCLSCKPR
LFFVLERIGMKQIGVCLSSCPSGYYGTRYPDINKCTKCKADCDTCENKNFCTKCKSGFEYL
HLGKCLDNCPEGLEAKNHTMECVNIVHCEVSEWNPWSPCTKKGKTCGFKRGTEIRVREIT
QOHPSAKGNLCPPPNETRKCTVQRKKCQKGERGKKGRERKRKKVNKGESKEAIPDSKDLES
SKETPEQRENKQQQKKRKVQODKQQOKSVSVSTVH

>Mus musculus RSPO3 (ENSMUSP 90287)
MHLRLISCFFIILNFMEYIGSQONASRGRRORRMHPNVSQGCQGGCATCSDYNGCLSCKPR
LFFVLERIGMKQIGVCLSSCPSGYYGTRYPDINKCTKCKVDCDTCENKNFCTKCKSGFEFYL
HLGKCLDSCPEGLEANNHTMECVSIVHCEASEWSPWSPCMKKGKTCGFKRGTETRVRDIL
QOHPSAKGNLCPPTSETRTCIVQRKKCSKGERGKKGRERKRKKLNKEERKETSSSSDSKGL
ESSTETPDQQENKERQQQOKRRARDKQQKSVSVSTVH

>Rattus norvegicus RSPO3 (ENSRNOP 15395)

MHLRLISWFFIILNFMEYIGSONATRGRRORRMHPNVSQGCQGGCATCSDYNGCLSCKPR
LFFVLERIGMKQIGVCLSSCPSGYYGTRYPDINKCTKCKADCDTCENKNFCTKCKSGFEFYL
HLGKCLDSCPEGLEASNHTMECVSIVHCEASDWSSWSPCMKKGKTCGFKRGTETRVRDIL
QHPSAKGNLCPPTSETRTCIVQRKKCSKGERGKKGRERKRKKLNKEDKKETSSSDSKGLE



SSRETSEQHESKERQQQOKRRAREKQQKSVSVSTVH

>Canis familiaris RSPO3 (ENSCAFP 1500)
MLKNSPPVTSCQEWPVLESRQQLPWPTLHPNVSQGCQGGCATCSDYNGCLSCKPRLEFFEFVL
ERIGMKQIGVCLSSCPSGYYGTRYPDINKCTKCKADCDTCEFNKNFCTKCKSGFYLHLGKC
LDNCPEGLEANNHTMECVSIVHCEASEWSPWSPCMKKGKTCGFKRGTETRVREITQHPSA
KGNLCPPTSETRKCTVQRKKCQKGERGKKGRERKRKKPNKEESKDAVPDNKGLEPSRETP
EPRENKDKQQQKKRKVQDKQQKSSVDLFWGLKSS

>Loxodonta africana RSPO3 (ENSLAFP 2613)

MHLRLVPWFFIILNEFMEY IGSONASRGRROQRRMHPNVSQGCQGGCATCSDYNGCLSCKPR
LFFVLERIGMKQIGVCLSSCPSGYYGTRYPDINKCTKCKADCDTCFNKNFCTKCKSGEYL
HLGKCLDNCPEGLEANNHTMECVSIVHCEASEWSPWSPCMKKGKTCGFKRGTETRAREIV
QHPSAKGNLCPPTSETRKCTVQRKKCQKGERG

>Myotis lucifugus RSPO3 (ENSMLUP_ 3791)
MHLRLISWEFIILNFMEYIGSONASRGRRORRMHPNVSQGCQGGCATCSDYNGCLSCKPR
LEFFVLERIGMKQIGVCLSSCPSGYYGTRYPDINKCTKCKADCDTCENKNFCTKCKSGEYL
HLGKCLGNCPEGLEANNHTMECVSIVHCEASEWSAWSPCTKKGKTCGFKRGTETRVREIT
QHPSAKGNLCPPTSETRKCTVQRKKCQKGERGTK

>Monodelphis domestica RSPO3 (ENSMODP 22041)
MHLRLISWFFIILNEFMEY IGSQONASRGRROQRRMHPNVSQGCQGGCATCSDYNGCLSCKPR
LEFFVLERNGMKQIGVCLSSCPSGYYGTRSPDINKCTKCKADCDTCENKNFCTKCKNGEYL
HLGKCLDTCPEGLEANNHTMECASIVHCEASEWSPWSPCTKKGKTCGFKRGTETRFRETIT
QLPSAKGNLCPPTSETRKCMVOQRKKCPKGERGKKGRERKRKKLNKEENKETRPENKGQDP
SSESRDQRENKDKQQQOKKRKVQDKQQKSSMDLFGGLTSP

>Gallus gallus RSPO3 (ENSGALP 48902)
MOLRLISWEFFIALNFMEYIGSQHASRVRRQGRMHPNVSQGCQGGCATCSDYNGCLSCKPR
LFFVLERIGMKQIGVCLSSCPSGYYGTRYPDINKCAKCKADCDTCFTRNFCTKCKSGEFYL
YSGKCLEKCPDGLEANNHTMECTSIVHCEASEWSPWSPCTKKGKTCGFKRGNEVRVREIV
QHPSARGNPCPATSESRKCMVQRKRCOKEGKGKKNREEKRKKSNKDESKESRQESKGRAA
RRONREQRENNNKTQPKKRKAPSKEQDLAPVDTAH

>Xenopus tropicalis RSPO3 (ENSXETP 61149)
MQLRLLSLCFIILNFLEYIDSQQIPRGRRHRRMHPNVSQGCQGGCATCSDYNGCLTCKPQ
LEFFALVRNGMKQIGVCRPSCPNGYFGTRSPEINKCTKCKADCETCENKNEFCTKCKSGEYK
HNGKCLDTCPEGFENNHNMECTSVVHCVVGEWSAWGPCTKRGKTCDIKRGNETRVREILQ
YPSPRGTPCPPTSETKKCVVKRKKCQODSQDRORPRGNRDEIKKNKQRRKNGDAPRKQROR
KQERNQREGKRGEGKV

>Danio rerio RSPO3 (ENSDARP 58577)
MOLQLISIVLILHFMEYTNCQHHGSRHRGNKQVSGVSSQGCQGGCQTCSVYNGCLTCKPK
LFTHLERDGMRQIGVCLASCPNGFYGTRSPDRNDCIKCGSECDSCEFNRNFCLRCRAGSYL
HKGKCMESCPDGLVPSDTKKECVAACPALCDLCONSDTCTRCVSGHFLHAGQCHHVCPDE
FEPNDSMECIPTVHCEVSEWSEWGTCSRSGKTCGFKWGEETRTRKVLONPSPMGSPCPPT
SEKRECFVKKKRCKPPKGORRGEKKKRENLQEKVTAEARRERKREREKETIDREESESRN
KTEQRRRRDQSRDAGTV

>Takifugu rubripes RSPO3 (ENSTRUP 9205)
MOLHLISFVLIILHCMDYTGCQQOHSSSRHWQHKQISGVSSGCQQGGCLTCSDYNGCLSCK
PRFFMHLERIGMKQIGVCVTSCPPGEFYGTRFPERSPCTKCRSECDSCFAKNECTRCRAGE
YLHLGKCQETCPEGLVRNEAQRECAPISLNLVHCEVGEWSEWSPCSRSGRTCREFKRGQET
RTROVLRYPSPEFGNPCPEISEIKECLVKRRKCPDPGGSERGRGRERERERERERERERER
KKERKKERKKERKKERKKERKKERISVVLVI

>Tetraodon nigroviridis RSPO3 (ENSTNIP 22293)

MOLQLTISFALITILHCMDYTGCQPHSSSRHWQHKQISGVSSGCQQGGCLTCSDYNGCLSCK
PRFFMHLERIGMKQIGVCMTSCPPGEFYGTRFPERSPCTKCRSECDSCFARNFCTRCRAGE
FLHLGKCQETCPEGLVRNEAQRECAPKCPADCESCVNSDTCTRCROQGLYLLSGRCHHVCP



EDYEPSDKLMECTPQVHCEVGEWSEWSPCSQSGRTCGFKRGQETRTRQVLRYPSPEFGNPC
PDISEIKECLLKKRKCPGGRRKGERKERLNRNNRKDKENQTGEREDSDNRNKTEHRHRRG
HDPDLAWP

>Gasterosteus aculeatus RSPO3 (ENSGACP 8044)
MOLQLISFVLIILHGMDNTGCQOHSSPRNROQHKQISGVSSGCQQGGCLTCSDYNGCLSCK
PRFFMHLERIGMKQIGVCMTSCPLGFYGTRSPERNTCTKCRSECDSCFNKNFCTRCRAGFE
YLHLGKCQENCPEGLVRSDTQRECVPGCPAECEACVNSETCARCRPGLYQLGGRCHHVCP
EDYEPSDKLMECTPQVHCDVGEWSEWSPCSRSGRTCGFKRGQETRTRQVLOQHPSPFGNPC
AEVSEFKECLVKRRKCPERGQLGGQGTKNMNRGGRKKNERRERRNRNNRKDTGEREDLDN
RNKTEHRHRRGHDTDPASP

>Oryzias latipes RSPO3 (ENSORLP 7233)
MQOLQVISFVLIILHCMDEFTGCQPHSSSRHPQHKSTISGVSSGCQQGGCLTCSDYNGCLSCK
PRFFMHLKRIGMKQIGVCMTSCPPGEFYGTRSPERNTCTKCRSECDSCEFDKNEFCTRCRAGE
YLHLGKCQESCPDSMVHNDTQRECVLSCPAECELCVNSETCMRCROGFYQLNGKCYHICP
EDYEPNDRLMECTPQVHCQVGEWSEWSPCIRSSKTCNRRGQEARMRQILOTPSQFGRPCP
LTTEVKDCLVKRKRCSGRRNPERKERRNRKNRKDKESDEGRREKKRGRERDRGTGERENS
ENRNKTEHRHRRGHNTETASP

>Strongylocentrotus purpuratus_ (XP_ 796266)
MELEGFLFAITFFCGLLATMEGKHRGKGCPLGCSTCSVYNGCITCKPRYLFLLHRSGMKQVGICTHACPV
GFYPNSAGDYHRCSRCRIENCDTCYSRTFCSRCQPPYVGLYGKCVLQCPDSMYVNEMTSQCEVKVDCAVS
PWSPWSPCIKKGQTCGFKWGEHRRYREVVARPTPEAEPCPELFQGEKCRMHPRYCPGQLPRKPKDKGKRK
KEKGTTDNQEGTTRKNDGNKQKDRTNRRSKKKDRQKPSPRDERRQROQRKEEHLIDEFPLSTRRTI

>Drosophila melanogaster (FBpp0271811)
MLRHIVLLILLSSEVRGVCNRIPQGASGPRSPVDDNFKILIDGNPETYVPEHQYNVSLSC
PINMKFVSFTLVVEAEDPSAAFGGQDMTGHFELLGVGDTRFSTSCENMVENTNTNAKIYT
AVSWIAPRNPDSGCVLIKAGVVQHRDVWELDDGFLTKRICPEEIDELNSLTPPLETCCAC
DEAKYEIVLERKWARNTHWKDFPSEDWRTRLGEVIGASHSHSYRYWAYGGRASKGMKELA
EHGATRTLENEIRENTONGEVRTIIKAPGIPYRPKTFGTTLANARLDPVHHQISLAAKID
PSPDWILGVAGLELCLSNCTWLERKVLNLYPWDIGTDSGPSYMSSDEPQVPPDVVRRITS
SYPSDHRSPFYDDTGAPMKPLATLYLTRKKLYIRECEEVPQEGPLECAVHPWNEWTNCST
RCGQGYSHRORSFKNPNLAANFNCDRRLEEFRQCOGTQCGAAEEELEGEEPGLGMENPPS
SGSMAECQLTNWGEWSPCTKTCGRGSSTRTRDYYNPQARQRCLSVMRIPLEETRECIGSD
CGGTIPDNGELDGFPEPDVFGETDHGGYMGKTTSWNSKQEHSSLGSGNQAWNRKPYNSWK
DKSLSNPRDNAQESPNLPEFDQIENPOQRPAYNPSDNMGGYDKGEFPPTNSYSNDKLVGNRPG
YNDENSDYNNKDAYNDYTTPSFTSRTPEGSRYPNQQETVEGNTNDINGNYNVVODYCFEK
PYASTLPCFAKPVVESNYWEFYDHEDHECKIFTTDNCDONRNRFRTLTACEGTCLQPQINM
ERSENDAMDLYGRRSYDQKQTRGRPYDQTSGIAYGQTEGRSYDQOKVGKSYDRTFGRSYKQ
TGGGSYDQPEDRSYDLSTGRSYVQPEDRSYDLSRGRSYDQPVGRSYDLAGGRSYGETSEA
GDIGEPMSQTRSRYDTSRRGRYGG

>Apis mellifera (XP _016772377)
MPSSFSFDYPTFFDEFGPRPROQTTYHRQRNRGVPLONLEFTDPLFKEQWYLNGGAKDGYDMNLGPAWQKGY
TGKSVVVSILDDGIQTNHPDLALNYDHQASTDINDNDNDPMPRDNGDNKHGTRCAGEVAAVAFNQYCGVG
VAYNASIGGVRMLDGPVNDAVEARALGLNPDHIDIYSASWGPEDDGKTVDGPGPLARRAFIYGVTSGRKG
KGSIFVWASGNGGRHTDSCNCDGYTNSIFTLSISSATQGGYKPWYLEECSSTLASTYSSGTPGNDKSVAT
VDMDAKLRPDHICTVEHTGTSASAPLAAGIAALALEANPSLTWRDMQYLVVLTSRSTPLEKESGWILNGV
KRKVSHKFGYGLMDAGAMVNLAEQWTNVPPQHICKSDEINEERRIDPTYGYTLSVYMDVTGCAGSVNEVR
FLEHVQCKVSLRFFPRGNLRLLLTSPMGTTSTLLFERPRDVLSSSFDDWPFLSVHFWGEKADGRWTLQVN
NAGNRHVNSPGILKKWQLIFYGTATNPIRIRTROQFNPGYQGYPYVGAASNVQASVATLDGSSAPILTNRL
PGDTSSSSSFDSPPSSSQVGDESLDTARKILHDCDPQCDPQGCYGKGPTQCIACKNYRLDNTCVSQCPPR
SFPNQGGVCWPCHESCEICAGAGQDSCLSCAPAHLRVTDLAVCLQQCPEGYYENTENSTCVPCEANCASC
ODRPDKCTSCEHHLVMYENKCYAACPLYTYETQODYNCAPCHSTCETCNGTAENQCISCRPGLFSLNGACR
ASCPIGYGADKKRRECVPCPPGCATCDMSTCRSCDDGWSLNEEGLCAPEHRDRCKTTEFYENGHCKQCHA
SCKTCAGPGENNCISCQKPLLLQAKRCVYQCDDGYYSMAQPSGPVCVPCLHTCKTCVSRLNCTACQDGLQ
LOSGECRSSCAQGYYSDRGQCAKCYLACKTCSGPRRDQCVTCPGGWQLAAGECHPECPEGFFKSNEFGCQK
CHHYCRTCKGRRNYRAGVTLLTPLLDGVNIERATIHTPGRDPCPDFIPETHRYDLHLSPFKFQSLNIHSIR
ISSPEKIQTMYINLSFI



>Trichoplax adhaerens (XP _002110515)
MAEQLVKILLLFLTLIHIVRQESTEHYTNTWVIHVPGGLTNAKLVATTHASTILHQVGSLEDHYLIRHAG
TPHRSKRSNSYKSWNLRLDTRVLYVEQQISKLRIKRSEFPNEFNDPLWPKOWYLENTGOQASGPPHLDHNITIP
AWKSGATGIGIVVSILDDGLYYEHPDLRRNYDPEASEFDINGNDHDPTPRKTGNDENRHGTRCAGEVAATIA
NNSICTVGAAYNAKIGGIRMLDGDVTDAVEATSLSWKPQHIDIYSSSWGPEDDGRNIDGPGPLAKKAFID
GVNKGRHGLGSIFVWASGNGGSVHDNCNCDGYVISIYTISISAATDTGNVPWYTESCSSILATTESSGNN
GONKIITDDLHDRCTESHTGTSAAAPLAAGMFALALEANPRLTWRDLOQHIVVITSKPDKLHTDDWTINGV
GRKISNWEFGYGLLDAAALVSTARNWKTVPIQRSKSFKFKTKKNYIPPNGRLIVSINVEKSEAIVNYLEHV
QAVISLSHNQRGLITIQLISPAGTKSVLEFDRRQODTSRAGFKNWPLMTTHFWGEKSAGNWTLIIINKDSN
SGKLKGWKLVLEFGTTSKPHDLYYSSCNPECERSSGCNGPGAADCRICRHFQAADGRCVKNCSNGQYGNLE
TKACINCPYGCDVCNNDSCITCKPNFANSNGSCVSSCPESTYQHSENGNTKCLKCSSNCAACANETYCIS
CPGTAYEYRGSCIQQCPQOGTYSNYVYGIRTCTSCKHNCLDCYGNEAGSCRVCQKGYQLVVDRSKCTKSCP
VGYYNAISGEQNICLACHHRCTSCLSAASSGCKSCSHGFHLYNGSCTDKCPDGTYTDKEFTGECEFPCENTC
TTCNAGKSKSCLSCKSNLYLONGECVSNCFKGYYQDDNLMRCRRCHHSCASCNGPSSNSCTSCKLSQSFL
HNNSCLMECPVGHYSDITMKACNPCSSHCYHCVNSSVCLSCNKNFILHHQKCAKSCPSGYILKERTCNPC
HPTCSNCSDDDIASCSGCKSHTHFLHQGICTKSCLEFGYFGDTITQQCQPCHSSCASCFGEGNSSCLLCPL
GRFLOHGSCVTTCNNGEFPGKNGTCSSCEGVGCRECLPNDPNQCLTCLDNY FNHKENCVRECPVGTYTNAT
AGQCLICHDSCNTCSGKHIENCTDCKPGWEFMHAGKCVSYCPSGSYANGNACSKCSHGCKLCISONTCLEC
ESSLVKEFNGSCLKDCPSNSYATDENTECQLCHKGCETCKIVNRESQCLSCINQYLILKAGKCLPNGNCSG
NMYFNGSNCSKCHSDCEACFDDDRISCLRCREDKYLNPVSAICEQYCPLGYFADNATRRCQQOCHYSCLSC
SNASVCTQCRPGFYNSSGNCITKCASGEYFNNKTASCQLCGNNCKECNINSKTCITCKSGNYKYDGICLS
ACPTQTYASNGNCKACPSGCLECKADMTCTKCKNNYKLSQSACVLSLPNGCKNSSCLVCKVANCSRCSPS
DSTICNICIKPFILHQGSCIKQCPDGTYFDHVKKNCEFDCNDSCSSCVGPKETDCVKCSSAKPYLLHYKCL
SKCPANYYIDNANAKCRQCHFSCKSCSGGSMNDCIICSDGFHYLKSEKQCVNKCPDLSYYRKNETDCGSC
YSGCASCYGNEKDKCISCISPMVNENFECMEKCPLGSYNDSGICRKCHPSCGSCTGPHLNQCTSCSTGLE
LKNGECHGTCPSGYYEDMKSLKCLPCNPSCKTCVSDSAQCLTCNHGMVLONSKCLRNCSSGYYHTDGGCR
PCHTSCLSCKGFTASDCLSCSKGWELLPHGICEPVCPSGQYYDIGLKSCGNCHSSCATCSSKQSASCLSC
LKGRLLDKQSSRCYPCCKIDSDSQCCNCSASLKVCVLLSDTGNNIVTTPSLVTVTHHDEGNTEFKEEKPVQ
LILISGAISLLLEGVVVIIRCRRNIFGHRGYKKLTPSGYDHTTISSTRTAYPDYDNDEINQV

Solute Carrier Family-SLC

>Homo sapiens_ SLC30Al (ENSP 355968)
MGCWGRNRGRLLCMLALTFMFMVLEVVVSRVTSSLAMLSDSFHMLSDVLALVVALVAERF
ARRTHATQKNTFGWIRAEVMGALVNAIFLTGLCFAILLEATIERFIEPHEMQQPLVVLGVG
VAGLLVNVLGLCLFHHHSGFSQDSGHGHSHGGHGHGHGLPKGPRVKSTRPGSSDINVAPG
EQGPDQEETNTLVANTSNSNGLKLDPADPENPRSGDTVEVQVNGNLVREPDHMELEEDRA
GQLNMRGVFLHVLGDALGSVIVVVNALVEYFSWKGCSEGDFCVNPCFPDPCKAFVEIINS
THASVYEAGPCWVLYLDPTLCVVMVCILLYTTYPLLKESALILLOQTVPKQIDIRNLIKEL
RNVEGVEEVHELHVWQLAGSRITIATAHIKCEDPTSYMEVAKTIKDVFHNHGIHATTIQPE
FASVGSKSSVVPCELACRTQCALKQCCGTLPQAPSGKDAEKTPAVSISCLELSNNLEKKP
RRTKAENIPAVVIEIKNMPNKQPESSL

>Pan troglodytes SLC30Al1 (ENSPTRP_3292)
MGCWGRNRGRLLCMLALTFMFMVLEVVVSRVTSSLAMLSDSFHMLSDVLALVVALVAERFE
ARRTHATQKNTFGWIREEVMGALNAILGLCFAILLEAIERFIEPHEMOQOPLVVLGVGVAG
LLVNVLGLCLFHHHSGEFSQDSGHGHSHGRHGHGHGLPKGPRVKSTRPGSSDINVAPGEQG
PDOQEETNTLVANTSNSNGLKLDPADPENPRSGDTVEVQVNGNLVREPDHMELEEDRAGQL
NMRGVFLHVLGDALGSVIVVVNALVEYFSWKGCSEGDFCVNPCSPDPCKAFVEIINSTHA
SVYEAGPCWVLYLDPTLCVVMVCILLYTTYPLLKESALILLOTVPKQIDIRNLIKELRNV
EGVEEVHELHVWQLAGSRITIATAHIKCEDPTSYMEVAKTIKDVFHNHGIHATTIQPEFAS
VGSKSSVVPCELACRTQCALKQCCGTLPQAPSGKDAEKTPTVSISCLELSNNLEKKPRRT
KAENIPAVVIEIKNMPNKQPESSL

>Pongo abelii SLC30Al (ENSPPYP 251)

MGCWGRNRGRLLCMLALTFMFMVLEVVVSRVTSSLAMLSDSFHMLSDVLALVVALVAERF
ARRTHATQKNTFGWIRAEVMGALVNAIFLTGLCFAILLEATIERFIEPHEMQQPLVVLGVG
VAGLLVNVLGLCLFHHHSGFSQDSGHGHSHGGHGHGHGLPKGPRVKSSRPGSSDINVAPG
EQGPDQEETNTLVANTSNSNGLKLDPADPENPRSGDTVEVQVNGNLVRESDHMELEEDRA
GQLNMRGVFLHVLGDALGSVIVVVNALVEYFSWKGCSEGDFCVNPCFPDPCKAFVEIINS



THASVYEAGPCWVLYLDPTLCVVMVCILLYTTYPLLKESALILLQTVPKQIDIRNLIKEL
RNVEGVEEVHELHVWQLAGSRIIATAHIKCEDPTSYMEVAKTIKDVFHNHGIHATTIQPE
FASVGSKSSVVPCELACRTQCALKQCCGTLPQAPSGKDAEKTPTVSISCLELSNNLEKKP
RRTKAENIPAVVIEIKNTPNKQPESSL

>Mus musculus_SLC30Al (ENSMUSP_42410)
MGCWGRNRGRLLCMLLLTFMFMVLEVVVSRVTASLAMLSDSFHMLSDVLALVVALVAERF
ARRTHATQKNTFGWIRAEVMGALVNAIFLTGLCFAILLEAVERFIEPHEMQQPLVVLSVG
VAGLLVNVLGLCLFHHHSGEGQGAGHGHSHGHGHGHLAKGARKAGRAGVEAGAPPGRAPD
QEETNTLVANTSNSNGLKADQAEPEKLRSDDPVDVQVNGNLIQESDNLEAEDNRAGQLNM
RGVFLHVLGDALGSVIVVVNALVEYFNWKGCTEDDEFCTNPCFPDPCKSSVEIINSTQAPM
RDAGPCWVLYLDPTLCIIMVCILLYTTYPLLKESALILLQTVPKQIDIKHLVKELRDVDG
VEEVHELHVWQLAGSRIIATAHIKCEDPASYMQVAKTIKDVFHNHGIHATTIQPEFASVG
SKSSVLPCELACRTQCALKQCCGTRPQVHSGKDAEKAPTVSISCLELSENLEKKARRTKA
EGSLPAVVIEIKNVPNKQPESSL

>Rattus norvegicus SLC30Al1 (ENSRNOP 6340)
MGCWGRNRGRLLCMLLLTFMEFMVLEVVVSRVTASLAMLSDSFHMLSDVLALVVALVAERF
ARRTHATQKNTFGWIRAEVMGALVNAIFLTGLCFAILLEAVERFIEPHEMQQPLVVLSVG
VAGLLVNVLGLCLFHHHSGEGQGAGHGHSHGHGHGHLAKGARKAGRAGGEAGAPPGRAPD
QEPDQEETNTLVANTSNSNGLKADQAEPEKLRSDDPVDVQVNGNLIQESDSLESEDNRAG
QLNMRGVFLHVLGDALGSVIVVVNALVFYFSWKGCTEDDFCVNPCFPDPCKSSVELMNST
QAPMHEAGPCWVLYLDPTLCIIMVCILLYTTYPLLKESALILLQTVPKQIDIKHLVKELR
DVEGVEEVHELHVWQLAGSRITATAHIKCEDPASYMQVAKTIKDVFHNHGIHATTIQPEF
ASVGSKSSVVPCELACRTQCALKQCCGTRPQVHSGKEAEKAPTVSISCLELSENLEKKPR
RTKAEGSVPAVVIEIKNVPNKQPESSL

>Canis familiaris SLC30Al (ENSCAFP 41421)
MLLLTFMFIVLEVVVSQVTSSLVMLSDSFHMLSDVLALVVALVAERFARRTHATQKNTEG
WIRAEVMGALVNAIFLTGLCFAILLEAIERFIEPHEMQQPLVVLGVGVAGLLVNVMGLCL
FHHHSGFGNDSGHGHSHGGHGHGLPKGARGKGGRAGAGDDSETPGEQRPDAEETNTLVSN
SSNSNGLKLERPDPEKSRNDAVEVQVNGNLIRESDHVELEDDDKAAQLNMRGVFLHVEGD
ALGSVIVVVNALVEFYFSWRGCPEGEFCVNPCIPDPCKAFVEIINSTHATVHEAGPCWVLY
LDPTLCIVMVCILLYTTYPLLKESALILLQTVPKQIDIKNLIKELRDVEGVEEVHELHVW
QLAGSRIIATAHIKCEDPTSYMQVAKIIKDVFHNHGIHATTIQPEFASVGSKSSVVPCEL
ACRTQCALKQCCGTRPQAPSGKDAEKAPTVSISCLELSDNLEKKPRRTKVESIPAVVIET
KKMPNKQPESSL

>Felis catus SLC30ALl (ENSFCAP 22351)
MLMLTFMFMVLEVVVSRVTSSLAMLSDSFHMLSDVLALVVALVAERFARRTHATQKNTFG
WIRAEVMGALVNAIFLTGLCFAILLEAIERFIEPHEMQQPLVVLGVGVAGLLVNVMGLCL
FHHHSGFGNDSGHGHSHGGHGHPKGARGKSNRTGSSDNSVTPGEQRPEQEETNTLVSNSS
SSNGLKLDRPDPEKSRNDAVEVQVNGNLIREPDHMELEDDNKAGQLNMRGVEFLHVFEGDAL
GSVIVVVNALVEYFSWKGCPKGEFCVNPCIPDPCKAFVEIINSTHATVYEAGPCWVLYLD
PTLCIVMVCILLYTTYPLLKESALILLOQTVPKQIDIKNLIKELRDVEGVEEVHELHVWQL
AGSRIIATAHIKCEDPTSYMQVAKIIKDVFHNHGIHATTIQPEFASVGSKSSVVPCELAC
RTQCALKQCCGTRPQAPSGKDAEKAPTVSISCLELSDNLEKKPKRTKAESIPAVVIEIKK
MPNKQPESSL

>Myotis lucifugus SLC30Al (ENSMLUP 14723)
MGCWSRNRGRLLCMLLLTFMFMVLEMVVSQVTSSLAMLSDSFHMLSDVLALVVALVAERFE
AQRTHATQKNTFGWIRAEVMGALVNAIFLTGLCFAILLEATIERFIEPHEMOQQOPLMVLAVG
VAGLVVNVLGLCLFHHHSGEFGNNSGHGHSHGGHGHTKGVRGKSSRPGDSDHRSPGGQRAD
QEETNTLVAGSSNSNGLKLGGTDPEKSRINATDVQOMNGNVIRESDNTDLEDEADDAQKAG
QLNMRGVFLHVEFGDALGSVIVVVNALVEYFYWDSCPEGRFCENPCIADPCKALVEIINST
OGTVFEAGPCWVLYLDPTLCIVMVCILLYTTYPLLKESALILLQTVPKQIDIRNLIKELR
NVEGVEEVHELHVWQLAGSRIIATAHIKCEDPTSYMQVAKTIKDVEFHNHGIHATTIQPEF
ASVGSKSSVVPCELACRTQCALKQCCGTRPQAYSEKDTEKAPTVSISCLELSENLEKPRT
QAENMPAVVIDMKKMPNKQPESSL

>Monodelphis domestica SLC30Al (ENSMODP_ 3320)



MGCWGRNRARLLCMLSLTFMFMVLEMVVSRLTSSLAMLSDSFHMLSDVLALIVALVAERFE
ARRTQOSTOQKNTFGWIRAEVMGALVNAIFLTGLCEFVILLEAIERFIEPHEIKQPLVVLGVG
VAGLVVNLLGLCLFHHNGFGQGGESGGGHGHSHGGHVHGHSHGKGVRGKSNRSGGNNSNL
TESERAADGEETNNLVISSSKSNGMKLEREEEQDGDRTMDVQVNGTLIVDDSDNLDSEDE
DNRGQLNMRGVFLHVFGDALGSVIVVINALVFFFSWKSCPEGEICKNPCVPDPCEAFVGI
INSTDPVGEVGPCWVLYLDPTLCLVMVGILEFYTTYPLLKESALILLQTVPKQVNIRNLKM
ELRDVDGVEEVHELHVWQLAGSRIIATAHIKCRDPASYMVVAKSIKDVEFHNHGIHATTIQ
PEFASVGSKSGVAPCELACRTQCALKQCCGTAQKNKETEKAPISISCLELSDNLEKQPRR
TKIENIPAVMIDIKKMPNKQPESSM

>Danio rerio SLC30Ala (ENSDARP 22487)
MACAPNRVRLLCMLSLTFGFFIVEVVVSRITSSLAMLSDSFHMLSDVIALVVALVAVRFA
EQTQSTNKNTFGWIRAEVMGALVNAVFLTALCFTIILEAIERFTEPHEIEQPWVVIGVGA
LGLLVNLLGLCLFHGHAGGGGHGHSHGGHGHSHGGAKKHKNGKVRRSETLEDSRSAGEET
NNLVANHNSPNGVNAERKAADMCHSDSLDLQINGSAPYDELENGHDAASQLNMRGVELHV
LGDALGSVIVVINAIIFVEVWKPCEPGTICENPCSGQHCADHALNISSPLTNGTLIKAGP
CWVLYLDPTLCIIMVCILLYTTYPLLKESALILLQTVPKQIDMHQLNARLRDLEGVLAVH
ELHIWQLAGSRIIATAHIKCHDPTSYMDVAKRIKDFFHDEGIHATTIQPEFVTVNSESRA
SLCELSCRTQCAPKLCCGAVDTAKPLEGSLESKKSCESKTPTLPSASVTSLEIISESVED
TSRPESVVIITREVESSL

>Danio rerio SLC30Alb (ENSDARP 94784)
MGLGONRMRLLCMLTLTLVFEFVVEVVVSRITASLAMLSDSFHMLSDVIALTVALIAVSFA
ETTRSTSKNTYGWIRAEVMGALVNAVFLTALCFTIFLEAVERYTQPHEIENPRVVIWVGV
AGLLVNVLGLFLFHGHAGFGGHGHAHGGHSHAGHSHAHQTNHREKPKAHEEACTLMINSS
QGDHTCEQKSDSLNIRITAKGSLEDLDQSPESASQLNMRGVFLHVLGDALGSIVVVVNAL
IFTFVWTPCHSDQICYNPCRNNHLTDHHHVNTTVLSISKTPDRIPRTISVAGPCWVLYLD
PTLCLIMVCILLYTTFPLLKESALILLOTVPEQIDMPKLKGKLKSLDGVLAVHDLHIWQL
AGARITATAHIKCTDPALYMDIAKRIKDVFHDEGIHATTVQPEFSAFSEGEFGDPQCELSC
RSQCKPKLCCNPTKRAKPEEELAKCRHDKPHSHAVEWGDGKKVDDAVHTEMESSV

>Takifugu rubripes SLC30Al1 (ENSTRUP 46128)
MACEPNRARLLCMLTLTFVFFIVEVVVSRMTASLSMLSDSFHMLSDVIALIVALVAVRFA
EKSHSTKKNTFGWIRAEVMGALVNAVELTALCFTILLEAIERFTEPHEIESPEMVAGVGA
AGLLVNLLGLCLFHGHAGGGHGHSHGGKNKKLKLGKDGKGSPAAETSTLVDNHSSPSDTK
PKNEMICKDSEDLHMNGNTLYDELEEHASSSQLNMRGVFLHVLGDALGSVIVVLNALIFET
FVWKPCPPDEMCLNPCINGHSTDHRHINQTLVGITEGPSMSAMTFAGPCWVLYLDPTLCV
IMVGILLYTTYPLLKESALILLOQTVPKQIDMHQLNERLOQGLEGVLATIHDLHIWQLAGSRI
IATAHIKCHDPTSYMDVAKRIKDFFHNEGIHATTIQPEFVTFSSESRDSLCELSCRTQCA
PKLCCGTADKQONAGADKKTDAECKAAAAAAASTLEVITEVPEQVAAAQTLLOPSADAVAA
RELESSL

>Tetraodon nigroviridis SLC30Al (ENSTNIP 13679)
MACEPNRARLLCMLTLTFVFFIVEVVVSRITSSLSMLSDSFHMLSDVIALIVALVAVRFA
EKTHSTSKNTFGWIRAEVMGALVNAVFLTALCFTIVLEAIERFTEPHEIESPEVVAGVGA
AGLLVNLLGLCLFHGHAGGGHGHSHGSKNKKLKMGEAGEGSPAAETSTLVDNHNSPTDPK
PKNGKSSEITCKDSEDLOQMNGNTHYDELEDEQASSSQLNMRGVFLHVLGDALGSVIVVVN
ALIFTFVWRPCGSEETCVNPCISGHSTDHQHVNHTLVDLSEGPSVWSATRAGPCWVLYLD
PTLCVIMVGILLYTTYPLLKESALILLQTVPKQIDMHRLNERLLGLDGVLATHELHIWQL
AGSRIIATAHIKCHDPTSYMDVAKRIKDFFHDEGIHATTIQPEFVTEFSSESRDSLCELSC
RTQCAPKLCCGSADKANAGPDKKSGGECRASAASALEVISEVPEEKAAAQTLLOQHGAEAV
RELESSL

>Gasterosteus aculeatus SLC30Al (ENSGACP 13084)

MTCEPNRVRLLCMLSLTFAFFIVEVVVSRMTSSLSMLSDSFHMLSDVIALVVALVAVRFA
EKTHATDKNTFGWIRAEVMGALVNGLFLTALCFTIVLEAVERFTEPHEIETPLVVAGVGA
AGLLINLLGLCLFRGHAGGGHGHSHGGHSHGNKNKRGKTGKSQKAGNGSSGEETNNLVAS
HNSPGDARPRNASEISSTDSADVOMNGSPHFEEMEHDAASQLNMRGVEFLHVLGDALGSVI
VVVNSLIFTEFVWQPCGKEEMCVNPCINSHISDHQHVNHTLVNLLEGTTMSAMKYAGPCWV
LYLDPTLCIIMVCILLYTTYPLLKESALILLOTVPKQINMNRLNQRLLGLEGVLAIHELH
IWQLAGSRIIATAHIKCHDPTSYMEVAKRIKDFFHDEGIHATTIQPEFVTENSESRDSLC



ELSCRTQCAPKLCCGSADKPNAGSDKKASSYCKAASASGLEVIVETPEQAAGVEAGTRSE
AAITVAREVESSL

>Oryzias latipes SLC30Al (ENSORLP 15324)
MACEPNRARLLCMLSLTFGFFLVEVVVSRITSSLSMLSDSFHMLSDVIALIVALVAVRFA
EKTQATNKNTFGWIRAEVMGALVNAVEFLTALCFTIVLEAVERFTEPHEIDSPMVVAGVGA
AGLLINLLGLCLFHGHAGGGHGHSHGGHSHGGKGKKGKHGKSQKAGNGSAGEETNYLVGN
HTSNTKPSMAEVSCKDSTEVQMNGNTHFEEME SEADASSQLNMRGVFLHVLGDALGSVIV
VVNSVIFTEFVWKPCEGPSCTNPCINSHKTDHRHINHTLVDLODTDTKAGPCWVLYLDPTL
CIIMVGILLYTTYPLLKESALILLOQTVPKQINMHRLNERLLSLDGVLAIHDLHIWQLAGS
RITATAHIKCHDPTSYMDVAKRIKDFFHDEGIHATTIQPEFVTENSETQGSQCELSCRTQ
CAPKLCCGQKSASDSKAAAASGLEVISEASEQVPSIQGGPRTEAEVAVTREVESSV

>Homo sapiens_ SLC30A2 (ENSP_363396)
MEAKEKQHLLDARPAIRSYTGSLWQEGAGWIPLPRPGLDLOQATIELAAQSNHHCHAQKGPD
SHCDPKKGKAQRQLYVASAICLLFMIGEVVEILGALVSVLSIWVVTGVLVYLAVERLISG
DYEIDGGTMLITSGCAVAVNIIMGLTLHQSGHGHSHGTTNQQEENPSVRAAFIHVIGDEM
QSMGVLVAAYILYFKPEYKYVDPICTFVEFSILVLGTTLTILRDVILVLMEGTPKGVDEFTA
VRDLLLSVEGVEALHSLHIWALTVAQPVLSVHIATAQNTDAQAVLKTASSRLQGKFHEFHT
VTIQIEDYSEDMKDCQACQGPSD

>Pan troglodytes SLC30A2 (ENSPTRP_52651)
MEAKEKQHLLDARPAIRSYTGSLWQEGAGWIPLPRPGLDLOATIELAAQSNHHCHAQKGPD
SHCDPKKGKAQRQLYVASAICLLEFMIGEVVGGYLAHSLAVMTDAAHLLTDFASMLISLE'S
LWMSSRPATKTMNFGWQRAEILGALVSVLSIWVVTGVLVYLAVERLISGDYEIDGGTMLT
TSGCAVAVNITMGLTLHOSGHGHSHGTTNQQEENPSVRAAFIHVIGDFMQSMGVLVAAY T
LYFKPEYKYVDPICTEFVFSILVLGTTLTILRDVILVLMEGTPKGVDFTAVRDLLLSVEGV
EALHSLHIWALTVAQPVLSVHIATIAQNTDAQAVLKTASSRLOGKFHFHTVTIQIEDYSED
MKDCQACQGPSD

>Mus musculus SLC30AZ (ENSMUSP_101499)
MQOTMDKONLLESTRGARSFLGSLWKSEASRIPPVDLPAVELAVQSNHYCHAQKDSGSHPD
PEKQRARRKLYVASAICLVFMIGEIIEILGALLSVLSIWVVTGVLVYLAVQRLISGDYET
KGDTMLITSGCAVAVNLIMGLALHQSGHGHSHGNSRDDSSQQONPSVRAAFIHVIGDLLQ
SVGVLVAAYIIYFKPEYKYVDPICTFLESILVLGTTLTILRDVILVLMEGTPKGVDFTTV
KNLLLSVDGVEALHSLHIWALTVAQPVLSVHIATIAQNADAQAVLKVARDRLOQGKENFHTM
TIQIEKYSEDMKNCQACQGPLE

>Rattus norvegicus_SLC30A2 (ENSRNOP 72908)
MOTMDKONLLESTRGARSFFGALWKSEASRIPPVNLPSVELAVQSNHYCHAQKDSGSHPN
SEKQRARRKLYVASAICLVFMIGEIIGGYLAQSLAIMTDAAHLLTDFASMLISLESLWVS
SRPATKTMNFGWORAEILGALLSVLSIWVVTGVLVYLAVQRLISGDYEIKGDTMLITSGC
AVAVNIIMGLALHOSGHGHSHGHSHEDSSQOQONPSVRAAFIHVVGDLLQSVGVLVAAYT
IYFKPEYKYVDPICTFLFSILVLGTTLTILRDVILVLMEGTPKGVDFTTVKNLLLSVDGV
EALHSLHIWALTVAQPVLSVHIATAQNVDAQAVLKVARDRLOGKENFHTMTIQIESYSED
MKSCQECQGPSE

>Canis familiaris SLC30A2 (ENSCAFP_18683)
MEPTEKQHLVDTKSGTRSYTGSLWQEGTGWIPLPSPGLDLQAIELVAESNHYCHAQKGPA
SHLEPKKERARRQLYVASAICLVFMIGEIVGGYLAHSLATIMTDAAHLLTDFASMLVSLES
LWMSSRPATKTMNFGWQRAEILGALLSVLSIWVVTGVLVFLAVERLISGDYEIEGGTMLI
TSGCAVAVNIIMGLTLHQSSHGHSHDSSQQQENPSVRAAFTIHVIGDFLQSVGILVAAYIL
YFKPEYKYVDPICTFLESILVLGTTLTILRDVIVVLMEGTPKGVDFTAVRDLLLSVEGVE
ALHSLHIWALTVTQPVLSVHIATAQNADGQAVLKAASTRLOGKFRFHTITIQIEDYSEDM
KDCQECQGPSD

>Felis catus SLC30AZ2Z (ENSFCAP 11870)

XPTERQHLMDARPGARSYTGSLWQEGAGWIPLPAPGLDLOQAIELAAESNHYCHAQKGPGS
HEFDSKKEQARRRLYVASAICLVFMIGEVIGGYLAHSLAVMTDAAHLLTDFASMLVSLFESL
WMSSRPATKTMNFGWQRAEILGALLSVLSIWVVTGVLVFLAVERLISGDYEVEGGTMLIT
SGCAVAVNIIMGLTLHQSGHGHSHDTSQQQOENPSVRAAFTIHVVGDFLOSLGILVAAYILY



FKPEYKYVDPICTFLEFSILVLGTTLTILRDVILVLMEGTPKGVDFTAVRDLLLSVEGVEA
LHSLHIWALTVSQPVLSVHIATAQNADAQVVLKAASTCLOQGKFRFHTMTIQIEDYSEDMK
DCQACQGPSD

>Myotis lucifugus SLC30A2 (ENSMLUP 14244)
HYCHSQKGPGSHGDPKKERARRQLYVASAICLVEMIGEVVGGYLAHSLAIMTDAAHLLTD
FASMLISLFSLWMSSRPATKTMNFGWQRAEILGALLSVLSIWVVTGVLVYLAAERLISGN
YEIEGKTMLITAGCAVAVNIIMGLTLHQSSHGHSHGQGHGHSHGQGHSHDTTQQQENPSV
RAAFIHVIGDLLOSLGVLVAAYILYFKPEYKYVERDPVLMKGNRAWGSLFALGSPALILH
FIFPILSPGTPKGVDFTAVRDLLLSVEGVEALHSLHIWALTVTQPVLSVHIAT

>Monodelphis domestica SLC30A2 (ENSMODP 176109)
MNLLRGHILELLGRMTSPIPLPETSVDLHAIGLDSQSNQHCHAQQGLSSPYNAQKERARR
QLYLASSICLVFIIGEVVGGYLAHSLAVMTDAAHLLTDFASMLISLEFSLWMSSRPATKTM
NYGWHRAEILGALLSVLSIWVVTGVLVYLAVQRLISGDYEIEGGAMLITSGCAVAVNIIM
GFTLHQSGHGHGHGHGHGHNHGTSSKEEEQNPSVRAAFIHVVGDLLOSLGVLVAALILYY
KPEYKYVDPICTFLFSILVLGTTLTILRDVVLMLMEATPKGVDFTAVRDLLLSVEGVAAL
HSLHIWALTVAQPVLSVHIATAQEADAQOMVLKEARARLOGMFHFHTTTIQIEDYSEDMKD
CQECQGPSD

>Xenopus tropicalis SLC30A2 (ENSXETP 20184)
MEGETEKQLLLSGEKRSYSGIPGKDLHSQVFTYISDLNGIELGHQGNQHCHSNRELDDWN
AKEKKRARRKLYVASAVCLVFMIGEVIGGYLAHSLAIMTDAAHLLTDFASMMISLEFALWM
SSRPATKTMNFGWHRAEILGALLSVLSIWVVTGVLVYLAVERIISGDYEIEGDAMLITSA
CAVAVNIIMGVTLHQTGHGHSHGDGNSHSHSHAAGDHKNPSVRAAFIHVVGDLLQSVGVL
TAAYVIYYKPEYKIIDPICTFLEFSVLVLITTLTILRDVLLVLMEGTPKGVDENLVKDTLL
SIDGVKALHSLHIWALTVTQPVLSVHIAINENADSQKVLKEASSQLONKFHFHTTTIQIE
NYSDDMKDCQECQDPSD

>Homo sapiens SLC30A3 (ENSP 233535)
MEPSPAAGGLETTRLVSPRDRGGAGGSLRLKSLFTEPSEPLPEESKPVEMPFHHCHRDPL
PPPGLTPERLHARRQLYAACAVCFVFMAGEVVGGYLAHSLAIMTDAAHLLADVGSMMGSL
FSLWLSTRPATRTMTFGWHRSETLGALASVVSLWMVTGILLYLAFVRLLHSDYHIEGGAM
LLTASIAVCANLLMAFVLHQAGPPHSHGSRGAEYAPLEEGPEEPLPLGNTSVRAAFVHVL
GDLLQSFGVLAASILIYFKPQYKAADPISTFLFSICALGSTAPTLRDVLRILMEGTPRNV
GFEPVRDTLLSVPGVRATHELHLWALTLTYHVASAHLAIDSTADPEAVLAEASSRLYSREFE
GFSSCTLQVEQYQPEMAQCLRCQEPPQA

>Pan troglodytes SLC30A3 (ENSPTRP_20201)
MEPSPAAGGLETTRLVSPRDRGGAGGSLRLKSLFTEPSEPLPEESKPVEMPFHHCHRDPL
PPPGLTPERLHARRQLYAACAVCFVEFMAGEVVGGYLAHSLAIMTDAAHLLADVGSMMGSL
FSLWLSTRPATRTMTFGWHRSETLGALASVVSLWMVTGILLYLAFVRLLHSDYHIEGGAM
LLTASIAVCANLLMAFVLHQAGPPHSHGSRGAEYAPLEEGPEEPLPLGNTSVRAAFVHVL
GDLLOSFGVLAASILIYFKPQYKAADPISTFLESICALGSTAPTLRDVLRILMEGTPRNV
GFEPVRDTLLSVPGVRATHELHLWALTLTYHVASAHLAIDSTADPEAVLAEASSRLYSREFE
GFSSCTLOVEQYQPEMAQCLRCQEPPQA

>Mus musculus_ SLC30A3 (ENSMUSP_ 31037)
MEPSLATGGSETTRLVSARDRSSAGGGLRLKSLFTEPSEPLPEEPKLEGMAFHHCHKDPV
POSGLSPERVQARRQLYAACAVCFIFMAGEVVGGYLAHSLATIMTDAAHLLADIGSMLASL
FSLWLSTRPATRTMTFGWHRSETLGALASVVSLWIVTGILLYLAFLRLLHSDYHIEAGAM
LLTASTAVCANLLMAFVLHQTGAPHSHGSTGAEYAPLEEGHGYPMSLGNTSVRAAFVHVL
GDLLOSFGVLAASILIYFKPQYKVADPISTFLEFSICALGSTAPTLRDVLLVLMEGAPRSV
EFEPVRDTLLSVPGVRATHDLHLWALTLTYHVASAHLAIDSTADPEAVLAEASSRLYSRF
GFSSCTLQVEQYQPEMAQCLRCQEPSQA

>Rattus norvegicus SLC30A3 (ENSRNOP 8126)

MEPSPASGGSETTRLVSPRDRSSAGGGLRLKSLEFTEPSEPLPEGPKLEGMAFHHCHKNRV
SQSGLSPERAQARRQLYAACVVCFIFMAGEVVGGYLAHSLAIMTDAAHLLADIGSMMASL
FSLWLSTRPATRTMTFGWHRSETLGALASVVSLWIVTGILLYLAFLRLLHSDYHIEAGAM
LLTASIAVCANMIMAFVLHQTGAPHSHGPRGAEYAPLEEGHGHPLSLGNTSVRAAFVHVL



GDLLOSLGVLAASILIYFKPQYKVADPISTFLESICALGSTAPTLRDVLLVLMEGAPRSV
EFEPVRDTLLSVPGVRATHDLHLWALTLTYHVASAHLAIDSTADPEAILAEASSRLYSRF
GEFSSCTLOVEKYRSEMAHCLRCREPPKA

>Canis familiaris SLC30A3 (ENSCAFP_7210)
MEPSPATGGSETTRLVSPRDRGGAGGGLRLKSLFTEPSEAVPEEPKSVELPFHHCHRDPL
POPGLTPERLQAQRQLCAACAVCCVFMAGEVVGGYLAHSLAIMTDAAHLLADVGSMIGSL
FSLWLSTRPATRTMTFGWHRSETLGALASVVSLWMVTGILLYLAFIRLLHSDYHIEGGAM
LLTASIAVCANLLMAFVLHQOAGPPHSHGSRGAEYAPLEEGPGEPLPLGNTSVRAAFVHVL
GDLLQSLGVLAASVLIYFKPQYKAADPISTFLEFSICALGSTAPTLRDVLRVLMEGSPRSV
GFEPVRDTLMSVPGVRATHELHLWSLTLTYHVASAHLAIDSTADPEAVLAEATSQLHSRE
GFSSCTLQVEQYQPEMAQCLRCREPPQA

>Felis catus SLC30A3 (ENSFCAP 17271)
MEPSPATGGSETTRLVSPRDRGGAGGGLRLKSLFTEPSEPLPEEPKPEEMPFHHCHRDPL
PPPGLTPERLQAQRQLCAACAVCCVFMAGEVVGGYLAHSLAIMTDAAHLLADVGSMMGSL
FSLWLSTRPATRTMTFGWHRSETLGALASVVSLWMVTGILLYLAFIRLLHSDYHIEGGAM
LLTASIAVCANLLMAFVLHQAGPPHSHGSRGAEYAPLEEGPGEPLPLGNTSVRAAFVHVL
GDLLQSLGVLAASVLIYFKPQYKAADPISTFLFSICALGSTAPTLRDVLRVLMEGSPRSV
GFEPVRDTLLSVPGVRATHELHLWSLTLTYHVASAHLAIDSTADPEAVLAEATSQLQOSRF
GFSSCTLQVEQYQPEMAQCLRCREPPQA

>Myotis lucifugus SLC30A3 (ENSMLUP 1312)
MEPAPAAGGSETTPWRAPRDRESTGEGVRLLSLFTEPMESTAEETTFHCHRDPLPPPGLT
PERLRAQRQLCVACAVCCVFMAGEVVGGYLAHSLAIMTDAAHLLADVGSMLGSLFSLWLS
TRPATRTMTFGWHRSETLGALASVISLWMVTGILLYLAFIRLLHSDYHIEGGAMLVTAGI
AVCANLLMAFVLHQAGPQHSHGSRGAEYAPLEEGPGEHLPLGNTSVRAAFVHVLGDLLQS
LGVLAASILIYFKPQCKAADPISTFLFSICALGSSAPTLRDVLRVLMEGAPHNVGFEPVR
DALLSVPGVQATHELHMWSLTLTYHIASAHLAIDSTADPDAVLAEATSRLYSREFGEFSSCT
LOVEQYQSEMDQCLRCQEPPQA

>Ornithorhynchus anatinus SLC30A3 (ENSOANP 20322)
SLFSEPSEPLPAESAAPEQPRPQHCHGALAPQAGPSAERLRARKQHGAACAVCCLEFMAGD
VAGGYLAHSLAIMTDAVHLLADVGSMAGSLFSLWLSARPATRTMTFGWHRSETLGALASV
LSLWLVTGFLLYLASLRLLHSDYHIEGGAMLFTAGIAVCANLLMAFVLHQASPTHSHGAG
GAGYMPLEEGQEAPLHLGNTSVRAAFVHVLGDLLOSFGVLVAATLIYFKPQYKAADPIST
FLEFSACALGSTAPTLRDVLRVLMEGAPPNIGFEPVRDALLGVPGVRATHELHLWALTLTY
HVASAHLAIDEAADPEAVLAEASSRLHARFGFASCTFQVERYQPDMAQCPHCQEP

>Homo sapiens SLC30A4 (ENSP 261867)
MAGSGAWKRLKSMLRKDDAPLELNDTSAFDFSDEAGDEGLSRENKLRVVVADDGSEAPER
PVNGAHPTLQADDDSLLDQDLPLTNSQLSLKVDSCDNCSKQRETILKQRKVKARLTIAAVL
YLLFMIGELVGGYIANSLAIMTDALHMLTDLSAIILTLLALWLSSKSPTKRFTFGFHRLE
VLSAMISVLLVYILMGFLLYEAVQRTIHMNYEINGDIMLITAAVGVAVNVIMGFLLNQSG
HRHSHSHSLPSNSPTRGSGCERNHGODSLAVRAAFVHALGDLVQSVGVLIAAYIIRFKPE
YKIADPICTYVFSLLVAFTTFRIIWDTVVIILEGVPSHLNVDYIKEALMKIEDVYSVEDL
NIWSLTSGKSTAIVHIQLIPGSSSKWEEVQSKANHLLLNTFGMYRCTIQLQSYRQEVDRT
CANCQSSSP

>Pan troglodytes SLC30A4 (ENSPTRP 12029)
MAGSGAWKRLKSMLRKDDAPLELNDTSAFDFSDEAGDEGLSRENKLRVVVADDGSEAPER
PVNGTHPTLQADDDSLLDQDLPLTNSQLSLKVDSCDNCSKQRETILKQRKVKTRLTIAAVL
YLLFMIGELVGGYIANSLAIMTDALHMLTDLSAIILTLLALWLSSKSPTKRFTFGFHRLE
VLSAMISVLLVYILMGFLLYEAVQRTITHMNYEINGDIMLITAAVGVAVNVIMGFLLNQSG
HRHSHSHSLPSNSPTRGSGCERNHGODSLAVRAAFVHALGDLVQSVGVLIAAYIIRFKPE
YKIADPICTYVFSLLVAFTTFRIIWDTVVIILEGVPSHLNVDYIKEALMKIEDVYSVEDL
NIWSLTSGKSTAIVHIQLIPGSSSKWEEVQSKANHLLLSTFGMYRCTIQLQSYRQEVDRT
CANCQSSSP

>Mus musculus_SLC30A4 (ENSMUSP_5952)
MAGPGAWKRLKSLLRKDDTPLEFLNDTSAFDFSDEVSDEGLSREFNKLRVVVADDDSEAPER



PVNGAHPALQADDDSLLDODLPLTNSQLSLKMDPCDNCSKRRELLKQRKVKTRLTIAAVL
YLLFMIGELVGGYMANSLAIMTDALHMLTDLSAIILTLLALWLSSKSPTRRFTFGFHRLE
VLSAMISVMLVYVLMGFLLYEAVQRTIHMNYEINGDVMLITAAVGVAVNVIMGFLLNQSG
HHHSHAHSHSLPSNSPSMVSSGHNHGQODSLAVRAAFVHALGDLVQSVGVLIAAYIIRFKP
EYKIADPICTYIFSLLVAFTTFRIIWDTVVIILEGVPSHLNVDYIKESLMKIEDVYSVED
LNIWSLTSGKSTAIVHMQLIPGSSSKWEEVQSKAKHLLLNTEFGMYKCTIQLOSYRQEVIR
TCANCHSSST

>Rattus norvegicus_SLC30A4 (ENSRNOP_ 184)
MAGPGAWKRLKSLLRKDDTPLFLNDTSAFDFSDEVSDEGLSREFNKLRVVVADDDSEAPER
PVNGAHPALQADDDSLLDODLPLTNSQLSLKMDPCDNCSKRRELLKQRKVKTRLTIAAVL
YLLFMIGELVGGYMANSLAIMTDALHMLTDLSAIILTLLALWLSSKSPTRRFTFGFHRLE
VLSAMISVMLVYVLMGFLLYEAVQRTIHMNYEINGDVMLITAAVGVAVNVIMGFLLNQSG
HHHSHAHSHSLPSNSPSMVSSGHSHGQDSLAVRAAFVHALGDLVQSVGVLIAAYIIRFKP
EYKIADPICTYIFSLLVAFTTLRIIWDTVVIILEGVPSHLNVDYIKESLMKIEDVYSVED
LNIWSLTSGKATAIVHMQLIPGSSSKWEEVQSKAKHLLLNTEFGMYKCTVQLOSYRQEATR
TCANCQSSST

>Canis familiaris SLC30A4 (ENSCAFP_32670)
MAGSSAWKRLKSLLRKDDAPLFLNDTSAFDFSDEVGDEGLSREFNKLRVVVADDGSEIPER
PINGAHPALQADDDSLLDODLPLANSQLSLKVDPCDNCSRQRELLKQRKVKTRLTIAAVL
YLLFMIGELVGGYIANSLAIMTDALHMLTDLSAIILTLLALWLSSKSPTKRFTFGFHRLE
VLSAMISVLLVYILMGFLLYEAVQRTIHMKYEINGDIMLITAAVGVAVNVIMGFLLNQSG
HHAHSHSLPSNSPTIGSGCRHNHGQDSLAVRAAFVHALGDLVQSVGVLIAAYIIRFKPEY
KIADPICTYVESLLVAFTTFRIIWDTIVIILEGVPSHLNVDYIKEALMKIEDVYSVEDLN
IWSLTSGKPTAIVHIQLIPGSSSKWEEVQSKAKHLLLNTFGMYKCTIQLOSYRQEVDRTC
AHCQSSSP

>Felis catus SLC30A4 (ENSFCAP 23880)
XGAWKRLKSLLRKDDAPLFLNDTSAFDFSDEVGDEGLSRFNKLRVVVADDGSEI PERPVN
GAHPALQADDDSLLDQDLPLTNSQLSLKVDPCDNCSROQRELLKQRKVKTRLTIAAVLYLL
FMIGELVGGYIANSLAIMTDALHMLTDLSATIILTLLALWLSSKSPTKRFTFGFHRLEVLS
AMISVLLVYILMGFLLYEAVQRTIHMKYEINGDIMLITAAVGVAVNVIMGFLLNQSGHHA
HSHSLPSNSPTVGSGCRHNHGODSLAVRAAFVHALGDLVQSVGVLIAAYIIRFKPEYKIA
DPICTYVFSLLVAFTTFRIIWDTIVIILEGVPSHLNVDYIKEALMKIEDVYSVEDLNIWS
LTSGKPTAIVHIQLIPGSSSKWEEVQSKAKHVLLNTEFGMYKCTIQLOSYRQEVDRTCAHC
QSSSS

>Myotis lucifugus SLC30A4 (ENSMLUP 5017)
VNGAHPALQDDDSLLDODLPLTNSQLSLKVDPCDTCSRRRELLKQRKVKTRLTIAAVLYL
LFMIGELVGGYIANSLAVMTDALHMLTDLSAIILTLLALWLSSKSPTKRFTFGFHRLEVL
SAMISVLLVYILMAFLLYEAVQRTIHMNYEINGDIMLITAAVGVAVNVIMGFLLNQSGHH
HAHSHSLPSNSPTTGPGYGHNHGQDSLAVRAAFVHALGDLVQSVGVLIAAYIIRFKPEYK
IADPICTYVFSLLVAFTTFRIIWDTVVIILEGVPRHLHVDYIKEALMKIEDVHSVEDLNV
WSLTSGKPMAIAHIQLIPGSSSQWEEVQSKARHLLLNTEFGMYKCTIQLQSYRQDVDRTCA
NCQONASS

>Monodelphis domestica SLC30A4 (ENSMODP_21986)
MARASVWNRLKSWWKKDDTPPEFLNDTSAFDFSDEVGDEDEFPREFNKLRVVVADDGLETPET
INGTHLAFQADDDSLLDODLPLPNSQLGFKVDPCDSCRKQRELLKLKKVKTRLTIAGVLY
LLFMIGELVGGYIANSLAIMTDALHMLTDLSAIILTLLALWLSAKSPTKRFTFGFHRLEV
LSATIISVLLVYILMGFLLYEAVQRTIHMNYEINGDIMLITAAIGVAVNVIMGFLLNQSGH
HHSHSHSPPPNSPTTGPGHGHGHNQGNDSLAVRAAFVHALGDLVQSIGVLVAAYIIRFKP
EYKIADPICTYIFSLLVAFTTFRIIWDTIVIILEGVPSHLNVDFIKEALMKIEDVHSVED
INLWSLTSGKTTAIVHLQLAPGSSSEWEEVQSKARHLLINTEFGIYKCSVQLOSYRRAANK
TCGGCRSASA

>Xenopus tropicalis SLC30A4 (ENSXETP 47719)

MWRPOQAWWSSVRSAFQRSDQPPYLNDATGFDCTEEPALEGEEVLPRENKLRVLVADEPVA
ANGVPMNMASDDESLLESWONRVKTEPCEKCSNHRERRKQGKVKRKLLLAAALYLLEFMVG
ELVGGYVANSLAIMTDALHMLSDLSSIILTLLALCLSSKPPNKRFTFGFHRLEVLSAIVS



VILVYILTGFLLYEAIQRTIHMDYNINGDVMLITAAVGVAVNLIMGILLSQSGHHHSHSH
GPAANSPSPHGHSHGSLAVRAAFVHALGDLAQSIGVLIAAYIIRFKPEYKIADPICTYIF
SVLVVEFTTVRLVWDTVLIILEGVPRHLNVDRIKDDLMKIEDVYSVKDLNVWSLTTGKSAA
ITHLOQLCPDASSKWEEVONKARHVLLKTHGMYKCFIQIQSYGQEESTRCTDCSNA

>Danio rerio SLC30A4 (ENSDARP 136240)
MSGLIGRVRSAFRSRPDSWHLSDAAAFDFSEDLQEEESPRFSRLQVVVSGEAEERPAVNG
SARSTLTDDDDSLLGASTGSTGPEACDGCQRNREQORRRRVMRKLGGAAVLYFLFMVGEL
IGGYVANSLAIMTDALHMLTDLIGIIVSLLALWLSAKPPTYRFTFGLHRLEVLSAGISVL
LIYILTGVLLNEAAQRTIHQDFTIDGDVMLITAAVGVAVNLLMGFLLNQSGHLHSHGHGH
GHSHGSAGHGSSDQGSSGQGQRGHGSLAVRAAFIHALGDLVQSVGVLIAAYIVRFKPEYK
LADPICTYLFSVLVLEFSTFQIIRDTGIILLEGVPRHMDVSVIRAELLKLQHVECVEELKL
WALTADKTAAIVHLQLAPGIVGNWEEVQASARRLLMVSHGVTHCTQLQITPGENNTRIIT
CIQCEFQMKESTYCKDESR

>Takifugu rubripes SLC30A4 (ENSTRUP_ 43292)
MSAANLEFNKVRSTFRRDPAGLDLNDTTPIDFSDELVEDEPPRENHLKVVVSGETSGFAAG
ASANGVAVNTLVVTDDDDSLIESSSMGSSSGLNTHPCDNCTKKREMMKNKKVMKKLVIAA
VLYLLFMTAEIIGGYVSNSLAIMTDAVHMLTDVVGILFSLLALWLSNKPPTKRFTFGLHR
LEVISAVLSVALIYILTAVLVYEAVLRTVSQDEFDIDGDVMLITAAVGVAVNIVMGEFLLNQ
DGHLHSHGHGHSHAHGHGHSHSRGHGHSHGASGSPETTQKQHGSLAVRAAFTIHALGDLEQ
SVGVLIAAYVVRFKPELKLADPICTYVEFSILVLVTTVRIIRDTVVIVLEGVPRHLDTLQT
KEDLLKLDDVQAVVELNVWALTTDKTAALVHLQLRPSSGNKWEDVQSKARHLLMRTHGLS
RCTVQVQTYRERLEHSCDNCRQSVA

>Tetraodon nigroviridis SLC30A4 (ENSTNIP 12410)
MSAGNFEFNKVRSAFRREPADLDLNDTTPIDFSNDLMEDEAPRFNHLRVMVSGETSGYSSR
STSNGVAVNTLVVTDDDDSLMESSSVSSSSSGPAVHPCEGCTRRKEMLKNKKIIKRLVIA
AGLYLFFMTAEIIGGYLSNSLAIMTDAVHMLTDVVGILFSLLALWLSNRPPTKRFTFGLH
RLEVISALLSVALIYILTAILVYEAVLRTISQEFDIDGDVMLIVAAIGVAVNIIMGFLLN
ODGHLHGHGHSHGHGHSHGHGHGHGHSHSRGHMAVRAAFIHALGDLFQSVGVLVAAYVVR
FKPELKLADPICTYVFSVLVLVTTVRIIRDAMVIVLEGVPRHLDSLOQMKEDLLKLDDVQA
VDELNVWALTTDKTAALVHLQLRPSSGSKWEDVQAKARHLLMHIHGLSRCTVQVQTYRER
LENSCLNCRQSIA

>Gasterosteus aculeatus SLC30A4 (ENSGACP_22242)
KMSGGSLEFSKVRSSFRRERNDWHLSDTAPFDEFSDELAEDEAPKFNKLRVVVSGEMSDY SA
GAPSNGVAVSTLAVAAGDDDDDDCLLDSSVGPGSPGLNMDPCDSCTKKRDGVKHRRVMRR
LVFAALLYFLFMTAEIVGGYLSNSLAIMTDAVHMLTDVVGILEFSLLALWLSTKPPTSRET
FGLHRLEVVSAVLSVVLIYVLTAVLLYEAIQRTVHQEFDIDGDIMLITAAVGVAVNLIMG
FLLNONGHLHSHGHGHAHAHGHSHHQGSLAVRAAFIHALGDLVQSVGVLIAAYIVRFKPE
LKLADPICTYIFSILVLFTTFRIMRDTAVIVLEGVPRHLDTLRIKEDLLKLEDVQSVDEL
NIWALTADKTAAIVHLQLAPSSSSSWEDVQAKARHLLLHTYGLTRCTVQVQTHRLRLVHS
CAHCQLS

>Oryzias latipes SLC30A4 (ENSORLP 3059)
PWRPLAYEGGNLLSKVRSAFRRERSDWDLSDTAPFDEFSDELVEDETPKENKLKVVVSGEM
TDYAAGAPSNGVTVSTLVADDDDSLLDSSSNSGCPGLNMDPCDNCTKKRERIKHRRVMKR
LVIAALLYFLFMTGEIIGGYVSNSLAIMTDAVHMLADVVGILFSLLALWLSTKPPTKRET
FGLHRLEVVSAVLSVVLIYILTGVLLYEAVQRTVHQDEFSIDGDVMLITAAVGVAVNLIMG
FLLNQOGGHLHSHSHGHGHSHSSAAAAGSRPAGSGOPHGSLAVRAAFIHALGDLLQSVGVL
IAAYVVRFKPEFKLADPICTYIFSVLVLETTIRIIRDTIVIVLEGVPRHLDTQRIREDLL
KLEDVQSIDELNVWALTADKTAAIVHLQLTPSSGHSWEDVQAKARHLLLHTYGLSRCTVQ
VQTHRERMVRSCANCLQP

>Homo sapiens_ SLC30A8 (ENSP_415011)

MEFLERTYLVNDKAAKMYAFTLESVELQQKPVNKDQCPRERPEELESGGMYHCHSGSKPT
EKGANEYAYAKWKLCSASAICFIFMIAEVVGGHIAGSLAVVTDAAHLLIDLTSFLLSLFES
LWLSSKPPSKRLTFGWHRAETILGALLSILCIWVVTGVLVYLACERLLYPDYQIQATVMII
VSSCAVAANIVLTVVLHQRCLGHNHKEVQANASVRAAFVHALGDLFQSISVLISALIIYF
KPEYKIADPICTFIFSILVLASTITILKDEFSILLMEGVPKSLNYSGVKELILAVDGVLSV



HSLHIWSLTMNQVILSAHVATAASRDSQVVRREIAKALSKSEFTMHSLTIQOMESPVDQDPD
CLFCEDPCD

>Pan troglodytes SLC30A8 (ENSPTRP 35104)
MEFLERTYLVNDKAAKMYAFTLESVELQQKPVNKDQCPRERPEELESGGMYHCHSGSKPT
EKGANEYAYAKWKLCSASAICFIFMIAEVVGGHIAGSLAVVTDAAHLLIDLTSFLLSLVS
MWLSSKPPSKRLTFGWHRAEILGALLSILCIWVVTGVLVYLACERLLYPDYQIQATVMIT
VSSCAVAANIVLTVVLHQRCLGHNHKEVOGNASVRAAFVHALGDLFQSISVLISALIIYF
KPEYKIADPICTFIFSILVLASTITILKDFSILLMEGVPKSLNYSGVKELILAVDGVVSV
HSLHIWSLTMNQVILSAHVATAASRDSQVVRREIAKALSKSEFTMHSLTIQMESPVDQODPD
CLFCEDPCD

>0Oryctolagus cuniculus_ SLC30A8 (ENSOCUP_7337)
MEFLERTYLVNDKATKMYACTLDSVELQQKPVNKDQCPGEGPGELEAGGIYHCHSNSKAT
ENRANEEVQAKWKLRAASAICFVEFMIAEVVGGHIAGSLAIITDAAHLLIDLTSFLLSLES
LWLSTKPPSKRLTFGWHRAETILGALLSILCIWLVTGVLVYLACERLLHPDYQIQGTVMIT
VSGCAVVANIILTMVLHQRRLGHNHKEMQTNASVRAAFVHALGDLFQSISVLISALVIYF
KPDYKIADPICTFIFSILVLASTITILKDFSILLMEGVPKGLNYNGVKELIMAVDGVVSV
HSLHIWSLTMNQVILSAHVATAASWDGQVVRREIAKALSKSFAVHSLTIQMESPADQDPD
CIFCEAPQD

>Canis familiaris SLC30A8 (ENSCAFP_1179)
MEFLERTYLVNDRATKMYAFNLDSVELQQKSLNKDQCPGEKPEELESGAIYHCHSNSKAT
ENRANEQVYAKWKLYAASGVCFIFMIAEVVGGHIAGSLAVITDAAHLLIDLTSEFLLSLES
LWLSSKPPSKQLTFGWHRAEILGALLSILCVWVVTGVLVYLACERLLYPDYQIQGTVMIL
VSGCAVAANIMLSVILHOKHPGHNHKEVQANASVRAAFVHALGDLFQSISVLTSALIIYF
KPDYKMADPICTFVEFSILVLASTITVLKDFSILLMEGVPKNLNYSDVKELILAVDGVVSV
HSLHIWSLAMNQVILSAHVAAAASRDSQVVRREIVKALSNSYTVHSLTIQMESPADQDPN
CFFCEDPRD

>Felis catus SLC30A8 (ENSFCAP_6576)
MEFLERTYLVNDKATKMYAFTLDSVELQQKSLNKNQCPGEKPEELDSGAIYHCHSNSKAT
ENRANEQVYAKWKLCAASGICFVFMIAEAVGGHIAGSLAVVTDAAHLLIDLTSFLLSLES
LWLSSKPPSKQLTFGWHRAEILGALLSILCVWVVTAVLVYLACERLLYPDYQIQATVMIT
ISGCAVAANITLSVILHQRHAGHNHKEVQANASVRAAFVHALGDLFQSISVLTSALIIYF
KPDYKMADPICTEVFSILVLASTITVLKDFSILLMEGVPKNLNYDDVKELILAVDGVVSV
HSLHIWSLAMNQVILSAHVAAAASRDSQVVRRAIVKVLNDSFTVHSLTIQMESPADQDPD
CFFCEEPRD

>Myotis lucifugus SLC30A8 (ENSMLUP 2351)
MEFPERTYLVTDKATKMYAFTLDSVDROQOQKPVTKDHCSGEKPEVLEPGAIYHCHSNAKAT
ENRANEQVYAKWKLWAASGICEFVFMIAEVVGGHIAGSLAVVTDAAHLLIDLTSFQLSLES
LWLSSKPPSKRLTFGWHRAEILGALLSMLCVWAVTGVLVYLACERLLYPDYQIQATVMIT
VSGCAVAANIVLSVILHQRPPGHSHKEVQANASVRAAFVHALGDLFQSISVLTSALIIYFE
KPDYKMADSICTEFVEFSVLVLASTVIVLKDEFSILLMEGVPKNLNYNAVKELILAVDGVVSV
HSLHIWSLTTNQVILSAHVAAAASRDSQSVRREIAKVLSNSEPVHSLTIQMESPADQDPG
CLFCEEPQD

>Gallus gallus SLC30A8 (ENSGALP_ 25920)
MAAKKGPERACLVSERDTKKYSLALDRVSWHOKNENEERQOQEGENAEANQAYHCHGYSQ
AYEDRKMEQHQARRKLYTASVICIIFMVAEITGGQIAGSLAVVTDAAHILVDLTSEFLISL
FSLWLTSKPPTKHLTFGWHRAEILGALMSMITIIWMVTGVLTYLASMRLLHTDYDIDAAVM
LITSACAVFANILLSLILHQSGHGHSHGAQARETTLAPLEKPVLSNASLRAAFVHAIGDL
FOSVSVLISALITIFFKPEYKIADPICTEVESIFVLATTITILRDILIVLMEGTEKGLSYD
AVKARILAVEKVESVHNLHLWSLTMNQTILSAHVATADTVDSQKMLKDITQALFEHYSFH
SITIQIESGGDQEQNCVFEFCQEPRD

>Anolis carolinensis SLC30A8 (ENSACAP_10676)

MASKKSLERACLVNDRDTKRYSLTLSSNGSNSDQENHHEEPVGTGIHAVHHCHSYSKGYE
RRKREQHEARLRLCVATVICIIIMVAEIIGGHVAGSLAVITDAAHVLVDLMSFLISILSL
WLSSKSPSKRLTYGWHRAEILGALFSMIIIWVVTGVLTYLAILRLLHPQYEIEATVMLIT



SGCAVIANIILSLMLHHKGGGNLYNVHQSSDGRSDPERTLASSNASVRAAFIHAVGDLEQ
SISVLISALITIFLKPEYKMADPICTEVESLLVLGTTCAMLRDILLVLMEGMPKGMSYKAV
KERILTVDKVESVHSLHVWSLTMNQPVLSAHIVTDTANKQQILNEITELLIDTYNEYTVT
LOIEPKADQQPDCVFCQDPRD

>Danio rerio SLC30A8 (ENSDARP 133246)
MFTKKPEKIHLVSENSAKMYTIMSESMPSVDMKDGKHCHDNNRALEDREREKKIAKKRLY
IVSAVCLVFMVGEILGGYFAGSLAVMTDAAHLLVDLTSFIISLCSLWLSSRPATRTLNYG
WHRAETILGALLSIFTIWLVTGVLVYLAVERIINDNFTIEGTVMLITSGCAVLANIIMALT
LHQSGHGHSHGGLSAGHGHSHDHGKENGHSHSDGSHHDVEEQRPGKTQANASVRAAFVHV
IGDLLQSISVLVSALIIFFKPEYKIADPICTFLFSLEVLGTTFTIMRDIVIVLMEGTPAG
VNYNEVRQLLLGVKGVKAVHNLHIWALTMNQAVLSAHVATDETVDPQEVLREMTQVCFEFTK
YSFHSVTIQLEPQADQRPDCSLCQDPAK

>Takifugu rubripes SLC30A8 (ENSTRUP 7845)
MFKQKSSERRRLLSGEENSYSAAGRSFRMSKLSDSASQEEPLKDGALSIKHCHDNSHSRE
DREQEKKVARRRLYVASVVCVIFMTGEILGGYFAGSLAVMTDAAHLLVDFLSFIISLLSL
WLSSRPPTHKLNYGWHRAEILGALLSVFTIWVVTGVLVYLAVQRLISNDYTIEGTIMLIT
SACAVLANIIMALTLHQSGHGHSHGGLGSKGHSHKTPERSRRRTQOANASVRAAFVHVVG
DLLQSISVLISAITIIFFKPEYKMADPICTFLESVEVLFTTFTIIRDILIVLMEGAPAGLK
YSDVRDGLLAVNGVTAVHNLHIWALTMNQAVLTAHVAIDETADAHSVLREMTQACFSSYN
FHSVTIQMEKQSDLKPGCDLCEDPQL

>Tetraodon nigroviridis SLC30A8 (ENSTNIP 7337)
GGYFAGSLAVMTDAAHLLVDFLSFIISLLSLWLSSRPATHRLNYGWHRAEILGALLSVFET
IWVVTAVLVYLAVERLINNDYTIEGKIMLITSGCAVLANIIMALTLHQSGHGHRHRTQQA
NASVRAAFVHVVGDLLQSISVLISAIIIFVKPEYKIADPICTFLFSIFVLFTTVTIIRDI
VIVLMEGAPVGVKYSDVRDGLLAVKGVRAVHNLHIWALTMNQAVLTAHVAIDETVDAQSV
LREMTQACFSSYNFHSVTIQOMEKTADLKPGCNLCEDPKL

>Gasterosteus aculeatus SLC30A8 (ENSGACP_3931)
MFKKKDPERTGLVSDLRSSYTALARCASSVPNOMALQIDGTGGIKHCHDNSSAQEDRERE
KKVAQRRLYVVSVICLLFMIGEIIGGYLAGSLAVMTDAAHLLADFISFLISLLSLWLSSR
PATHKLSYGWHRAEILGSLLSVFTIWLVTGVLVYLAVERLVSNDYTIEGTIMLITSGCAL
LANIVMALILHQSGHGHSHGGVGSHGHSHKGGRSQODNASVRAAFVHVLGDLLQOSVSVLL
SATIIIFFKPEYKIADPICTFLESIFVLCTTFTILRDILVVLMNGTPAGVKYGEVRDSLLE
VKGVKAVHNLHIWALTMNQTVLTAHVAIDETVDAQTVLREMTQACISSYNFHSVTIQMER
QADLKPGCTLCEEPKM

>Oryzias latipes SLC30A8 (ENSORLP 2202)
NFHKTTYLLTIKAANFFTEYKKSIIMTFFPKTKNQITFKIPPNLEGLOQGGAEHCHDNSRA
QEDRETEKKVAKRRLYVVSVICLVFMVAEIVGGYLAGSLAVMTDAAHLLTDLTSFLISLFE
SLWLSSKPATQKLSFGWHRAEILGALLSVFTIWLVTGVLVYLAVERLVTDDFTIEGSIML
ITSGCAVVANIIMAVTLHQSGHGHSHGGRTQQANASVRAAFVHVIGDLLQSISVLISAIV
IFFRPEYKIADPICTFLEFSILVLCTTFTIMRDILLVLMEGTPSGVKYSEVRDRLLAVKGV
TAVHNLHIWALTMNQAMLSAHVAIDDSADAQMVLREMTQACEFSSYNFHSVTIQMERQADL
KPGCSLCENPKK

>Homo sapiens SLC30A10 (ENSP_355893)
MGRYSGKTCRLLFMLVLTVAFFVAELVSGYLGNSIALLSDSFNMLSDLISLCVGLSAGY T
ARRPTRGEFSATYGYARAEVVGALSNAVFLTALCFTIFVEAVLRLARPERIDDPELVLIVG
VLGLLVNVVGLLIFQDCAAWFACCLRGRSRRLOQORQQLAEGCVPGAFGGPQGAEDPRRAA
DPTAPGSDSAVTLRGTSVERKREKGATVFANVAGDSFNTQONEPEDMMKKEKKSEALNIRG
VLLHVMGDALGSVVVVITAITFYVLPLKSEDPCNWQCYIDPSLTVLMVIIILSSAFPLIK
ETAATILLOMVPKGVNMEELMSKLSAVPGISSVHEVHIWELVSGKITATLHIKYPKDRGYQ
DASTKIREIFHHAGIHNVTIQFENVDLKEPLEQKDLLLLCNSPCISKGCAKQLCCPPGAL
PLAHVNGCAEHNGGPSLDTYGSDGLSRRDAREVATIEVSLDSCLSDHGQSLNKTQEDQCYV
NRTHF

>Pan troglodytes SLC30A10 (ENSPTRP_3342)
MGRYSGKTCRLLFMLVLTVAFFVAELVSGYLGNSIALLSDSENMLSDLISLCVGLSAGYI



ARRPTRGFSATYGYARAEVVGALSNAVFLTALCFTIFVEAVLRLARPERIDDPELVLIVG
VLGLLVNVVGLLIFQDCAAWFACCLRGRSRRLOORQQLAEGCAPGAFGGPQGAEDPRRAA
DPTAPGSDSAVTLRGTSVERKREKGATVFANVAGDSENTONEPEEMMKKEKKSEALNIRG
VLLHVMGDALGSVVVVITAIIFYVLPLKSEDPCNWQCYIDPSLTVLMVIIILSSAFPLIK
ETAATILLOMVPKGVNMEELMSKLSAVPGISSVHEVHIWELVSGKITIATLHIKYPKDRGYQ
DASTKIREIFHRAGIHNVTIQFENVDLKESLEQKDLLLLCNSPCISKGCAKQLCCPPGAL
PLAHVNGCAEHNGGPSLDTYGSDGLSRRDAREVAIEVSLDGCLSDHGQSLNKTQEDQCYV
NSTHF

>Mus musculus_ SLC30A10 (ENSMUSP_53181)
MGRYSGKTCRLLEMLVLTAAFFVAELVSGYLGNSIALLSDSFNMLSDLISLCVGLGSGY I
ARRGPRGSSATYGYVRAEVVGALSNAVFLTALCFTIFVEAVLRLARPERIDDPELVLIVG
ALGLAVNVVGLLIFQDCGACEFSRCTRGRRTRPSQOPSQGDPRGALGCPQEAATATAPGSG
TAVTLRGSSAGRKQQEGATVFSNVAGDSLNTENEPEETTKKEKKSEALNIRGVLLHVMGD
ALGSVVVVITAITIFYVQPLRREDPCNWQCYIDPSLTVVMVIIILSSAFPLIKETAVILLQ
MVPKGVNMEELMSQLSTVPGISSVHEVHIWELISGKITATLHIKHQKGTEYQDASRKIRE
IFHHAGIHNVTIQFETLDLKEALEQKDFLLTCSAPCITQSCAKKLCCPPGTLPLALVNGC
AEHNGRSSRESYRSIEAPEVAIDVDGCPREQGQTLSKTQERQHYENSTHE

>Rattus norvegicus SLC30A10 (ENSRNOP 50013)
MGRYSGKTCRLLEMLVLTAAFFVAELVSGYLGNSIALLSDSFNMLSDLISLCVGLGSGY I
ARRGPRGSSATYGYVRAEVVGALSNAVFLTALCFTIFVEAVLRLARPERIDDPELVLIVG
ALGLAVNVVGLLIFQDCGACEFSRCTRGHRTRPSQPPRQGDTGGALGCPREAATATDPGSD
SAVTLRGASAGRKQQEGATVEFSNVAGDSLNTONEPEETTKKEKKSEALNIRGVLLHVMGD
ALGSVIVVVTAITFYVRPLRHEDPCNWQCYIDPSLTVVMVIIILSSAFPLIKETAVILLO
MVPKGVNMEELMSQLSMVPGVSSVHEVHIWELISGKVIATLHIKHQEGTEYQDASRKVRE
IFHHAGIHNVTIQFETLDLKEALEQKDFLPTCSAPCISQSCAKKLCCPPGTLPLALVNGC
AEHNGGPNLESYRSIEAPEVVIDVALDGCPRKQGOVHSKTQERQHCENSTHE

>Canis familiaris SLC30A10 (ENSCAFP 15955)
MGRYSGRSFRLILMCIVSILLEFVMELVIANIGNSLSLASDAFAVLSHFLSMIIALFGVRV
SSIKQHRKSTFGFLRADVVGAFGNSIFAVALMFSILVEAVKRYINPQKTEEPLLILSAGI
IGLLFNILKVNYYQICLSFFTLCLELANSRQSTRVLVVGGDCPGAEGARPDAYKMPRVAC
RPVVPCSTRIVDLRGKMKKKKRKKE INLEFLNNAGDSLNTONEPEETMKKEKKSEALNIRG
VLLHVMGDALGSVVVVITAITFYVRPLOQPEDPCNWQCYIDPSLTIIMVIIILSSAFPLIK
ETAATLLOMVPKGVNMEELMSKLSAVPGISSVHEVHIWELISGKIIATLHIKYQKDRDYQ
DASRKIREIFHSVGIHNVTIQFEQVDLKDPVEQKDLLLLCSSPCISKGCEKQLCCPPGAL
PLAHVNGCAEHNGCPPLDTYPSDGLRRRETTEVAIEVSLDSCLSEHGQAPSKSQEDPHYV
NSTHF

>Felis catus SLC30A10 (ENSFCAP_14129)
MGRYSGKTCRLLFMLVLTVAFFVAELVSGYLGNSIALLSDSFNMLSDLISLCVGLGAGYV
ARRPRGGLGATYGYARAEVLGALSNAVFLTALCFTISVEAVLRLARPERIDDPELVLIVA
SEFSFLASFPFPLFYLLWSIDCLENAVCTLFSPSPFAHSSVPLGVTGEFGDGGRLPLASFEFFEF
LAKMYHSGICVRVCWGRGGRGRGSDELVGNAGDSLNTONEPEETMKKEKKSEALNIRGVL
LHVMGDALGSVVVVVTAIIFYVRPLKGEDPCNWQCYIDPSLTVIMVAIILSSAFPLIKET
AATLLOMVPKGVNTEELMSKLSAVPGVSSVHEVHIWELISGKITIATLHIKYRKDRGYQDA
SMKIREIFHNAGIHNVTIQFEHVDLKETMEQKDLLLLCSSPCISKGCEKQLCCPPGALPL
AHVNGCAEHNGCPPLDTYPSDGHRGQVTREVAIEVSLDSCLSDHGQALSKTQEDQHYVNS
THF

>Monodelphis domestica SLC30A10 (ENSMODP 5329)
MGRYSGKTCRLIFMLVLTAGFEFVAELVSGYLGNSIALISDSEFNMLSDLISLCVGISAGEI
ARRHTRGARATYGYSRAEVVGALSNAVFLTALCFTIFVEAILRLVRPERIDDPKLVLIVG
ALGLAVNVVGLLIFQDCSWFTCRGRRRRRRLDDSKREPSAPLDAVRTQQLQPSGSPAVVP
GSDSALTLRVASSPPKEKAAALQPSEAGDSLNIQONEPEENIKKEKKSEALNIRGVLLHVM
GDALGSVVVVIAAIIFYVLPLDVNAPCNWQCYIDPSLTIIMVIIILSSAFPLIKETASIL
LOMVPKGINLEELVSKLSNVAGVNSIHEVHVWELVSGKNIATLHIKCQKGKDYRDANFKM
REIFHSVGIHNVTIQPEYVDQKESLEQEWMLFCNSPCISKACVKQLCCPPETQPLTHVNG
CTEPNGFPPTATYRSDGLSINETAAIVIEADGLSDSGQAAKKVQGDLVEVNSTHFE



>Xenopus tropicalis SLC30A10 (ENSXETP_ 5883)
PACPPAMGRYTGKTCRLIFMLVLTVIFFVAELVSGYLGNSIALISDSFNMLSDLISLCVG
ITASQISRRKSRGPRATYGYPRAEVVGALCNAIFLTALCFTILVDSVLRLAQPQRIDNVT
LVLIVGTLGLLVNIVGLLVFQDYGSYRSHSYKGGMWGVPLPGQTRNTQVSVAHCLTVTPS
KAVGRELHLVGNPLLSSSLKVNGEPVMCHGDAMSPPEDEKSEEKKKEEKKAATLNIRGVM
LHVVGDALGSVVVVVTAVIFYVLPLDANAPCNWQCYIDPSLTVVMVAIILYSAFPLIKET
AYILLOMVPQGVQVGEIGQKLALVPGVNSVHEIHIWELASGKNIATLHVKFQDFASHATA
SQEIRRIFHEEETHAVTIQAEFPNEKDLTLACSAPCISEKCDPYLCC

>Danio rerio SLC30A10 (ENSDARP 132768)
MGRYSGKTCRLILMLVITVIFEFVAEIVAGYMGNSVALVSDSFNMLSDILSLCVGLTAARV
SRRAGSGRFSFGLGRAEVVGALANAVFLIALCFSISMESLKRLAMPQAIDDAPLVLIVGS
LGLAVNLVGLVIFQDCGRLCGRRGKEKKREEHREDREQELEQVETGLOEEKTEKDGAPLN
IRGVLLHVLNDALGSVVVVVASALEFYVWPLEPDQPCNWQCYVDPSLTLVMVIIILSSAAP
LLKETTTILLOQMSPEDLPVSAILESVCRLPGVSSVHEAHVWELAKGRNVASLHVKLQAPA
GALWAQVSLQOOITQIFHRAGVHSLTLOLELADSDADSSCSAPCLSSSCQKLSCCPAGPV
CVCAPPRDSSTEKHTPQACTHSSKL

>Ciona intestinalis (ENSCINP 14617)
LSSMLGLIIVYFLAEAVVGHLTSSLTLIADSFHMLSDALSLVVALVAVRLSKREQAYFNT
FGWVRFEVVGALINSTFLFALCISITMEAIEKFYDPGLISQPELVLAVGGCGLLINVIGL
VLFGGHAHAGHNHSHGHDHGHNHGHDNHHNHLQVSSMHVFLLGNLFFRPTIFIVNNNGST
EQHMNMKAVFLHVLGDALGSVIVMISATIIYLVPEYIYCNKVCQSDPNLVLIELKNATAV
NVVINVNEWIMYIDPAMSIVLVLIMIFTTYPLFKESSLVLLOQTVPKHIKLOQHLKEKIKTI
EGVQEIONFHLWQLTGEKLVATVHVWCNDAISFLRIAEEIKQRLNDAGIHSTTIQPEFYR
SPKPYC

>Ciona intestinali (ENSCINP_ 3497)
SSAPSEVESDHCHDSSDEKTQRENKKRKKAMRKLLIATGLSFLFMVGEIVGGFLANSLAT
MTDASHLLTDVSSFLISITALKMAARPISKKMTFGWHRAEVIGALISVLAIWIVTGVLVY
LAVMRLIHNNYEVNGKTMLITASLAVGFNILMGLVLHEHSHTHGHSHGHSHAGHSHDHND
HDHEESGNVNVRAAFIHVIGDLLQSLGVLTAAFVIYFKPEYKIADPICTFLFSIFVLITT
ITILRDTIIVIMEGSPVGVEYSVLKEKLLEIEGVTAVHDLRIWSLTLNQTVMSAHLAIDK
GTDPNLVLKRATRRLKSLYDFHSLTIQVEYYSNDMDECKKCQPA

>Ciona savignyi (ENSCSAVP 8066)

MDLTNSEERLKEQDSLMDNEHEHGGICKKLLRTKTSRLASMLSLIVIYFFAEVIVGHLTS
SLTLIADSFHMLSDALSLIVALFAVRMSKRDAQQSLTPWPSKQAYEFNTFGWVRFEVVGAL
INATFLLALCISILMEAIEKFYDPSLISQPELVLAVGGGGLLINLIGLVLFGGHAHAGHD
HDHGHGHGHSHGHGHGHSHNHNHDHSDHKHNNNITNEEHMNMKAVELHVLGDALGSVIVM
ISASIVYFVPYEETSTASTTNATNASSVIVTTHVNSWIMYLDPAMSIVLVVIMITTTYPL
FKOSSLVLLOTVPKHIQLOSVKDKIKTIDGVQEIHDFHIWQLTGEKLVATVHVQCSDSQV
YLRIAKEIKQKLHDEGIHSSTVQPEFHRSPTAQCDMACETDACKTKRCCSVSDVPGLAKN
NSKTVVNSATLAEIDETDPIRPSVQPNSSDA

>Ciona savignyi (ENSCSAVP 10119)
HCHDSSDEKTQRENKKRQKAMRKLLIATGLSFLEFMVGEIVEVIGALVSVVAIWIVTGVLV
YLAVMRLINNKYEVHGKTMLITASLAVGENILMGLVLHEHSHTHGDASDTGNVNVRAAEFT
HVIGDLLQSLGVLTAAFVIYFKPEYKIADPICTFLESVEFVLITTITILRDTIIVIMEGSP
VGVEYTVVKEKLLGIEGVAAVHDLRIWSLTLNQTVMSAHLAIDKSTDPNIVLKRATRRLK
SLYDFHSLTIQVEYYSNDMDECKKCQPA

>Caenorhabditis elegans_(C15B12)

MEVTMEDRSVKADKADRDDNNTTSTELLGKMRQTKVIDNCSHGTHTLEHDLRLKGEPIGK
SESVKGVSRSLIIQIGMTVIFCALEFITGVVCSSIAMLADSYHMAADVMALIVAFTCIKI
ATRPSTRLGYGWVRAETLGGFENGIFMCTVCVLVEFQEAVGRIINVHMITHPLOQVLVIGEI
GLLINLFGMFNLSGHGHSHGGGSHGHSHGGSHGHSHNNKKTKKNDGHGHSHANGHGHSHD
GKSDCNGEEEPDHTRLNGKFRSASAMANSDANVRLLDNDDNSNDITIERRLSGVNSQONTIT
ATVDROMTPYGTHMASEVLNVSSNNLDKSAQKTEQKKDKNVNIHGVWLHLLSDAFGSVIV
MISAGEVYFLPTWKIAAYLDPILSISLASIMGFTAVVLVKTSGEKLLKQTPEGLDLEKVK
KDLCSIVGVSKVEKLSVWTLCGQRITAAAHVNICHPAVFPEAAYKIKNYFHDLGVHSTTI



EPTFEDTCMQSMRIMVKKVVDGKSIEEPVSVSTENEITE

>Capitella teleta (ELT87571)
MHCHTDKQEDRLDRRARNKLITASMLCVLFMIAEAVGGVLANSLA
VATDAAHLLTDFASFMISLFSLYVA
SRPSTKKMSFGYYRAEVIGALVSVLLIWVVTAVLVYLAVDRVISGDYEIGGATMLITAGCAVAFNIFMGL
TLHDTHGHSHGGGSHGHSHGENHTQHQPNINVRAAFIHVIGDFLOSLGVMIAAIVVYFKPEYKIVDPICT
FLESILVLFTTITILRDTLNVLMEGTPKGIDFQDVRQALCTIPGVRELHNLRIWSLTVSKVALSVHLAVE
PSTSHQQTLAIAARLMRERFGVHECTVQIEDYVDEMDDCTQCQEPKD

Syntrophin, Gamma-SNT

>Homo sapiens_ SNTAL (ENSP_217381)
MASGRRAPRTGLLELRAGAGSGAGGERWQRVLLSLAEDVLTVSPADGDPGPEPGAPREQE
PAQLNGAAEPGAGPPQLPEALLLQRRRVTVRKADAGGLGISIKGGRENKMPILISKIFKG
LAADQTEALFVGDAILSVNGEDLSSATHDEAVQVLKKTGKEVVLEVKYMKDVSPYFKNST
GGTSVGWDSPPASPLQRQPSSPGPTPRNFSEAKHMSLKMAYVSKRCTPNDPEPRYLEICS
ADGQDTLFLRAKDEASARSWATAIQAQVNTLTPRVKDELQALLAATSTAGSQDIKQIGWL
TEQLPSGGTAPTLALLTEKELLLYLSLPETREALSRPARTAPLIATRLVHSGPSKGSVPY
DAELSFALRTGTRHGVDTHLEFSVESPQELAAWTRQLVDGCHRAAEGVQEVSTACTWNGRP
CSLSVHIDKGFTLWAAEPGAARAVLLROQPFEKLOMSSDDGASLLFLDFGGAEGEIQLDLH
SCPKTIVFIIHSFLSAKVTRLGLLA

>Pan troglodytes SNTAL (ENSPTRP_22970)
MASGRRAPRTGLLELRAGAGSGAGGERWQRVLLSLAEDVLTVSPADGDPGPEPGAPREQE
PAQLNGAAEPGAGPPQLPEALLLOQRRRVTVRKADAGGLGISIKGGRENKMPILISKIFKG
LAADQTEALFVGDAILSVNGEDLSSATHDEAVQVLKKTGKEVVLEVKYMKDVSPYFKNST
GGTSVGWDSPPASPLORQPSSPGPTPRNLSEAKHVSLKMAYVSKRCTPNDPEPRYLEICS
ADGOQDTLFLRAKDEASARSWATAIQAQVNALTPRVKDELQALLAATSTAGSQODIKQIGWL
TEQLPSGGTAPTLALLTEKELLLYLSLPETREALSRPARTAPLIATRLVHSGPSKGSVPY
DAELSFALRTGTRHGVDTHLFSVESPOQELAAWTROLVDGCHRAAEGVQEVSTACTWNGRP
CSLSVHIDKGFTLWAAEPGAARAVLLROQPFEKLOMSSDDGASLLFLDFGGAEGEIQLDLH
SCPKTIVFITHSFLSAKVTRLGLLA

>Pongo abelii SNTAl (ENSPPYP 12200)
MASSRRAPRTGLLELRAGAGSGAGGERWQRVLLSLAEDVLTVSPADGDPGPEPGAPREPE
PAQLNGAAEPGAGPPQLPEALLLQRRRVTVRKADAGGLGISIKGGRENKMPILISKIFKG
LAADQTEALFVGDAILSVNGEDLSSATHDEAVOQALKKTGKEVVLEVKYMKDVSPYFKNSA
GGTSVGWDSPPASPLQRQPSSPGPTPRNLSEAKHVSLKMAYVSKRCTPTDPEPRYLEICS
ADGQDTLFVRAKDEASARSWATAIQAQVNALMPRVKDEVQALLAATSTAGSQDIKQIGWL
TEQLPSGGTAPTLALLTEKELLLYSSLPETREALSRPARTAPLIATRLVHSGPSKGSVPY
DAELSFALRTGTRHGVETHLEFSVESPQELAAWTRQLVDGCHRAAEGVQEVSTACTWNGRP
CSLSVHIDKGFTLWAAEPGAARAVLLROQPFEKLOMSSDDGASLLFLDFGGAEGEIQLDLH
SCPKTIVFIIHSFLSAKVTRLGLLA

>Mus musculus_ SNTAI (ENSMUSP 105350)
MASGRRAPRTGLLELRCGAGSGAGGERWQRVLLSLAEDALTVSPADGEPGPEPEPAQLNG
AAEPGAAPPQLPEALLLOQRRRVTVRKADAGGLGISIKGGRENKMPILISKIFKGLAADQT
EALFVGDAILSVNGEDLSSATHDEAVQALKKTGKEVVLEVKYMKEVSPYFKNSAGGTSVG
WDSPPASPLQROQPSSPGPQPRNLSEAKHVSLKMAYVSRRCTPTDPEPRYLEICAADGQDA
VFLRAKDEASARSWAGAIQAQIGTFIPWVKDELQALLTATGTAGSQDIKQIGWLTEQLPS
GGTAPTLALLTEKELLFYCSLPQSREALSRPTRTAPLIATRLVHSGPSKGSVPYDAELSFE
ALRTGTRHGVDTHLEFSVESPOQELAAWTRQLVDGCHRAAEGIQEVSTACTWNGRPCSLSVH
IDKGFTLWAAEPGAARAMLLRQPFEKLOMSSDDGTSLLFLDFGGAEGEIQLDLHSCPKTM
VFITHSFLSAKVTRLGLLA

>Rattus norvegicus_ SNTALl (ENSRNOP 21715)

MASGRRAPRTGLLELRSGAGSGAGGERWQRVLLTLAEDALTVSPADGEPGPEPEPAQLNG
AAEPGAASPQLPEALLLQRRRVTVRKADAGGLGISIKGGRENKMPILISKIFKGLAADQT
EALFVGDAILSVNGEDLSSATHDEAVQALKKTGKEVVLEVKYMKEVSPYFKNSAGGTSVG



WDSPPASPLOROPSSPGPOPRNLNEAKHVSLKMAYVSRRCTPTDPEPRYLEICAADGQDT
LFLRAKDEASARSWAGAIQAQISTFIPWVKDELQALLTATGTAGSQDIKQIGWLTEQLPS
GGTAPTLALLTEKELLLYCSLPQTREALSRPARTAPLIATRLVHSGPSKGSVPYDAELSFE
ALRTGTRHGVDTHLFSVESPQELAAWTRQLVDGCHRAAEGVQEVSTACTWNGRPCNLSVH
IDKGFTLWAAEPGATRAVLLROQPFEKLOMSSDDGMSLLEFLDEFGGAEGEIQLDLHSCPKTM
VFIIHSFLSAKVTRLGLLA

>Canis familiaris SNTAI (ENSCAFP 11007)
MPILISKIFKGLAADQTEALFVGDAILSVNGEDLSSATHDEAVQVLKKTGKEVVLEVKYM
KEVSPYFKNSAGGTSVGWDSPPASPLPRQPSSPGPSPRDLSDAKHMSLKMAYVSRRCTST
DPEHRYLEICSADGQDTLFLRAKDEASAKSWAAATIQAQVNALMPWVKDELQALLAATSTT
GSQDIKQIGWLTEQLPNGGTAPTLALLTEKELLLYCHLPQTREALSQPSRTAPLIATRLV
HSGPSKGSVPYDAELSFALRTGTRHGVDTHLESVESPOELATWTRQLVDGCHRAAEGVQE
VSTACTWNGRPCSLSVHIDKGFTLWAAEPGAARAVLLRQPFEKLOMSSDDGASLLFLDFEG
GAEGEIQLDLHSCPKTMVFITHSFLSAKVTRLGLLA

>Felis catus SNTALl (ENSFCAP 21236)
GGRENKMPILISKIFKGLAADQTEALFVGDAILSVNGEDLSSATHDEAVQVLKKTGKEVV
LEVKYMKEVSPYFKNSAGGTSVGWDSPPASPLORQLSSPGPPPRDISDAKHISLKMAYVS
RRCTPTDPEPRYLEICSADGQDTLFLRAKDEASAKSWAAATQAQVNALMPWVKDELQALL
AATSTAGSQDIKQIGWLTEQLPGGGTAPTLALLTEKELLLYCHLPQTREALSQPARTAPL
IATRLVHSGPSKGSVPYDAELSFALRTGTRHGVDTHLESVESPQELAAWTRQLVDGCHRA
AEGVQEVSTACTWNGRPCTLSVHIDKGFTLWAAEPGAARAVLLROPFEKLOMSSDDGASL
LFLDFGGAEGEIQLDLHSCPKTMVFIIHSFLSAKVTRLGLLA

>Monodelphis domestica SNTAI (ENSMODP_ 3704)
MAAGRRSPKSGLLELRAPGSAGPGPWLRVLVSLAADVVTVSAAPASGEPEPGPGPVSELV
SASLPQLNGADPGAPAAPGAPPTPPLPHALLNQKRTVRVVKQEAGGLGISIKGGQENKMP
ILISKIFKGLAADQTEALFVGDAILSVNGGDLSTATHDEAVQVLKKTGKEVVLEVKYMKE
ISPYFKNSSSGATVGWESPTASSPTLCPRDLKEGKNVSLKMAYVSRRCIPADAERRYLEL
RSADGRDILFLRAKDEASAQAWLAALQANIGVLVPWVTDELRALLAAAGGVSGSTEIKRI
GWLTEQLSGGGTEPVLAVLTEKDLLFYSSLPONRDALSAPARSSPLIATRLVHSGPSKGS
VLYDSELSFALRSGTHQGVETHLFSVESPRDLSSWTRLLVDGCHNAAETVQEVSTACTWN
GRSCSLSVHIDKGFTLWAVEPGLAKTLLLOQEPFEKLOMSSDDGSSLLFLDEFGGTEGEIQL
DLHSCPKTIVFITHSFLSAKVTRLGLA

>Anolis carolinensis SNTAI (ENSACAP 8363)
MLWNQGSCGMVKVREIKVRESTARSLSRSKRCQPALVPPCGGAGREAPGALLGGRRGGGG
GGAGAWVRPPKAAESERARKGRAKEGRQEGRNALKMAAGRRAPKSGLLELRAPGEQWLRV
LLALSEDFLSVSPGGGGGGGGGKGPEETPPSSPGOLNGGDPPPALVPDALTNIKRTVRIV
KODVGGLGISIKGGRENKMPILISKIFKGLAADQTEALFVGDAILSVNGADLSDATHDEA
VOALKKTGKEVVLEVKYMKEISPYFKNSSTGATVSWDSSPAAFQKQASPSLSLRDLNEGK
NIPLRMCYISRKCLPSDPENRYLEVCSADGRIPLFLRAKDEASAQAWENAIHSNISALLP
RVREELRALQSGAGIAGSRDIKHVGWLTEQLPGDGTKNILAILTEKELLEYSCLPQSRDA
LGKPTHSFPLIATRLVHSGPSKGSLLYDSELSFALRTGTKKGVETHLFSVETHRDLAMWT
RMLVDGCHNAAECVQEVSTACTWNGRDCTLSIHIDKGFTISALEPGLAKVILLOQOPFERL
QMSSDDGAKMLYLDFGSSEGEIQLDLHSCPKTIVFITHSFLSAKVTRMGLLA

>Xenopus tropicalis SNTALl (ENSXETP 46345)
MASPGTAHRSGLLELRCPGERWVRVLLLLGEETVTFTPEPEPGAAEEKALNGAEPAGGVP
ESLINLRRTVRVLKQDAGGLGVSIKGGRENKMPILISKIFKGLAADLTGSLYVGDAILSV
NGVDLSEATHDDAVQALKKTGKEVVLEVKYMKEISPYFKGSPPSGSPAAPLQKRGSPALP
PKEYKDGKSIPLKMCYVSRRFLPTDTEPRYLEICSADGRDVLEFFRAKDEGTAQSWENATH
TNASALAPRVREDVKQLLGKDIKQMGWLTEQLPODGKRNLLALLTEKDLLLYNSLPHSRE
GFSKPYCHPLIATRLVHSGPSKSSPLYDTELAFALRSGTQKGVETHLEFSVETQRELATWT
RVLVDGCHSAAELIKEVTTACTWGGNECALSIHIDQGFTLFTEEPGLNKVIHFHQPFEKL
RMSSDDGVRILYLEFGNPEAELQLDLHSCPKTIVFITHSFLSAKVSRLGLET

>Takifugu rubripes SNTAl (ENSTRUP 31180)
MAAAMKAQKTGLLELRVTVDRWRRVLATLTEDTLTVNPSEASEEPAKAAPTPVGALNGDP
PNLSSSPVPETITNVKRTVRVTKQODVGGLGISIKGGKENKMPILISKIFKGLAADQTEAL



YVGDAILSVNSYDLREATHDEAVQALKKTGKEVVLEVKY IKEMSAFFKSSGSPGGALPWD
SPPSTPORTSEPLPAEVKEPRSIPLKMCQVSRKQCPPDTENRYFEVISATRKNSVEFLRAK
DPAMAQSWYNAIQONSIANLLPRMKDEMKVMQPGMEVKHVGWITEQVIQGPEKPVLAVLTD
RDLLLYPSLPESKEGLKSPTKSHPLITTRLVHSGPGKSSPLLDSDLSEFGLRTGTKQGVET
HVFRVDSAKDLSTWTHLLVEGCHNAAELIKEVTTACSWNGKECTLGVHIDEGFTLFTEEM
GVRKRILLOQHPFEHLKMSSDDGVRMMFLDFGGPEAEIQLDLHCCPKTLVEFITIHSFLSAKV
KRLGLLA

>Tetraodon nigroviridis SNTAl (ENSTNIP 9832)
MAAAMKAQKTGLLELRVTVDRWMRVLATLTEDTLTVNPGEATEEPAKAAPTPAGAINGDP
PNLSSSPVPETITNVKRTVRVTKQDVGGLGISIKGGKENKMPILISKIFKGLAADQTEAL
YVGDAILSVNSYDLREATHDEAVQALKKTGKEVILEVKYIKEMSAFFKSSGSPGGALPWD
SPPSSPOQRTSEPLPAEVKEPRSIPLKMCQVSRKQCPPDTENRYFEVVSSTRKNSMEFLRAK
DPAMAQSWYNAIQAGIANLLPKVKDEMKVMQPGMEVKHLGWITEQVTQGPERPVLAVLTD
RDLLLYPSLPDSKESLNSPTRSHPLITTQLVHSGPGKSSPLLDSDLSFGLRSGTKQGVET
HVFRVDSAKDLSAWTHLLVEGCHNAAELIKEVTTACSWNGKECTLGVHIDEGFTLFTEEM
GVRKRVLLQHPFERLKMSSDDGVRMMFLDFGGPEAEIQLDLHCCPKTLVFIIHSFLSAKV
KRLGLLA

>Gasterosteus aculeatus SNTAL (ENSGACP 8047)
GGKENKMPILISKIFKGLAADQTEALYVGDAILSVNGYDLREATHDEAVQALKKTGKEVI
LEVKYIKEMSAFFKNSGSPGATLPWDSPPSTPHTGTELSPAEVKEPRSIPLKMCQVSRKQ
CPPDTENRYFEVISSSRRNSVFLRAKDPAVAQSWYNAVOAGAASLLPRVKEEMRSMOQGV
EVKHLGWITEQVCKNADVHEKPVLAMLTDRDLLLYPSLPESKESLGNPAKSHPLIATRLV
HSGPGKSSPLLDSDLSFGLRSGTKQGVETHVFRVDSAKELSTWTHLVVEGCHNAAELVKE
VTAACSWNGKECTLGVHIDEGFTLFTQEMGVRKSILLOQQPFERLRMSSDDGVRMMEFLDEG
GQEAEIQLDLHSCPKTIVFIIHSFLSAKVKRLGLLA

>Oryzias latipes SNTAL (ENSORLP_ 7508)
MAAAMKTQKTGLLELRVTVDRWVRVLATLTEDALTLNPGDSADEPAKPGHQSPAGAVNGD
PPNLSSSPVPETITNVKRTVRVTKQDVGGLGISIKGGKENKMPILISKIFKGLAADQTEA
LYVGDAILSVNGYDLREATHDEAVQALKKTGKEVILEVKYIKEMSAFFKSSGSPGASLPW
DSPPSTPORDPELSPAEGKEPRSVPLKMCQVSRKQCPPDTEDRYFEVTSENRKNSVELRA
KDPAMAQSWYNATIQAAAGSLLPQVKEELKIMOPGVQIKHVGWMTEQKKYLKIDMRQGPEK
AVLAVLTEKDLLLEFPSLPENKQSLSSPTKSHPLITTRLVHSGPGKSCLHADSELSFGLRS
GTROGVETHVFRVDSAKELSAWTHLLVEGCHNAAELIKEVTTGTEPSRKRAVQFLRDSTP
EVFSADPIGLLFFLYKDFYSILAFETLDFFLCIYPNQGFSSPQQLDLHCCPKTLVFIIHS
FLSAKVRRLGLLA

>Homo sapiens SNTB1 (ENSP 431124)
MAVAAAAAAAGPAGAGGGRAQRSGLLEVLVRDRWHKVLVNLSEDALVLSSEEGAAAYNGI
GTATNGSFCRGAGAGHPGAGGAQPPDSPAGVRTAFTDLPEQVPESISNQKRGVKVLKQEL
GGLGISIKGGKENKMPILISKIFKGLAADQTQALYVGDAILSVNGADLRDATHDEAVQAL
KRAGKEVLLEVKYMREATPYVKKGSPVSEIGWETPPPESPRLGGSTSDPPSSQSEFSFHRD
RKSIPLKMCYVTRSMALADPENRQLEIHSPDAKHTVILRSKDSATAQAWEFSATHSNVNDL
LTRVIAEVREQLGKTGIAGSREIRHLGWLAEKVPGESKKQWKPALVVLTEKDLLIYDSMP
RRKEAWFSPVHTYPLLATRLVHSGPGKGSPQAGVDLSFATRTGTRQGIETHLFRAETSRD
LSHWTRSIVQGCHNSAELIAEISTACTYKNQECRLTIHYENGEFSITTEPQEGAFPKTIIQ
SPYEKLKMSSDDGIRMLYLDFGGKDGEIQLDLHSCPKPIVFIIHSFLSAKITRLGLVA

>Pan troglodytes SNTBI1 (ENSPTRP_35135)
MAVAAAAAAAGPAGAGGGRAQRSGLLEVLVRDRWHKVLVNLSEDALVLSSEEGAAAYNGI
GTATNGSFCRGAGAGHPGAGGAQPPDSPAGVRTAFTDLPEQVPESISNQKRGVKVLKQEL
GGLGISIKGGKENKMPILISKIFKGLAADQTQALYVGDAILSVNGADLRDATHDEAVQAL
KRAGKEVLLEVKYMREATPYVKKGSPVSEIGWETPPPESPRLGGSTSDPPSSQSEFSFHRD
RKSIPLKMCYVTRSMALADPENRQLETIHSPDAKHTVILRSKDSATAQAWESAIHSNVNDL
LTRVIAEVREQLGKTGIAGSREIRHLGWLAEKVPGESEKQWKPALVVLTEKDLLIYDSMP
RRKEAWFSPVHTYPLLATRLVHSGPGKGSPQAGVDLSFATRTGTROQGIETHLFRAETSRD
LSHWTRSIVQGCHNSAELIAEISTACTYKNQECRLTIHYENGESITTEPQEGAFPKTIIQ
SPYEKLKMSSDDGIRMLYLDFGGKDGEIQLDLHSCPKPIVFITIHSFLSAKITRLGLVA



>Mus musculus_SNTB1 (ENSMUSP 41294)
MAVAAAAVAAPAGGGGARAQRSGLLEVLVRDRWHKVLVNLSEDALVLSCEEGAAAYNGIG
AATNGSFCRGSGTGHPVPGVAQAPDSPAGVRTAFTDLPEQVPESISNQKRGVKVLKQELG
GLGISIKGGKENKMPILISKIFKGLAADQTQALYVGDAILSVNGADLRDATHDEAVQALK
RAGKEVLLEVKYMREATPYVKKGSPVSEIGWETPPPESPRLGGGSAEPLSSQSEFSFHRDR
KSIPLKMCYVTRNMTLADPENRQLETIHSPDAKHTVILRSKDSATAQAWEFSAIHSNAGDLL
TRVVADIREQLGKTGIAGSREIRHLGWLAEKVPGESEKQWKPALVVLTEKDLLIYDSMPR
RKEAWFSPVHSYPLLATRLVHSGPGKGSPQAGMDLSFATRTGTKQGIETHLFRAEISRDL
SHWTRSIVQGCHNSAELTAEITTACTYRNQECRLTIHYDNGEFSISTEPQDGAFPKTIIQS
PYEKLKMSSDDGIRMLYLDFGGKEGEIQLDLHSCPKPIVFITHSFLSAKITRLGLVA

>Felis catus SNTB1 (ENSFCAP 23633)
VNLSEDALVLSCEEGAAAYNGIGTATNGSFCRGAGGAQPPDSPAGVRTAFTDLPEQVPES
ISNQKRGVKVLKQELGGLGISIKGGKENKMPILISKIFKGLAADQTQALYVGDAILSVNG
ADLRDATHDEAVQALKRAGKEVLLEVKYMREATPYVKKGSPVSEIGWETPPPESPRLGGG
SSDPLSSQPFSFHRDRKSIPLKMCYVTRSMASADPENRQLEIHSPDAKHTVILRSKDSAT
AQAWFSATIHSNVSDLLTQVIAEVREQLGKTGIAGSREIRHLGWLADKVPGESEKQWKPAL
VVLTEKDLLIYDSMPRRKEAWFSPVHTYPLLATRLVHSGPGKGSPQAGVDLSFATRTGTR
QGIETHVFRAETGRDLSHWTRSIVQGCHNSAELVTEVTTACTYKNQACCLTIHYENGEST
TTEPQEGAFPKTILQSPYEKLKMSSDDGIRMLYLDFGGKDGEIQLDLHSCPKPIVFIIHS
FLSAKITRLGLVA

>Erinaceus europaeus_SNTB1 (ENSEEUP 6243)
MAVAAAAAVAAAPAGGGGGRAQRSGLLEVLVRDRWHKVLVNLGEDALVLSCEEGAAAYNG
FGAATNGSFCRAGASGPSGTQSPDSPAGVRTAFTDLPEQVPEAISNQKRGVKVLKQEMGG
LGISTIKGGKENKMPILISKIFKGLAADQTQALYVGDATILSVNGADLRDATHDEAVQALKR
AGKEVLLEVKYMREATPYVKKGSPVSEIGWETPPPESPKLGGSSSDPLSSQSFSFHRDRK
NIPLKMCYVTRSMALADPENRQLETHSPDAKHTVILRSKDSATAQAWESATHSNVSDLLT
RVITNVRDOLGKTGIAGSREIRHLGWLAEKVPGESEKQWKPALVVLTEKDLLIYDSMPRR
KEAWFSPVHTYPLLATRLVHSGPGKGSPQTGVDLSFATRTGTROGIETHLFRAEISRDLS
HWTRSIVQGCHNSAELITEITTACTYKNQECRLTIHYENGFSITTEPQEGAFSKTIIQSP
YEKLKMSSDDGIRMLYLDFGGKDGEIQLDLHTCPKPIVFTIHSFLSAKITRLGLVA

>Gallus gallus SNTBI1 (ENSGALP 26399)
MAVAAAGGGGGGGRAQRSGWLEVLVRERWHKVLANLGGEALVLSGEERPDGAAHNGLGGD
GAACRGAEGGGGGSAVRTAFTDPPEQVPEAVSNKKRCVKVLKQELGGLGISIKGGKENKM
PILISKIFKGLAADQTQALYVGDAILAVNGTDLRDATHDEAVQALKRAGKEVLLEVKYMR
EATPYVKKGSPVSEIGWETPPPESPRLGCVSADPLSQLSLSIHRDKKTIPLKMCYVTRNM
TVSDPENRLIEVHSPDAKHTVVLRSKDSATAQAWENATIHSSVNDLIPRVIAEVRDQLGKA
GIAGSREIRHLGWLAEKVPGDNEKHWKPVLVVLTEKDLLIYESMPRMKEAWFSPLHTYPL
LATRLVHSGPGKGSPQSGVDLSFATRTGTRQGIETHLFRTETSRDLSLWTRSIVQGCHNS
AELITEITTSCTYKSQECRLTIHYEHGESLTTEPQDGAFSKTIAQYPYEKLKMSSDDGIR
MLYLDFGGKDGEIQLDLHSCPKPIVFIIHSFLSAKITRLGLVA

>Pelodiscus sinensis SNTBI1 (ENSPSIP 8557)
MPILISKIFKGLAADQTQALYVGDAILAVNGTDLRDATHDEAVOQALKRAGKEVLLEVKYM
REATPYVKKGSPVSEIGWETPPPESPRLGGVSSDPLSQLSLSIHRDRKTIPLKMCYVTRN
MAVSDPENRLLEVHSPDAKHTVVLRSKDSATAQAWENATIHSSVSDLIPRVIAEVKDQLGK
TGIAGSREIRHLGWLAEKVPGENEKHWKPALVVLTEKDLLMYDSMPRMKEAWFSPLHTYP
LLATRLVHSGPTKGSPQSGVDLSFATRTGTRQGIETHLFRTETSRDLSLWTRNIVQGCHN
SAELITEIKTSCTYKNQECRLTIHYEHGFSLTVEPRDGALSKTIVQCPYEKLKMSSDDGI
RMLYLDFGGKDGEFQLDLHSCPKPIVFITHSFLSAKITRLGLVA

>Takifugu rubripes SNTB1 (ENSTRUP 25844)

APKMAVVIAKGVSGACGVRKSGVLEVLVRERWHKVSVNLNEEALTLSCEEDSGNDADDSV
NENCNGSYLDNNNANSNNGHQHVRPACTERVPEAIANRKRCVKVAKQEIGGLGISIKGGK
ENKMPILISKIFKGLAADQTQALYVGDAILSVNEMNLRDATHDEAVQALKRAGREVTLEV
KYMREATPYVKRGSPVSEIGWETLPPESPRLGTPPITSSPISNPPSPPTQPFLSPQGDRR
CIPLKMCYVTRAMTTADPENRQLELHSPDTRHTVVLRCPDQPSALSWFAAMHSVTSSLAQ
WALAEVVONTARMGIAGSKEIRHLGWLAGKVPQTESEKQSWKPVLVVVTEKDLLLYDSLP
RSKEAWHCPAHIYPLLATRLVHSGPDRGSPHSGTELFFATRTGTRLGIEAHLFRVETTKD



LSLWTRHIVNGCHASAEMIKEVTTSCLYRGQECRLVIHYEQGFSVLADPTPLGDRENGEG
RKAAAAAPPQVLLSYPYEKLKMSSDDGIRMLLLDFGGKEGEIQLDLHSCPKPIVFILHSFE
LSAKISRLGLVA

>Tetraodon nigroviridis SNTBI1 (ENSTNIP 12507)
MAVVIAKGVSGACGVRKSGVVEVLVRGRWHKVSVHLNEEALTLSCEGERVGNADDGVSLS
CNGSYLDNNNANSNNGQQHVRPACTERVPEATIANRKRCVKVAKQEIGGLGISIKGGKENK
MPILISKIFKGLAADQTQALYVGDAILSVNGMNLRDATHDEAVQTLKRAGKEVTLEVKYM
REATPYVKKGSPVSEIGWETLPPESPRLGTPPISSPTHLSTPPSPSAQPFLSPQGDRRCI
PLKMCYVTRAMTTADPENRQLELHSPDTRHTVVLRCPDQPSALSWFAALHSVTSSLAQRA
LAEVVONTARMGIAGSKEIRHLGWLAGKTESEKQSWKPVLVVVTEKDLLLYDSLPRSKEA
WHSPAHIYPLLATRLVHSGPDRGSPHSGTELFFATRTGTRLGIEAHLFRVETTKDLSSWT
RHIVNGCHASAEMIKEVTTSCLYRGQECRLVIHYEQGFSVLADPTPLGGRENGEEREAAN
AAKPQVLLSYPYEKLKMSSDDGIRMLFLDFGGREGEIQLDLHSCPKPIVFILHSFLSAKI
SRLGLVA

>Gasterosteus aculeatus SNTBI1 (ENSGACP 9186)
APKMAVVITTGVPGVSGVOKSGFLDVLVRERWHKVLVNLNEEALTLSCEEEDCGPDRDSV
TPNGVTNGSYLDNNNANSNNGPHAARTAFTDLPERVPEATIANRKRCVKVTKQEIGGLGVS
IKGGKENKMPILISKIFKGLAADQTQALYVGDAILSVNGVNLRDATHDEAVQALKRAGKE
VITLEVKYMREATPYVKKGSPVSEIGWETPPPESPRLGSPTVLSSPTSFSFSGDRRCIPLK
MCCVTRALTTPDPENRQLELHSPDARHTVVLRCPDQPSALSWEFSAMHSVTSKLAKRALSE
VIHSTARTDVAGSREIRHLGWLAGKVGTESEKQCWKPVLVVVTEKDLLLYESLPRGKEAW
QSPAHQYPLLATRLVHSGSERGSPHSGTELLFATRTGTRLGIETHLFRAETAKDLSLWTR
QLVNGCHASAEMIKEVTTSCLYQSQECRLVIHYEQGFSVLADPKLGDGPQVLLSYPYEKL
KMSSDDGVRMLFLDFGGEEGEIQLDLHSCPKPIVFILHSFLSAKIYRLGLVA

>Homo sapiens_ SNTB2 (ENSP_338191)

MRVAAATAAAGAGPAMAVWTRATKAGLVELLLRERWVRVVAELSGESLSLTGDAAAAELE
PALGPAAAAFNGLPNGGGAGDSLPGSPSRGLGPPSPPAPPRGPAGEAGASPPVRRVRVVK
QEAGGLGISIKGGRENRMPILISKIFPGLAADQSRALRLGDAILSVNGTDLRQATHDQAV
QALKRAGKEVLLEVKFIREVTPYIKKPSLVSDLPWEGAAPQSPSFSGSEDSGSPKHQONST
KDRKIIPLKMCFAARNLSMPDLENRLIELHSPDSRNTLILRCKDTATAHSWFVAIHTNIM
ALLPQVLAELNAMLGATSTAGGSKEVKHIAWLAEQAKLDGGRQOWRPVLMAVTEKDLLLY
DCMPWTRDAWASPCHSYPLVATRLVHSGSGCRSPSLGSDLTFATRTGSRQGIEMHLFRVE
THRDLSSWTRILVQGCHAAAELIKEVSLGCMLNGQEVRLTIHYENGEFTISRENGGSSSIL
YRYPFERLKMSADDGIRNLYLDFGGPEGELTMDLHSCPKPIVEFVLHTFLSAKVTRMGLLV

>Pan troglodytes SNTBZ (ENSPTRP_14133)

MRVAAATAAAGAGPAMAVWTRATKAGLVELLLRERWVRVVAELSGESLSLTGDASAAELE
PALGPAAAAFNGLPNGGGAGDSLPGSPSRGLGPPSPPAPPRGPAGEAGASPPVRRVRVVK
QEAGGLGISIKGGRENPMPILISKIFRGLAADQSRALRLGDAILSVNGTDLRQATHDQAV
QOALKRAGKEVLLEVKFIREVTPYIKKPSLVSDLPWEGAAPQSPSEFSGSEDSGSPKHQONST
KDRKIIPLKMCFAARNLSMPDLENRLIELHSPDSRNTLILRCKDTATAHSWEVAIHTNIM
ALLPQVLAELNAMLGATSTAGGSKEVKHIAWLAEQAKLDGGROOWRPVLMAVTEKDLLLY
DCMPWTRDAWASPCHSYPLVATRLVHSGSGCRSPSLGSDLTFATRTGSRQGIEMHLEFRVE
THRDLSSWTRILVQGCHAAAELIKEVSLGCMLNGOQEVRLTIHYENGEFTISRENGGSSSIL
YRYPFERLKMSADDGIRNLYLDFGGPEGELTMDLHSCPKPIVFVLHTFLSAKVTRMGLLV

>Pongo abelii SNTB2 (ENSPPYP 8467)
MRVAAAAGAGPAMAVWTRATKAGLVELLLRERWVRVVAELSGESLSLTGDAAAAELEPAL
GPAAASFNGLPNGGGAGDSLPGSPSRGLGPPSPPAPPRGPAGEAGASPPVRRVRVVKQEA
GGLGISIKGGRENRMPILISKIFPGLAADQSRALRLGDAILSVNGTDLRQATHDQAVQAL
KRAGKEVLLEVKFIREVTPYIKKPSLVSDLPWEGAAPQSPSESGSEDSGSPKHQNSTKDR
KITIPLKMCFAARNLSMPDLENRLIELHSPDSRNTLILRCKDTATAHSWEVAIHTNIMALL
POVLAELNAMLGATSTAGGSKEVKHIAWLAEQAKLDGGRQOQWRPVLMAVTEKDLLLYDCM
PWTRDAWASPCHSYPLVATRLVHSGSGCRSPSLGSDLTFATRTGSRQGIEMHLFRVETHR
DLSSWTRILVQGCHAAAELIKEVSLGCMLNGQEVRLTIHYENGFTISRENGGSSSILYRY
PFERLKMSADDGIRNLYLDEFGGPEGELTMDLHSCPKPIVEFVLHTFLSAKVTRMGLLV

>Mus musculus_SNTB2 (ENSMUSP_ 148684)



MAVWTRATKAGLVELLLRERWVRVVAELSGESLSLTGDAAAVEPEPPAAAFNGLPNGGGG
ESLPGSPNRGLGPPSPPAPPRGPAGEASASPPVRRVRVVKQEAGGLGISIKGGRENRMPI
LISKIFPGLAADQSRALRLGDAILSVNGTDLRQATHDQAVQALKRAGKEVLLEVKEFIREV
TPYIKKPSLVSDLPWEGASPQSPSFSGSEDSGSPKHONTTKDRKVIPLKMCEFAARNLSMP
DLENRLIELHSPDSRNTLILRCKDTATAHSWEVAIHTNIMALLPQVLAELNAMLGATSTA
GGSKEVKHIAWLAEQAKLDGGRQOWRPVLMAVTEKDLLLYDCMPWTRDAWASPCHSYPLV
ATRLVHSGSGCRSPSLGSDLTFATRTGSRQGIEMHLFRVETHRDLSTWTRILVQGCHAAA
ELIKEVSLGCTLSGQEVRFTVHYEHGEFTITRDNGGASSILYRYPFERLKMSADDGIRNLY
LDFGGPEGELTMDLHSCPKPIVEVLHTFLSAKVTRMGLLV

>Rattus norvegicus_SNTB2 (ENSRNOP 27561)
MAVWTRATKAGLVELLLRERWVRVVAELSGESLSLTGDAAAVEPEPPAVAFNGLPNGGGG
GGDSLPGSPNRGLGPPSPPAPPRGPAGEASASPPVRRVRVVKQEAGGLGISIKGGRENRM
PILISKIFPGLAADQSRALRLGDAILSVNGTDLRQATHDQAVQALKRAGKEVLLEVKFEFIR
EVTPYIKKPSLVSDLPWEGASPQSPSFSGSEDSGSPKHONTTKDRKVIPLKMCFAARNLS
MPDLENRLIELHSPDSRNTLILRCKDTATAHSWEVAIHTNIMALLPQVLAELNAMLGATS
TAGGSKEVKHIAWLAEQAKLDGGRQQWRPVLMAVTEKDLLLYDCMPWTRDAWASPCHSYP
LVATRLVHSGSGCRSPSLGSDLTFATRTGSRQGIEMHLFRVETHRDLSTWTRILVQGCHA
AAELIKEVSLGCTLSGQODVREFTVHYEHGFTITRDNGGTSSILYRYPFERLKMSADDGIRN
LYLDFGGPEGELTMDLHSCPKPIVFVLHTFLSAKVTRMGLLV

>Canis familiaris SNTB2 (ENSCAFP 30087)
MNNETPRGERPAPPPRAGRGKRRGCPTGMRVSAAAAAAGAGPAMAVWTRATKAGLVELLL
RERWVRVVAELSGESLSLTGDAAAAEPEAALGPAAAAFNGLPNGGGAGDSLPGSPSRGLG
PPSPPAPPRGPAGEAGASPPVRRVRVVKQEAGGLGISIKGGRENRMPILISKIFPGLAAD
QSRALRLGDAILSVNGTDLROATHDQAVOALKRAGKEVLLEVKFIREVTPYIKKPSLVSD
LPWEGASPQSPSFSGSEDSGSPKHQNSTKDRKVIPLKMCFAARNLSMPDLENRLIELHSP
DSRNTLILRCKDTATAHSWEVAIYTNIMALLPQVLAELNAMLGATSTAGGSKEVKHIAWL
AEQAKLDGGRQOWRPVLMAVTEKDLLLYDCMPWTRDAWASPCHSYPLVATRLVHSGSGCR
SPSLGSDLTFATRTGSRQGIEMHLFRVETHRDLSTWTRILVQGCHAAAELTKEVSLGCTL
NGQEVRLTVHYENGEFTISKENGGSSSILYRYPFERLKMSADDGIRNLYLDFGGPEGELTM
DLHSCPKPIVEFVLHTFLSAKVTRMGLLV

>Gallus gallus_ SNTB2 (ENSGALP 43176)
MGTREAPSAPPLAALTANSVPPCGRGARPRVGARGGAERRGGGGGMAVWTRASKAGLLEL
LLRERWVRVAAELSGEALSLTAEPGEPTPGLNGVANGGGGGEWGGAEAAVPGCVRRVRVV
KAEAGGLGISIKGGRENRMPVLISRIFPGLAAERSGALRLGDAILAVNGVDLRDATHDQA
VQALKRAGREVILEVKFMREVTPYMKKPSLVSDLPWEGAAPQSPSLSGSEDSGS PQHHGA
RDRKVIPLKMCFAARNLSMPDLENRLIELHSPDSRNTLILRCKDTATAHSWETALHANIM
ALLPQVLAELNAALGGSAGGREVKHVAWLAEQARLDGGRQQWRPVLMAVTEKDLLLYDAM
PWTRDAWASPCHSYPLVATRYRDGDSCGSHPHTWDAAPTSPPLPRLVHSGSGRRSPSLGS
ELTFATRTGSRQGIEMHVFRVETHRDLSCWTRVLVQGCHAAAELIKEVSVGCTLGGQEVK
LCIHYEGGFTICRDEAGGSVLYRYPYEKLKMSADDGIRTLYLDFGGPEGELALDLHSCPK
PIVFVLHTFLSAKVTRMGLLV

>Danio rerio SNTB2 (ENSDARP 67932)
MMAVWTRAEKQGHLDLLLSDRWVRVSAELTRDNLTLTAEGEPGGPAGYPEHNSHLKNGVS
NGNEQNRDVFTNRVQYDNSPGRVNGTGSDSESSGYCDSEGVRRVRIVKQESGGLGISIKG
GRENRMPILISKIFPGLAADQSRALRVGDAILSVNGSDLRDATHDAAVQALKKAGKEVTL
EVKYIREVSPLFKKSSMSADLSWDGRLQSPNLSSSDESPKSSVSRDRKVIPLKMSFEFISRN
LTMPDPENRLLELHSPDGQHTVVLRCKDGATAHSWETAIHTNVAALLPQTLSYINTFLNN
ANTHCTLKHIGWLVEQLDMDGSRHQYKRVIMALTEKDILLFQAVPWTYESWTTPVLTHPL
LATRLVHSGSVRSSPALGGDLLFATRTGTGRGIESHVFRVETHWDLSTWTRALVQGGHSA
AELIKEVSIGCVLNRONVRLILHYERGEFTVTRESGDSVLFHFPYERLKMSADDGVRNLEL
DFGAPEGEMVFELHSGPKPVVEVLHSFLSAKLARLGLLT

>Takifugu rubripes SNTB2 (ENSTRUP 6306)

QAVPILEGSSEAVRKVRVVKQESGGLGISIKGGRENRMPILISKIFPGLAADQSRALRVG
DAILSVNGSDLREATHDLAVQALKKAGKEVTLEVKYIREVSPLFKKPSLVADLPWDGVRP
QSPSYSGSEDSGSPKHSSSSSSKDRKVISLKMCFISRNLTMPDLENRLLELHSPDGQHTV
VLRCKDAPTANSWEFTAVHTNIAALLPQVLAHINAYLGASSSAPTHPHLKHIGWLAEQIQL



DGGROQYKPVVMALTEKDILLFEAVPWSRESWSLPLLTHPLLATRLVHSGSARGSPAQGS
ELVFATRTGTGRGIESHVFRVETHWDLSSWTRALVQGAHAAAELIKEVSIGCTLNRQDVR
LTLHYEKGFTVTREPADLTGGAVLYRYPYEKLKMSADDGIRNLYLDFGGPEGEMVEDLHS
GPKPVVEVLHSFLSAKLTRMGLLT

>Tetraodon nigroviridis SNTB2 (ENSTNIP 11695)
MAVWTRADKNGQLDLLLRDRWIRVAAELTRETLTLTAEAEAGGHHHCANSPGKYPNNGSN
SDEFGSPGSSYGSPGSSFGSRHGDFPLALEGSSEAVRKVRVVKQESGGLGISIKGGRENRM
PILISKIFPGLAADQSRALRVGDAILSVNGNDLREATHDLAVQALKKAGKEVTLEVKYIR
EVSPLFKKPSLVADLPWDGVRPQSPSYSGSEDSGSPKHGGSSPSKDRKVISLKMCFEFISRN
LTMPDLENRLLELHSPDGQHTVVLRCKDAPTANSWETAMHTNIAALLPQVLAHINAYLGA
SVSASTHPHLKHIGWLAEQIQLEGGRQQYKPVVMALTEKDILLFESVPWSRESWSLPLLT
HPLLATRLVHSGSARGSPAQGSELVFATRTGTGRGIESHVFRVETHWDLSSWTRALVQGA
HAAAELIKEVSIGCTLNRQEVRLTLHYEKGFTVTREPADLTGGAVLFRYPYEKLKMSADD
GIRNLYLDFGGPEGEMVFDLHSGPKPVVEFVLHSFLSAKLTRMGLLT

>Gasterosteus aculeatus SNTB2 (ENSGACP 2773)

PRAPPAASAGVGMAVWTRADKRGQLDLLLRDRWIRVAAELTRETLTLTAEAEATGPGGNH
WDYNGSSAAPRNGVPNGNEPGASPGNPARVPPSGPEQLQSQONQGPDGSSEAVRKVRVVKQ
ESGGLGISIKGGRENRMPILISKIFPGLAADQSRALRVGDAILSVNGSDLREATHDLAVQ
ALKKAGKEVTLEVKYIREVSPLFKKPSLVADLPWDGARAQSPSCSGSEDSGSPKHCGASP
RDRKVMSLKMCFISRNLTMPDLENRLLELHSPDGQHTVVLRCKDGATANSWETAVHTNVA
ALLPHTLAHVNAYLGASSPAHPHLOHIGWLAEQVOQLEGGRQOHKPVVMALTEKDILLFES
VPWSRESWSAPLLTHPLLATRLVQCRGARGSPPQGSDTAFVTRTGTGRGIESHVFRVETOQ
WDLSTWTRALVQGAHAAAELTIKEVSIGCTLNROQDVRLTLHYEKGFTVTREPADPPGGAVL
FRYPYEKLKMSADDGMRNLYLDFGGPEGEMVFDLHSGPKPVVEFVLHSFLSAKLTRMGLLT

>Homo sapiens_ SNTG1 (ENSP_483474)
MDFRTACEETKTGICLLODGNQEPFKVRLHLAKDILMIQEQDVICVSGEPFYSGERTVTI
RROQTVGGFGLSIKGGAEHNIPVVVSKISKEQRAELSGLLFIGDAILQINGINVRKCRHEE
VVQVLRNAGEEVTLTVSFLKRAPAFLKLPLNEDCACAPSDQSSGTSSPLCDSGLHLNYHP
NNTDTLSCSSWPTSPGLRWEKRWCDLRLIPLLHSREFSQYVPGTDLSRQONAFQVIAVDGVC
TGIIQCLSAEDCVDWLOQAIATNISNLTKHNIKKINRNFPVNQQIVYMGWCEAREQDPLQD
RVYSPTFLALRGSCLYKFLAPPVTTWDWTRAEKTEFSVYEIMCKILKDSDLLDRRKQCFTV
OSESGEDLYFSVELESDLAQWERAFQTATFLEVERIQCKTYACVLESHLMGLTIDFSTGFE
ICFDAATKAVLWRYKFSQLKGSSDDGKSKIKFLFONPDTKQIEAKELEFSNLFAVLHCIH
SFFAAKVACLDPLFLGNQATASTAASSATTSKAKYTT

>Pan troglodytes SNTG1 (ENSPTRP_34657)

MDFRTACEETKTGICLLODGNQEPFKVRLHLAKDILMIQEQDVICVSGEPEFYSGERTVTI
RROTVGGFGLSIKGGAEHNIPVVVSKISKEQRAELSGLLFIGDAILQINGINVRKCRHEE
VVQVLRNAGEEVTLTVSFLKRAPAFLKLPLNEDCACAPSDQSSGTSSPLCDSGLHLNYHP
NNTDTLSCSSWPTSPGLRWEKRWCDLRLIPLLHSRESQYVPGTDLSRONAFQVIAVDGVC
SGIIQCLSAEDCVDWLQATIATNISNLAKHNIKKINRNEPVNQQOIVYMGWCEAREQDPLOD
RVYSPTFLALRGSCLYKFLAPPVTTWDWTRAEKTESVYEIMCKILKDSDLLDRRKHCETV
QSESGEDLYFSVELESDLAQWERAFQTATFLEVERIQCKTYACVLESHLMGLTIDESTGFE
ICFDAATKAVLWRYKEFSQLKGSSDDGKSKIKFLEFONPDTKQIEAKELEFSNLFAVLHCIH
SFFAAKVACLDPLFLGNQATASAAASSATTSKAKYTT

>Mus musculus SNTG1 (ENSMUSP 118101)
MDFRTTCEETKTGVCLLODGNQEPFKVRLHLARDLLMLOQEQDVLCVSGEPFYSGERTVTI
RROQTVGGFGLSIKGGAEHNIPVVISKISKEQRAELSGLLFIGDAILQINGINVRKCRHEE
VVQVLRNAGEEVTLTVSFLKRAPAFLKLPVNEDCACAPSDQSSGTSSPLCDSGLHLNYHP
NNTDTLSCSSWPTSPGLRWEKRWCDLRLIPLLHARFSQYVPGTDLSRQONAFQVVAVDGVC
SGILQCLSAEDCMDWLOQATIASNISNLTKHNIKKINRNFPVNQQIVYMGWCEAREQESLQD
RVYTPVFLALRGSCLYRFLSPPVTTWDWTRAEKTEFSVCEIMCKVLKDSDLLDRRKHCFTM
OSECGEDLYFSVELESDLAQWERAFQTATFLEVERIQCKTYACVLESHLMGLTIDFSTGFE
ICFDAATKAVLWRYKFSQLKGSSDDGKSKIKFLFONPDTKQIEAKELEFSNLFAVLHCIH
SFFAAKVACLDPLFLGNQAATTAAVSSASTSKAKHLA

>Canis familiaris SNTG1 (ENSCAFP_10009)



MDFRTACEETKTGICLLODGNQEPFKVRLHLAKDILMIQEQDVICVSGEPFYSGERTVTI
RROTVGGFGLSIKGGAEHNIPVVISKISKEQRAELSGLLFIGDAILQINGINVRKCRHEE
VVQVLRNAGEEVTLTVSFLKRAPAFLKLPLNEDCACAPSDQSSGTSSPLCDSGLHLNYHP
NNTDTLSCSSWPTSPGLRWEKRWCDLRLIPLLHSRESQYVPGTDLSRONAFQVIAVDGVC
SGITQCLSAEDCIDWLQATATNISNLTKHNIKKINRNEPVNQQIVYMGWCEAREQDPLQOD
RAYSPTFLALRGSCLYKFLAPPVTTWDWTRAEKTESVYEIMCKILKDSDLLDRRKHCETV
QOSESGEDLYFSVELDSDLAQWERAFQTATFLEVERIQCKTYACVLESHLMGLTIDFSTGFEF
ICFDAATKAILWRYKEFSQLKGSSDDGKSKIKFLEFONPDTKQIEAKELEFSNLFAVLHCIH
SFFAAKVACLDPLYLGNQTAASTAASSSTTSRAKYTT

>Myotis lucifugus SNTGI1 (ENSMLUP_10385)

MDFRTACEETKTGICLLODGNQEPFKVRLHLAKDILMIQEQDVICVSGEPFYSGERTVTI
RRQTVGGFGLSIKGGAEHNIPVVISKISKEQRAELSGLLFIGDAILQINGINVRKCRHEE
VVQVLRNAGEEVTLTVSFLKRAPAFLKLPLNEDCACAPSDQSSGTSSPLCDSGLHLNYHP
NNTDTLSCSSWPTSPGLRWEKRWCDLRLLPLLHSRESQYVPGTDLSRONAFQVIAVDGVC
SGITIQCLSADDCIDWLOATATNISNLTKHEHNIKKINRNEPVNQQIVYMGWCEAREQDPLQD
SVYSPIFLALRGSCLYKFLAPPVTTWDWTRAEKTFSVYEIMCKILKDSDLLDQRRHCETV
QSESGEDLYFSVELDCDLAQWERAFQTATFLEVERIQCKTYACVLESHLMGLTIDFEFSTGE
ICFDAATKAVLWRYKFSHLKGSSDDGKSKIKFLEFQNPDTKQIEAKELEFSNLFAVLHCIH
SFFAAKVACLDPLFLGHQATASAAASSATMSKAKYTT

>Monodelphis domestica SNTGI1 (ENSMODP 12397)
MDFRTSCEETKTGICLLODGNQEPFKVRLHLAKDILMIQEQDVICVSGEPFYSGERTVTI
RROQTVGGFGLSIKGGAEHNIPVVISKISKEQRAELSGLLFIGDAILQINGINVRKCRHEE
VVQVLRNAGEEVTLTVSFLKRAPAFLKLLLNEDCACAPSDQSSGTSSPLCDSGLHLNYHP
TNTDTLSCSSWPTSPGLRWEKRWCDLRLIPLLHSREFSQYLPGSDLCRONAFQVIAVDGVC
SGITIQCLSAEDCIDWLQATATNISNLTKHNIKKINRNEPVNQQIVYMGWTEEREQDSLQD
RKYTPKFLALRGSSLYKFLAPPVTTWDWTRAEKTFSVYEIMFKIFKDSDLLDRRKHCEGV
QSETGEDLYFSVELECDLAQWEKAFQTATFLEVERIQCKTYACVLESHLMGLTIDFSMGE
VCFDAATKAVLWRYKFSQLKGSSDDGKSKIKFLFONPDTKQIEAKELEFSNLFAVLHCIH
SFFAAKVACLDPLYLGNQASASASTSASSAATGKVKYTT

>Taeniopygia guttata SNTG1 (ENSTGUP 11271)
MDFRTTCEETKTGVCLLQDGNQEPFKVRLHLAKDILMIQEQDVICVSGEPFYSGERTVTI
RROTVGGFGLSIKGGAEHNIPVVISKISKEQRAELSGLLFIGDAILQINGINVRKCRHEE
VVQVLRNAGDEVTLTVSFLKRAPAFLKLPLNEDCACAPSDQSSGTSSPLCDSGLHLNYHP
NNTDTLSCSSWPASPGLRWEKRWCDLRLIPLLHSRESQYLPGSDLCRONAFQVIAVDGVC
SGITIQCLSAEDCIDWLOATASNISNLTKHEHNIKKINRNEPVNQQIVYMGWTEEREQDSLQD
RMYTPKFLALRGASLYKFIAPPVTTWDWTRAEKTEFSVYEIMCKILKDSDLLDRRKHCFESV
QSESGEDLYFSVELECDLTLWEKAFQTATFLEVERIQCKTYACVLESHLMGLTIDFSMGFE
VCEFDAATKAVLWRYKFSQLKGSSDDGKSKIKFLFONQDTKQIEAKELEFSNLFAVLHCIH
SFFAAKVACLDPLYVGSQATASAAPTTSGTGKLKYST

>Anolis carolinensis SNTG1 (ENSACAP 12130)
MDFRTACEETKTGICLLQODGNQEPFKVRLHLAKDILTIQEQDVICVSGEPFYSGERTVTI
RROTVGGFGLSIKGGAEHNIPVVVSKISKEQRAELSGLLFIGDAILQINGINVRKCRHEE
VVQVLRNAGEEVTLTVSFLKRAPAFLKLPLNEDCACIPSDQSSGTSSPLCDSGLHLNYHP
NNTDTLSCSSWPTSPGLRWEKRWCDLRLIPLLHSRFSQYLPGSDMCRONAFQVIAVDGIC
SGITQCLSGEDCIDWLQATIATNISNLTKHNIKKINRNFPVNQOQIVYMGWTEEREQDSLQOD
RMYTPKFLALRGSSLYKFIAPPVTTWDWTRAERTFSVYEIMYKILKDSDLLDRRKHGFGV
QOSEMGEDLYFSVELESDLILWEKAFHSATFLEVERIQCKTYACVLESHLMGLTIDFGMGE
VCEFDAATKAVLWRYKFSQLKGSSDDGKSKIKFLEFOQNPDTKQIEAKELEFSNLFAVLHCIH
SFFAAKVACLDPQYVGSQAAASTSVSAASTAAAAAAAGTSTLATSSGSSKLKYTT

>Xenopus tropicalis SNTGI (ENSXETP 12501)

MEFNLCICAKTGICLLODGNQEPFKVRLHLAKDILMIQEQDVICVSGEPFYSGERTVAIR
ROTVGGFGLSIKGGSEHNIPVVISKISKEQRAELSGLLFIGDAILQINGINVRKCKHEEV
VOQVLRNAGEEVTLTVSFLKRSPAFLKLPLNEDCSCVPCDQSSGTSSPLCDSGLHLNYHPN
NTDSLSCSSWPTSPGLRWEKRWCDLRLIPLLHSRLSQHITGTDLCRONAFQVTAVDGVGS
GIIQCLLAEECIDWLQSISANISNLTKHNIKKINRNEFPVNQQIVFLGWVEEREQDTLKDY
VYSPKFLALRGSSLYKENSPPVTTWDWMRAEKKEFTVYEIMCKIFKDSDLLDRRKHCFGVQ



SETGEDLYFSVELECDLLOWEKAFQTATFLEVERIQCKTYACVIESHLMGLTIDFGMGEI
CFDAATKAILWKYKFSQLKGSSDDGKSKIKFLEFONQDTKQIEAKELEFSNLFAVLHCIHS
FFAAKVACLDPREVDSQGAASAAVITTSCATAGVCKMKYST

>Danio rerio SNTG1 (ENSDARP 134700)
QTKTGIYLLODGSEEPFNIRLHLAKDILTIQEQDVICVSGEPFYSSERTVTIRRQTIGGE
GLSIKGGAEHKIPVVISKISKEQKAELSGLLFIGDGILQINGINVRSYRHEEVVQVLRNA
GEEVTLTVSFLKRTPAFLKLPLCEDCSCIPSDQSSGTSSPLCDSGLHLNYHPNNTDTLSC
SSWPMSPGLRWEKRWVDLRLIPLLHARLSQYVPGTDICRQNAFQVIAVDGVCSGVIQCPG
TDECTDWLOATISANISALTKHNVHLTLKCRLPGDTIIYMGWVDEKEQDSVQDRMYTPKFL
ALRGSSLFKFSAPPVTTWDWTRAEKSFTVYEIMFKILKFYLISSYFQVYFIYVRVQDSEL
LDKRKHCFSVQTDSGEDIFFSVELECELLLWEKAFQMATFFEVERIQCKTYACIVDSHLM
GLTIDFSMGEFVCEFDAASKAVLWRYKFSQLKGSSDDGKSKIKFLFQNODTKLIEAKELEFS
NLFAVLHCIHAFFAAKVACLDPMFVSSRNAAMAPVVSA

>Takifugu rubripes SNTG1 (ENSTRUP 16051)

MDFKTSNEETKTGIYLMOEGNEEPEFNIRLHLAKDILTIQEQDVICVSGEPFYSSERTVTI
RROQTIGGFGLSIKGGAEHKIPVVISKISKEQKAELSGLLFIGDGILQINGINVRSYRHEE
VVQVLRNAGEEVTLTVSFLKKTPAFLKLPLCEDCTCIPSDQSSGTSSPLCDSGLHLNYHP
NNTDTLSCSSWPTSPALRWEKRWVDLRLIPLLHSRLSRYSPGSDSCRKNAFQVIAVDGVC
SGVVQFPTAEDCLDWLOAISGNISSLTKHNVKKINRNEPVNQQITYMGWVDEKEQDSVQD
RMYSPKFLALRGSSLEFKFSAPPVTTWDWTRAEKSFTLYEIMFKILKDNDLLDKRRHCESV
QTESGEDMFFSVELDCELLIWEKAFQTATFLEVERIQCKTYACIMESHLMGLTVDFGMGFE
VCEFDAASKAVLWRYKFSQLKGSSDDGKSKIKFLFONQDSKSIEAKELEFSNLFAVLHCIH
AFFAAKVACLDPMFVESQGTATTAGFPSLSAISSKHLS

>Tetraodon nigroviridis SNTG1 (ENSTNIP 11343)
MDFKTSNEETKTGIYLMQEGNEEPFNIRLHLARDILTIQEQDVICLSGEPFYSSERTVTI
RROTIGGFGLSIKGGAEHKIPVVISKISKEQKAELSGLLFIGDGILQINGINVRSYRHEE
VVQVLRNAGEEVTLTVSFLKKTPAFLKLPLCEDCTCIPSDQSSGTSSPLCDSGLHLNYHP
NNTDTLSCSSWPTSPALRWEKRWVDLRLIPLLHSRLSRYSPGSDSCRKNAFQVIAMDGVC
SGVVQFATAEDCLDWLQATISSNISSLTKHNVKKINRNEPVNQQIIYMGWADEKEQDSVQD
RMYSPKFLALRGSSLFKFSAPPVTTWDWTRAEKSFTVYEIMFKILKDNDLLDKRKHCESV
QTESGEDMFFSVELDCELLIWEKAFQTATFLEVERIQCKTYACIMESHLMGLTVDEFTMGE
VCFDAASKAVLWRYKFSQLKGSSDDGKSKIKFLFONQDSKSTEAKELEFSNLFAVLHCIH
AFFAAKVACLDPMEVESQGTATTAGFPSLSAISCHSQT

>Gasterosteus aculeatus SNTG1 (ENSGACP 23700)
MDFKTSNEETKTGIYLMOQEGNEEPENIRLHLARDILTIQEQDVICVSGEPFYSSERTVTI
RROTIGGFGLSIKGGAEHKIPVVISKISKEQKAELSGLLFIGDGILOINGINVRSYRHEE
VVQVLRNAGEEVTLTVSFLKKTPAFLKLPLCEDCTCVPSDQSSGTSSPLCDSGLHLNYHP
NNTDTLSCSSWPACPGLRWEKRWVDLRLIPLLHSRLSQYNPGSDVCRKNAFQVIAVDGVC
SGVLQFLTADDCLDWLOQALASNISSLTKHNVKKINRNFPVNQOIIYMGWVDEKEQDSVQD
RMYSPKFLALRGSSLFKEFSAPPVTTWDWTRAEKSFTVYEIMCKILKDNDLLDKRKHCEGV
QTESGEDLFFSVELECELLIWEKAFQMATFLEVERIQCKTYACIMESHLMGLTVDFGAGE
VCFDAASKAVLWRYKEFSQLKGSSDDGKSKIKFLFONQDSKSIEAKELEFSNLFAVLHCIH
AFFAAKVACLDPIFVESQGNATPAGFPSLCSISCNSQTPKLKYAT

>Oryzias latipes SNTGI (ENSORLP_ 21863)
TSFFPTWNCSQTKTGIYLMOEGNEEPFNVRLHLAKDILTIQEQDVICVSGEPFYSSERTV
TIRRQTIGGFGLSIKGGAEHKIPVVISKISKEQKAELSGLLFIGDGILQINGINVRSYRH
EEVVQVLRNAGEEVTLTVSFLKKTPAFLKLPLCEDCTCIPSDQSSGTSSPLCDSGLHLNY
HPNNTDTLSCSSWPTSTGLRWEKRWVDLRLIPLLHSHLSQYMPGSDTCRKNAFQVIAVDG
VCSGVLQFPTAEDCLDWLHATASNISSLTKHNVKKINRNEFPVNQOITYMGWVDEKEQDSV
QDRMYTPKFLALRGSSLFKFTAPPVTTWDWTRAEKSFTVYEIMSKILKVRLSLCVIIQFP
PHFKERLSQENDLLDKRRHCFSVQTESGEDMEFFSVELECDLLVWEKAFQMATEFLEVERIQ
SKTYACIMESHLMGLTIDEFSMGFVCEFDAASKAVLWRYKFSQLKGSSDDGKSKIKFLFQNQ
ESKSIEAKELEFSNLFAVLHCIHAFFAAKVACLDPVELESQGTAANAGIPS

>Homo sapiens_ SNTG2 (ENSP_311837)
MGTEGPPPPAASRGRQGCLLVPARTKTTIALLYDEESENAYDIRLKLTKEVLTIQKQDVV



CVGGSHQGRNRRTVTLRRQPVGGLGLSIKGGSEHNVPVVISKIFEDQAADQTGMLEVGDA
VLOQVNGIHVENATHEEVVHLLRNAGDEVTITVEYLREAPAFLKLPLGSPGPSSDHSSGAS
SPLFDSGLHLNGNSSTTAPSSPSSPIAKDPRYEKRWLDTLSVPLSMARISRYKAGTEKLR
WNAFEVLALDGVSSGILRFYTAQDGTDWLRAVSANIRELTLONMKMANKCCSPSDQVVHM
GWVNEKLQGADSSQTFRPKFLALKGPSFYVESTPPVSTFDWVRAERTYHLCEVLFKVHKFE
WLTEDCWLQANLYLGLQODFDFEDQRPYCEFSIVAGHGKSHVENVELGSELAMWEKSFQRAT
FMEVQRTGSRTYMCSWQGEMLCEFTVDFALGFTCFESKTKNVLWRFKFSQLKGSSDDGKTR
VKLLEFONLDTKQIETKELEFQDLRAVLHCIHSFIAAKVASVDPGFMDSQSLARKYMYSS

>Pan troglodytes SNTGZ (ENSPTRP_19957)
MGTEGPPPPAASRGROQGCLLVPARTKTTIALLYDEESENAYDIRLKLTKEVLTIQKQDVV
CVGGSHQGRNHRTVRLRRQPVGGLGLSIKGGSEHNVPVVISKIFKDQAADQTGMLEVGDA
VLOVNGIHVENATHEEVVHLLRNAGDEVTITVEYLREAPAFLKLPLGSPGPSSDHSSGAS
SPLFDSGLHLNGNSSTTAPSSPSSPIAKDPRYEKRWLDTLSVPLSMARISRYKAGTEKLR
WNAFEVLALDGVSSGILQFYTAQDGTDWLRAVSANIRELTLONMKMANKCCSPSDQVVHM
GWVNEKLQGADSSQTFRPKFLALKGPSEFYVFSTPPVSTFDWVRAERTYHLCEVLEFKVHKE
WLTEDCWLQANLYLGLODFDFEDQRPYCFSVVAGHGKSHVENVELGSELAVWEKSFQRAT
FMEVQRTGSRTYMCSWQGEMLCFTVDFALGFTCFESQTKNVLWRFKFSQLKGSSDDGKTR
VKLLEFONLDTKQIETKELEFQDLMAVLHCIHSFIAAKVASVDPGFMDSQSLARKYMYSS

>Callithrix jacchus SNTG2 (ENSCJAP 43085)
PAAPRGRQGCLLVLARLKTAVALLYSEEYHSAYDIRLKLTKEMLTIQKQDVICVGGSHQG
RSHRTVTLRRQPVGGLGLSIKGGSEHNVPVVISKIIKGQAADQTGMLEVGDAVLQVNGIN
VENATHEEVVHLLRNAGDEVTITVEYLREAPAFLKLPLGSPGPSSDHSSGASSPLFDSAL
HLNGNSRNTAPSSPSSPIAKDPRYEKRWLDALSVPLSMARISRYKAGTEKFRWNAFEVLA
LDGVSSGILQFYTAQDGADWLRAVSANIRELTLONMKLANRCCSASDQVVHMGWVHEKLH
GADSSQTCRPKFLALKGPSFYVFSSPPVSTFDWVRAERTYYLCEVLFKVHKFWLTDDCWL
OANLYLGLQODGDFEDQRPYCFSVVAGHGKSHVFSVELGSELAVWEKSFQRAMFMEVQRSG
SKTYACSWQGEMLCEFTVDFALGFTCFESKTKNVLWRFKEFSQLKGSSDDGKTRVKLLFQHL
DTKQIETKELEFQDLTAVLHCIHAFIAAKVASVDPGFVDSQSLAKKYMYSN

>Mus musculus_ SNTGZ (ENSMUSP 21004)
MSAEGSQSLAAPRGRPSHLLVPARTKTALALLYDEGLENAYDVRLKLTKEVLTIQKQDVV
CIGGAPPGANHRTVTLRRQPVGGLGLSIKGGAEHGVPVVISKIFKDQAADQTEMLEFIGDA
VLOVNGINVENATHEEVVHLLRNAGDDVTITVEYLREAPSFLKLPLGSPGPSSDHSSRAS
SPLFDSGLHLNGHCSHTAPSSPSSPIANEPKYEKRWLDTLSVPLSMARISRYKAGTEKLR
SSALEVLALDGASTGVLQFSTAQDCADWLRSISTNISDLTLQHMKMANKCCSPCDQVVHM
GWVNERLQGADNSONFRPKFLALRGSSEFYIFGAPPVSTLDWGRAERAYNLCEVLEFKVHKE
WLSDNYWLOANLYLGLODFDCEDPRSYCESVLANHGKSHIFSVELGSELAVWEKAFQRAT
FMEVQRTGSKTYLCSWQGETLCFTVDFALGFTCEDGKTKNVLWRFKFSQLKGSSDDGKTR
VKLLEFONLDTKQIETKELEFQDLTAVLHCIHSFIAAKVASLDPVFMDSQSMARRYLCSS

>Felis catus SNTG2 (ENSFCAP_12755)
ARGRGPVVAPTSLRSRPWPVSALPPOQTRTGLALLHHEGSGSPCDVRLKLTREVLTIQKQD
VVCVRGSSHGAHHRTVTLRRQPVGGLGLSVKGGAEHRVPVVISKIFRGHAADQTGMLEVG
DAVLQVNGINVEHATHEEVVHLLRNAGDEVAITVDYLREAPAFLKLPLGSPGPAGDHSSG
ASSPLFDSGLHLNSNPSSTDSPSPSSPAADAPQYEKRWLDTLSVPLSMARISRCKAGTGK
CRSGAFQVLAVDGVRTGVLQFHTARESADWLRAVSATISDLTLESMKMVNEGCSPCDQVV
HMGWVRERLEGTSSRETFRSKFLALKGSLLYVFSTAPVSTLDWVRAEKTYNLCEVLFKLH
KLWLADDGWLHEACHLGPPGFAPQRPFSEFSVLVGHGQSRVEFSVDLGSELAAWERSFQRAT
FKEVQRSRSKTYTCSWQGEMLCEFTVDFALGFTCSDSKTKNVLWRFKESQLKGSSDDGNAR
VKLLFQHPDTKQIEVKELEFPDLTAVLHCVHAFLAAKVASVDPAFMDSQSFARKSASAE

>Monodelphis domestica SNTGZ2 (ENSMODP 17858)

SQGPPPPASFRLLIGCILVPLLTKTGIALLYDEGSENAFDIRLKLTKEVLTIQKQDVVCV
SGSNHSTNHRTVTLHRQPVGGLGLSIKGGAEHKVPVVISKIFKDQAADQTGMLFEFIGDAVI
OVNGINVENATHEEVVHLLRNAGDEVTITVQYLREAPSFLKLPLGSPGPSSDHSSGASSP
LFDSGLHLNGNSSNTAPSSPSSPIANEPKYEKRWLDTLSVPLSMARISRYKAGTDKLRSN
AFEVLALDGVSTGIIQFYTSQESADWLRAVSTNIGDLTLONMKMANKCCSPCDQVVHMGW
VNERIQGIDSSQPYKYKFLALKGSSEFYIFSTPPVSTLDWVRAEKIYNLCEVLFKVHKLWL
ADDCWLOANFYLGLHQDYDLEDQRPYCEFSVMVGQGKSHFFNVELGSELAVWEKSFQRATF



MEVQRTGSKTYMCSWQGEALCEFTVDFALGEFTCEDSKTKNVLWREFKESQLKGSSDDGKTRV
KLLFONLDTKQIEMKELEFODLTAILHCIHSFIAAKVASVDPMFIDSQSIARRYMYSN

>Gallus gallus SNTG2 (ENSGALP 26350)

VMYMGITGLSLERAEPHELLIPDRTKTGIALLYDEVSENAYDIRLKLTKEVLTIQKQDVI
CVSGSDRSANHRTVTLHRQPVGGLGLSIKGGAEHKVPVVISKMFKDQAADQTGMLEFIGDA
ITQVNGINVESATHEEVVHLLRNAGDEVTITVQYLREAPSFLKLPLGSPGPSSDHSSGAS
SPLEFDSGLHLNGNSANTAPSSPSSPIANEPKYEKRWLDTLSVPLSMARISRYKTGTDKLR
SNAFEVLALDGVSTGILOFYTAQESADWLRAISTNISDLTLONMKMANKCSSPSDQVVHM
GWVHERLEGTDSSQLYKFKFLALKGSSEYIFSTPPVSTLDWVRAEKMYNLCEVLEFKIHKL
WLADDCWLOANLYFGIHQDFDFEDHRPYCEFSVMVGHGKSHCFNVELGSELAVWEKSFQORA
IFLEVQRTGSKTYMCSWQGDTLCEFTVDFALGETCFDSKTKNVLWREFKESQLKGSSDDGKT
KVKLLFONPDTKQIETKELEFQDLTAVLHCIHSFIAAKVASVDPVEIDSQSIARKYMYSN

>Pelodiscus sinensis_ SNTG2 (ENSPSIP 6229)
QTKTGIALLYDEGSENAYDIQLKLTKEVLTIQKQDVICVSGSDHSTNHRTVTLHRQPVGG
LGLSIKGGAEHKVPVVISKIFKDKAADQTGMLEFIGDALLQVNGINVESATHEEVVHLLRN
AGDEVTITVQYLREAPSFLKLPLGSPGPSSDHSSGASSPLEFDSGLHLNGNTTNTAPSSPS
SPIANEPKYEKRWLDTLSVPLSMARISRYKAGTDKLRSNAFEVLALDGVSTGILQOFYTAQ
ESADWLRALATNISDLTLONMKMANKCCSLSDQVIHMGWVNERLEGTDSSQLYKYKFLAL
KGSSFYIFSTPPVSTLDWIRAEKIYHLCEVLFKVHKLWLADDCWLOANLYLGIHQDYAFE
DORPYCEFSVMVGHGKSHSFNVELGSELVAWEKSFQRATIFLEVQRTGSKTYMCSWQGVALC
FTVDFALGFTCFDSKTKNVLWRFKEFSQLKGSSDDGKTKVKLLEFONIDTKQIEMKELEFQD
LTAVLHCIHSFIAAKVASLDPVFIDSQSIARKYMYSN

>Danio rerio SNTG2 (ENSDARP_130115)

MNAAAKHQPDLLERPASLLVPTWTKTGLALLYDEHTSNTYDVRLKLTKDLLIIQKQDVVC
ASGIESHLNHRTVVLRRQATGGLGLSIKGGAEHKVPVVISKIFKDQVADQTGKLEFIGDAV
LOVNGINVEKCTHEEVVHLLRTAGDEVSITVRYLREAPAFLKLPLGSPGPSSDHSSRASS
PLFDSGLHLNGNSSNTAPSSPSSPSANEPKYEKRWLDAVTLPLFMARISRRKAGTDKLRS
NSFEVIALDGVCTHVLQFCTAGESTDWLQAISTNINDLTQODSIKTVNKYCSADDQVDCPH
GLGVRADSRRRCRQRRRRRSLLQIPGAQRISSAYLODSTYWTQAEASFHLCEVLFKVHKL
WIAEDCWIQTKLYMGLOODGELRDSEPFCEFSVLLGHGQSFCFSVELGSDLVLWEKAFQRA
VEFMEVQRVRSKSYMCSSQGKILCFTIDFESGFSCSDTLSKKIIWKYKEFSQLKGSSDDGKT
RVKLLFONSENKQIEMKELEFANLTAVLHCIHSFIAAKVATVDPVFVSNQSLTQKYMCSS

>Tetraodon nigroviridis SNTG2 (ENSTNIP 8351)
AAQITFSFADPRHDPSHRVKLLTIKTKSGIALLYKEETNNSYDVCLKLTKEVLTIQKLDV
VCTNGPETQVNHRTVVLRROANGGLGLSIKGGAEHNVPVVISKIFKDQVADQTGKLEVGD
AVLQVNGIHVELCTHKEVVHLLRTAGDEVTITVRYLREVPSFLKLPLGSPGPSTDHSRVS
SPLEFDSGLHLNGNGNSTAPSPPLPSANEPKYEKRWLDAVSLPLLMARVCRYKAATDQLRS
NCFEVFALDGASTNILQFCTAAESTDWLQATISTNINELTQENIKIINKYCSSDDQIVHMG
WVCECPEGGAAGRSPAFKFLALRGPHFYIFRHPPVSAAEWGOAETSYNLYEVLFKVHKLW
MAEDCWLOQARLYLGLEHSPDQODNESLCEFSILVGHGQSHTFRVELATDLAIWEKSFQRAV
FLEVQRIRSKSYMCSCQGAVLCFTIDFGSGFTCSEGSSKTVLWRYKFSQLKGSSDDGKTR
VKLLFKNAESQQIEMKELEFANLTAVLHCIHSFIAAKVASMDPLFMYSQSEFHGNHVNS

>Gasterosteus aculeatus SNTGZ (ENSGACP_ 7480)
MNVTGKQQPELIERPASLPVPTSTKSGIALLYNEETNNTYDVCLKLTKELLTIQKLDVVC
TSGSESPANHRTVVLRROQAAGGLGLSIKGGAEHNVPVVISKIFKDQVADRTGKLFVGDAV
LOVNGINVEPCTHKEVVHLLRTAGDEVTVTVRYLREVPSFLKLPLGSPGPSTDHSRVSSP
LFDSGVHLNGNGNNTAPSPPPPPADKPRYEKRWLDAVPLPLLMARVSRCKAATDQLRSNC
LDVFALDGASTNILQFCTAAESTDWLQAISTNINELTQENIKMINKYCPSDDQTVHMGWT
CGSPEGGAAGRASAFKFLALRGPHFYIFRSPPISAADWGQAETTYNLYEVLFKVHKLWMA
EDCWLOARLYLGLEHSPEQRDNESLCEFSILVGHGQSHTFRVELASDLATWEKSFQRAVEW
EVORIRSKSYMCSSQGSVLSEFTVDFGSGESCAEGSSKTALWRYKESQLKGSSDDGKTRVK
LLFKNAESNQIEMKELEFANLTAVLHCIHSFIAAKVASVDPLEVCSHGL

>Oryzias latipes SNTG2 (ENSORLP 22013)
CSFQROQTKSGIALLYNEDTNNTYDVCLKLTKEALTIQKLDVICTSGTESQVNHRTVVLR
ROATGGLGLSIKGGAEHNVPVVISKIFKDQVADQTGKLFIGDAVLQVNGINVESCTHEEV



VHLLRTAGDEVTITVRYLREVPSFLKLPLGSPGLDHSRGSSPLFDSGLHLNGNENNAAPS
PPSPSANEPKYEKRWLDDVCMPLLMARVSRYKAGTDKLRSNCFQVFASGGTCTNILQFFEFT
AAESTDWLQAISANINGLTQENIKIINKHSPAENQIVHMGWACESLEDSTVGRSSTFKEL
ALRGPYFYIFKRPPISSADWGKSEITYNLYEVLFKVHKLWMAEDCWLKARLYLGLENSPE
QODNEPLCFSILVGHGQSHTFRVELASDLAIWEKSFQRAVFTEMNKTVSKSYMCSSHGTV
LCFTIDFGSGEFSCSEASSSTILWRYKFSQLKGSSDDGKTRVKLLEFKNAESKQIEMKELEF
ANLTAVLHCIHSFIAAKVASMDPLEVCSPSFSGNCLNS

>Homo sapiens_GOPC (ENSP_525609)
MSAGGPCPAAAGGGPGGASCSVGAPGGVSMFRWLEVLEKEFDKAFVDVDLLLGEIDPDQA
DITYEGRQKMTSLSSCFAQLCHKAQSVSQINHKLEAQLVDLKSELTETQAEKVVLEKEVH
DOLLOLHSIQLOLHAKTGQSADSGTIKAKLERELEANKKEKMKEAQLEAEVKLLRKENEA
LRRHTAVLOAEVYGARLAAKYLDKELAGRVQQIQLLGRDMKGPAHDKLWNQLEAETHLHR
HKTVIRACRGRNDLKRPMQAPPGHDODSLKKSQGVGPIRKVLLLKEDHEGLGISITGGKE
HGVPILISEIHPGQPADRCGGLHVGDAILAVNGVNLRDTKHKEAVTILSQQRGEIEFEVV
YVAPEVDSDDENVEYEDESGHRYRLYLDELEGGGNPGASCKDTSGEIKVLOQGEFNKKAVTD
THENGDLGTASETPLDDGASKLDDLHTLYHKKSY

>Gorilla gorilla GOPC (ENSGGOP_13221)
MSAGGPCPAAAGGGPGGASCSVGAPGGVSMFRWLEVLEKEFDKAFVDVDLLLGEIDPDQA
DITYEGRQKMTSLSSCFAQLCHKAQSVSQINHKLEAQLVDLKSELTETQAEKVVLEKEVH
DOLLOLHSIQLQLHAKTGQSVDSGTIKAKLLKSGPSVEELERELEANKKEKMKEAQLEAE
VKLLRKENEALRRHIAVLQAEVYGARLAAKYLDKELAGRVQQIQLLGRDMKGPAHDKLWN
QLEAETIHLHRHKTVIRACRGRNDLKRPMQAPPGHDQDSLKKSQGVGPIRKVLLLKEDHEG
LGISITGGKEHGVPILISEIHPGQPADRCGGLHVGDAILAVNGVNLRDTKHKEAVTILSQ
ORGEIEFEVVYVAPEVDSDDENVEYEDESGHRYRLYLDELEGGGNPGASCKDTSGEIKVL
QGEFNKKAVTDTHENGDLGTASETPLDDGASKLDDLHTLYHKKSY

>Pongo abelii GOPC (ENSPPYP _18990)
MAAGGPCPAAAGGGPGGASCSVGAPGGVSMFRWLEVLEKEFDKAFVDVDLLLGEIDPDQA
DITYEGROQKMTSLSSCFAQLCHKAQSVSQINHKLEAQLVDLKSELTETQAEKVVLEKEVH
DOLLOLHSIQLQLHAKTGQSVDSGTIKAKLSGPSVEELERELEANKKEKMKEAQLEAEVK
LLRKENEALRRHIAVLOAEVYGARLAAKYLDKELAGRVQQIQLLGRDMKGPAHDKLWNQL
EAETHLHRHKTVIRACRGRNDLKRPMOQAPPGHDODSLKKSQGVGPIRKVLLLKEDHEGLG
ISITGGKEHGVPILISETHPGQPADRCGGLHVGDAILAVNGVNLRDTKHKEAVTILSQQD
DENVEYEDESGHRYRLYLDELEGGGNPGASCKDPSGEIKVLOQGEFNKKAVTDTHENGDLGT
ASETPLDDGASKLDDLHTLYHKKSY

>0Oryctolagus cuniculus_GOPC (ENSOCUP_18266)
MEFRWLEVLEKEFDKAFVDVDLLLGEIDPDQADITYEGRQKMTSLSSCFAQLCHKAQTVSQ
INHKLEAQLVDLKSELTETQAEKVVLEKEVHDQLLOLHSIQLOLHAKTGQOSVDSGTIKAK
LERELEANKKEKVKEAQLEAEVKLLRKENEALRRHIAVLOQAEVYGARLAAKYLDKELAGR
VOQIQLLGRDMKGPAHDKLWNQLEAETHLHRHKTVIRACRGRNDLKRPMOQAPPGHDQODSL
KKSQOGVGPIRKVLLLKEDHEGLGISITGGKEHGVPILISEIHPGQPADRCGGLHVGDAIL
AVNGVNLRDTKHKEAVTILSQORGEIEFEVVYVAPEVDSDDENVEYEDESGHRYRLYLDE
LEGGGNPGASSKDASGEIKVLOQEYNKKPVTDTHENGDLGSSSETPLDDSASKLDDLHSLY
HKKSY

>Felis catus GOPC (ENSFCAP 22118)
AQLVDLKSELTETQAEKVVLEKEVHDOQLLOQLHSTQLOLHAQTGQSVDSGTIKAKLERELE
ANKKEKMKEAQLEAEVKLLRKENEALRRHIAVLOAEVYGARLAAKYLDKELAGRVQQIQL
LGRDMKGPAHDKLWNQLEAETHLHRHKTVIRACRGRNDLKRPMOAPPGHDODSLKKSQGV
GPIRKVLLLKEDHEGLGISITGGKEHGVPILISEIHPGQPADRCGGLHVGDAILAVNGVN
LRDTKHKEAVTILSQQRGEIEFEVVYVAPEVDSDDENVEYEDESGHRYRLYLDELEGGSN
PGASCKDTSGEIKVLOGFNKKAVTDGHENGDLGTSSEPPVEDSASKLDDLHSLYHKKSY

>Myotis lucifugus GOPC (ENSMLUP 6884)

MSAGGPCPAGAGGGPGGASCAVGVSPGGVSMFRWLEVLEKEFDKAFVDVDLLLGEIDPDQ
ADITYEGRQKMTSLSSCFAQLCHKVQTVSQINHKLEAQLVDLKSELTETQAEKVVLEKEV
HDOQLLQLHSVQLOLHAKTGQSVDSGTIKAKLLKSVPSVEELERELEANKKEKMKEAQLEA
EVKLLRKENEALRRHIAVLQAEVYGARLAAKYLDKELAGRVOQIQLLGRDMKGPAHDKLW



NOQLEAETHLHRHKTVIRACRGRNDLKRPMOQAPPGHDODSLKKSQGVGPIRKVLLLKEDYE
GLGISITGGKEHGVPILISEIQPGQPADRCGGLHVGDAILAVNGVNLRDTKHKEAVTILS
QORGEIEFEVVYVAPEVDSDDENVEYEDESGHRYRLYLDELEGGSNPGATCKDTSGEVKV
LOGENKKSVTDGHENGDLGTSRETPLEDSAAKLDDLHSLYQRKSC

>Monodelphis domestica GOPC (ENSMODP 22195)
MSAGGPCSAGPGGVSGGASCASGVPPGGVSMFRWLEVLEKEFDKAFVDVDLLLGEIDPDQ
ADITYEGRQKMTSLSSCFAQLCHKAQTVSQINHKLEAQLVDLKSELTETQAEKVVLEKEV
HDQLLQLHSVQLOQLHAKTGQSVDSGTIKAKLSVPSVEELERELEANKKEKMKEAQLEAEV
KLLRKENEALRRHIAVLQAEVYGARLAAKYLDKELAGRVQQOIQLLGRDMKGPAHDKLWNQ
LEAETHLHRHKTVIRACRGRNDLKRSMOAPPGHDQODSLKKSQGVGPIRKVLLLKEDHEGL
GISITGGKEHGVPILISEIHPGQPADRCGGLHVGDAILAVNGVNLRDAKHKEAVTILSQQ
RGEIEFEVVYVAPEVDSDDENVEYEDESGHRYRLYLDELEGSGNPVAHRKGASGDIKLLQ
GENKKPVIDGHENGDLGTSSETPLNDSASKLAESAESLS

>Gallus gallus GOPC (ENSGALP 23990)
MRAGTFRSPGCVAAPGEPGPPRGRRGTAEAGGGASRALCEARPGRAVAGGMSAAGGVGSC
GPGGAACGGGVGGAASAPGGGVSMFRWLEVLEKEFDKAFVDVDLLLGEIDPDQADITYEG
ROKMTSLSSCFAQLCHKAQTVSQINHKLEAQLVDLKSELTETQAEKAVLEKEVHDQLLOL
HAVQLOLHAQTGONVDSGAIKAKLERELEANKKEKVKEAQLEAEVKLLRKENEALRRHIA
VLOAEVYGARLAAKYLDKELAGRVQQOIQLLGRDMKGPAHDKLWNQLEAETHLHRHKTVIR
ACRGRNDLKRPMQAPPGHDPDALKKSQGVGPIRKVLLVKEDHEGLGISITGGKEHGVPIL
ISEIHPGOQPADRCGGLHVGDAILAVNGVNLRDAKHKEAVTILSQQRGEIEFEVVYVAPEV
DSDDENVEYEDESGHRYRLYLDELEEGANSGSNRKEVNVDVKPSQVFDKKPSIDGHENGD
LGNSVEPSLEDAAPKLTRSAESLS

>Anolis carolinensis GOPC (ENSACAP 14036)
MSGGGSCAGPGPGACGGAGAASSSASSPSGAGGLSMFRWLEVLEKEFDKAFVDVDLLLGE
IDPDQADITYEGRQKMTSLSSCFAQLCHKAQTVSQINHKLEAQLVDLKSELTETRAEKAV
LEKEVHDQLLOLHATIQLOLHAKTGQSVDSGAIKAKLSVPSVEDLERELEANKKEKVKEAQ
LEAEVKLLRKENEALRRHIAVLQAEVYGARLAAKYLDKELAGRVQQIQLLGRDMKGPAHD
KLWNQLEAETHLHRHKTVIRACRGRNDLKRPMQAPPGHNTDSLKKSQGVGPIRKVLLVKE
DHEGLGISITGGKEHGVPILISEIHPGQPADRCGGLHVGDAILAVNGVNLRDAKHKEAVT
ILSQQRGEIEFEVVYVAPEVDSDDENVEYEDESGHRYRLYLDELEEGGNSASSRKDGSGD
VKSLQVFEKKASIDGHENGDLGNSVDTEETVSKLAQSAESLA

>Xenopus tropicalis GOPC (ENSXETP 28166)
MSAAPCSTSASGPVPGMSMFRWLEVLEKEFDKAFVDVDLLLGEIDPDQADITYEGRQKMT
TLSSCFAQLCHKAQTVSQINHKLEAQLVDMKSELTEVQAEKAVLDKEVHEQLLQLHAVQL
QLHSKTGQSVDSGAIKAKLSVPSVEAMEKELEANKKEKVKEAQLEAEVKLLRKENEALRR
HIAVLQAEVYGARLAAKYLDKELAGRVQQIQLLGRDMKGPAHDKLWNQLEAETHLHRHKT
VIRACRGRNDLKRPLPVPPGHDPDCLKKSQGVGPIRKVILAKEDHEGLGISITGGKEHGV
PILISETIHPAQPADRCGGLHVGDAILAVNGINLRDAKHKEAVTILSQQRGEIEFEVVYVA
PEIDSDDENVEYEDESGHRYRLYLDELEEAGANPGVSTKDGSADTKPLQAFEQKLHIDGN
ENGDLETASESLSGGDTASKLAYSKSFGRROAY

>Takifugu rubripes GOPCa (ENSTRUP 8920)
MSMFRWLEVLEKEFDKAFVDVDLLLGEIDPDQVDITYEGRQKMTTLSSCFAQLCHKAQTV
FOLNHKLEAQLVDQRSELTEVKAEREVMEREVHDQLLQLHSLOLQLYAKQGQAEDSDTIK
DRLKSDLRRRKVK

>Takifugu rubripes GOPCb (ENSTRUP 8919)
PVGQSSGSGMSMFRWLEVLEKEFDKAFVDVDLLLGEIDPDQVDITYEGROQKMTTLSSCFEFA
QLCHKAQTVFQLNHKLEAQLVDQRSELTEVKAEREVMEREVHDQLLQLHSLQLQLYAKQG
QOAEDSDTIKDRLVADTSKGSHCFEVPGE

>Tetraodon nigroviridis GOPC (ENSTNIP 10059)

LHOWAPGPGSLGPGTSSLPGQSSGSGMSMFRWLEVLEKEFDKAFDVDLLLGEIDPDQVDI
TYEGRQKMTTLSSCFAQLCHKAQTVFQLNHKLEAQLVDQRSELTEVKAEREVLEREVHDQ
LLOLHSLOLQLYAKEGQAEDSDTIKDRLPAPTLEQMEHELETKKKKHLSEAKLEMEVRLY
KKETEALRRHIAVLOQAEVYGARLAAKYLDKELAGRVQQIQLLGRDMKGPAHDKLWNQLEA



EIHLHRHKTVIRACRGRNDAKKPLPSPADHVPEMLKKTQGVGPIRKVMLVKDDHEGLGIS
ITGGKEHGVPILISEIHVSQPAERCGGLHVGDAILAVNGVNLRDAKHKEAVTILSQQOQGQ
IEFEVVYVAPELDSDDENVEYEDDNGHPYRLYLEELDPSSSAAASNSAA

>Gasterosteus aculeatus GOPC (ENSGACP_ 7682)
MSASAGCSPVAQSSGLGPGMSMFRWLEVLEKEFDKAFVDVDLLLGEIDPDQVDITYEGRQ
KMTSLSSCFAQLCHKTQTVFQLNHKLEAQLVDLRSELTEAKAERKVIEREVHDQLLOLHA
LOLOLHPKQGOQAEDSDSTIRDRLPAPSLEKMEQELKVSKKEKFEDARLEAEVRLFKKENEA
LRRHMAVLQAEVYGARLAAKYLDKELAGRVQQOIQLLGRDMKGPAHDKLWNQLEAETHLHR
HKTVIRACRGRNDPKKPLLSPVGHDPDMLKKSQGVGPIRKVVLVKDDHEGLGISITGGKE
HGVPILISEIHPSQPADRCGGLHVGDAILAVNSINLRDAKHKEAVTILSQQQGQIEFEVV
YVAPEVDSDDENVEYEDDSGHRYRLYLDEVDDCSTAPPSSGSAALHALEKMSLSNGAENR
DTGISSETTAEETPSKPPETDCSS

>Oryzias latipes GOPC (ENSORLP 19672)

CSAPSSSDMSSSAGCSPSGQSSGLGPALSMFRWLEVLEKEFDKAFVDVDLLLGEIDPDQV
DITYEGRQKMTSLSSCFAQLCHKSQTVFQLNHKLEAQLVDLRSELTEAKAERVVAEREVH
ELLLOLHALQLOLRAQQGQTEDSDTIKDRLPAPTLEVMEQELMAGKKEKLAEARLEKEVH
LFRKENEALRRHIAVLQAEVYGARLAAKYLDKELAGRVQQIQLLGRDMKGPAHDKLWNQL
EAETHLHRHKTVIRACRGRIDPKKPLPSPVGHEHDLLKKTQGVGPIRKVALVKEDHEGLG
ISITGGKEHGVPILISEIHPGQPADRCRGLHVGDAILAVNSINLRDAKHKEAVTILSQOR
GQIEFEVVYVAPEVDSDDENVEYEDDSGHRYRLYLDELEDSSSGGGAPPNNNAASLQALE
NMTLNSGAENGNPGSCCESRPDEEGAPKPPESDASS

>Branchiostoma floridae (XP 002594112)
MNEKSLVRPGSAPPPSGMATWSRDARVPAHGTPVGANMALTAAASAMTRSGLLEVYVRDRWCRVLVSLEE
ETLTISLEDSSVGGGDONGDAIRNSEFDHDQLPESIANHKRVVKVIKQDVGGLGISIKGGKENKMPILIS
KIFKGLAADQTESLYVGDAILSVNGEDLRDATHDEAVRALKRAGKEVVLEVKYLREVTPYFRRSTVIGEV
GWENASPYVIKEPGADNKASTNNEFTEMKTIPLKMCYVTRNLTMPDPEQRTFELHSPDGRSSCILRCQDAS
SASQWFAATHANTSMLTASAMAEANSKLVSGRGSAGDREIKHMGWLCEQAHGEGGSSSWKPVFAALTPTD
LLLYDTVPWSREEWAVPVQSHPLLATRCSAYFDSRVGHTGTTPSRSPSGGASGRDLAFGTRTGSRVETQR
DLAAWTRLIVQLCHQAAEDMKEVIQACFWQGRECKLMVHYESGFTLMDNSNPNESQSDVLWNEPFERMRM
SADDGVGRLWLDFGGAEGEQQLDMCTGPKPIVFIIHNFLSAKVTRMGLFA

>Drosophila melanogaster (FBpp0302599)
MVESSSLGRTPPAAQQPIPQQOHSPSPSGLRCGNMETRVRGAWYRVLVTLETDFLAVSLDE
SCEARQPSNDGQSTTLNGTLGSNHSGGGGGGAGGGGTGGGGONGTLPNSASLOGMNIQDT
ELDGSASNDNGDRDPCLNNNNNAGDGGGMDMCDVPDHVANQKRHVRITKSDNNGLGISTIK
GGRENRMPILISKIFRGMAADQAKGLYVGDAILTVNGEELRDATHDEAVRALKRSGRVVD
LEVKFLREVTPYFRKASIISEVGWELQRAFLCPLGPGVPTSPPAPKTTPRADTRYIPLQL
THLARNLKYIDPENRCFELHSPDGVHSCILRAADSAEALVWENALHSAMGTSTQRALAEA
NRALTNLIGELKHIGWLSKRMSGGGSSGSAGGGAASGGSGTSNSVVAGELPSGRSSSESS
DESDKWLPIFVAVTEREFRIYESAPWSVEAWSRPLEIYALATTRLAGAGNNSSLNGQQTT
VFCVRCGTARGVLVYWLRSETHRDMAAWARSLVQGSHQAVNYQREFSFRCLFQGRQCQLV
VHINRGFFLYDCGGFAPTTPTVATAKTQLWQFAFDKLKGSADDGARMLYLDFGEDGEIEL
DMECCPKPVVFVVHNCLSAKVHNIA

>Anopheles gambiae (XP 320202)
GIAEICDVPDSVANQKRHVRVIKSDNNGLGISIKGGRENRMPILISKIFRGMAADNAKGLYVGDAILSVN
GEDLRDATHEEAVRALKRAGRVVDLEVKFLREVTPYFRKASIISEVGWELQRAFLCPLGPNASSPPGVAP
RSPPRADTRYIPLOQLTHLARNLKYHDPENRCIELHSPDGIHSCILRAMDPQEATTWENALHSAIGKSTQK
ALLDANRALVSIIGELKHIGWLSRRSGGGEYTHTHTHRSTAETGPNSQALAALVRLNGRSSSESSDELDK
WOSIFVAVTDRELRLYESAPWSVEAWSRPFESCPLVATRLAGAGNTSTVGSNSSTHSSVFCIRCGTTRGV
VSHWLRSETNRDMAAWARVLVQGCHNAIICQREFSFRCLFQGRPCQLIVHLDRGFTLLDSGLGPASKALW
TFPFDKLKGSADDGNKLLYLDFSGTEDGAELELDMECCPKPVVEVLHNCLSAKVHSLA

>Nematostella vectensis (XP 001638712)

MAVAVSMFRWLDLLEKEFDKAFVDLDLLLGEIDPDQSEITYDGROKMTQLSSAFAQLVHKSQTIFQSNAK
LEAELVALRHDVVEEQATKRVLEKEVNNLLLQLHAVQLQLHTTSGTHLESDNIRSKLLNDHSPFHIELET
SKYKADAMKEAKLDCQVRQLEKENAALRKHIFSLOGEVYGARLAAKYLDKELAGRIQQIQLLGRDMRGAE
HDKLWNQIEAEIHLHRHKTVIRACRGRKDPRNKPPOQPPPPEPTENDEDADSISRKRRGIGEPRTVIVNKD



KTEGLGISITGGKEHGVPILISEIHDGMPAARCGGLYVGDAILAVNGIDLQDAKHNDAVKILSSIHGEIT
MEVLYVAPDDSSDEEEDAWEEDDTRR

>Hydra magnipapillata (XP 002167025)
MSLAVSMFRWLDMLEKEFDKAFVELDSILGYIDYDDGNFIDDGRKKLAILSSVESQLSHKSQTIFENNAK
YEAELIGLRTELSEAKATVTILEKEVKNSLLOLHSVQLOLHSKGENSADLQTI IKTKLENDLTQFRONAIK
ESQVTEEIKIIKKENDALRKYITQIQGEVCGARLAAKYLEKELAGRIQQIQLLGRNLKLOQEHEMLWNQTIE
SEIFLHRHKTVIRACKKNPPKKSSSSSHINKEKQERVNIAKHSGDKIVVKFYREKSEGLGISITGGKEHG
IPVIISEIHEGMLASRCEDLQTGDAILAVNNINLENVSHEEAVSILSALSGNVTMEVWRVIDTSSEDEEW
ETNYNSRYSTVGLLDDPNEISLDSDINMTNSPAPNSNKKNVNISSLRSSLAELKLAQSLRKINKDMSPAD
EASPQPTHI

Sorting Nexin Family-SNX

>Homo sapiens_ SNX27 (ENSP_357836)
MADEDGEGIHPSAPHRNGGGGGGGGSGLHCAGNGGGGGGGPRVVRIVKSESGYGFNVRGQ
VSEGGQLRSINGELYAPLQHVSAVLPGGAADRAGVRKGDRILEVNHVNVEGATHKQVVDL
IRAGEKELILTVLSVPPHEADNLDPSDDSLGQSFYDYTEKQAVPISVPRYKHVEQNGEKFE
VVYNVYMAGRQLCSKRYREFAILHONLKREFANFTFPRLPGKWPFSLSEQQLDARRRGLE
EYLEKVCSIRVIGESDIMQEFLSESDENYNGVSDVELRVALPDGTTVTVRVKKNSTTDQV
YQATAAKVGMDSTTVNYFALFEVISHSFVRKLAPNEFPHKLYIQONYTSAVPGTCLTIRKW
LFTTEEEILLNDNDLAVTYFFHQAVDDVKKGYIKAEEKSYQLOQKLYEQRKMVMY LNMLRT
CEGYNEIIFPHCACDSRRKGHVITAISITHFKLHACTEEGQLENQVIAFEWDEMQRWDTD
EEGMAFCFEYARGEKKPRWVKIFTPYFNYMHECFERVFCELKWRKEEY

>Pan troglodytes SNX27 (ENSPTRP 2202)
MADEDGEGIHPSAPHRNGGGGGGGGSGLHCAGNGGGGGGGPRVVRIVKSESGYGENVRGO
VSEGGQLRSINGELYAPLOQHVSAVLPGGAADRAGVRKGDRILEVNHVNVEGATHKQVVDL
IRAGEKELILTVLSVPPHEADNLDPSDDSLGQSEFYDYTEKQAVPISVPRYKHVEQNGEKFE
VVYNVYMAGRQLCSKRYREFATILHONLKREFANFTFPRLPGKWPFSLSEQQLDARRRGLE
EYLEKVCSIRVIGESDIMQEFLSESDENYNGVSDVELRVALPDGTTVTVRVKKNSTTDQV
YOATAAKVGMDSTTVNYFALFEVISHSEFVRKLAPNEFPHKLYIQNYTSAVPGTCLTIRKW
LFTTEEEILLNDNDLAVTYFFHQAVDDVKKGYIKAEEKSYQLOKLYEQRKMVMYLNMLRT
CEGYNEITIFPHCACDSRRKGHVITAISITHFKLHACTEEGQLENQVIAFEWDEMQRWDTD
EEGMAFCFEYARGEKKPRWVKIFTPYFNYMHECFERVFCELKWRKEEY

>Mus musculus_ SNX27 (ENSMUSP 29783)
MADEDGEGIHPSAPHRNGGGGGGSGLHCAGNGGGGGGGPRVVRIVKSESGYGENVRGQVS
EGGQLRSINGELYAPLQHVSAVLPGGAADRAGVRKGDRILEVNGVNVEGATHKQVVDLIR
AGEKELILTVLSVPPHEADNLDPSDDSLGQSEFYDYTEKQAVPISVPTYKHVEQNGEKFVV
YNVYMAGRQLCSKRYREFAILHONLKREFANFTFPRLPGKWPFSLSEQQLDARRRGLEEY
LEKVCSIRVIGESDIMOEFLSESDENYNGVSDVELRVALPDGTTVTVRVKKNSTTDQVYQ
ATIAAKVGMDSTTVNYFALFEVINHSFVRKLAPNEFPHKLYVONYTSAVPGTCLT IRKWLE
TTEEEVLLNDNDLAVTYFFHQAVDDVKKGY IKAEEKSYQLOKLHEQRKMVMY LNMLRTCE
GYNEITIFPHCACDSRRKGHVITAISITHFKLHACTEEGQLENQVIAFEWDEMQRWDTDEE
GMAFCFEYARGEKKPRWVKIFTPYFNYMHECFERVFCELKWRKEEY

>Felis catus SNX27 (ENSFCAP_18486)
NGVNVEGATHKQVVDLIRAGEKELILTVLSVPPHEADNLDPSEDSLGQSFYDYTEKQAVP
ISVPTYKHVEQNGEKFVVYNVYMAGRQLCSKRYREFAILHQONLKREFANFTFPRLPGKWP
FSLSEQOLDARRRGLEEYLEKVCSIRVIGESDIMQEFLSESDENYNGVSDVELRVALPDG
TTVTVRVKKNSTTDQVYQATAAKVGMDSTTVNYFALFEVINHSFVRKLAPNEFPHKLYVQ
NYTSAVPGTCLTIRKWLFTTEEEILLNDNDLAVTYFFHQAVDDVKKGYIKAEEKSYQLOK
LYEQRKMVMYLNMLRTCEGYNEIIFPHCACDSRRKGHVITAISITHFKLHACTEEGQLEN
OVIAFEWDEMQRWDTDEEGMAFCFEYARGEKKPRWVKIFTPYFNYMHECFERVEFCELKWR
KEEVVAEVEASEVESFSHASVCLSEAGLQKNIFRMARSQQRDVAT

>Bos taurus_SNX27 (ENSBTAP 33754)

MADEDGEGIHPAAPHRNGGGGGGGGSGLHCAGNGGGGGGGPRVVRIVKSESGYGEFNVRGQ
VSEGGQLRSINGELYAPLQHVSAVLPGGAADRAGVRKGDRILEVNGVNVEGATHKQVVDL
IRAGEKELILTVLSVPPHEADNLDPSDDSLGQSEFYDYTEKQAVPISVPTYKHVEQNGEKFE



VVYNVYMAGRQLCSKRYREFAILHONLKREFANFTFPRLPGKWPESLSEQQLDARRRGLE
EYLEKVCSIRVIGESDIMQEFLSESDENYNGVSDVELRVALPDGTTVTVRVKKNSTTDQOV
YOATAAKVGMDSTTVNYFALFEVINHSEVRKLAPNEFPHKLYVONYTSAVPGTCLT IRKW
LETTEEEILLNDNDLAVTYFFHQAVDDVKKGY IKAEEKSYQLOKLYEQRKMVMY LNMLRT
CEGYNEIIFPHCACDSRRKGHVITAISITHFKLHACTEEGQLENQVIAFEWDEMQRWDTD
EEGMAFCFEYARGEKKPRWVKIFTPYFNYMHECFERVFCELKWRKENIFOMARSQQRDVA
T

>Monodelphis domestica SNX27 (ENSMODP_ 23571)
MADEDGEGIHPSAPQRNGGGGGGGGSGLLGAGNGGGGGPRVVRIVKSESGYGENVRGQVS
EGGQLRSINGELYAPLQHVSAVLPGGAADRAGVRKGDRILEVNGVNVEGATHKQVVDLIR
AGEKELILTVLSVPPHEADNLDPSDDSLGQSFYDYTEKQAVPISVPTYKHVEQNGEKEVV
YNVYMAGRQLCSKRYREFAILHONLKREFANFTFPRLPGKWPEFSLSEQQLDARRRGLEEY
LEKVCSIRVIGESDIMQEFLSESDENYNGVSDVELRVALPDATTVTVRVKKNSTTDQOVYQ
ATAAKVGMDSTTVNYFALFEVINHSEFVRKLAPNEFPHKLYVQONYTSAVPGTCLTVRKWLEF
TTEEEALLNDNDLAVTYFFHQAVDDVKKGYIKAEEKSYQLOKLCEQRKMVMYLNMLRTCE
GYNEIIFPHCSCDSRRKGHVITAISITHFKLHACTEEGQLENQVIAFEWDEMQRWDTDEE
GMAFCFEYARGEKKPRWVKIFTPYFNYMHECFERVEFCELKWRKENIFQOMARSQQRDMAT

>Gallus gallus SNX27 (ENSGALP 1411)
MADEEGEGPPRSAAAPQRNGGDEGAPGGPRVVRIVKSESGYGEFNVRGQVSEGGQLRSING
ELYAPLQHVSAVLGGGAADRAGVRKGDRILEVNGVNVEGATHKQVVDLIRAGEKELILTV
LSVPPHEADNLDPSDDSLGOSFYDYTEKQAVPISIPTYKHVEQNGEKFVVYNVYMAGRQL
CSKRYREFAILHONLKREFANFTFPRLPGKWPFSLSEQQLDARRRGLEEYLEKVCSIRVI
GESDIMQEFLSESDENYNGVSDVELRVALPDITTVTVRVKKNSTTDQVYQAVAAKVGMDS
VIANYFALFEVINHSFVRKLAPNEFPHKLYVONYTSAVPGTCLTIRKWLFTTEEEALLND
NDLAVTYFFHQAVDDVKKGYIKAEEKSYQLOKLCEQRKMVMY LNMLRTCEGYNEITIFPHC
SCDSRRKGHVITAISIKHFKLHACTEEGQLENQVIAFEWDEMORWDTDEEGMAFCFEYAR
GEKKPRWVKIFTPYFNYMHECFERVECELKWRKEVEEEATDKDNQNCSTDTVCSKNIFRT
VRSQQRDAAT

>Anolis carolinensis SNX27 (ENSACAP 8596)
LLSRNGVNVEGATHKQVVDLIRAGEKELVLTVLSVPPHEADNLDPSDDSLGQSEFYDYTEK
QAVPISIPTYKHVEQNGEKFVVYNVYMAGRQLCSKRYREFAILHONLKREFANFTFPRLP
GKWPFSLSEQQLDARRRGLEEYLEKGSTVCSIRVIGESDIMQEFLSESDENYNGVSDVEL
RVALPDITTVTVRVKKNSTTDQVYQAVAAKVGMDSTTANYFALFEVINHSEVRKLAPNEF
PHKLYVONYTSAVPGTCLTIRKWLFTTEEEVLLNDNDLAVTYFFHQAVDDVKKGY IKAEE
KSYQLOKLCEQRKMVMVRGVLEFSDGGLRKKEASGCKVSWRHKGPLLPTCNNYKLRGCDEE
KKIENQVIAFEWDEMORWDTDEEGMAFCFEYARGEKKPRWVKIFTPYENYMHECFERVEC
ELKWRKENTFQVMRTQHRDITT

>Danio rerio SNX27 (ENSDARP 11221)
MADVVEGDGTRSAAPSAIHSAARNGSGMSAGTCAGGLVATTVTSGPRLVRIVKSDSGYGFE
NVRGQVSEGGQLRSINGELYAPLQHVSAVLPGGAADRAGISKGDRILEVNGVNVEGATHK
OVVDLIRAGEKELVLAVLSVPQPETDSLDPGDDGSSQSCYDYSDKQAVPISVPTYKHVEQ
SGEKFVVYNVYMAGRQLCSKRYREFATILHONLKREFANFAFPKLPGKWPFSLSEQQLDAR
RRGLEEYLEKVCSVRVIGESDIMQEFLSESDENYNGVSDVELRIAMPDKTTVTVRVRKNC
TTDQVYQAVVTKIGMDSITASYFALFEVINHTFARKLAPNEFPHKLYVONYTSAVPGTCL
TLRKWLFTTEEEILLNDNELAINYCFHQALDDVKKGFIKVGEKSYQLOKLTEQRKMTMYL
SILRTCEGYNEITFPHCSCDSRRKGHVITAISIRHFKLHACTEDGTLENQVIAFDWSEMQ
RWDTDEEGMAFCFEYARGEKKPRWVKIFTPYFNYMHECFERVEFCELKWRKEVEEEATDKD
NKNCSKDEYLPAVETQKGWRHMNEEIISS

>Takifugu rubripes SNX27a (ENSTRUP 18906)

MADVEGQGICSLPPPLPHPSTLTCSSSGNVTPGTGSSCQTATTVTSGPRLVRIVKSDSGY
GFNVRGQVSEGGQLRSINGELYAPLQHVSAVLPGGAADRAGISKGDRILEVNGVNVEGAT
HKQVVDLIRAGERELVLAVLSVPPQEADCLDPGDDVSAQSCYDYSDKQAVPISVPSYKHT
ELNQEKFVVYNVYMAGRQLCSKRYREFVILHONLKREFDNFTEFPKLPGKWPFSLSEQQLD
ARRRGLEEYLEKVCSVRVIGESDIMQEFLSDSDENYNGVSDVELRIAMPDKTTLNVRVRK
NATTDQVYQAVVMKLGMDSVTSSYFALFEVINHTFVRKLAPNEFPHKLYVONYTSAVPGT
CLTMRKWLFTTEEEVLLNDNQLAVSYFFHQAVEDVKKGSVKSEQKFYQLOKLAEQKKMAA



YLSLLRGCEGYNEIIFPHCSCDSRRKGHVIAAISTIHHFKLHACTEEGTLENQVIAFDWAE
MORWDTDEEGMAFCFEYARGEKKPRWVKIFTPYFNYMHECFERVFCELKWRKENIFQLLR
HRRDGST

>Takifugu rubripes SNX27b (ENSTRUP 18905)
MADVEGQGICSLPPPLPHPSTLTCSSSGNVTPGTGSSCQTATTVTSGPRLVRIVKSDSGY
GFNVRGQVSEGGQLRSINGELYAPLQHVSAVLPGGAADRAGISKGDRILEVNGVNVEGAT
HKQVVDLIRAGERELVLAVLSVPPQEADCLDPGDDVSAQSCYDYSDKQAVPISVPSYKHT
ELNQEKFVVYNVYMAGRQLCSKRYREFVILHONLKREFDNFTFPKLPGKWPESLSEQQLD
ARRRGLEEYLEKVCSVRVIGESDIMQEFLSDSDENYNGVSDVELRIAMPDKTTLNVRVRK
NATTDQVYQAVVMKLGMDSVTSSYFALFEVINHTFVRKLAPNEFPHKLYVONYTSAVPGT
CLTMRKWLFTTEEEVLLNDNQLAVSYFFHQAVEDVKKGSVKSEQKFYQLOKLAEQKKMAA
YLSLLRGCEGYNEIIFPHCSCDSRRKGHVIAAISIHHFKLHACTEEGTLENQVIAFDWAE
MORWDTDEEGMAFCFEYARGEKKPRWVKIFTPYFNYMHECFERVEFCELKWRKEIEEEATD
KDNKNCSKDEYFPTPEAQKGWKHLGREIATS

>Tetraodon nigroviridis SNX27a (ENSTNIP 21490)
MTDVDGQGTCSPPSPLPHPSTLTCSSSGNVTPGTGSSSCQTATTVTSGPRLVRIVKSDSG
YGENVRGQVSEGGQLRSINGELYAPLQHVSAVLPGGAADRAGISKGDRILEVNGVNVEGA
THKQVVDLIRAGERELVLAVLSVPPQEADCLDPGDDVSAQSCYDYSDKQAVPISVPSYKH
TELNQEKFVVYNVYMAGRQLCSKRYREFVILHONLKREFDNFAFPKLPGKWPESLSEQQL
DARRRGLEEYLEKVCSVRVIGESDIMQEFLSDSDENYNGVSDVELRIALPDKTALTVRVR
KNATTDQVYQAVVTKLGMDSVTSSYFALFEVINHTEVRKLAPNEFPHKLYVONYTSAIPG
TCLTMRKWLFTTEEEVLLNDNQLAVSYFFHQAVDDVKKGSVKSEQKSYQLOKLVEQKKMA
AYLSLLRGCEGYNEIVFPHCSCDSRRKGHITAATISTHHFKLHACTEEGTLENQVIAFDWA
EMORWDTDEEGMAFCFEYARGEKKPRWVKIFTPYFNYMHECFERVECELKWRKEIEEEAT
DKDNKNCSKDEYFPAAEAQKGWRHLGQEIITS

>Tetraodon nigroviridis SNX27b (ENSTNIP 21489)
MTDVDGQGTCSPPSPLPHPSTLTCSSSGNVTPGTGSSSCQTATTVTSGPRLVRIVKSDSG
YGFNVRGQVSEGGQLRSINGELYAPLQHVSAVLPGGAADRAGISKGDRILEVNGVNVEGA
THKQVVDLIRAGERELVLAVLSVPPQEADCLDPGDDVSAQSCYDYSDKQAVPISVPSYKH
TELNQEKFVVYNVYMAGRQLCSKRYREFVILHONLKREFDNFAFPKLPGKWPESLSEQQL
DARRRGLEEYLEKVCSVRVIGESDIMQEFLSDSDENYNGVSDVELRIALPDKTALTVRVR
KNATTDOQVYQAVVTKLGMDSVTSSYFALFEVINHTEFVRKLAPNEFPHKLYVQONYTSAIPG
TCLTMRKWLFTTEEEVLLNDNQLAVSYFFHQAVDDVKKGSVKSEQKSYQLOKLVEQKKMA
AYLSLLRGCEGYNEIVFPHCSCDSRRKGHITAAISIHHFKLHACTEEGTLENQVIAFDWA
EMORWDTDEEGMAFCFEYARGEKKPRWVKIFTPYFNYMHECFERVFCELKWRKENIFQLL
RHRRDGGT

>Gasterosteus aculeatus SNX27 (ENSGACP 15830)
MADVEGQGICSTVPELPHPSSRNGSGSGNVTPGGTGGSCQTATTVTSGPRLVRVVKSDSG
YGEFNVRGQVSEGGQLRSINGELYPPLOHVSAVLPGGAADRAGISKGDRILEVNGVNVEGA
THKQVVDLIRAGERELALAVLSVPPQETDCLDPGDDISTQSCYDYSDKQAVPISVPSYKH
TELNQEKFVVYNVYMAGRQLCSKRYREFVILHONLKREFATFTFPKLPGKWPEFSLSEQQL
DARRRGLEEYLEKVCSVRIIGESDIMQEFLSESDENYNGVSDVELRIAMPDKSPLTVRVC
KNSTTDQVYQAVVMKLGMDSVTASYFALFEVINHTEFVRKLAPNEFPHKLYVONYTSATAG
TCLTLRKWLFTTEEEILLNDNQLAVNYFFHQAVDDVKKGEFIKAEQKSYQLOKLAEQKKLS
MYMSLLRDCEGYNEITFPHCSCDSRRKGHVITAISIRHFKLHACTEEGTLENQVIAFDWG
EMORWDTDEEGMAFCFEYARGEKKPRWVKIFTPYFNYMHECFERVFCELKWRKEVEEEAT
DKDNKNCSKDEYFPAAEAQKGWRHLGREIVTS

>Homo sapiens_ SNX17 (ENSP_233575)
MHFSIPETESRSGDSGGSAYVAYNIHVNGVLHCRVRYSQLLGLHEQLRKEYGANVLPAFP
PKKLFSLTPAEVEQRREQLEKYMQAVRODPLLGSSETENSFLRRAQQETQQVPTEEVSLE
VLLSNGOQKVLVNVLTSDQTEDVLEAVAAKLDLPDDLIGYFSLFLVREKEDGAFSFVRKLQ
EFELPYVSVTSLRSQEYKIVLRKSYWDSAYDDDVMENRVGLNLLYAQTVSDIERGWILVT
KEQHRQLKSLQEKVSKKEFLRLAQTLRHYGYLRFDACVADFPEKDCPVVVSAGNSELSLQ
LRLPGQQLREGSFRVTRMRCWRVTSSVPLPSGSTSSPGRGRGEVRLELAFEYLMSKDRLQ
WVTITSPQAIMMSICLQSMVDELMVKKSGGSIRKMLRRRVGGTLRRSDSQQAVKSPPLLE
SPDATRESMVKLSSKLSAVSLRGIGSPSTDASASDVHGNFAFEGIGDEDL



>Pongo abelii_ SNX17 (ENSPPYP 14016)
MHFSIPETESRSGDSGGSAYVAYNIHVNGVLHCRVRYSQLLGLHEQLRKEYGANVLPAFP
PKKLFSLTPAEVEQRREQLEKYMOAVRODPLLGSSETFNSFLRRAQQETQQVPTEEVSLE
VLLSNGQKVLVNVLTSDQTEDVLEAVAAKLDLPDDLIGYFSLFLVREKEDGAFSFVRKLO
EFELPYVSVTSLRSQEYKIVLRKSYWDSAYDDDVMENRVGLNLLYAQTVSDIERGWILVT
KEQHRQLKSLQEKVSKKEFLRLAQTLRHYGYLRFDACVADFPEKDCPVVVSAGNSELSLQ
LRLPGQQLREGSFRVTRMRCWRVTSSVPLPSGSTSSPGRGRGEVRLELAFEYLMSKDRLQ
WVTITSPQAIMMSICLOSMVDELMVKKSGGS IRKMLRRRVGGTLRRSDSQQAVKSPPLLE
SPDATRESMVKLSSKLSAVSLRGIGSPSTDASASDVHGNFAFEGIGDEDL

>Callithrix jacchus_ SNX17 (ENSCJAP 47034)
MHEFSIPETESRSGDSGGSAYVAYNIHVNGVLHCRVRYSQLLGLHEQLRKEYGANVLPAFP
PKKLESLTPAEVEQRREQLEKYMQAVRODPLLGSSETENSEFLRRAQQETQQVPTEEVSLE
VLLSNGQKVLVNVLTSDQTEDVLEAVAAKLDLPDDLIGYFSLFLVREKEDGAFSEFVRKLQ
EFELPYVSVTSLRSQEYKIVLRKSYWDSAYDDDVMENRVGLNLLYAQTVSDIERGWILVT
KEQHRQLKSLOQEKVSKKEFLRLAQTLRHYGYLRFDACVADFPEKDCPVVVSAGNSELSLQ
LRLPGQQLREGSEFRVTRMRCWRVTSSVPLPSGGTSSPGRGRGEVRLELAFEYLMSKDRLOQ
WVTITSPQAIMMSICLQSMVDELMVKKSGGSIRKMLRRRVGGTLRRSDSQQAVKSPPLLE
SPDATRESMVKLSSKLSAVSLRGIGSPSTDASASDVHGNFAFEGIGDEDL

>Mus musculus_ SNX17 (ENSMUSP 31029)
MHFSIPETESRSGDSGGSAYVAYNIHVNGVLHCRVRYSQLLGLHEQLRKEYGANVVPAFP
PKKLEFSLTPAEVEQRREQLEKYMQAVRODPLLGSSETFNSFLRRAQQETQQVPTEEVSLE
VLLSNGQKVLVTVLTSDQTEDVLEAVAAKLDLPDDLIGYFSLFLVREKEDGAFSFVRKLQ
EFELPYVSVTSLRSQEYKIVLRKSYWDSAYDDDVMENRVGLNLLYAQTVSDIEHGWILVT
KEQHRQLKSLQEKVSKKEFLRLAQTLRHYGYLRFDACVADFPEKDCPVVVSAGNSELSLQ
LRLPGQOLREGSFRVTRMRCWRVTSSVPLPSGGTSSPSRGRGEVRLELAFEYLMSKDRLQ
WVTITSPQAIMMSICLQSMVDELMVKKSGGSIRKMLRRRVGGTLRRSDSQQAVKSPPLLE
SPDASRESMVKLSSKLSAVSLRGIGSPSTDASASAVHGNFAFEGIGDEDL

>Monodelphis domestica SNX17 (ENSMODP 19547)
MHFSIPETESRSGDSGGSNYVAYNIHVNGVLHCRVRYSQLLGLHEQLRKEYGANVLPAFP
PKKLFTLTPAEVEQRREQLEKYMQAVRQODPLLGGSETENSFLRRAQQETQQVPTEEVSLE
VLLSNGQKVLVTILTSDQTEDVLEAVAAKLDLPDELIGYFSLFLVREQEDGAFSFVRKLQ
EFELPYVSVTSLRSQEYKIVLRKSYWDSAYDDDVMENRVGLNLLYAQTVSDIEHGWILVT
KEQHRQLKSLQEKVSKKEFLRLAQTLRHYGYLRFEPCVADFPEKGCPVVVSAGNSELSLQ
LRLPGQQLREGSFRVTRMRCWRVTSSVPLPSGNTSSPNRGRGEVRLELAFEYLMSKDQLQ
WVTITSPQAIMMSICLQOSMVDELMVKKSGGSIRKMLRRRAGGTLRRSDSQQAVKSPPLLD
SPDATRESVVKLSSKLSAVSLRGISSPSPDTNTSDVHGNYAFEGIGDEDL

>Erinaceus europaeus SNX17 (ENSEEUP 7993)
MHESIPETESRSGDSGGSAYVAYNIHVNGVLHCRVRYSQLLGLHEQLRKEYGANVLPAFP
PKKLFSLTPAEVEQRREQLEKYMOAVRQODPLLGSSETFNSFLRRAQQETQQVPTEEVSLE
VLLSNGQKVLVSVLTSDQTEDVLEAVAAKLELPDDLIGYFSLFLVREKEDGAFSFVRKLQ
EFELPYVSVTSLRSQEYKIVLRKSYWDSAYDEDVMENRVGLNLLYAQTVSDIERGWILVT
KEQHRQLKSLQEKVSKKEFLRLAQTLRHYGYLRFDACVADFPEKNCPVVVSAGNSELSLQ
LRLPGQQLREGSFRVTRMRCWRVTSSVPLPSGGTSSPGRGRGEVRLELAFEYLMSKDRLQ
WVTITSPQAIMLSICLQSMVDELMVKKSGGSIRKMLRRRVGGTLRRSDSQQAVKSPPLLE
SPDASRESMVKLSSKLSAVSLRGIGSPGTDASASDVHGNFAFEGIGDEDL

>Gallus gallus SNX17 (ENSGALP 26600)
MOAVRODPTLGGSETENSFLRKAQOETQQIPTEEVVLEVLLSNGOQKVKVTILTSDQTEDV
LEAVASKLDLPDDLVGYFSLFLVRETKDGAFSFVRKLOQEFELPYVSVTSLHNPEFRITLR
KSYWDSSYDDDVMEHHVGLNLLYAQTVSDIEHGWILVNKEQHRQLKSLQEKVSKKEFIRL
AQTLKYYGYLKFDPCVTDFPEKGCHVVVSAGNNELNFQVRLPSEQIKEGSFKVTRMRCWR
VTSSVPMSNGPSGSSPGKSEVKLELAFEYLMSKDRLOQWVTITSPQAIMLSICLQSMVDEL
MVKKSGGSIRKMFRRRANGALRRSDSQQAVKSPPLLDSPDASREPMAKLSSKLTSVSLRG
ISHSSSANDVGANDFHGNYAFEGIGDEDL

>Taeniopygia guttata SNX17 (ENSTGUP_ 15174)



AYNIHVNGVLHCRVRYSQLLGLHEQLRKEYGANVVPAFPPKKIFTLTPAEVEQRREQLEK
YMOAVRODPTLGGSETENSFLRKAQQOETQQIPTEEVVLEVLLSNGOKVKVTILTSDQTED
VLEAVASKLDLPDDLVGYFSLEFLVRETKDGAFSEVRKLOEFELPYVSVTSLHNPEFQIIL
RKSYWDSAYDDDVMEHRVGLNLLYAQTVSDIEHGWILVNKEQHROQLKSLOEKVSKKEFIR
LAQTLKYYGYLKFDPCVTDFPEKGCHVVVSAGNNELNFQVRLPNEQIKEGSEFKVTRMRCW
RVTSSVPMNNGPSGSSPGKSEVKLELAFEYLMSKDRLOWVTITSPQAIMLSICLQSMVDE
LMVKKSGGSIRKMFRRRVNGALRRSDSQQAVKSPPLLDSPDASWEPMDKLSSKITSVSLR
GISHSSSANDVGANDFHGNYAFEGIGDEDL

>Takifugu rubripes SNX17 (ENSTRUP_17937)
MHFSIPETEVCSGENGSTYVAYNIHVNGVLHCRVRYSQLLSLHEQIKKEYGSNVVPAFPP
KKIFTLTPAEVEQRREQLEKYMQAVRQDPLLGSSEMENSFLRKAQQETQQIPTEDVALDI
CLSNGQKISVNILTSDQTEDVLDAVATNLDLPEDLIGYFSLFLIRESVDGGVTEVRKLOE
FELPYVSISSLOSSDFHIVLRKSYWDTAYDGDVMDNRVGLSLLYAQTVSDIERGWILVNK
DOHRQLKSLQEKGSKKEFTIHLGQTLKYYGYIKFDPCITDFPEKGCQVIVSAGNNELNFHV
KLPNEQMKEGSFKVTRMRCWRVTSSQVPLANGTTNTCSSSKCEVKLELAFEYLMSKDRLQ
WVTITSQQAIMMSICLQSMVDELMVKKSGGS IKKOQMLRKRANGSIYRADGQQAVKSPPLL
DSPNTNREQIVKLSTKLSSMSLLGISASNSANDISGNDFHGNYAFEGIGDDDL

>Tetraodon nigroviridis SNX17 (ENSTNIP 19436)
MHFSIPETEVCSGENGSSYVAYNIHVNGVLHCRVRYSQLLSLHEQIKKEYGSNVVPAFPP
KKIFTLTPAEVEQRREQLEKYMQAVRQDPLLGSSEMENSFLRKAQQETQQIPTEEVALDI
SLSNGQKITANILTSDQTEDVLDAVAAKLDLPEDLIGYFSLFLIRELVDGGVTEFVRKLQE
FELPYVSISSLOSSDFHILLRKSYWDTAYDGDVMDNRVGLNLLYAQTVSDIERGWILVNK
DOHRQLKSLOEKGSKKEFIHLGQTLKYYGY IKFDPCVTDFPEKGCQVIVSAGNNELNFHV
KLPNEQMKEGSFKVTRMRCWRVTSSQVPLANGTTSTCSSKCEVKLELAFEYLMSKDRLQW
VTITSQQAIMMSICLOSMVDELMVKKSGGSIKKMLRKRHNGSIYRADSQQAVKSPPLLDS
PDTNREQIVKLSTKLSSVSLLGISGSNSANDISGNDFHGNYAFEGIGDDDL

>Gasterosteus aculeatus SNX17 (ENSGACP 14244)
MHESIPETEVRSGENGSSYVAYNIHVNGVLHCRVRYSQLLGLHEQIKKEYGSNVVPAFPP
KKIFTLTPAEVEQRREQLEKYMQAVRQODPLLGANEMENSFLRKAQQETQQIPTEDVSLDI
CLSNGQKVTVNILTSDQTEDVLDAVATKLDLPDDLVGYFSLFLIREGADGGLTEFVRKLQE
FELPYVSITSLRNSEFHILLRKSYWDMAYDGDVMDNRVGLNLLYAQQTVSDVERGWILVN
KDQHRQLKSLQEKGSKKEFIHLGQTLKYYGYIKFDPCVTDFPEKGCQVIVSAGSNELNFH
VKLPSEQMKEGSFKVTRMRCWRVTSCQVPTANGTTNPCSASKCEVKLELSFEYLMSKDRL
OQWVTITSQQAIMMSICLQSMVDELMVKKSGGSIKKMLRKRHNSIQRSDSQQAVKSPPLLD
SPDPNREQIVKLSTKLGSVSLRGISASNSANDISGNDFHGNYAFEGIGDDDL

>Oryzias latipes SNX17 (ENSORLP 20418)
MHESIPETEVRSGDNGSTYVAYNIHVNGVLHCRVRYSQLLGLHEQIKKEYGSNVVPNEPP
KKIFTLTPAEVEQRREQLEKYMQAVRQHPLLGASDLENSFLRKAQQETQQIPTEEAALDT
CLCSGPKLTVHILTSDQTEDVLEAVGTKLDLPDDLVGYFSLFLVHEGVDGSLTEVRKLQE
FELPYVSITSLQOSSEFHIVLRKSYWDMAYDQDVMDNRVGLNLLYAQTVSDIERGWILVNK
DOOROLKSLQEKGSKKEFIHLAQTLKYYGYIKFDPCITDFPEKGCQVIVSAGNNELNEFHV
KLPNEQMKEGSFKVTRMRCWRVTSSQVPVTINGTTNPCGSAKCDVKLELAFEYLMSKDRLQ
WVTITSQQAIMMSICLQSMVDELMVKKSGGSIKKVLKKRQESLHRADSQQAVKSPPLLES
PDPNREQIVKLSTKLNSVSLRGISTSNSANDISSNDFHGNYAFEGIGDDDL

>Homo sapiens SNX31 (ENSP 312368)
MKMHFCIPVSQQORSDALGGRYVLYSVHLDGFLEFCRVRYSQLHGWNEQLRRVEGNCLPPEP
PKYYLAMTTAMADERRDQLEQYLONVTMDPNVLRSDVEVEFLKLAQLNTFDIATKKAYLD
IFLPNEQSIRIEIITSDTAERVLEVVSHKIGLCRELLGYFGLFLIRFGKEGKLSVVKKLA
DFELPYVSLGSSEVENCKVGLRKWYMAPSLDSVLMDCRVAVDLLYMQAIQDIEKGWAKPT
OAQROKLEAFQKEDSQTKFLELAREVRHYGYLQLDPCTCDYPESGSGAVLSVGNNEISCC
ITLPDSQTQDIVEFQMSRVKCWQVTFLGTLLDTDGPOQRTLNONLELRFQYSEDSCWQWEVI
YTKQAFLLSSCLKKMISEKMVKLAAENTEMQIEVPEQSKSKKYHIQQSQOKDYSSFLSRK
SKIKIAKDDCVFGNIKEEDL

>Gorilla gorilla SNX31 (ENSGGOP 28414)
MKMHFCIPVSQQORSDALGGRYVLYSVHLDGFLEFCRVRYSQLHGWNEQLRRVEGNCLPPEP



PKYYLAMTTAMADERRDQLEQYLONVTMDPNVLRSDVEVEFLKLAQLNTFDIATKKAYLD
ILLPNEQSIRIEIITSDTAERVLEVVSHKTGLCRELLGYFGLFLIRFGKEGKLSVVKKLA
DFELPYVSLGSSEVENCKVGLRKWYMDPSLDSVLMDCRVAVDLLYMQATIQDIEKGWAKPT
QAQROKLEAFQKEDNQTKFLELAREVRHYGYLQLDPCTCDYPESGSGAVLSVGNNEISCC
ITLPDSQTQODIVFOMSRVKCWQVTFLGTLLDTDGPQRTLNONLELRFQYSEDSCWQWEVI
YTKQAFLLSSCLKKMISEKMVKLAAENTEMQIEVPEQSKSKKYHIQQSQOKDYSSFLSRK
SKIKIAKDDCVFGNIKEEDL

>Macaca mulatta SNX31 (ENSMMUP_ 13018)
MKMHFCIPVSQQRSDALGGRYVLYSVYLDGFLFCRVRYSQLHDWNEQLRRVFGNCLPPFP
PKYYLAMTTAMADERRNQLEQYLONVTMDPNVLRSDVFVEFLKLAQLNTFDITPKKAYLD
IFLPNEESINIEIITSDTAERVLEVASHKIGLCRELLGYFGLFLIRFGKEGKLSVVKKLA
DFELPYASLGSSEVEHCKVGLRKWYMDPSLDSTLMDCRAALDLLYMQAIQDIEKEWAKPT
OAQROKLEAFQKEDNQTKFLELAREVQHYGYLQLDPCTCDYPEPGSGVVLSVGNNEISCC
ITLPDSQTQDVIFQMSRVKCWQVTFLGTLLDMDGPQRAFNONLELRFQYSEDSCWQWEV I
YTKQAFLLSSCLKKMISEKMVKLAAKNPEMQIEVPEQSKSKKYHIQQSQQOKDYSSFLSRK
SKIKIAKDDCVEFGNIKEEDL

>Mus musculus_ SNX31 (ENSMUSP 124063)
MKMHFCIPVSQQRPDALGGRYVLYSVYLDGFLFCKVRYSQLHRWDEQLRRVFGNCLPPFP
PKYYLAMTTAMAEERRDQLERYLONVTADPRVTRSDVFTEFLTLVQLHTLNITIQONVELA
VFLPDGRSIKVEGLTSDTAERVLEVMAHKLGLQPDLVGYFGLFLIQCFPEGKLSVVKKLA
DFELPYTSLQOSSEMENCKIGLRKWYLDPALDSMLMDCRAAGDLLYMQAVQDIEKEWMKPT
QAQREELKALQKKENQTKFLELSQEVRHYGYVQLDPCTCNHPEPGCGAQLSIGNNEISCC
ITLPNGQIQDIAFQMSRVKCWQVTFLGTLLDTDGPQRTLNONLELRFQYSEDSCQQWEVI
YTKQAFFLSSCLKKMISERMTKLTEQSPEMQIEVPEQGRSKKHPSQPSQQKVYEFNFLRKG
KMKRSEGDYVWDTLMEEGL

>Rattus norvegicus_SNX31 (ENSRNOP 37890)
MKMHFCIPVSQQQPDTLGGRYVLYSVYLDGFLFCKVRYSQLHRWDEQLRRVEFGNCLPPFP
PKYYLAMTTTMVEERRGOQLECYLONVTADPRVTRSDVFTEFLTLVQLQTLNITTKNVVLA
VFLPDGRSINVGSLTSDTAERVLEVVAHKLGLHPELVGYFGLFLIQCFPEGKLSVVKKLA
DFELPYTSLQOSSEVENCKIGLRKWYLDPAMDSVLMDCRAAGDLLYMQAVQDVEIEWMKPT
QOAQREELKALQKQENQTKFLELSQKVQOHYGNIQLDPCTCNHPEPGCGVLLSFGNNEISCH
ITLPDGQTQDIVFQMSRVRCWQVTSLGTLLDTDGPQRTLNONLELRFQYSEDSHQQWEV I
YSKQAFFLSSCLKKMVSEKMAKLTEESPEMQIEVPDQGRSKKHPGQOPSQQKDYEFNFLRKG
KMKKSEGDYVWGTLTEEGL

>Canis familiaris SNX31 (ENSCAFP_797)
MKMHFCIPVSQQRLDRLGGRYVLYSVYLDGYLFCRVRYSQLHRWNEQLRRVEFGNCLPPFP
PKYYLAMTASMANERRDQLEQYLONVTVDPNMLRSDVEFVDFLKLVQLDTFSITTKTASLD
IFLPDGRNIQVEILTSDTAERVLEVVSHKIGLCQELLGYFGLFLIQCCKEGKFSVMKKLV
DFELPYVSLQSAKVEDCKVGLRKWYMDPSLDSVLMDSAAAVALIYMQAVQODMEKEWAKPT
OVORQKLEALQKEDNQTKFLELSQEVRHYGFLOQLDPCTCDYPEPGCRAVLSVGNNEISCC
ITLPGNQTQEIIFQMNRVKCWQVTFLGSLLDMDGPQRTLNONLELRFQYSEDSRWQWEV I
YTKOQAFLLSSCLKKMISEKMVKLAAENPEMQIEVPEQGKSKKIPHSTKPEQKDSCFLPRN
KIETIKVDCVEFGTIMEEDL

>Felis catus SNX31 (ENSFCAP_1733)
MKMHFCIPVSQQRPDALGGRYVLYSVYLDGYLFCRVRYSQLHRWNEQLRRVFGNSLPPFP
PKYYLAMTASMADERRDQLEQYLQKVTMDPNMLRSDVEFIDFLKLVQLDTEFSITMKTAALD
IFLPDGRNIQIEILTSDTAERVLEVVSHKIGLCQELLGYFGLFLIRFRKEGKLSVMKKLA
DFELPYVSLRSAGMENCKVGLRKWYMDPSLDSMLMDCTAAVDLIHMOALQDIEQEWAKPT
QAQROKLEALOQKEDNQTKFLELSQEVRHYGYLQLDPCTCDYPEPGCGAVLSVGNDEISCC
ITLPDNQTQEITFOMSRVKCWKVTFLGTLLDVDGPQRTLNONLELRFQYSEDSRWQWEVT
YTKOAFLLSSCLKKMISEKTVKLAAENPEMQIEVPEQGKSKKCHIQQSQOKESSRFPPRK
SKIETIAKADCVFGTIKEEDL

>Myotis lucifugus SNX31 (ENSMLUP 13398)
MKMHFCIPVSQQORPDALGGRYTLYSVYLDGLLEFCRVRYSQLHRWNEQLRRVEGNCLPPFP
PKYYLAMTTSMANERRDQLEHYLONVTVDPNMLRSDVEFVEFLKRVQLDTFSITTKKAALD



VLLPDGRSMEVEILTSDTAERVLEVVSHKIGLCRELLGYFGLEFLIRFCKEGKLSVMKKLA
DFELPYVSLRSSELENCKVGLRKWYMDPSLDSLLMDCRAAVNLIYMOQATIQDIQEGWAKPT
QAQRQELEALQEEGNQTKFLELSREVRHYGCVQLDPCTCDYPEPGCGAVLSVGNNEISCC
VTLPGSQTQQOVVEPMSRVKCWQVTEFLGTLLDMDGPOQRTLNONLELREFQYSEESRWOWEVL
YTKOQAFLLSSCLKKMISEKMAKRAAENPEMQIEVPEQGKSKKYHIQQSQQOKDYSSFLPRT
SKIKTAEGDCVSRTPEEE

>Monodelphis domestica SNX31 (ENSMODP 7764)

MQROQPLAPRSWVLHGVQEKRRNTSPSLTPPQPSPQSTMKMHFSIPVSQQRLDTLGGRYVL
YSVYLEGFLFCKVRYSQLHRWNEQLKRVEGNNLPPFPPKYYLAMTTSMADERRDQEQYLQ
NVPMDONILRSEVFIRFFKLLOODTFKITTKKVSLDVEFLPDGRSIRIEILTSDTAERVLE
IVSYKMGLSRELIGYFSLFLIQFQSDNVLSVMKKMAEFELPYVSLQSTEVENCKVGLRKW
YMDPSLDSMLMDCQTAINLLYEQAVQEIEKKWAKPTEEQRQELEALRKAGNQTKEFLELAQ
KVOHYGYMQLDSCACDYPEPGCVATLAVGNNEISCYFKLPSNQTQEVNFKMSRIKSWQVT
FLGTLLEEEESPQQTLNOQNLELRFQYSEGNNSWQWFTIYSKQAFLLSSCLKKMITEKMMK
LAAENPEMQIEVPLEQGKRKKSYHQQSQTNSEFDFPLRKGKISFKSTEEDCVFETIREEDL

>Anolis carolinensis_ SNX31 (ENSACAP 16180)
MKMHFSIPLSEELLEKFGGRYVLYSVYLEGFLFCKVRYSQLHRWNEQLRRVFGRGIPSEP
PKFYLAMTKSMADERRANLEQYLONVSIDPSITNSEVFISFFRKLOOQDTFKIQTQRAFLD
VYLPDGRYLRIDVQTSDTAERVLEVVSYKIELSRELIGYFSLFLIQDHNNGELSVLKKLA
EFELPYVSLRSMKEPSCKIGIRKWYMDPSLDKMLVDCRTAVNLLYMQVVQEIEKKWLRPS
DGOMOKLQIFQKAPNKMKFLELVQEVQHYGYIQLDPCSCDYPEVGCTAATIHVGNNEISCC
IKLPSNQIKEVSFKINRVRCWOQVTEFLGSVTGQGLDQFLELRFEYNDSDTWRWIVENTKQA
FLLSSCLKKIISEQLMTATKSDQEMQIELPQPDKAKKASTIHPSQIFHSGFKSRKKITTSR
SNEDDCVFEKISEEDL

>Xenopus tropicalis SNX31 (ENSXETP 38721)
MHICIPVTEELQDTLGCRFVLYSVYLEGFLLCKVRYKDLHLWNEQIYRVEFGNRLPKFPPK
YYLAMTKAMTNERRLOQLEQYLOQIVSDPVVTSSEIFMEYFKKLOMDTEFNMPTVQLTILRIY
MPDGAAVELDVQTSDSAERVLEAALFKLGVSRELGEYFSLFITHKEAKGPFTVVKRIAGEF
ELPFLTIWNLEDDQFQIEVRKWYMNPSNDAMLMGSTEAIDLLYLQAVQEFOMEWTRPTKD
QOOKLOQHCLKOQONKLKFLELMKTVEYYGYLHITSCTSDYPECDSEVTIWVGNNEMSCHEY
SPGGHAENLRLSIKDLICWNVTLLPKKQEVMSPNHQHLELKEDYQQGSSLKCITIHTEQA
FLLSSCLKKMLSERPVHRCKEELEIQVDKATCKSNIRPEQNGVHAKKLKDKREYCVVDNI
SDLDL

>Branchiostoma floridae (XP 002609888)
MAESGGEEDLPSPEQVSTKPRVVTIYKTDTGFGENVRGQVSEGGQLRSINGQLYAPLOQHVSAVLEGGAAH
KAGIQRGDRILEVNNENVEGATHKRVVDLIKSGGDSLTLKVVSVSRKEAARLDAQGDDNSASYACVDYSE
KRALPISVPDYRTVETSAEKFVVYNIYMAGRQLCARRYREFSNLHQTLKREFPEFPFPKMPGKWPEFTLSE
OQLDARRRGLEQYLEKVCSIRVIAESDVMQEFLADITEKDVNSGTAEVDLRVLLPDRSTLTVTIRRNNNT
DQVYDAVVDKLGLDEELLPYFGLFEIMDTNFERKLVPTEFPHNLYIQONYTTAASTCIALRKWLEFDLQREL
QLTHLDMANTFEFYWQTLKREFPEFPFPKMPGKWPEFSLSEQQLDARRRGLEQYLEKVCSIRVIAESDVMQE
FLADITEKDRL

>Saccoglossus kowalevskii (XP_006817773)
SQHSTLASSPLEFNGFFLSAQQETQRQEAEDVSVDVYLLNGHKITIKIMSTDQTDDVLETVASQINLPDDFE
VYYFALYLVKKDSDGSFSIVRKMODFESPFISLKTAGSKHKIVLRKNFWDATYDDDLLDNRVSMNLLYVQ
AVSDIDRGWTLANKEQMARLEVLKSKGSKKEYLRLAQTLKYYGFIQFKPCTSDFPVKNTKVLVSAGNREL
SFRVSDPDGQVKEGSFKVTRMRCWRITTTIAETNGESDVSNTTSELELSFEYLVAKDKLOQWIAVQSDQOAT
LMSICLQGMVDELIMKKEGSRMKRPOQDRIRGTRTDFKKRDAPNSIKMSSSSSSHSVSSPDSPSEETASAA
QOKAKESVKKISVSKNKINLFSNNTTILLCCFASKLLTLIHAELGSLISSANHERQLNFLYIHMSIPVK

>Strongylocentrotus purpuratus (XP 011660429)

MHESIPDTQECKDEQGSSYRVYNVHVNGVFHCSVRYSQLHDENEQVKKEFSNSFTGYQKFPPKKFLSLTP
SOQREERREKLEKYIQIVSQODPRIANSDIFNGFLLTSQKETRQEEPVDVQLEVYMMNGSRVKVDIKSTDQT
DDVLERVTSEIGLHEQFTYYFALFLVIKDKDEEAGTIIRRIQDFESPYISLKAATGTCKIVLRKNYWDPS
FDSDLLEDRVALQLLYVQTLSDVSRGWVVASEDOQMARLOSLKAKNSKKEY IKFAQTLKYYGTLOFKQCTV
NYPEPETKTVINTGNKELYFRVELPDKSTKEGVFRITRMRCWRITNSADKEARRLSGAEPIVVDNSPKKK
DSQLELSFEYLVAKNKLOQWVTIRSQQAILISLCLOSMVDELLLOQKKGGHIKRVGFFQRENVALSSLPVAH



YGLGN

>Octopus bimaculoides (XP 014780947)
MADSDEEGSTPSTPERMMSDHSGPRVVTITKTETGEFGENVRGQVSEGGVLKSINGVLYAPLQHVSAVLEG
GAAHRAGIRKGDRILEVNGVNVEGATHRQVVDLIKSGRDNLTLTVISVPERVAERLEPSDDSSGPSLIDY
SERRSLPISIPDYQSVENNGEKYVVENIYMAGRHLCSRRYREFDCLHSQLKREFTDENFPKLPGKKLETL
SDQQLDARRRGLEQYLEKVCAVRVIGESETVQEFLAASDSHMENGGCNEVELKVSLPDHSLCIVTIRRTD
NTEKVYQAVCNKLQIDNTSSKFFYLFETVDYNFERKLOQPOQEFPHNIYIQNYSTATATCIALRKWVEFSLAL
EMOLSYSEYVSNLLYWQAIDDVSRSLIKAGDRLYELKALQEAAKVNEYLKMARRLDSYGEIVFPHCACDS
RKEGHVMASIGIRAFRLQACKEDGSIEPQVVEIKWSDIKNYDIDDETMSFIFEYFRPSRKSRLVRIYSTY
FVYMYDSFERIFEELDWQKEPFKCGLEMNQTSAESEDSDRVIDGH

>Trichoplax adhaerens (XP 002110491)
MSDGEETVDSPKTTNGDRHTESDAQSLSVENSKSVTIRKSQKGFGENVRGQVSEGGQLRAINGKLYPPLQ
HVSAVIDGGSAKQAGVRVGDRILAVNGISVEGSSHQAVVDLIKONSQVCELLLLPVTDDEAKRLDGRGRG
SAHHDYPPDYTEKNALPITIPDWTNIDRNGERYTRPYNYTCLLPNNEVILLKISLFILKPLILOIGVQCL
HDLKESTENTTFONFPASGHLAYLNHKSIKEDAVWSPTYVKHRFERFSFCFLEVTSVCAIYDSKTIQEFL
CINDESKKTNTEPTDDNNTSIEISLPDAKTIATISIRKSDIVEDVYQIAAKKAGIGKSNMKYFAMFEHISE
NEFWRKLODNEMPYAVIYRSSSNRNLATKKWTEFSEDKEKTLVSDDTVLNY IYHEAANETKSGKLSSQEKIN
DLKAAQNSGKKALFVELAQTLRGYNTVVFPHCASNVRKNGNVIVSISKSGLALTACTNTGELEEQEHKEN
WDSIIEWETDEDEASEFNFRYNRENMPPRLVKLYTDYDMYMKECEFDRVIAELEWEREQIDVKPTENVAAVT
ASEKPSAKKLTKPSALADIGDGDL

>Amphimedon queenslandica (XP_003386341)
MRNLGYSTIKKGVASTKLEEKEMHIHIPSISDALDSKGSKFKVEDIYVNGLYHGSVRYSQLLDLHNEVKV
KYSSATIVDFPAKVFMISEAQLHERRRMLERYVHCLAQDRNIGSSDMFQDFMLSCQQISSGEEDKEVEID
VYLSNEKSKKIKFSSFDRSPHVLEATCKSIGVSEDLTHYFGLFMEYSIPGDKWKTLHCLSDFQCPYLSLC
AANRSEDYKFRLTIKKWFFSPKFLTDCLSDSTALNMIYIETIRDIDTETLTVPDSIKDKLVSLKKSGKRK
EFIETLSSQPTCLFGYNYCEGLLEFNDQSTSSALAGGTKIVLKDIEKVYPISKMRCWKVGVLRGNREHFEFE'S
FEYEYSHQKFVWVVLKGVSTILLAQSITRAVEEFLVLSKNKSIRKPSENLFSRRPERPFPSFELTLGPPA
GEDIHMAAAASDSQSPSIVRTESQSSSKDSEVSTDSEENNTSNTRADIHVTTPTVTPTTSNESPSLGGGG
GGTYVTSGSSKKTKSSGNKKSLVPNYVKSKKKDEEETAFNPTFLSDADL

Stathmin-STMN

>Homo sapiens STMNI1 (ENSP 410452)
MASSDIQVKELEKRASGOQAFELILSPRSKESVPEFPLSPPKKKDLSLEEIQKKLEAAEER
RKSHEAEVLKQLAEKREHEKEVLOQKAIEENNNFSKMAEEKLTHKMEANKENREAQMAAKL
ERLREKMYFWTHGPGAHPAQISAEQSCLHSVPALCPALGLQSALITWSDLSHHH

>Pan troglodytes STMN1 (ENSPTRP 653)
MASSDIQVKELEKRASGQAFELILSPRSKESVPEFPLSPPKKKDLSLEEIQKKLEAAEER
RKSHEAEVLKQLAEKREHEKEVLOQKAIEENNNEFSKMAEEKLTHKMEANKENREAQMAAKL
ERLREKMYFWTHGPGPHPAQISAEQSCLHSVPALCPALGLQSALITWSDLSHH

>Gorilla gorilla STMNI1 (ENSGGOP 18067)
MASSDIQVKELEKRASGOQAFELILSPRSKESVPEFPLSPPKKKDLSLEEIQKKLEAAEER
RKSHEAEVLKQLAEKREHEKEVLOQKAIEENNNFSKMAEEKLTHKMEANKENREAQMAAKL
ERLREKMYFWTHGPGPHPAQISAEQSCLRSVPALCPALGLQSALITWSDLSHHH

>Mus musculus_STMNI1 (ENSMUSP 101493)
MASSDIQVKELEKRASGOQAFELILSPRSKESVPDFPLSPPKKKDLSLEEIQKKLEAAEER
RKSHEAEVLKQLAEKREHEKEVLOQKAIEENNNFSKMAEEKLTHKMEANKENREAQMAAKL
ERLREKFLPGQARGRGAEEQRIQRPRG

>Rattus norvegicus_STMN1 (ENSRNOP 22574)
MASSDIQVKELEKRASGQAFELILSPRSKESVPEFPLSPPKKKDLSLEEIQKKLEAAEER
RKSHEAEVLKQLAEKREHEKEVLOQKAIEENNNFSKMAEEKLTHKMEANKENREAQMAAKL
ERLREKDKHVEEVRKNKESKDPADETEAD

>Felis catus_ STMNI1 (ENSFCAP_ 18356)



MASSDIQVKELEKRASGQAFELILSPRSKESVPEFPLSPPKKKDLSLEEIQKKLEAAEER
RKSHEAEVLKQLAEKREHEKEVLOQKAIEENNNESKMAEEKLTHKMEANKENREAQMAAKL
ERLREKDKHIEEVRKNKESKDPADETEAD

>Equus caballus_ STMNI1 (ENSECAP 19130)
MASSDIQVKELEKRASGQAFELILSPRSKESVPEFPLSPPKKKDLSLEEIQKKLEAAEER
RKSHEAEVLKQLAEKREHEKEVLOKATEENNNEFSKMAEEKLTHKMEANKENREAQMAAKL
ERLREKDKHIEEVRKNKESKDPADETEAD

>Myotis lucifugus STMN1 (ENSMLUP 9804)
MASSDIQVKELEKRASGQAFELILSPRSKESVPEFPLSPPKKKDLSLEEIQKKLEAAEER
RKSHEAEVLKQLAEKREHEKEVLOKATEENNNEFSKMAEEKLTHKMEANKENREAQMAAKL
ERLREKDKHIEEVRKNKESKDPADETEAD

>Gallus gallus STMNI (ENSGALP 2235)
MATSDIQVKELEKRASGQAFELILGPRSKEAAPEFPLSPPKKKDLSLEEIQKKLEAAEER
RKSHEAEVLKQLAEKREHEKEVLOKATEENNNEFSKMAEEKLTHKMEANKENREAQMAAKL
ERLREKDKHIEEVRKNKEGKDPGEAETN

>Anolis carolinensis STMNI1 (ENSACAP 17541)
MASSDIQVKELEKRASGQAFELILGPPSKDAVPEFPLSPPKKKDLSLEEIQRKLEAAEER
RKSHEAEVLKQLAEKREHEKEVLOKATEENNNEFSKMAEEKLTHKMEANKENREAQLAAKM
ERLREKEKHLEEVRKNKEGGKDSGDNESD

>Danio rerio STMNla (ENSDARP 41006)
MASSGADIQVKELDKRASGQAFEVILSPTAPDAKGEFPLSTPKKKEVSLDEIQKKLDAAE
ERRKNHEAEVLKHLAEKREHEKEVLQKAMEENNNEFSKMAEEKLNQKMEANKENRTARMAA
MNEKFKEKDKKLEEVRKNKETKEGGEDEN

>Danio rerio STMN1b (ENSDARP 133564)
MAATSDIQVKELDKRASGQAFEVILGSPASDVKNEFLLSPPKKKDLSLVEIQKKLEAAEE
RRKSHEAEVLKHLAEKREHEKEVLOQKALEENNNFSKMAEEKLNQKMEANKENRTATIMAAM
NEKFKEKDKKIEEVRKNKETKEHNAFSFSDTFITSGLGGDLCA

>Takifugu rubripes STMNla (ENSTRUP 28187)
MAASEDIKVKELDKRASGQAFEVILATPDPKGDFPLSPPKKKDVSLEEIQRKLDAAEERR
KNHEAEVLKHLAEKREHEKEVLQKAMEENNNEFSKMAEEKLNQKMEANKENRTALKAAMDE
KFKEKDKKLEEVRKNKETKEGTSED

>Takifugu rubripes STMN1b (ENSTRUP 28188)
IRLFISDIKVKELDKRASGQAFEVILATPDPKGDFPLSPPKKKDVSLEEIQRKLDAAEER
RKNHEAEVLKHLAEKREHEKEVLOQKAMEENNNFSKMAEEKLNQKMEANKENRTALKAAMD
EKFKEKDKKLEEVRKNKETKEGTSED

>Tetraodon nigroviridis STMNla (ENSTNIP 529)
SRSGGSDIQVKELDKRASGQAFEVILAAPDPKGDFPLSPPKKKDVSLEEIQRKLDAAEER
RKNHEAEVLKHLAEKREHEKEVLOQKAMEENNNFSKMTEEKLNQKMEANKENRTALKAAMN
EKFKEKDKKYEEVRKNKETKDGASED

>Tetraodon nigroviridis STMN1b (ENSTNIP 15665)
MAAAEDIQVKELDKRASGQAFEVILAAPDPKGDFPLSPPKKKDVSLEEIQRKLDAAEERR
KNHEAEVLKHLAEKREHEKEVLOQKAMEENNNEFSKMTEEKLNQKMEANKENRTALKAAMNE
KFKEKDKKYEEVRKNKETKDGASED

>Gasterosteus aculeatus STMN1 (ENSGACP 10298)
MATSEEILVKELDKRASGQAFEVILAAPAPDAKPEFPLTPPKKKDVSLEEIQRKLDAAEE
RRKNHEAEVLRHLAEKREHEKEVLOQKAMEENNNFSKMAEEKLNQKMEANKENRTALMAAM
NEKFKEKDKKLEEVRKNKETKEGSED

>Homo sapiens_ STMN2 (ENSP_ 429243)
MAKTAMAYKEKMKELSMLSLICSCFYPEPRNINIYTYDDMEVKQINKRASGQAFELILKP



PSPISEAPRTLASPKKKDLSLEEIQKKLEAAEERRKSQEAQVLKQLAEKREHEREVLQKA
LEENNNFSKMAEEKLILKMEQIKENREANLAATITERLOEKLVKFISSELKESIESQFLEL
QREGEKQ

>Pan troglodytes STMNZ (ENSPTRP_ 34842)
MAKTAMAYKEKMKELSMLSLICSCFYPEPRNINIYTYDDMEVKQINKRASGQAFELILKP
PSPISEAPRTLASPKKKDLSLEEIQKKLEAAEERRKSQEAQVLKQLAEKREHEREVLOKA
LEENNNFSKMAEEKLILKMEQIKENREANLAATTERLOEKLVKFISSELKESTESQFLEL
QREGEKQ

>Pongo abelii STMN2 (ENSPPYP 20967)

MAKTAMAYKEKMKELSMLSLICSCEFYPEPRNINIYTYDDMEVKQINKRASGQAFELILKP
PSPISEAPRTLASPKKKDLSLEEIQKKLEAAEERRKSQEAQVLKQLAEKREHEREVLQKA
LEENNNEFSKMAEEKLILKMEQIKENREANLAATTERLOEKERHAAEVRRNKELQVELSG

>Mus musculus_STMN2 (ENSMUSP 29002)
MAKTAMAYKEKMKELSMLSLICSCFYPEPRNINIYTYDDMEVKQINKRASGQAFELILKP
PSPISEAPRTLASPKKKDLSLEEIQKKLEAAEERRKSQEAQVLKQLAEKREHEREVLQKA
LEENNNFSKMAEEKLILKMEQIKENREANLAAITERLQEKERHAAEVRRNKELQVELSG

>Canis familiaris STMN2 (ENSCAFP_12328)

MAKTAMAYKEKMKELSMLSLICSCFYPEPRNINIYTYDDMEVKQINKRASGQAFELILKP
PSPISEAPRTLASPKKKDLSLEEIQKKLEAAEERRKSQEAQVLKQLAEKREHEREVLQKA
LEENNNFSKMAEEKLILKMEQIKENREANLAAITERLQEKERHAAEVRRNKELQVELSG

>Bos taurus_STMN2 (ENSBTAP 26776)

MAKTAMAYKEKMKELSMLSLICSCEFYPEPRNINIYTYDDMEVKQINKRASGQAFELILKP
PSPISEAPRTLASPKKKDLSLEEIQKKLEAAEERRKSQEAQVLKQLAEKREHEREVLQKA
LEENNNFSKMAEEKLILKMEQIKENREANLAATITERLOEKERHAAEVRRNKELQVELSG

>Myotis lucifugus STMN2 (ENSMLUP_14224)

TVPEVPAYKEKMKELSMLSLICSCFYPEPRNISIYTYDDMEVKQINKRASGQAFELILKP
PSPISEAPRTLASPKKKDLSLEEIQKKLEAAEERRKSQEAQVLKQLAEKREHEREVLQKA
LEENNNFSKMAEEKLILKMEQIKENREANLAATIERLQERERHAAEVRRNKELQVELSG

>Gallus gallus STMNZ (ENSGALP 25330)

LTRFLVSAYKEKMKELSMLSLICSCFYPEPRNMNIYKYDDMEVKQINKRASGQAFELILK
PPSPVSEAPRTLASPKKKELSLEEIQKKLEAAEERRKSQEAQVLKHLAEKREHEREVLQK
ALEENNNEFSKMAEEKLILKMEQIKENREANLAALIERLOQEKERHAAEVRRNKELQVELSG

>Anolis carolinensis_ STMN2 (ENSACAP 13160)

MAKTAMAYKEKMKELSMLSLICSCEFYPEPRNLNIYTYDDMEVKQINKRASGQAFELILKP
PSPVSEAPRTLASPKKKDLSLDEIQKKLEAAEERRKSQEAQVLKQLAEKREHEREVLQKA
LEENNNFSKMAEEKLVMKMEQIKENREANLAALVERLQEKERHAAEVRRNKELQVELSG

>Danio rerio STMN2a (ENSDARP 94591)

MAKTATAYKEKMKELSMLSLICSCESPQTRNNIVCEFEDMEVKPINKRASGQAFEVILKP
PSPVSDAAHSITSPPKKRDMSLDDIQKKLEAAEDRRRSQEAQVLKALAEKREHERDVLLK
AMEENSNFSKMAEEKLILKMEQNKENREAHLAAMIDRLHEKERHAAIVRRNKELREQIVE

>Danio rerio STMN2b (ENSDARP 72761)

MAKTATAYKEKMKELSLVSLICSCLYPEARKNIMGEFEDMEVKAINKRASGQAFEVILKP
PSPTTEGGYSITSPPKKRDMSLEDIQKKLEAAEDRRRSQEAQVLKALAEKREHERDVLLK
AMEENSNFSRMAEEKLILKMEQIKENRDAHLAAMMDRLHEKEKHAQLVRRNKELREELTA

>Takifugu rubripes_ STMN2 (ENSTRUP 34816)
MAKTATAYKEKMKELSVLSLICSCFYPEARNKEFVHEFEDMEVKAIKKRTSGQAFEVILKP
PSPVSDAVHNFPSPPKRDISLEDIEKKLEAAEDRRRYQEAQVMRALAEKREHERDVLLKA
MEENSNESKMAEEKLOMKMDQIKENRDAHLAAMLERLQEKVRKPONSVPRPSVLLLPHPD
RGGSVTVTFQERHAALVRKNKELREELT



>Tetraodon nigroviridis STMNZ2a (ENSTNIP 21571)

MAKTASAYKEKMKELSVLSLICSCFYPEARNKLLHEFEDMEVKPIKKRASGQAFEVILKP
PSPVSDAVHNFPPPPKRDISLEDIEKKLEAAEDRRRYQEAQVLRALAEKRDHERDVLLKA
MEDNSNESKMAEEKLOMKMDQIKENRDAHLAAMLERLOQEKERHAALVRKNKELREELTA

>Tetraodon nigroviridis STMN2b (ENSTNIP 20938)

AASAPSAYKEKMKEISVLSLICSCLYPESRKNILGDFEDLDIKPINKRASGQAFEVLLKP
SSPVTDAAHCVTSPPKRDLSLEDIQKKLEAAEDRRRSQEAQVLQALAEKREHERDVLLRA
MEENSNESRMAEEKLQLKMEQIEENRMAYLAAMMERLQEKEKHAQEVRRNKELREALTA

>Gasterosteus aculeatus STMN2a (ENSGACP_11495)
MSKTATAYKEKMKELSVEFSLICSCEFYPEAHNKRVCEFEVADMEVKAINKRASGQAFEVIL
KPLSPVSDVAHNLPTPPKRDISLEDIEKKLEAAEDRRKYQEAQVLRALAEKRDHEREVLI
KAMEENSNFSKMAEEKLLMKMEQIKENREAHLAAMIERLOEKVRNAEILLWCARTRELRE
ELTD

>Gasterosteus aculeatus STMN2b (ENSGACP 4486)

MAKTAIAYKEKMKEISVLSFICSCLYPETHKNIMGDFEDMDIKPINKRASGQAFEVILKP
TSPVSDAAHCVTTPPKRDVSLEDIQKKLEAAEERRRSQEAQVLRALAEKRDHERDVLLKA
MEENSAFSRMAEEKLQVKMEHIEENRQAYLAATIMERLQERERHAQEVRRNKELREEVTA

>Oryzias latipes STMNZ2a (ENSORLP 10355)

MAKTATAYKEKMKELSVLSLICSCFYPESRNKLVCEFEDMEVKPIKKRTSGQAFEVILKP
LSPVSEVSHSLPSPPKRDISLEDIEKKLEAAEERRKYQEAQVLRALAEKREHERDVLLKA
MEENSNEFSKMAEEKLHMKMEQIKENREAHMAAMMERLLEKEKRAVVVRRNKELREELTA

>Oryzias latipes STMN2b (ENSORLP 16214)

MEKTAIAYKEKMKEMSVEFSLICSCLYPESRKNIMGDFEGDLDIKPLNKRASGQAFEVILK
PPSPVSDVAHCISSPPKRDISLEDIQKKLEAAEDRRRSQEAQILRILAEKREHERDVLLK
AMEENSNEFSRMAEEKLOMKMEQIEENRQAYLAAMMERLQERERHAQVVRRNKELREELLP

>Homo sapiens_ STMN4 (ENSP_ 342538)
MTLAAYKEKMKELPLVSLFCSCFLADPLNKSSYKYEGWCGRQCRRKDESQRKDSADWRER
RAQADTVDLNWCVISDMEVIELNKCTSGQSFEVILKPPSFDGVPEEFNASLPRRRDPSLEE
IQKKLEAAEERRKYQEAELLKHLAEKREHEREVIQKATEENNNEF IKMAKEKLAQKMESNK
ENREAHLAAMLERLQEKDKHAEEVRKNKELKEEASR

>Pan troglodytes STMN4 (ENSPTRP 53212)
MTLAAYKEKMKELPLVSLFCSCFLADPLNKSSYKYEGWCGRHCRRKDESHRIDSADRETI
PHADTVDLNWCVISDMEVIELNKCTSGQSFEVILKPPSFDGVPEFNASLPRRRDPSLEET
QKKLEAAEERRKYQEAELLKHLAEKREHEREVIQKATEENNNEIKMAKEKLAQKME SNKE
NREAHLAAMLERLQEKVRGPWLERRFLGHAVFLLQQVCRDLLIISGRKQPRAKIRIFFLG
RILREFRRMIREVRGKK

>Gorilla gorilla STMN4 (ENSGGOP 3284)
MTLAAYKEKMKELPLVSLFCSCFLADPLNKSSYKYEGWCGRQCRRKDESQRKDSADWRER
RAQADTVDLNWCVISDMEVIELNKCTSGQSFEVILKPPSFDGVPEFNASLPRRRDPSLEE
IQKKLEAAEERRKYQEAELLKHLAEKREHEREVIQKATIEENNNEFIKMAKEKLAQKME SNK
ENREAHLAAMLERLQEKDKHAEEVRKNKELKEEASR

>Mus musculus_ STMN4 (ENSMUSP 113759)
MTLAAYKEKMKELPLVSLEFCSCFLSDPLNKSSYKYEGWCGRQCRRKGQSQRKGSADWRER
REQADTVDLNWCVISDMEVIELNKCTSGQSFEVILKPPSFDGVPEFNASLPRRRDPSLEE
IQKKLEAAEERRKYQEAELLKHLAEKREHEREVIQKAIEENNNEFIKMAKEKLAQKMESNK
ENREAHLAAMLERLQEKDKHAEEVRKNKELKEEASR

>Rattus norvegicus_ STMN4 (ENSRNOP 73294)
MTLAAYKEKMKELPLVSLFCSCFLSDPLNKSSYKYEGWCGRQCRRKGQSQRKGSADWRER
REQADTVDLNWCVISDMEVIELNKCTSGQSFEVILKPPSFDGVPEFNASLPRRRDPSLEE
IQKKLEAAEERRKYQEAELLKHLAEKREHEREVIQKATIEENNNEFIKMAKEKLAQKMESNK
ENREAHLAAMLERLQEKDKHAEEVRKNKELKEEASR



>Felis catus_ STMN4 (ENSFCAP_13372)
AAYKEKMKELPLVSLEFCSCFLADPLNKSSYKYEGWCGRQCRRKDQSQRKDSADWRERREQ
ADTVDLNWCVISDMEVIELNKCTSGQSFEVILKPPSFDGVPEFNASLPRRRDPSLEEIQK
KLEAAEERRKYQEAELLKHLAEKREHEREVIQKATIEENNNFIKMAKEKLAQKMESNKENR
EAHLAAMLERLQEKDKHAEEVRKNKELKEEASR

>Bos taurus_ STMN4 (ENSBTAP 23448)
MTLAAYKEKMKELPLVSLFCSCFLADPLNKSSYKYEADTVDLNWCVISDMEVIELNKCTS
GQSFEVILKPPSFDGVPEFNASLPRRRDPSLEEIQKKLEAAEERRKYQEAELLKHLAEKR
EHEREVIQKATIEENNNEFIKMAKEKLAQKMESNKENREAHLAAMLERLQEKDKHAEEVRKN
KELKEEASR

>Myotis lucifugus STMN4 (ENSMLUP_ 4034)
MTLAAYKEKMKELPLVSLFCSCFLADPLNKSSYKYEADTVDLNWCVISDMEVIELNKCTS
GQSFEVILKPPSFDGVPEFNASLPRRRDPSLEEIQKKLEAAEERRKYQEAELLKHLAEKR
EHEREVIQKATIEENNNFIKMAKEKLAQKMESNKENREAHLAAMLERLQEKDKHAEEVRKN
KELKEEASR

>Gallus gallus STMN4 (ENSGALP 26738)
MTLAAYKEKMKELPLVSLFCSCFLSDPLNKPAYTYEADTVDLTWCVISDMEVIELNKRTS
GQSFEVILKPPSFDGIPEFNASLPRRRDPSLEEIQKKLEAAEERRKYQEAELLKHLAEKR
EHEREVIQKATIEENNNFIKMAKEKLAQKMESNKENREAHLAAMLERLOEKDKHAEEVRKN
KELKEEASR

>Xenopus tropicalis STMN4 (ENSXETP 38062)
MTLAAYKEKVKELPLVSIFCSCFLSDPLKNQTYKYDADTVDLTWCAISDMEVIELNKRAS
GHAFEVILKPPSFDAIPEITATLPQKRDPSLEEIQKKLEAAEERRKYQESELLKHLAEKR
EHEREVIQKATIEENNNEFSKMAKVKLAQRMEVNKENREAHLAAMLERLQEKDKHAEEVRKN
KELKEEASR

>Danio rerio STMN4 (ENSDARP 113219)
MTLAAYRDKVKELPLVSLLCSCINSNRAENPTYKAEDAVDLNWCVIKEMEVIELNKRTSG
QAFEVILKPPSFDVAPELNTSMPOQRKDPSLEEIQKKLEAAEERRKFQEAEMLKHLAEKRE
HEREVIQKAFEENNNFIKNAKEKLEQRMEANKENREALLAAMLERLOEKDKHAEEVRKNK
ELKEEACR

>Takifugu rubripes_ STMN4 (ENSTRUP 3348)
MTLAAYKEKVKELPLVSLFCACLNPRTIENPTYKAEDAVDLGWCVMKDVEVIELNKRASG
OAFEVILKPPSFDGVPDLNTSMPQRRDPSLEEIQKKLEAAEERRKCQEAELLKHLAEKRE
HEREVIQKAFEENNNEFIKNAKEKLEQKMEAIKENREALLAAMLERLQEKDKHAEEVRKNK
EMKEEACR

>Tetraodon nigroviridis STMN4 (ENSTNIP 22371)
MTLAAYKEKVKELPLVSLFCACLNPQTLENPTYKAEADAVDLGWCVIKDVEVIELNKRAS
GOAFEVILKPPSFDGVPELNTSMPQRRDPSLEEIQKKLEAAEERRKCQEAELLKHLAEKR
EHEREVIQKAFEENNNEFIKNAKEKLEQKMEAIKENREALLAAMLERLQEKDKHAEEVRKN
KEMKEEACR

>Gasterosteus aculeatus STMN4 (ENSGACP 5935)
MTLAAYKEKVKELPLVSLFCACENPQRADKPTYKAEDAVDLGWCVIKDVEVIELNKRTSG
OAFEVILKPPSFDGVPELNGSMPQRRDPSLEEIQKKLEAAEERRKCQEAELLKHLAEKRE
HOREVIQKAFEENNNEFIKNAKEKLEQKMEANKENREALLAAMLERLQEKDKHAEEVRKNK
EMKEEACR

>Oryzias latipes STMN4 (ENSORLP 20225)
MTLAAYKEKVKELPLVSLEFCACLNPQTAEKTPYKAEDPTDAVDLGWCVMKDVEVIELNKR
TSGOAFEVILKPPSEFDALPELNTSMPOQRRDPSLEEIQKKLEAAEERRKCQEAELLKHLAE
KREHEREVIQKAYAENNNFIKNAKEKLEQKMEANKENREALLAAMLERLOQEKVQHKKILK
KKKKIKNESNG



>Homo sapiens_ STMN3 (ENSP_359070)

MASTISAYKEKMKELSVLSLICSCEYTQPHPNTVYQYGDMEVKQLDKRASGQSFEVILKS
PSDLSPESPMLSSPPKKKDTSLEELQKRLEAAEERRKTQEAQVLKQLAERREHEREVLHK
ALEENNNFSRQAEEKLNYKMELSKEIREAHLAALRERLREKELHAAEVRRNKEQREEMSG

>Pan troglodytes STMN3 (ENSPTRP 51938)

MASTISAYKEKMKELSVLSLICSCEYTQPHPNTVYQYGDMEVKQLDKRASGQSFEVILKS
PSDLSPESPMLSSPPKKKDTSLEELQKRLEAAEERRKTQEAQVLKQLAERREHEREVLHK
ALEENNNFSRQAEEKLNYKMELSKEIREAHLAALRERLREKELHAAEVRRNKEQREEMSG

>Gorilla gorilla STMN3 (ENSGGOP 4679)

MASTISAYKEKMKELSVLSLICSCFYTQPHPNTVYQYGDMEVKQLDKRASGQSFEVILKS
PSDLSPESPMLSSPPKKKDTSLEELQKRLEAAEERRKTQEAQVLKQLAERREHEREVLHK
ALEENNNEFSROAEEKLNYKMELSKEIREAHLAALRERLREKELHAAEVRRNKEQREEMSG

>Mus musculus_STMN3 (ENSMUSP 99334)

MASTVSAYKEKMKELSVLSLICSCFYSQPHPNTIYQYGDMEVKQLDKRASGQSFEVILKS
PSDLSPESPVLSSPPKRKDASLEELQKRLEAAEERRKTQEAQVLKQLAERREHEREVLHK
ALEENNNFSRLAEEKLNYKMELSKEIREAHLAALRERLREKELHAAEVRRNKEQREEMSG

>Rattus norvegicus_STMN3 (ENSRNOP 18697)

MASTVSAYKEKMKELSVLSLICSCFYSQPHPNTIYQYGDMEVKQLDKRASGQSFEVILKS
PSDLSPESPVLSSPPKRKDASLEELQKRLEAAEERRKTQEAQVLKQLAERREHEREVLHK
ALEENNNFSRLAEEKLNYKMELSKEIREAHLAALRERLREKELHAAEVRRNKEQREEMSG

>Bos taurus_STMN3 (ENSBTAP 48555)

MASTISAYKEKMKELSVLSLICSCEFYSQPHPNTVYQYGDMEVKQLDKRASGQSFEVILKS
PSDLSPESPMLSSPPKRKDTSLEELOKRLEAAEERRKTOQEAQVLKQLAERREHEREVLHK
ALEENNNFSRLAEEKLNYKMELSKEIREAHLAALRERLREKELHAAEVRRNKEQREEMSG

>Myotis lucifugus STMN3 (ENSMLUP_19179)

PGLPPTAYKEKMKELSVLSLICSCFYSQPHPNTIYQYGDMEVKQLDKRASGQSFEVILKS
PSDLSPESPVLSSPPKRKDTSLEELOKRLEAAEERRKTOEAQVLKQLAERREHEREVLHK
ALEENNNFSRLAEEKLNYKMELSKEIREAHLAALRERLREKELHAAEVRRNKEQREEMSG

>Monodelphis domestica STMN3 (ENSMODP 21178)

MASTMSAYKEKMKELSVLSLICSCEYTQPHPNTIYQYGDMEVKQLDKRASGQSFEVILKS
PSDLSPESPILSSPPKKKDISLEELOKRLEAAEERRKTOQEAQVLKQLAEKREHEREVLHK
ALEENNNFSRLAEEKLNYKMELSKEIREAHLAALRERLREKELHAAEVRRNKEQREEISG

>Gallus gallus STMN3 (ENSGALP_ 9879)

MASTVSAYKEKMKELSLLSLICSCFHTQPHPNTIYQYGDMEVKQLDKRASGQSFEVILKS
PSDLSPESPILSSPPKKKDLSLEELORRLEAAEERRKTQEAQVLKQLAEKREHEREVLHK
ALEENNNFSRLAEEKLNYKMELSREIREAHLAALRERLREKELHAAEVRRNKEQREEISG

>Xenopus tropicalis STMN3 (ENSXETP_ 7299)
SSSSLAAYKEKMKELSMIDMICSCLYSQPLPKTVYQFEDMEVKQLNKRASGQSFEVILKP
PTDLSPESPPLTTSPTKKDISLEELOKRLEAAEERRKIQEAQVLKQLSEKREHERNVLHR
ATEDNNSFSRIAEEKLNYKMELSQETIRDANLAALKERLREK

>Danio rerio STMN3 (ENSDARP_128691)
MDSTLSAYSDKLREMSVLSLICSCLYNQPHPNTFGQFEDMEVKSLNKRASGQAFEVILKS
PTDPSPERPQTLALPPOQRKEPSLGELQRRLEAAEARRRSQEKQVLKQLAEKREREKEVLT
KAQEVNNNYSKKTEEKLNHKMEMITENRMARLNALKQRLREKEIHAEEVRKNKELNTDLS
G

>Saccoglossus kowalevskii (XP_006814464)
MRSFICPLSFRALDTFSRPFACCFYSEISMPSSTLVKECAEVKTTGGVAYDVILSEPKTETVLKRPVSPP
KKSEKSLTDIASKLAAAEERRKSMESQLLOQRLAEERALAQEKASRVMKDNNNFQEVTKKQLDEKMQVFEEE
NRNARFQALQKRLKERRYMAEKYATTKGPSAKKMQKMAIEH



>Drosophila melanogaster (FBpp0078829)
MLIGLVRDSVMQCFCHTCRAPGILPAVSRRSAPIKKNNKIRSKQPRLSKKVKFITTEIRC
QEKSRGGLSYEVILAEPAPNVAVPKRPVTPGKNVSVEEIEQKLKAAEERRISLEAKKMAD
ISTKLAKVEEATRKKDEITNEFITQTKEQLESKMELHVEKREAIISDMKEKLKIHAQDIE
KTRETLEQQOKANEQKATIEEKLKIAQSLRDENIKKMLDRLKEHERRAELVRONKAQAQDLD
GOQSATIASSG

Serine/Threonine-Protein Kinase-STK

>Homo sapien STK3 (ENSP_429744)
MLQLMDSGITICLRNGAASVFKKKEWSTQGEENKQDSKLKKLSEDSLTKQPEEVFDVLEK
LGEGSYGSVFKAIHKESGQVVAIKQVPVESDLQEITKEISIMQQCDSPYVVKYYGSYFKN
TDLWIVMEYCGAGSVSDIIRLRNKTLIEDEIATILKSTLKGLEYLHFMRKIHRDIKAGNI
LLNTEGHAKLADFGVAGQLTDTMAKRNTVIGTPFWMAPEVIQEIGYNCVADIWSLGITSI
EMAEGKPPYADIHPMRAIFMIPTNPPPTFRKPELWSDDFTDEVKKCLVKNPEQRATATQL
LOHPFIKNAKPVSILRDLITEAMEIKAKRHEEQOQRELEEEEENSDEDELDSHTMVKTSVE
SVGTMRATSTMSEGAQTMIEHNSTMLESDLGTMVINSEDEEEEDGTMKRNATSPQVQORPS
FMDYFDKQDFKNKSHENCNQNMHEPFPMSKNVFPDNWKVPQDGDFDFLKNLSLEELQMRL
KALDPMMEREIEELRQRYTAKRQPILDAMDAKKRRQONF

>Pan troglodytes STK3 (ENSPTR 34983)
MEQPPAPKSKLKKLSEDSLTKQPEEVFDVLEKLGEGSYGSVFKATIHKESGQVVAIKQVPV
ESDLQEITKEISIMQOQCDSPYVVKYYGSYFKNTDLWIVMEYCGAGSVSDITIRLRNKTLTE
DETATILKSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAKRNT
VIGTPFWMAPEVIQEIGYNCVADIWSLGITSIEMAEGKPPYADIHPMRAIFMIPTNPPPT
FRKPELWSDDFTDEFVKKCLVKNPEQRATATQLLOQHPFIKNAKPVSILRDLITEAMETIKAK
RHEEQOQRELEEEEENSDEDELDSHTMVKTSVESVGTMRATSTMSEGAQTMIEHNSTMLES
DLGTMVINSEDEEEEDGTMKRNATSPQVORPSFMDYFDKQDFKNKSHENCNQNMHEPEFPM
SKNVEPDNWKVPODGDEFDFLKNLSLEELOMRLKALDPMMERETEELRQRYTAKRQPILDA
MDAKKRRQONF

>Gorilla gorilla STK3 (ENSGGOP_28648)
MLOQLMDGGITICLRNGAASVFKKKEWSTQGEENKQDSKLKKLSEDSLTKQPEEVFDVLEK
LGEGSYGSVFKAIHKESGQVVAIKQVPVESDLOQEITKEISIMQQCDSPYVVKYYGSYFKN
TDLWIVMEYCGAGSVSDIIRLRNKTLTEDEIATILKSTLKGLEYLHFMRKIHRDIKAGNI
LLNTEGHAKLADFGVAGQLTDTMAKRNTVIGTPFWMAPEVIQEIGYNCVADIWSLGITSI
EMAEGKPPYADIHPMRAIFMIPTNPPPTFRKPELWSDDFTDEVKKCLVKNPEQRATATQL
LOHPFIKNAKPVSILRDLITEAMEIKAKRHEEQOQRELEEEEENSDEDELDSHTMVKTSVE
SVGTMRATSTMSEGAQTMIEHNSTMLESDLGTMVINSEDEEEEDGTMKRNAASPQVQORPS
FMDYFDKQDFKNKSHENCNQNMHEPEFPMSKNVFPDNWKVPQDGDFDFLKNLSLEELQMRL
KALDPMMEREIEELRQRYTAKRQPILDAMDAKKRRQONF

>Mus musculus_ STK3 (ENSMUSP 18476)
MEQPPASKSKLKKLSEDSLTKQPEEVFDVLEKLGEGSYGSVFKAIHKESGQVVAIKQVPV
ESDLQEITKEISIMQQCDSPYVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKTLTE
DEIATILKSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAKRNT
VIGTPFWMAPEVIQEIGYNCVADIWSLGITSIEMAEGKPPYADIHPMRAIFMIPTNPPPT
FRKPELWSDDFTDFVKKCLVKSPEQRATATQLLOQHPFIKNAKPVSILRDLIAEAMEIKAK
RHEEQQRELEEEEENSDEDELDSHTMVKTSSESVGTMRATSTMSEGAQTMIEHNSTMLES
DLGTMVINSEEEEEEEEEEEEDGTMKRNATSPQVQRPSFMDYFDKQDFKNKSHENCDQSM
REPGPMSNSVEFPDNWRVPQDGDFDFLKNLSLEELOMRLKALDPMMEREIEELHQRYSAKR
QPILDAMDAKKRRQONEF

>Rattus norvegicus_STK3 (ENSRNOP_ 62778)

MEQPPAPKSKLKKLSEDSLTKQPEEVFDVLEKLGEGSYGSVFKATHKESGQVVAIKQVPV
ESDLQEITIKEISIMQQOCDSPYVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKTLTE
DETATILKSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAKRNT
VIGTPFWMAPEVIQEIGYNCVADIWSLGITSIEMAEGKPPYADIHPMRAIFMIPTNPPPT
FRKPELWSDDFTDEFVKKCLVKSPEQRATATQLLOHPFIKNAKPVSILRELITEGMEIKAK
RHEEQQRELEDEEENSDEDELDSHTMVKTSSEGVGTMRATSTMSEGAQTMIEHNSTMLES
DLGTMVINSEDEEEEDGTMKRNATSPQVOQRPSFMDYFDKQODFKNKSHENCDQSMREPCPM



SNNVEPDNWRVPODGDEFDFLKNLSLEELOQMRLKALDPMMERETIEELHQRYSAKRQPILDA
MDAKKRRQONF

>Canis familiaris STK3 (ENSCAFP 711)
MEQPPAPKSKLKKLSEDSLTKQPEEVFDVLEKLGEGSYGSVFKATHKESGQVVAIKQVPV
ESDLQEIIKEISIMQQCDSPYVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKTLTE
DEIATILKSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAKRNT
VIGTPFWMAPEVIQEIGYNCVADIWSLGITSIEMAEGKPPYADIHPMRAIFMIPTNPPPT
FRKPELWSDDFTDFVKKCLVKNPEQRATATQLLOHPFIKNAKPVSILRDLITEAMEIKAK
RHEEQQRELEEEEENSDEDELDSHTMVKTSSESVGTMKATSTMSEGAQTMIEHNSTMLES
DLGTMVINSEDEEEEDGTMKRNATSPQVQRPSFMDYFDKQDFKNKSHENCNQNMHEPEFPM
SKNVFPDNWKVPQODGDFDFLKNLSLEELOQMRLKALDPMMEREIEELRQRYTAKRQPILDA
MDAKKRRQONF

>Felis catus STK3 (ENSFCAP 19309)
MEQPPAPKSKLKKLSEDSLTKQPEEVEFDVLEKLGEGSYGSVFKATIHKESGQVVAIKQVPV
ESDLQEITKEISIMQQCDSPYVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKTLTE
DEIATILKSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAKRNT
VIGTPFWMAPEVIQEIGYNCVADIWSLGITSIEMAEGKPPYADIHPMRAIFMIPTNPPPT
FRKPELWSDDFTDEFVKKCLVKNPEQRATATQLLOHAFIKNAKPVSILRDLITEAMEIKAK
RHEEQOQRELEEEEENSDEDELDSHTMVKTSSESVGTMKATSTMSEGAQTMIEHNSTMLES
DLGTMVINSEDEEEEDGTMKRNATSPQVQRPSFMDYFDKQDFKNKSHENCNQNMHEPFPM
SKNVEFPDNWKVPQDGDEDFGFLEVEVWPNLTMYF

>Monodelphis domestica STK3 (ENSMODP 8035)
SPPTPSPKLKKLSEDSLTKQPEEVFDVLEKLGEGSYGSVFKAIHKESGQVVAIKQVPVES
DLOQEITIKEISIMQQCDSPYVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKTLTEEE
JATILKSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAKRNTVI
GTPFWMAPEVIQEIGYNCVADIWSLGITSIEMAEGKPPYADIHPMRAILSHKSPPTFGKQ
KFGTDEFNDLSKKCLVKNPEQRATATQLLOQHPFIKNAKAVSILRDLITDAMEIKAKRHEE
QOORELEEVEENSDEDELDSHTMVKNALESVNTMRAASTMSEGAQTMIEHNTTILENDLGT
MVINSEDEEEVDGTMKRNTTSSQAQRPSFMDYFDKQDFKNKSQENSDKNIHEQQVPVSKN
IFPDNWKVPODGNFDFLKNLSLEELOMRLKALDPMMEREIEELRQSYNAKRQPILDAMDA
KKRRQONF

>Gallus gallus STK3 (ENSGALP 25754)
MEQAAPKSKLKKLSEDSLTKQPEEVEFDVLEKLGEGSYGSVFKATIHKESGQVVAIKQVPVE
SDLOEITKEISIMQQCDSPYVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKRLTED
EIATILKSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAKRNTV
IGTPFWMAPEVIQEIGYNCVADIWSLGITSIEMAEGKPPYADIHPMRAIFMIPTNPPPTFE
RKPELWSDEFTDEFVKKCLVKNPEQRATATQLLOHTFIKNAKPVSILRDLITEAMEIKAKR
HEEQOQRELEEEEENSDEDELDSHTMVKTNSESASTMRATSTMSEGAQTMIEHNSTMLESD
LGTMVINSDDDEEEDGTMKRNATSPQVQRPSEFMDYFDKQDSKNKSPENCNQNMHEPYHIS
KNVEFPDNWKVPQDGDFDFLKNLSLEELOMRLKALDPMMEREIEELRQRYTAKRQPILDAM
DAKKRRQONF

>Anolis carolinensis STK3 (ENSACAP 15922)
MEQAAPKSKLKKLSEDSLTKQPEEVFDVLEKLGEGSYGSVFKAIHKESGQVVAIKQVPVE
SDLOQEITKEISIMQQCDSPYVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKTLTED
EIATILKSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAKRNTV
IGTPFWMAPEVIQEIGYNCVADIWSLGITSIEMAEGKPPYADIHPMRAIFMIPTNPPPTE
RKPELWSDEFTDEFVKKCLVKNPEQRATATQLLQHPFIKNAKPVSILRDLITEAMEIKAKR
HEEQORELEEEDENSEEDELDSHTMVKTGSESAGTMRATSTMSESAQTMIEHNSTMLESD
LGTMVINSDDDDEDEDEDGTMKRNATSPQAQRPSEFMDYFDKQDSKNKSHENCNQNMHESY
HISKNVEFPDNWKVPQDGDFDFLKNLSLEELOMRLKALDPMMEREIEELRQRYTAKRQPIL
DAMDAKKRRQONF

>Danio rerio STK3 (ENSDARP 15367)

MEHSVPKNKLKKLSEDSLTKQPEEVEDVLEKLGEGSYGSVFKATHKESGQVVAIKQVPVE
SDLQEITKEISIMQQCDSPYVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKTLTED
EIATVLKSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAKRNTV



IGTPFWMAPEVIQEIGYNCVADIWSLGITSIEMAEGKPPYADIHPMRAIFMIPTNPPPTE
RKPEHWSDDFTDEFVKKCLVKNPEQRATATQLLOHPFIVGAKPVSILRDLITEAMDMKAKR
QQEQQRELEEDDENSEEEVEVDSHTMVKSGSESAGTMRATGTMSDGAQTMIEHGSTMLES
NLGTMVINSDDEEEEEDLGSMRRNPTSQQIQRPSFMDYFDKQODSNKAQEGEFNHNQQDPCL
ISKTAFPDNWKVPQODGDFDFLKNLDFEELOMRLTALDPMMEREIEELRQRYTAKRQPILD
AMDAKKRRQONF

>Takifugu rubripes STK3 (ENSTRUP_ 38341)
VLSLYLSSPDSKLKKLSEDSLTKQPEEVEDVLEKLGEGSYGSVFKAIHKESGQVVAIKQV
PVESDLQEITKEISIMQOCDSPYVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKTL
TEEEIATILKSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAKR
NTVIGTPFWMAPEVIQEIGYNCVADIWSLGITSIEMAEGKPPYADIHPMRAIFMIPTNPP
PTFRKPELWSDEFTDFVKKCLVKNPEQRATATQLLOHPFISQAKPVTILRDLITEAMEMK
AKRQOEQQRELEEEEDNSEEETEVDSHTMVKSGSEGAGTMRATSTMSDGAQTMIEHGSTM
LESDLGTMVINSDDDEEEEEDQRSMKRHATPQOPMRPSFMDYFDKODSNKAAQQQENYNH
NQAQEPGYHIQSKNVEFPDNWKVPODGDFDFLKNLDFEELQLRLTALDPMMERETEELRQR
YTAKRQPILDAMDAKKRRQONF

>Tetraodon nigroviridis STK3 (ENSTNIP_ 12004)
MEPSAPKSKLKKLSEDSLTKQPEEVEFDVLEKLGEGSYGSVFKATIHKESGQVVAIKQVPVE
SDLOEITKEISIMQQCDSPYVVNYYGSYFKNTDLWIIMEYCGAGSVSDIIRLRNKCGQLT
EEEIATILKSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAKRN
TVIGTPFWMAPEVIQEIGYNCVADIWSLGITSIEMAEGKPPYADIHPMRAIFMIPTNPPP
TFRKPELWTDEFTDEVKKCLIKNPEQRATATQLLQHPFISQAKPVTILRDLITEAMEMKA
KROQEQORELEEDDDNSEEETEVDSHTMVKSGSEGAGTMRATSTMSDGAQTMIEHGSTML
ESDLGTMVINSDEDEEEEEDQGSMRRHATSQQOPMRPAFMDYFEFDKQODSNKAAQQQDNQPQE
PGYHIHAKNVFPDNWKVPQDGDFDFLKNLDFEEQLRLTALDPMMEREIEELRQRYTAKRQ
PILDAMDAKKRRQONF

>Gasterosteus aculeatus STK3 (ENSGACP 4790)
IMETSAPKSKLKKLSEDSLTKQPEEVEFDVLEKLGEGSYGSVFKATIHKESGQVVAIKQVPV
ESDLQEITKEISIMQQCDSPYVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKTLTE
DEIATILKSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAKRNT
VIGTPFWMAPEVIQEIGYNCVADIWSLGITSIEMAEGKPPYADIHPMRAIFMIPTNPPPT
FRKPELWSDDLTDFVKKCLVKNPEQRATATQLLOQHPFISLAKPVTILRDLITEAMEMKAK
ROQOEQQRELEEEDDNSEEETEVDSHTMVKSGSEGAGTMRATSTMSDGAQTMIEHGSTMLE
SDLGTMVINSDDDDDEEEDHGSMRRHATSQQPMRPSEFMDYFDKQDSNKAAQQQENYNHNQ
PKEQPGFHIQSKNVEFPDNWKVPQDGDFDFLKNLDFEELQLRLTALDPMMEREIEELRQRY
TAKRQPILDAMDAKKRRQONEF

>Homo sapiens_ STK4 (ENSP_361892)
METVQLRNPPRRQLKKLDEDSLTKQPEEVFDVLEKLGEGSYGSVYKATHKETGQIVAIKQ
VPVESDLQEIIKEISIMQQCDSPHVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKT
LTEDEIATILOSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAK
RNTVIGTPFWMAPEVIQEIGYNCVADIWSLGITATIEMAEGKPPYADIHPMRAIFMIPTNP
PPTFRKPELWSDNEFTDEFVKQCLVKSPEQRATATQLLOHPFVRSAKGVSILRDLINEAMDV
KLKRQESQQREVDQDDEENSEEDEMDSGTMVRAVGDEMGTVRVASTMTDGANTMIEHDDT
LPSQLGTMVINAEDEEEEGTMKRRDETMQPAKPSFLEYFEQKEKENQINSFGKSVPGPLK
NSSDWKIPQDGDYEFLKSWTVEDLQKRLLALDPMMEQEIEEIRQKYQSKRQPILDATIEAK
KRRQONF

>Gorilla gorilla STK4 (ENSGGOP_13194)
METVQLRNPPRROQLKKLDEDSLTKQPEEVFDVLEKLGEGSYGSVYKATIHKETGQIVAIKQ
VPVESDLQEIIKEISIMQQCDSPHVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKT
LTEDEIATVLOSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAK
RNTVIGTPFWMAPEVIQEIGYNCVADIWSLGITAIEMAEGKPPYADIHPMRAIFMIPTNP
PPTFRKPELWSDNFTDFVKQCLVKSPEQRATATQLLOQHPFVRSAKGVSILRDLINEAMDV
KLKRQESQOREVDODDEENSEEDEMDSGTMVRAVGDEMGTVRVASTMTDGANTMIEHDDT
LPSQLGTMVINAEDEEEEGTMKRRDETMQPAKPSFLEYFEQKEKENQINSFGKSVPGPLK
NSSDWKIPQODGDYEFLKSWTVEDLQKRLLALDPMMEQEIEEIRQKYQSKRQPILDAIEAK
KRRQONF



>Pongo abelii STK4 (ENSPPYP 12335)
QLKKLDEDSLTKQPEEVEFDVLEKLGEGSYGSVYKAIHKETGQIVAIKQVPVESDLQEIIK
EISIMQQCDSPHVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKTLTEDEIATILQS
TLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAKRNTVIGTPEFWMA
PEVIQEIGYNCVADIWSLGITAIEMAEGKPPYADIHPMRAIFMIPTNPPPTEFRKPELWSD
NFTDFVKQCLVKSPEQRATATQLLOHPFVKSAKGVSILRDLINEAMDVKLKRQESQQOREV
DODDEENSEEDEMDSGTMVRAVGEEMGTVRVASTMTDGANTMIEHDDTLPSQLGTMVINA
EDEEEEGTMKRRDETMQPAKPSFLEYFEQKEKENQINSFGKSVPPLKNSSDWKIPQDGDY
EFLKSWTVEDLQKRLLALDPMMEQEIEEIRQKYQSKRQPILDAIEAKKRRQONF

>Rattus norvegicus_ STK4 (ENSRNOP 61873)
METVQLRNPPRRQLKKLDEDSLTKQPEEVEFDVLEKLGEGSYGSVYKATHKETGQIVAIKQ
VPVESDLOQEIIKEISIMQQOCDSPHVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKT
LTEDEIATILQSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAK
RNTVIGTPFWMAPEVIQEIGYNCVADIWSLGITAIEMAEGKPPYADIHPMRAIFMIPTNP
PPTFRKPEVWSDNEFMDEVKQCLVKSPEQRATATQLLOHPFVKSAKGAAILRDLINEAMDV
KLKRQEAQQRAVDQODDDENSEEDEMDSGTMVRAAGDDMGTVRVASTMSGGANTMIEHGDT
LPSQLGTMVINTEDEEEEGTMKRRDETMOPAKPSFLEYFEQKEKENQINSEFGKNVSGSLK
NSSDWKIPQDGDYEFLKSWTVEDLOQKRLSALDPMMEQEMEETIRQKYRSKRQPILDATIEAK
KRRQONF

>Canis familiaris STK4 (ENSCAFP 14145)
METVQLRNPPRROQLKKLDEDSLTKQPEEVFDVLEKLGEGSYGSVYKATIHKETGQIVAIKQ
VPVESDLQEIIKEISIMQQCDSPHVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKT
LTEDEIATILOSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAK
RNTVIGTPFWMAPEVIQEIGYNCVADIWSLGITAIEMAEGKPPYADIHPMRAIFMIPTNP
PPTFRKPELWSDNFMDEVKQCLVKSPEQRATATQLLOQHPEFVKSAKGVSILRDLINEAMDV
KLKRQEAQOREVDODDEENSEEDEMDSGTMVRAAGDEMGTVRVASTTSDGASTMIEHGDT
LPSQLGTMVINTEDEEEEGTMKRRDETMQPAKPSFLEYFEQKEKENQIHSFGQSVPGPLR
NSSDWKVPQDGDYEFLKSWIVEDLOQKRLLALDPMMEQEIEEIRQKYQSKRQPILDATIEAK
KRRQONF

>Felis catus_ STK4 (ENSFCAP 19419)
METVQLRNPPRRQLKKLDEDSLTKQPEEVFDVLEKLGEGSYGSVYKATHKETGQIVAIKQ
VPVESDLQEIIKEISIMQOQCDSPHVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKT
LTEDEIATILOSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAK
RNTVIGTPFWMAPEVIQEIGYNCVADIWSLGITAIEMAEGKPPYADIHPMRAIFMIPTNP
PPTFRKPELWSDNFMDEVKQCLVKSPEQRATATQLLOHPFVKSAKGVSILRDLINEAMDV
KLKRQEAQQREVDQDDEDNSEEDEMDSGTMVRAAGDEMGTVRVASTVTDGASTMIEHGDT
LPSQLGTMVINAEDEEEEGTMKRRDETMQPAKPSFLEYFEQKEKENQINSFGKSVPGPLR
NSSDWKVPODGDYEFLKSWTVEDLQKRLLALDPMMEQEIEETIRQKYQSKRQPILDATIEAK
KRRQONF

>Myotis lucifugus STK4 (ENSMLUP 10751)
VCGAGSGRREDGALSGSGRLPGSAMETVQLRNPPRROLKKLDEDSLTKQPEEVEFDVLEKL
GEGSYGSVYKATHKETGQIVAIKQVPVESDLQEITKEISIMQQCDSPHVVKYYGSYFKNT
DLWIVMEYCGAGSVSDIIRLRNKTLTEDEIATILQSTLKGLEYLHFMRKIHRDIKAGNIL
LNTEGHAKLADFGVAGQLTDTMAKRNTVIGTPFWMAPEVIQEIGYNCVADIWSLGITATIE
MAEGKPPYADIHPMRAIFMIPTNPPPTFRKPELWSDSFMDFVKQCLVKSPEHRATATQLL
QHPFVKSAKGVSILRDLINEAMDVKLKRQEAQOREVENEDEENSEEDELDSGTMVRAAGD
EMGTVRVASTMSDGANTMIEHDGTLLSQLGTMVINAEDEEEEGTMKRRDETMQPAKPSFL
EYFEQKEKENQINSFGKSVPGPLKNSSDWKVPODGDYEFLKSWTVEDLRKRLLALDPMME
QEIEEIRQKYQSKRQPILDAIEAKKRRQONF

>Monodelphis domestica STK4 (ENSMODP 20242)

METVQLRNPPRRQLKKLDEDSLTKQPEEVFDVLEKLGEGSYGSVEFKATIHKETGQVVAIKQ
VPVESDLQEIIKEISIMQOQCDSPHVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKT
LTEDEIATILOSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAK
RNTVIGTPFWMAPEVIQEIGYNCVADIWSLGITAIEMAEGKPPYADIHPMRAIFMIPTNP
PPTFRKPELWSDSFADEFVKQCLVKSPEHRATATQLLOHPFVKSAKGVSILRDLINEAMDV



KLKRQEAQQORELDQODDDDNSEEDETDSGTMVRAVGDETGTVRAASTLSDGANTMIEHEDT
LPSQLGTMVINTEEEEEEGTMKRRDETMOPAKPSFLEYFEQKEKENQVNSEFGKNVPGPLK
NSSDWKVPQDGDYEFLKSWSVEDLOQKRLSALDPMMEQEIEEIRQKYQSKRQPILDAIEAK
KRROONF

>Gallus gallus STK4 (ENSGALP 6511)
METVQLRNPRRQLKKLDEDSLTKQPEEVFDVLEKLGEGSYGSVFKATHKETGQVVAIKQV
PVESDLQEIIKEISIMQQCDSPHVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKTL
TEEEIATIVQSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADEFGVAGQLTDTMAKR
NTVIGTPFWMAPEVIQEIGYNCVADIWSLGITAIEMAEGKPPYADIHPMRAIFMIPTNPP
PTFRKPELWSDAFTDEFVKQCLVKSPEQRATATQLLOHPFVKSAKGASILRDLINEAMDIK
LKRQEAQQRELDQEDEENSEEDETDSGTMVRASGDETGTIRVVNTMSDGANTMIEHDGTL
ESQLGTMVINTEDEEEEGTMKRRDETMQPARPSFLEYFEQKAKENQVNSFGKNVSGQTKN
SSDWKVPQODGDYEFLKTWSVDELQRRLSALDPMMEQEIEEIRQKYQSKRQPILDAIEAKK
RRQONF

>Anolis carolinensis STK4 (ENSACAP 11982)
METVQOLRHPRRQLRKLDEDSLTKQPEEVFDVLEKLGEGSYGSVFKATHKETGQVVAIKQV
PVESDLQEITIKEISIMQQOCDSPHVVKYYGSYFKNTDLWIVMEYCGAGSVSDIIRLRNKTL
MEDEIATIIQSTLKGLEYLHFMRKIHRDIKAGNILLNTEGHAKLADFGVAGQLTDTMAKR
NTVIGTPFWMAPEVIQEIGYNCLADIWSLGITAIEMAEGKPPYADIHPMRAIFMIPTNPP
PTFRKPELWSDEFTDFVKQCLVKCPEQRATATQLLOQHPFVKSAKGVYILRDLINDAMDIK
LKIQEAQQRELYHDDEENSEEDEPDSRTMVRARGQETGTIRASCGMSDGINTMIEYTDTL
ESQLGTMVINTEDEEDEGTMKRRDETMASVRPSFLEYFEQKEKENRRNCVRQVPERYSPD
WRVPODGDYEFNPAWFRRE

>Tetraodon nigroviridis STK4 (ENSTNIP 7894)

REKVOMRNNPRROLKKLSEDSLTKQPEEVFDILEKLGEGSYGCVEFKAHSKETGEIVAIKQ
VPVESDLOQEMIKEISIMQQOCNSPHVVQYYGSYFKNSDLLIVMEYCGAGSVADIIRIRNKT
LTEEEVAPILOSTLKGLEYLHFMRKIHRDIKAGNILLNTEGQAKLADFGVAGQLTDTMAK
RNTVIGTPFWMAPEITIQENGYNCVADIWSLGITAIEMAEGKPPYADIHPMRATIFMIPTNP
PPTFRKPELWSESFDFVSQCLVKNPEERATATQLLOQHPFIKTSKPRSVLRTLISDAMEIK
LKRRSDENVYKEEEKISTASSDEDEVDQGTMVRAGTADSGTIRPADSLAGTMIHHEDTDT
LLGTLVINSDEEDAGTMKRKWSEETLQPTKPSFLQYFEQKEKEAGVQKDGVHRQTSADER
RPEGDLQVVSTWSVEELHLRLASLDPOMEQETIEEVRORYQAKRKPILDATEAKKRQQQRV

>Gasterosteus aculeatus STK4 (ENSGACP 23)
KDRVOMRNHPRROLKKLSEDSLTKQPEEVFDVLEKLGEGSYGCVEFKAHYKETGEIVAIKQ
VPVESDLOQEIIKEISIMQQOCNSPHVVRYYGSYFKNSDLWIVMEYCGAGSVSDIIRLRNKT
ITEEEICAILQSTLKGLEYLHFMRKIHRDIKAGNILLNSEGQAKLADFGVAGQLTDTMAK
RNTVIGTPFWMAPEVIQEIGYNCVADIWSLGITAIEMAEGKPPYADIHPMRATIFMIPTNP
PPTFRNPDLWSPSFQDFVSQCLVKNPENRATATQLLOQHPFIKCPKPSSVLRALITDAMET
KLKRQEEAEQRQQOEDEDNSDEDEVDQGTMVRAGAGDSGTVRVAGSLSGSLGGTARTMIAH
DDDGDTGTMRSQLGTMVINSDEEDEEEAGTMKRRDETMQPAKPSFLQYFEQKEKEANSHR
EGGGDPADHRGLPEGDLQVVSLWSVEELRLRLASLDPOMEQETEETRRRYQTKRRPIMDA
IEAKKRRQONF

>Oryzias latipes STK4 (ENSORLP_24937)
MENTQKVOMRNNPRRQLKKLSEDSLTKQPEEVFDVLEKLGEGSYGCVFKANYKETGEIVA
IKQVPVESDLQEIIKEISIMOQCNSPHVVRYYGSYFKNSDLWIVMEYCGAGSVSDIIRIR
NKTLSEEEIATVVHSTLKGLEYLHFMRKIHRDIKAGNILLNAEGOAKLADFGVAGQLTDT
MAKRNTVIGTPFWMAPEVIQEIGYNCVADIWSLGITAIEMAEGKPPYADIHPMRAIFMIP
TNPPPTFRNPDLWSENFRDFVSQCLVKNPENRATATQLLOHPFIKSAKPNSVLKSMITDA
MEIKLKKQEEALQREQEAEDEDNSDEDEVDQGTMVRAGTGDSGTIRAAGSLARSLSDTCR
TMIEHEDTGTMQSQLGTMVINSDEEDEEECGTMKRRDETMQPVKPSFLEYFEQKEKEANT
ONDGGRKGENHADNRKLPLDGDLEGVMTWSVEELRKRLASLDPOMEQEIEEIRQRYQAKR
QPILDAIQAKKRLQ

>Homo sapiens STK24 (ENSP 442539)
MAHSPVQSGLPGMONLKADPEELFTKLEKIGKGSFGEVFKGIDNRTQKVVAIKIIDLEEA
EDEIEDIQQEITVLSQCDSPYVTKYYGSYLKDTKLWIIMEYLGGGSALDLLEPGPLDETQ



IATILREILKGLDYLHSEKKIHRDIKAANVLLSEHGEVKLADEFGVAGQLTDTQIKRNTEV
GTPFWMAPEVIKQSAYDSKADIWSLGITAIELARGEPPHSELHPMKVLFLIPKNNPPTLE
GNYSKPLKEFVEACLNKEPSFRPTAKELLKHKEFILRNAKKTSYLTELIDRYKRWKAEQSH
DDSSSEDSDAETDGQASGGSDSGDWIFTIREKDPKNLENGALQPSDLDRNKMKDIPKRPFE
SQCLSTIISPLFAELKEKSQACGGNLGSIEELRGAIYLAEEACPGISDTMVAQLVQRLOR
YSLSGGGTSSH

>Pongo abelii STK24 (ENSPPYP 6227)
NLKADPEELFTKLEKIGKGSFGEVFKGIDNRTQKVVAIKIIDLEEAEDEIEDIQQEITVL
SQCDSPYVTKYYGSYLKDTKLWI IMEYLGGGSALDLLTDTQIKRNTFVGNPFWMAEVIKQ
SAYDSKADIWSLGITAIELARGEPPHSELHPMKVLFLIPKNNPPTLEGNYSKPLKEFVEA
CLNKEPSFRPTAKELLKHKFILRNAKKTSYLTELIDRYKRWKAEQSHDDSSSEDSDAETD
GQASGGSDSGDWIFTIREKDPKNLENGALQPSDLDRNKMKDIPKRPFSQCLSTIISPLFA
ELKEKSQACGGNLGSIEELRGAIYLAEEACPGISDTMVAQLVQRLORYSLSGGGTSSH

>Rattus norvegicus_STK24 (ENSRNOP 31981)

LOQTLKADPEELFTKLEKIGKGSFGEVFKGIDNRTQKVVAIKIIDLEEAEDEIEDIQQEIT
VLSQCDSPYVTKYYGSYLKDTKLWIIMEYLGGGSALDLLEPGPLDEIQIATILREILKGL
DYLHSEKKIHRDIKAANVLLSEHGEVKLADFGVAGQLTDTQIKRNTEVGTPFWMAPEVIK
QSAYDSKADIWSLGITAIELAKGEPPHSELHPMKVLFLIPKNNPPTLEGSYSRPLKEFVE
ACLNKEPSFRPTAKELLKHKFITIRNAKKTSYLTELIDRYKRWKAEQSHEDSSSEDSDVET
DSQASGGSDSGDWIFTIREKDPKNLENGTLQPSDLERNKMKDFPKRPFSQCLSTIISPLF
AELKEKSQACGGNLGSIEELRGAIYLAEEACPGISDTMVAQLVQRLORYSLSGGGASAH

>Dasypus novemcinctus STK24 (ENSDNOP 4811)
MNSRAQLLGLDEDEGHVHPGEKEKNLKADPEELFTKLEKIGKGSFGEVFKGIDNRTQKVV
ATKIIDLEEAEDEIEDIQQEITVLFQCDSGYISKIRHGTFPQDTKLWIIMEYLGGGSALD
LLEPGPLDETQIATILREILKGLDYLHSEKKIHRDIKAANVLLSEHGEVKLADFGVAGQL
TDTQIKRNTEFVGTPFWMAPEVIKQSAYDSKADIWSLGITAIELAKGEPPHSELHPMKVLFE
LIPKNNPPTLEGNYSKPLKEFVEACLNKEPSFRPTAKELLKHKFITIRNAKKTSYLTELID
RYKRWKAEQSHDDSSSEDSDTETDGQASGGSDSGDWIFTIREKDPKNLENGALQPSDLER
NKMKDIPKRPFSQCLSTIISPLFAELKEKSQACGGNLGSIEELRGAIYLAEEACPGISDT
MVAQLVQRLQRYSLSGGGSSSH

>Anolis carolinensis STK24 (ENSACAP 16226)
MAHSPVQQPGLPGMONLKADPEELFTKLEKIGKGSFGEVFKGIDNRTQKVVAIKIIDLEE
AEDEIEDIQQEITVLSQCDSPYVTKYYGSYLKDTKLWIIMEYLGGGSALDLLEPGSLDET
QIATILREILKGLDYLHSEKKIHRDIKAANVLLSEQGEVKLADFGVAGQLTDTQIKRNTE
VGTPFWMAPEVIKQSAYDSKADIWSLGITAIELAKGEPPHSELHPMKVLFLIPKNNPPTL
EGNYSKPLKEFVEACLNKDPSFRPTAKELLKHKFIVRNAKKTSYLTDLIDRHKRWKAEQN
HDNSSSEDSDGETDGQASGGSDSGDWIFTIREKDPKNLENGATQLHEWERNKENTIQRRP
LSRCLSTIISPLFTELKERSQACGGNVGSIEELREAIYLSEEACPGISDTMVTELVERLQ
RYSVAGGSASSH

>Danio rerio STK24 (ENSDARP 135203)
MAHSPVQGSLPGMONLKADPEELFTKLERIGKGSFGEVFKGIDNRTQKVVAIKIIDLEEA
EDETIEDIQQEITVLSQCDSPFVTKYYGSYLKDTKLWIIMEYLGGGSALDLLEPGSLDETQ
JATILREILKGLEYLHSEKKIHRDIKAANVLLSEQGEVKLADFGVAGQLTDTQIKRNTEV
GTPFWMAPEVIKQSAYDSKADIWSLGITAIELAKGEPPHSDLHPMKVLFLIPKNNPPTLE
GNYCKPLKEFVEACLNKEPSFRPTAKELLKHKLIVRFAKKTSYLTELIDKYKRWKAEQSR
AESSSDESDSEPDGQASGGNDEGNDDWIFTIREKDPKKLONGASLVGEEEPNKRPLSQSL
STVITPVLTELKEGAGEAAAATTVKPEVLEQLGEAIFLAEEAYPGISDVMVTQLIQRLQOR
FSRARTSSSSHQ

>Takifugu rubripes STK24 (ENSTRUP 20094)

MAHSPVQGNLPGMONCKADPEELFTKLERIGKGSFGEVFKGIDNRTQKVVAIKIIDLEEA
EDETIEDIQQEITVLSQCDSPFITKYYGSYLKGTKLWIIMEYLGGGSALDLMEPGALDETQ
JATILREILKGLEYLHSEKKIHRDIKAANVLLSEQGEVKLADFGVAGQLTDTQIKRNTEV
GTPFWMAPEVIKQSAYDSKADIWSLGITAIELAKGEPPHSELHPMKVLEFLIPKNNPPTLE
GNYSKPLKEFVEACLNKEPSFRPTAKELLKHKLIVRHAKKTSYLTELVDKYKRWKAEQSR
TNDSSSDESDSEQDGQASGGNDEFGSDDWIFTIREKDPKKLONGEGQSGAEQTKDIPKRPY



SOSLATVISPALAELKARQEQVNGNPLVLDELRTAILLAEEAFPGISDSLVAHMVHRLOR
Y

>Tetraodon nigroviridis STK24a (ENSTNIP 16268)
MAHSPVQGNLPGMONAKADPEELFTKLERIGKGSFGEVFKGIDNRTQKVVAIKIIDLEEA
EDEIEDIQQEITVLSQCDSPFITKYYGSYLKGTKLWIIMEYLGGGSALDLMEPGALDETQ
TATILREILKGLEYLHSEKKIHRDIKAANVLLSEQGEVKLADFGVAGQLTDTQIKRNTEFV
GTPFWMAPEVIKQSAYDSKADIWSLGITAIELAKGEPPHSELHPMKVLEFLIPKNNPPTLE
GNYSKPLKEFVEACLNKEPSFRPTAKELLKHKLIVRHAKKTSYLTELVDKYKRWKAEQSR
TTESSSDESDSEQDGQASGGNDEFGSDDWIFTIREKDPKKLONGEGQSGTEQQTKDIPKRP
FSQOSLATVISPALAELKARQEQVNGNPLVLDELRTAILLAEEAFPGISDSLVAHMVHRLQ
RY

>Tetraodon nigroviridis STK24b (ENSTNIP 16990)
MAHSPIQSGLPGIQNFRADPEELFTKLERIGKGSFGEVYKGIDNRTQTVVAIKVIDLEEA
EDDIEDIQQEITVLSQCDSPFITKYYGSYLKGTKLWIIMEYLGGGSALDLMEPGALDETQ
TIATVLREILKGLEYLHSENKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQIKRNTEFV
GTPFWMAPEVIKQSAYDSKADIWSLGITAIELAKGEPPHSELHPMKVLEFLIPKNNPPTLE
GSYSKPLKEFVEACLNKEPNFRPTAKELLKHKYIVRHAKKTSYLTELIDRFKRWKSEKSR
DESSSDESDGEQDGQASGGGDPDGDKWIFNTIREKDPKKCONGSAQPEEMETDQVQENPK
RPLSQSLSTIFSPTFTELKAKAGRSNHKPQPAEELQEAIFLAEETYPGICDSLVAELVQR
LORYSALSGGSSGR

>Gasterosteus aculeatus STKZ24 (ENSGACP_18309)
MAHSPVQGNLPGMONTKADPEELFTKLERIGKGSFGEVFKGIDNRTQKVVAIKTIDLEEA
EDEIEDIQQEITVLSQCDSPEFVTKYYGSYLKDTKLWIIMEYLGGGSALDLMEPGCLDETQ
IATILREILKGLEYLHSEKKIHRDIKAANVLLSEQGEVKLADFGVAGQLTDTQIKRNTEV
GTPFWMAPEVIKQSAYDSKADIWSLGITAIELAKGEPPHSELHPMKVLFLIPKNTPPTLE
GSYSKPLKEFIEACLNKEPSFRPTAKELLKHKLIVRHAKKTSYLTELVDKYKRWKAEQSR
TAESSSDESDSEQDGQASGGNDFGSDDWIFTIREKDPKKLONGEGQSGAADQVRASKTKD
IPKRPYSQSLATVISPALAELKARQEQVNGNPMVLDELREAILLAEESYPGIADSLVAHM
VQRLOSFSTSRASASS

>Oryzias latipes STK24 (ENSORLP 3560)
MAHSPVQGNLPGMONARVDPEELFTKLERIGKGSFGEVFKGIDNRTQKVVAIKIIDLEEA
EDEIEDIQQEITVLSQCDSPEVTKYYGSYLKDTKLWIIMEYLGGGSALDLMEPGPLDETQ
IATILREILKGLEYLHSEKKIHRDIKAANVLLSEQGEVKLADFGVAGQLTDTQIKRNTEV
GTPFWMAPEVIKQSAYDSKADIWSLGITAIELAKGEPPHSDLHPMKVLEFLIPKNNPPTLE
GSYCKPLKEFVEACLNKEPSFRPTAKELLKHKLIVRYAKKTSYLTELVDKYKRWKAEQSR
TAESSSDESDSEQDGQASGGNDEFGSDDWIFTIREKDPKKLONGEGQSGVTDQTKDIPKRP
FSQSLAAVISPALAELKARQEKVNGNPMVLDELKEAILLAEEACPGISDSLVAHMVHRLQ
RNMLSMNGVHTR

>Homo sapiens_ STK25 (ENSP_385687)
MAHLRGFANQHSRVDPEELFTKLDRIGKGSFGEVYKGIDNHTKEVVAIKIIDLEEAEDETL
EDIQQEITVLSQCDSPYITRYFGSYLKSTKLWIIMEYLGGGSALDLLKPGPLEETYIATT
LREILKGLDYLHSERKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQIKRNTEVGTPFE
WMAPEVIKQSAYDFKADIWSLGITAIELAKGEPPNSDLHPMRVLEFLIPKNSPPTLEGQHS
KPFKEFVEACLNKDPRFRPTAKELLKHKFITRYTKKTSFLTELIDRYKRWKSEGHGEESS
SEDSDIDGEAEDGEQGPIWTFPPTIRPSPHSKLHKGTALHSSQKPAEPVKROQPRSQCLST
LVRPVFGELKEKHKQSGGSVGALEELENAFSLAEESCPGISDKLMVHLVERVQRESHNRN
HLTSTR

>Pan troglodytes STK25 (ENSPTRP 46906)

MAHIRGFANQHSRVDPEELFTKLDRIGKGSFGEVYKGIDNHTKEVVAIKIIDLEEAEDET
EDIQQEITVLSQCDSPYITRYFGSYLKSTKLWIIMEYLGGGSALDLLKPGPLEETYIATTI
LREILKGLDYLHSERKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQIKRNTFVGTPF
WMAPEVIKQSAYDFKADIWSLGITAIELAKGEPPNSDLHPMRVLEFLIPKNSPPTLEGQHS
KPFKEFVEACLNKDPRFRPTAKELLKHKFITRYTKKTSFLTELIDRYKRWKSEGHGEESS
SEDSDIDGEAEDGEQGPIWTFPPTIRPSPHSKLHKGTALHSSQKPVEPVKRQPRSQCLST
LVRPVFGELKEKHKQSGGSVGALEELENAFSLAEESCPGISDKLMVHLVERVORESHNRN



HLTSTR

>Mus musculus_ STK25 (ENSMUSP 27498)
MAHLRGFAHQHSRVDPEELEFTKLDRIGKGSFGEVYKGIDNHTKEVVAIKIIDLEEAEDET
EDIQQEITVLSQCDSPYITRYFGSYLKSTKLWIIMEYLGGGSALDLLKPGPLEETYIATI
LREILKGLDYLHSERKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQIKRNTEVGTPFE
WMAPEVIKQSAYDFKADIWSLGITAIELAKGEPPNSDLHPMRVLFLIPKNNPPTLEGHHS
KPFKEFVEACLNKDPRFRPTAKELLKHKFITRYTKKTSFLTELIDRYKRWKSEGHGEESS
SEDSDIDGEAEDGEQGPIWTFPPTIRPSPHSKLHKGTALHSSQKPAEPIKRQPRSQCLST
LVRPVFGELKEKHKQSGGSVGALEELENAFSLAEESCPGISDKLMVHLVERVQRFSHSRN
HLTSTR

>Canis familiaris STK25 (ENSCAFP_8426)
MAHLRGFANQHPRVDPEELEFTKLDRIGKGSFGEVYKGIDNRTKEVVAIKIIDLEEAEDET
EDIQQEITVLSQCDSPYITRYFGSYLKSTKLWIIMEYLGGGSALDLLKPGPLEETYIATI
LREILKGLDYLHSERKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQIKRNTEVGTPFE
WMAPEVIKQSAYDFKADIWSLGITAIELAKGEPPNSDLHPMRVLFLIPKNSPPTLEGHHS
KPFKEFVEACLNKDPRFRPTAKELLKHKFITRYTRKTSFLTELIDRYKRWKSEGHGEESS
SEDSDIDADAEDGEQGPIWTFPPTIRPSPHSKLHKGTALHGPQKSAEPVKRQPRSQCLST
LVRPVFGELKEKHKQSGGGVGALEELENAFSLAEESCPGISDKLMAHLVERVQRFSHNRN
HLTSTR

>Myotis lucifugus STK25 (ENSMLUP_ 6530)
MAHLRGFANQHSRVDPEELFTKLDRIGKGSFGEVFKGIDNRTKEVVAIKIIDLEEAEDET
EDIQQEITVLSQCDSPYITRYFGSYLKSTKLWIIMEYLGGGSALDLLKPGPLEETYIATI
LREILKGLDYLHSERKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQIKRNTFVGTPF
WMAPEVIKQSAYDFKADIWSLGITAIELAKGEPPNSDLHPMRVLEFLIPKNSPPTLEGHHS
KPFKEFVEACLNKDPRFRPTAKELLKHKFITRYTRKTSFLTELIDRYKRWKSEGHGEESS
SEDSDIDGDAEDGEQGPIWTFPPTIRPSPHSKLHKGTALHGPQKTVESVKRQPRSQCLST
LVRPVFGELKEKHRQSGGGVGALEELENAFSLAEESCPGISDKLMAHLVERVQRESHNRN
HLPSAR

>Ornithorhynchus anatinus_ STK25 (ENSOANP 18636)
MAHLREFANQHSRVDPEELFTKLERIGKGSFGEVYKGIDNRTKEVVAIKIIDLEEAEDET
EDIQQEITVLSQCDSPYITRYFGSYLKSTKLWIIMEYLGGGSALDLLKPGPLEETYIATI
LREILKGLDYLHSERKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQIKRNTFVGTPF
WMAPEVIKQSAYDFKADIWSLGITAIELAKGEPPNSDLHPMRVLEFLIPKNNPPTLEGHHS
KPFKEFVEACLNKDPRFRPTAKELLKHKFITRYTKKTSFLMELIDRYKRWKSEGHGEDSS
SEDSDIDGDAEDGDQGPIWTFPPTIRPSPLNKLHKGMALNGSQKSAEPIKRQPRSQCLST
LVRPVFGELKDKHKQTGGNVGAMEELENAFSLAEESCPGISDKLIAHMVERVQORESHSRN
HLTSTR

>Gallus gallus STK25 (ENSGALP_ 9265)
XPADRAGMAHLRDFASQHSRVDPEELFTKLERIGKGSFGEVYKGIDNRTKEVVAIKIIDL
EEAEDEIEDIQQEITVLSQCDSPYITRYYGSYLKGTKLWIIMEYLGGGSALDLLKPGPLE
ETYIATILREILKGLDYLHSERKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQIKRN
TEVGTPFWMAPEVIKQSAYDFKADIWSLGITAIELAKGEPPNSDLHPMRVLELIPKNNPP
TLEGHHSKPFKEFVEACLNKDPRFRPTAKELLKHKFITRYTKKTSFLMELIDREFKRWKSE
GHGEDSSSGDSDIDGDTEDGDQGPIWTEFPPTIRPNSLSKLHKGMALHGSQKPSEPIKRQP
RSQCLSTLVHPVEFGELKDKHKQTGGNVGAMEELENAFSLAEESCPGISDKLIAHMVERVQ
REFSHSRNHLTSAR

>Anolis carolinensis STK25 (ENSACAP 1074)
MAHLREFANQHSRVDPEELFTKLERIGKGSFGEVYKGIDNRTKEVVAIKIIDLEEAEDET
EDIQQEITVLSQCDSPYITRYYGSYLKGTKLWIIMEYLGGGSALDLLKPGPLEETYIATT
LREILKGLDYLHCERKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQIKRNTEFVGTPFE
WMAPEVIKQSAYDFKADIWSLGITAIELAKGEPPNSDLHPMRVLEFLIPKNNPPTLEGHHS
KPFKEFVEACLNKDPRFRPTAKELLKHKFITRYTKKTSFLMELIDRYKRWKSEGHGEDSS
SDDSDIDGDADERDQGPMWTEFPPTIRPNSLNKLHKGLSHHGSQKPAEPIKRQPRSQSLST
LVRPVFGELKDKHKQTGGNVGAMEELENAFGLAEESCPGISDKLIAHMVERVQRFSHSRN
HLTSAR



>Xenopus tropicalis STK25 (ENSXETP_ 62780)
VDYPLVVILIVNSLHFQSSRMDPERLFTKLERIGKGSFGEVYKGIENRSKEVVAIKIIDL
EEAEDEIEDIQQEITVLSQCDSPYITRYYGSYLKGSKLWIIMEYLGGGSALDLLKPGPLE
EAYTATILREILKGLDYLHSERKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQIKRN
TEVGTPFWMAPEVIKQSAYDFKADIWSLGITAIELAKGEPPYSDLHPMRVLELIPKNNPP
SLOGQYSKPFKDFVEACLNKDPRSRPTARELLKHREFILRYTKKTSFLVELVERHKRWKSQ
GHREDSSSDESDMDNEDERNONQIPIWSFPETICAKSMSRMOWGCOKSAEVIHRLPRSHC
LSALVTPVFQELREQRSAGAFGSVOELENAFSLAEESSPGITDQLISHLVQRVQSEFIANY
S

>Danio rerio STK25a (ENSDARP 56962)
MAHLRDMONQONSRLDPEEYFTKQERIGKGSFGEVYKGINNRTKEVVAIKIIDLEEAEDET
EDIQQEITVLSQCDSPYVTKYYGSYLKGTKLWIIMEYLGGGSALDLLKPGPLEETYIATI
LREILKGLEYLHSERKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQIKRNTEVGTPF
WMAPEVIKQSAYDFKADIWSLGITAIELAKGEPPNSDLHPMRVLFLIPKNTPPTLEGSYS
KPFKEFVEACLNKDPRFRPTAKELLKHKFITRYTKKTSYLTELIDRYRRWKSEGHGDESS
SDDSDMDGDGDDRDHCPVWTFPTVRPSSMNKLOKGYTNTDSEAAETVKRQPKSQCLSALV
SPIFRELKEKRRACGGGMGAIEELENAFNLAEESCPGISDLLVTHIMERVCREFALNGNTT
PSSR

>Danio rerio STK25b (ENSDARP 123777)
MAHLONIRNONSRLNPEEYFTKLERIGKGSFGEVYKGINNRTKEVVAIKIIDLEEAEDET
EDIQQEITVLSQCDSPYVTKYYGSYLTGSKLWIIMEYLGGGSALDLLRPGTLEEVYIATI
LRETILKGLDYLHSERKIHRDIKAANVLLSEHGEVKLADFGVAGQLTDTQIKRNTFVGTPF
WMAPEVIKQSAYDFKADIWSLGITAIELAKGEPPNAELHPMRVLFLIPKNNPPTLEGSYS
KAFKDFVEACLNKEPRFRPTAKELLKHKFITRYTKKTSYLSELIDRYRRWKSEGHGEESS
SDDSDMDGEGDDRDQGPMWTFPTVRPSTINKLNRGLSHLDNKTSDVMKRQPKSSSLTSFET
TPIFKELKEKRRVGGNGVCAVEELENAFSLAEESSPGISDRLLNHVMERVCSFSGHADSM
L

>Takifugu rubripes STK25 (ENSTRUP_963)
GMAHLRDMONONTRLDPEEYFTKQERIGKGSFGEVYKGINNRTKEVVAIKIIDLEEAEDE
IEDIQOEITVLSQCDSPFVTKYYGSYLKGTKLWIIMEYLGGGSALDLLRPGPLEETYIAT
ILREILKGLEYLHSERKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQIKRNTEVGTP
FWMAPEVIKQSAYDFKADIWSLGITAIELAKGEPPNSDLHPMRVLFLIPKNTPPTLEGPY
SKPFKEFIEACLNKDPRFRPTAKELLKHKFITRYTKKTAYLTELIDRYRRWKSEGHGEES
SSDDSDMDADGDVDTCPMWTFPTVRPTSMNKLOKGYTHTDSESGDSVKRQPKSQSLSALV
TPIFRELKEKRRASGGGVGAIEELENAFNLAEESCPGISDRLVTHMMERVCRESLNGNTT
PSSR

>Tetraodon nigroviridis STK25 (ENSTNIP 10668)

MAHLRDMONONTRLDPEEYFTKQERIGKGFGEVYKGINNRTKEVVAIKIIDLEEAEDEIE
DIQQEITVLSQCDSPEFVTKYYGSYLKGTKLWIIMEYLGGGSALDLLRPGPLEETYIATIL
REILKGLEYLHSERKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQKRNTFVGTPFWM
APEVIKQSAYDFKVSLWAEGITAIELAKGEPPNSDLHPMRVLFLIPKNTPPTLEGPYSKP
FKEFVEACLNKDPRFRPTAKELLKHKFITRYTKKTAYLTELIDYRRWKSEGHGEESSSDD
SDMDADGDVDTCPMWTFEFPTVRPTSMNKLQKGYTDTDSESGDSVKRQPKSQSLSALVTPIF
RELKEKRRASGGGVGAIEELENAFNLAEESCPGISDRLVTHMMERVCREFSLNGNTTPSSR

>Gasterosteus aculeatus STK25 (ENSGACP _20761)
MAHLRDMONONTRLDPEEYFTKQERIGKGSFGEVYKGINNRTKEVVAIKIIDLEEAEDET
EDIQQEITVLSQCDSPEVTKYYGSYLKGTKLWIIMEYLGGGSALDLLRPGPLEETYIATTI
LREILKGLEYLHSERKIHRDIKAANVLLSEQGEVKLADFGVAGQLTDTQIKRNTFVGTPF
WMAPEVIKQSAYDFKADIWSLGITAIELAKGEPPNSDLHPMRVLEFLIPKNTPPTLEGPYS
KPFKEFVEACLNKDPRFRPTAKELLKHKFITRYTKKTAYLTELIDRYRRWKSEGHGEESS
SDDSDMDADGDGDTCPMWTFPTVRPSSLNKLQKGYTHTDSESGDLVKRQPKSQCLSALVT
PIFRELKEKRRASGGGVGAIEELENAFNLAEESCPGISDLLVTHMMERVCRESLNGNTTQ
SSR

>Oryzias latipes STK25 (ENSORLP 6042)



PATGRTMAHLRDMONONTHLDPEEYFTKQERIGKGSFGEVYKGINNRTKEVVAIKIIDLE
EAEDEIEDIQQEITVLSQCDSPYVTKYYGSYLKGTKLWIIMEYLGGGSALDLLRPGPLEE
TYIATILREILKGLEYLHSERKIHRDIKAANVLLSEQGDVKLADEGVAGQLTDTQIKRNT
FVGTPFWMAPEVIKQSAYDFKADIWSLGITAIELAKGEPPNSDLHPMRVLEFLIPKNTPPT
LEGPYSKPFKEFVEACLNKDPRFRPTAKELLKHKFITRYTKKTAYLTELIDRYRRWKSEG
HGEESSSDDSDMDADGDGEQCPVWTEFPTVRPSSMSQLOMDYAHLESGSGDSMKRQPKSQC
LSALVTPIFRELKDKRRASGGGAGAIEELENAFNLAEESCPGISDRLVTHMMERVCRFSL
NGNTAPSSR

>Homo sapiens_ STK26 (ENSP_377867)
MAHSPVAVQVPGMONNIADPEELFTKLERIGKGSFGEVFKGIDNRTQQVVAIKIIDLEEA
EDEIEDIQQEITVLSQCDSSYVTKYYGSYLKGSKLWIIMEYLGGGSALDLLRAGPFDEFQ
IATMLKEILKGLDYLHSEKKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQIKRNTEV
GTPFWMAPEVIQQOSAYDSKADIWSLGITAIELAKGEPPNSDMHPMRVLFLIPKNNPPTLV
GDFTKSFKEFIDACLNKDPSFRPTAKELLKHKFIVKNSKKTSYLTELIDRFKRWKAEGHS
DDESDSEGSDSESTSRENNTHPEWSEFTTVRKKPDPKKVONGAEQDLVQTLSCLSMIITPA
FAELKQQDENNASRNQATEELEKSTIAVAEAACPGITDKMVKKLIEKFQKCSADESP

>Pan troglodytes STK26 (ENSPTRP_38373)
MAHSPVAVQVPGMONNIADPEELFTKLERIGKGSFGEVEFKGIDNRTQQVVAIKIIDLEEA
EDEIEDIQQEITVLSQCDSSYVTKYYGSYLKDHGISRHLKFOOMEMLLHSRKLGSKLWIT
MEYLGGGSALDLLRAGPFDEFQIATMLKEILKGLDYLHSEKKIHRDIKAANVLLSEQGDV
KLADFGVAGQLTDTQIKRNTEVGTPFWMAPEVIQQSAYDSKADIWSLGITAIELAKGEPP
NSDMHPMRVLELIPKNNPPTLVGDFTKSFKEEFIDACLNKDPSFRPTAKELLKHKEFIVKNS
KKTSYLTELIDRFKRWKAEGHSDDESDSEGSDSESTSRENNTHPEWSEFTTVRKKPDPKKV
ONGAEQDLVQTLSCLSMIITPAFAELKQODENNASRNQAIEELEKSIAVAEAACPGITDK
MVKKLIEKFQKCSADESP

>Mus musculus_ STK26 (ENSMUSP_ 33444)
MAHSPVAVQVPGMONNIADPEELFTKLERIGKGSFGEVFKGIDNRTQQVVAIKIIDLEEA
EDEIEDIQQEITVLSQCDSSYVTKYYGSYLKGSKLWIIMEYLGGGSALDLLRAGPFDEFQ
TIATMLKEILKGLDYLHSEKKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQIKRNTEFV
GTPFWMAPEVIQQOSAYDSKADIWSLGITAIELAKGEPPNSDMHPMRVLEFLIPKNNPPTLI
GDFTKSFKEFIDACLNKDPSFRPTAKELLKHKFIVKNSKKTSYLTELIDRFKRWKAEGHS
DEESDSEGSDSESSSRESNPHPEWSFTTVRKKPDPKKLONGEEQDLVQTLSCLSMIITPA
FAELKQODENNASRNQAIEELEKSIAVAETACPGITDKMVKKLIEKFQKCSADESP

>Canis familiaris STK26 (ENSCAFP_27770)
MAHSPVAVQVPGMONNIADPEELFTKLERIGKGSFGEVFKGIDNRTQQVVAIKIIDLEEA
EDETIEDIQQEITVLSQCDSSYVTKYYGSYLKGSKLWIIMEYLGGGSALDLLRAGPFDEFQ
IATMLKEILKGLDYLHSEKKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQIKRNTEV
GTPFWMAPEVIQQOSAYDSKADIWSLGITAIELAKGEPPNSDMHPMRVLEFLIPKNNPPTLV
GDFTKSFKEFIDACLNKDPSFRPTAKELLKHKFIVKNSKKTSYLTELIDRFKRWKAEGHS
DDESDSEGSDSESTSRENNTHPEWSFTTVRKKPDPKKLONGAEQDLVQTLSCLSMIITPA
FAELKQQODENNASRNQAIEELEKSIAVAEAACPGITDKMVKKLIEKFQKCSADESP

>Myotis lucifugus STK26 (ENSMLUP 1350)

KAHVKSQGNLYALKNNIADPEELFTKLERIGKGSFGEVFKGIDNRTQQVVAIKIIDLEEA
EDEIEDIQQEITVLSQCDSSYVTKYYGSYLKGSKLWIIMEYLGGGSALDLLRAGPFDEFQ
IATMLKEILKGLDYLHSEKKIHRDIKAANVLLSEQGDVKLADEFGVAGQLTDTQIKRNTFV
GTPFWMAPEVIQQSAYDSKADIWSLGITAIELAKGEPPNSDMHPMRVLEFLIPKSNPPTLV
GEFTKSFKEFIDACLNKDPSFRPTAKELLKHKFIVKNSKKTSYLTELIDRFKRWKAEGHS
DDESDSEGSDSESTSRENNTHPEWSFTTVRKKPDPKKLONGALEIHIYPKNKEKDLVQTL
SCLSMIITPAFAELKQODENNASRNQATIEELEKSIAVAEAACPGITDKMVKKLIEKFQK

>Monodelphis domestica STK26 (ENSMODP_19135)

MAHSPVAVQVPGMQOAGAASSSSWNTNQRTDPEELFTKLERIGKGSFGEVEFKGIDNRTQQV
VAIKIIDLEEAEDEIEDIQQEITVLSQCDSSYVTKYYGSYLKGTKLWIIMEYLGGGSALD
LLRAGPFDEFQIATMLKEILKGLDYLHSEKKIHRDIKAANVLLSEQGEVKLADFGVAGQL
TDTQIKRNTFVGTPEFWMAPEVIQQSAYDSKADIWSLGITAIELAKGEPPNSDMHPMRVLE
LIPKNNPPTLLGDFTKPFKEFTDACLNKDPSFRPTAKELLKHKFIIKNAKKTSYLTELID



RFKRWKAEGHSDDESDSDGSDSESSNKENNSHPEWSEFTTVRKKPDAKKLONGTEQEEELA
KTLSCLSTIITPVFAELKEQDTSNASRTKAIEELEKSMTVAETACPGITDKMVKKLIEKFE
QKFEFSVNDSS

>Gallus gallus STK26 (ENSGALP 9728)
MAHSPVAVQVPGMONHRADPEELFTKLERIGKGSFGEVFKGIDNRTQQVVAIKIIDLEEA
EDEIEDIQQEITVLSQCDSPYVTKYYGSYLKGTKLWIIMEYLGGGSALDLLRAGPFDEFQ
IATMLKEILKGLDYLHSEKKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQIKRNTEV
GTPFWMAPEVIQOSAYDSKADIWSLGITAIELAKGEPPNSDMHPMRVLFLIPKNNPPTLL
GEFSKPFKEFIDACLNKDPTFRPTAKELLKHKFIMKNAKKTSYLTELIDRFKRWKAEGHS
SDESDSDGSDSESSNKENNSHPEWSEFTTVRKKPDAKKLONGTDODLVKTLSCLTMIITPV
FAELKQQDTNNASRKKAIEELEKSINMAEATCPGITDKMVKKLMEKFQKEFSVNDSS

>Anolis carolinensis_ STK26 (ENSACAP 21957)
MAHSPVAVQVPGMONHRADPEELFTKLERIGKGSFGEVFKGIDNRTQQVVAIKIIDLEEA
EDEIEDIQQEITVLSQCDSPYVTKYYGSYLKGTKLWIIMEYLGGGSALDLLRAGPEFDEFQ
TIATMLKEILKGLDYLHSEKKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQIKRNTEFV
GTPFWMAPEVIQQOSAYDSKADIWSLGITAIELAKGEPPNSDMHPMRVLELIPKNNPPTLI
GDFSKPFKEFIDACLNKDPTFRPTAKELLKHKFILKNAKKTSYLTELIDRFKRWKAEGHS
SDETDSDGSDSESSNKENNSHPEWSFTTVRKKPDAKKLONGTDQDLMKTLSCLSMIITPV
FAELKQODTNNASRKKAIEELEKSISLAETTCPGITDKMVKKLMEKEFQKESVNESS

>Xenopus tropicalis STK26 (ENSXETP 11925)
ISHSPLRYVYKVPLIQNHRADPEELFTKLERIGKGSFGEVFKGIDNRTQHVVAIKIIDLE
EAEDEIEDIQQEITVLSQCDSPYVTKYYGSYLKVLNFWWITLIYYMGGRTKRAKDLLRVG
PFDEFQIATMLKEILKGLDYLHSENKIHRDIKAANVLLSEQGDVKLADFGVAGQLTDTQI
KRNTFVGTPFWMAPEVIQQSAYDSKADIWSLGITAIELAKGEPPNSDMHPMRVLELIPKN
NPPSLTGDFSKPFKEFVDACLNKDPSFRPTARELLKHKYIVKNAKRTSYLTELIDRFKRW
KAEGHSDSGSDDSDTESNNKENHTHPEWSFTTVRKKPESKTMONGTDOQDLVKTLSSLSAT
ISPVFAELKQODRNNTVRKNAIEELEKSINVAEATYPGITDKMVKKLMEKEFQONTLKCSTH
SSS

>Danio rerio STK26 (ENSDARP_ 79474)
MAQSPVAVQVPGMONSRTDPEELFTKLDRIGKGSFGEVFKGIDRQTONVVAIKTIDLEEA
EDETIEDIQQEITVLSQCDSPHVTKYYGSYLKGSKLWIIMEYLGGGSALDLLRAGPFDEYQ
TIATMLKEILKGLDYLHSEKKIHRDIKAANVLLSESGEVKLADFGVAGQLTDTQIKRETEV
GTPFWMAPEVIQQSAYDSKADIWSLGITAIELAKGEPPNSDMHPMRVLFHIPKNTPPTLN
GDFSKIFKEFVDSCLNKDPAFRPTAKELLKHKFIVKYAKKTSYLTELIDRLKRWKAEGHS
DGESSSDSDSETSSKDNDSSPEWSFTTVRKKKTEKKQPNGTDEELQKKSASLTTVMAPVE
SELKSQHRDNERTKGVIEMLEESLHTAEDLCPGVTDRMITQILDRVQRFSMS

>Takifugu rubripes STK26 (ENSTRUP 15949)
LRHAPQLVKFAHTQSTQIDPEELFTKLDRIGKGSFGEVFKGIDNRTQSVVAIKTIDLEEA
EDEIEDIQQEITVLSQCDSPYITKYYGSYLKGTKLWIIMEYLGGGSALDLLRAGPFDESQ
IATMLKEILKGLDYLHSEKKIHRDIKAANVLLSEHGQVKLADEFGVAGQLTDTQIKRETFV
GTPFWMAPEVIQQSAYDSKADIWSLGITAIELAKGEPPNSDMHPMRVLEFHIPKEFPAPTLT
GDFSKSFKEFTEACLNKDPAFRPTAKELLKHKFIVKHCKKTSYLSELIDRYRRWKEQGHS
DSSSDDSDSESSNKENNESPEWSFTTVRKKKTEGRKVLNGTSPDOMSKSASLTTVISPVFE
TELKQQHKEHSQQORLAIEELERNIRLAEDVCPGITDRMVSHI IARYQKPGLKDNV

>Tetraodon nigroviridis STK26 (ENSTNIP 14178)
CPYFKVTMEVPGMQSTQVDPEELFTKLDRIGKGSFGEVEFKGIDNRTQSVVAIKTIDLEEA
EDEIEDIQQEITVLSQCDSPYITKYYGSYLKGTKLWIIMEYLGGGSALDLLRAGPEFDEEFQ
IATMLKEILKGLDYLHSEKKIHRDIKAANVLLSEHGQVKLADFGVAGQLTDTQIKRETEV
GTPEFWMAPEVIQQOSAYDSKADIWSLGITAIELAKGEPPNSDMHPMRVLFHIPKEFPAPTLT
GEFSRNFKEFTEACLNKDPAFRPTAKELLKHKEFIVKHCKKTSYLSELIDRYRRWKEEGHS
DSSSDDSDSESSNKENNESPEWSFTTVRKKKTEGRKVLNGTSPDOMSKSASLTTVISPVE
TELKQOHKEHSEQRLAIEELERNIRLAEEVCPGITDRMVSHITIARYQK

>Oryzias latipes STK26 (ENSORLP 4136)
INVLFFFVFQSSQIDPEELFTKLDRIGKGSFGEVFKGIDNRSQSVVAIKTIDLEEAEDET



EDIQQEITVLSQCDSPYITKYFGSYLKGSKLWIIMEYLGGGSALDLLRAGPEFDESQIATM
LKEILKGLDYLHSEKKIHRDIKAANVLLSEHGQVKLADFGVAGQLTDTQIKRETEFVGTPFEF
WMAPEVIQQSAYDSKADIWSLGITAIELAKGEPPNSDMHPMRVLFHIPKSPPPTLSGDES
KSFKEFTEACLNKDPAFRPTAKELLKHKEFITKHCKKTSYLSELIDRYRRWKEEGHSGSSS
DDSDSVSSESSNKENDMHPEWSFTTVRKKKTEGRMVLNGTLOTPEQLSKSASLSTVISPV
FTELKOQHKEHSTOQRLATIEQLEHNIQLAEDICPGITDKMVTHITARCOKYDHRHSVLKDA
\Y

>Branchiostoma floridae (XP 002589064)
SELKKLSEESLTRQPEEVFDVLEKLGEGSYGSVFKAMHKESGQVLAIKQVPVDTDLQEITKEISIMQQCD
RKLLNNGCGTLEFYIHVLVIVMEYCGAGSVSDIMKLRNKTLTEDEIAATITSMVLKGLEYLHFMRKIHRDIK
AGNILLNTEGDAKLADFGVAGQLTDTMAKRNTVIGTPFWMAPEVIQEIGYDCLADIWSLGITALEMAEGK
PPYADIHPMRAIFMIPTKPPPTFRNPEKWSQEFIDEFVSQCLVKNPQORPSATQLLOQHPFIRAAKPAYILK
EMISEAQVARQRRMEQVEEESPEEEEDDDVDASTMLLGEDNDTGTIKATMVESSTAGTMIEHSDSTMLES
DLGTMVINSDEDTDEDSTMRKTGKVKKEKYRPSFLDHFEKKEQDERDRQSAANGNITAEIQPGPVLRPAS
EGYGEFVRPFODGDFEFLKNLSSDELRRRFETLDQEMEREIEELRRRYQAKRQPILNAMDAKKKRQQHFE

>Strongylocentrotus purpuratus_ (XP 011667292)
MTSTSTGTCMLKKLSEDALTKEPEEVFDLLEKLGEGSYGSVFKATIHKESGQVLATIKQVPVDTDLQEIIKE
ISIMQQOCDSTYVVKYYGSYFKNTDLWIVMEYCGAGSVSDIMRRRNKTLNEAETIATILYSTLKGLEYLHEFM
RKIHRDIKAGNILLNNEGNAKLADFGVAGQLTDTMAKRNTVIGTPFWMAPEVIQEIGYDCKADIWSLGIT
ALEMAEGKPPYAEIHPMRAIFMIPTKPPPTFRDPEKWSQDFIDFTSKCLIKSPEDRATATDLLOHPEFVRD
AKPVSILNAIINEANCIREREKLKEDDDDEGSDFEDDMYTIVEEEEDTEGRLDEDDVDSGTMVRGRPPVM
NEDDSGTIIISGSAGNTANTFIEHDDVTDIDSGTMIEHGTMIDHDSGTMIEHGTMIDHDSGTMVDHDSGT
MIDHDSGTMVDHHSGTMIDHDSGTMVDHDSGTMINHGSLNDLESNMGTMVINDDDDSGNDGTMKRTDTAK
ADAYKPQYLEHYERQEEAKQAKISSPVTPPINPSNAPTVPSNAPMHIAPGNHRLKQLSIDELRERLTSLD
POMEAEIEELRKRYQEKRRPITEAMEVKRKRTQHF

>Drosophila melanogaster (FBpp0082840)
MSWTEKVDPELIFTKQERIGKGSFGEVFKGIDNRTQQVVAIKIIDLEEAEDEIDDIQQET
MVLSQCDSPYVTKYYGSFLKGTKLWITIMEYLGGGSALDLMKAGSFEEMHIGITILREVLKG
LDYLHSERKLHRDIKAANVLLSEQGDVKLADFGVAGQLTNTTSKRNTFVGTPFWMAPEVT
KOSQYDAKADIWSLGITATELAKGEPPNSELHPMRVLEFLIPKNNPPOQLTGSYTKSFKDEV
EACLNKDPENRPTAKELLKYPFIKKAKKNAYLIDLIDRFKKWKVSKGDESETESENSDSD
SDAKQGGSSODEPWIMTVKGLHINSAPRAGVNSFQLOEHELTMOKLMQTTHSPAGGGGVQ
ASPAANALSSSVSAVAASASSVSVITANEGVSSASALPPONSHVHNHNHNNINNNNIRNL
SNKHATTTMLNAAPPPSSVTSSSSASELQOKRSSSKPELRQSRSAAPLDQVEDRRASLGL
PLOSSVPTPSTAEQQQQORRSSQRESFHANNAALVASCSSSSNNHSHEEHVATNHASHVKH
SGAGQRLVQTNSACLNNFLFPVLSDIQRKYSGGGSAGSGGSGGRNIGVGSDIGDLKSVFEE
LAERSSPGVSDLFMKELIHMLVPGYSETRINTIMDRAIRNRK

>Apis mellifera (XP _016771231)
MAFNEKVDPELIFTKQERIGKGSFGEVFKGIDNRTQQVVAIKIIDLEEAEDEIEDIQQEIMVLSQCDSPY
VTKYYGSYLKGTKLWIIMEYLGGGSALDLMKAGNFEEMHIAVILREVLKGLDYLHSERKLHRDIKAANVL
LSEMGDVKLADFGVAGQLTNTTSKRNTEVGTPFWMAPEVIKQASYDSKADIWSLGITAIELAKGEPPNSE
LHPMRVLFLIPKNNPPQLTGNYTKQFKEFVEACLNKDPENRPTAKELLKFQFIRKAKKNSYLIDLIDRYK
KWKSQRSEESETESENSDSEESKQDSDMDDPWIMTVKGPHVVKGPVVPMLPLDEQPPSLTLTHTPNHRSA
NHNQOQAKPHANGTSRSPPNDSTLNHYRSESRDSVRDGQAKHTPSRPHEAAPPPPVDTREKREDYRDEFNRD
SSLRELKEMRESRESRDRERDREGRERERDREREFSAKEKRNSKPDVPVVPMVDHRPGEDKQRPRSSQEL
KHSRSAALSGVVLPLLSELQRKHQYSARDNNGEGGSGIGKNGGAIEELRSAFETAERTSPGMTEALIREL
LKSLLPANHSEGCLFMLMEKVILRDT

>Anopheles gambiae (XP_319097)

SLPOKVDPELIFTKQERIGKGSFGEVFKGVDNRTQQVVAIKIIDLEEAEDEIEDIQQEIMVLSQCDSPEV
TKYFGSYLKGTKLWIIMEYLGGGSALDLMKAGLFEEMHIATIILREVLKGLDYLHSERKLHRDIKAANVLL
SELGDVKLADFGVAGQLTNTTSKRNTFVGTPFWMAPEVIKQSMYDSKADIWSLGITAIELAKGEPPNSEL
HPMRVLFLIPKNNPPQLTGSYTKPFKDEVEACLNKDPENRPTAKELLKFPFIKKAKKNSYLIDLIDRYKK
WKSQKGEESETESENSDSEDSKQODSDLDEPWIMTVKGLNENNENKNPRPSSSPSHQSSSTLIAANNATNT
SPIIVDSRKERELONQISALQLOKEKEASLERQOQRDHRLERESEWEKDREKERERERDRERERDRERERD
RERERDRERERERERDRDRDRERDRERERDRDRERDRDHRERIDRDHREKDRDNKERKMVASDSLSGSGN
ENEKRSSSLRRERDSPSHNNTSSNGNSRTNSITNVNNNSSKSSSRSSSTTTPTTTATSTNSGCLKAIIFP



LLSEVSIDGWLGNRGYEMQRNYNSGSDMGDLRLAFESAERSSPGVSDLEVKEITHKLVPGEFSETRINKLI
DKVTR

Transcription Elongation factor A (Sll) Protein-TCEA

>Homo sapiens TCEA3 (ENSP_406293)
MGQEEELLRIAKKLEKMVARKNTEGALDLLKKLHSCOMSIQLLOTTRIGVAVNGVRKHCS
DKEVVSLAKVLIKNWKRLLDSPGPPKGEKGEEREKAKKKEKGLECSDWKPEAGLSPPRKK
REDPKTRRDSVDSKSSASSSPKRPSVERSNSSKSKAESPKTPSSPLTPTFASSMCLLAPC
YLTGDSVRDKCVEMLSAALKADDDYKDYGVNCDKMASEIEDHIYQELKSTDMKYRNRVRS
RISNLKDPRNPGLRRNVLSGAISAGLIAKMTAEEMASDELRELRNAMTQEATREHQMAKT
GGTTTDLFQCSKCKKKNCTYNQVQTRSADEPMTTEVLCNECGNRWKEC

>Pan troglodytes TCEA3 (ENSPTRP 44770)
MGQEEELLRIAKKLEKMVARKNTEGALDLLKKLHSCOMSIQLLQTTRIGVAVNGVRKHCS
DKEVVSLAKVLIKNWKRLLDSPGPPKGEKGEEREKAKKKEKGLECSDWKPEAGLSPPRKK
REDPKTRRDSVDSKSSASSSPKRPSVERSNSSKSKAESPKTPSSPLTPTFASSMCLLAPC
YLTGDSVRDKCVEMLSAALKADDDYKDYGVNCDKMASETIEDHIYQELKSTDMKYRNRVRS
RISNLKDPRNPGLRRNVLSGAISAGLIAKMTAEEMASDELRELRNAMTQEATIREHQMAKT
GGTTTDLFQCSKCKKKNCTYNQVQTRSADEPMTTEVLCNECGNRWKEC

>Mus musculus_ TCEA3 (ENSMUSP_ 99592)
MGLEEELLRIAKKLEKMVSRKKTEGALDLLKKLNSCOMSIQLLQTTRIGVAVNGVRKHCS
DKEVVSLAKVLIKNWKRLLDSPRTTKGEREEREKAKKEKGLGCSDWKPEAGLSPPRKKGG
GEPKTRRDSVDSRSSTTSSPKRPSLERSNSSKSKVETPTTPSSPSTPTFAPAVCLLAPCY
LTGDSVRDKCVEMLSAALKAEDNFKDYGVNCDKLASEIEDHIYQELKSTDMKYRNRVRSR
ISNLKDPRNPGLRRNVLSGAISPELIAKMTAEEMASDELRELRNAMTQEAIREHQOMAKTG
GTTTDLLRCSKCKKKNCTYNQVQTRSADEPMTTFVLCNECGNRWKFEFC

>Rattus norvegicus_TCEA3 (ENSRNOP 15776)
MGLEEELLRIAKKLEKMVARKKTEGALDLLKKLNSCOMSIQLLQTTRIGVAVNGVRKHCS
DKEVVSLAKVLIKNWKRLLDSPRTTKGEREAREKAKKKEKGLGSSGWKPEAGLSPPRKKE
GGEPKTRRDSVDSRSSTTSSPKRPSLERSNSSRSKVETPKTPSSPSTPTFAPAVCLLASC
YLTGDSVRDKCVEMLSAALKAEDDFKDYGVNCDKLASEIEDHIYQELKSTDMKYRNRVRS
RISNLKDPRNPGLRRNVLSGTISPELIAKMTAEEMASDELRELRNAMTQEAIREHQMAKT
GGTTTDLLRCSKCKKKNCTYNQVQTRSADEPMTTEFVLCNECGNRWKEC

>Canis familiaris TCEA3 (ENSCAFP 19574)
MGQEEELLRIARKLEKMVARKNSEGALGLLKKLNSCOMSIQLLOQTTRIGVAVNGVRKHCS
DKEVVSLAKVLIKNWKRLLDSPGPPKGEKGEERDKAKKEKGLDCSNWKPETGLSPPRKKR
AEEPKERRDSVDSKSSATSSPKRPSMERSNSGKSKAETPKTPTSPSTPTFAPSVCLLAPC
YLTGDSVRDKCVEMLSAALKAEDDYKDYGVNCDKMASEIEDHILEELKSTDMKYRNRVRS
RISNLKDPRNPSLRRNVLSGAISAGLIAKMTAEEMASDELRELRNAMTQEAIREHQMAKT
GGTTTDLFQCSKCKKKNCTYNQVQTRSADEPMTTEFVLCNECGNRWKVC

>Felis catus TCEA3 (ENSFCAP_10810)
MGQEEELLRIARKLEKMVARKNTEGALDLLKKLDSCOMSIRLLOTTRIGVAVNGVRKHCS
DKEVVSLAKVLIKNWKRLLDSPGPPKGEKREERDKAKKEKGLNCSDWKPEAGLSPPRKKR
EDPKDRRDSVDSKSSATSSPKRPSMERSNSSKSKAETPKTPTSPSTPTFAPSICLLAPCY
LTGDSVRDKCVEMLSAALKAEDDYKDYGVNCDKMASEIEDHILEELKSTDMKYRNRVRSR
ISNLKDPRNPSLRRNVLSGAISAGLIAKMTAEEMASDELRELRNAMTQEAIREHQMAKTG
GTTTDLFQCSKCKKKNCTYNQVQTRSADEPMTTEFVLCNECGNRWKVC

>Myotis lucifugus TCEA3 (ENSMLUP_3196)
MGREEELLRIAKKLEKMVARKHTEGALDLLKKLNSCOMSIQLLOTTRIGVAVNGVRKYCS
DKEVVSLAKVLIKKWKRLLDSPESPKGGKEEEREKAKKKEKELDCSNWKSEAGLSPPRTK
QGEEPKDRRDSVDSKSSSATSSPKRPSMERSNSGKSKAETSPKTPSSPSSPTFASSICLL
APCYLTGDSVRDKCVEMLSAALKADDDYKDYGVNCDKMASEIEDHILEELKSTDMKYRNR
VRSRISNLKDPRNPGLRRNVLSGAISTGLIAKMTAEEMASDELRELRNAMTQEATIREHQM
AKTGGTTTGLEFQCKKCKKKNCTYNQVQTRSADEPMTTEVLCNECGNRWKVC



>Monodelphis domestica TCEA3 (ENSMODP 20168)
MGQEEELLRIAKKLDKMVSRKNTEGALDLLKKLSDYKMSIQLLQTTRIGIAVNGVRKHCL
DKEVVALAKILIKNWKRLLDTSETPKKEKAMEREKEKKKEQNVDLSDWKPLEAFSPQSRS
PREEPKDRRDSSESGSSSSVVSSPSPOQKRPVERSNSSKGKVETPKTPTSPSSPTESPSAC
CLAPCYLTGDSVRDKCVEMLSAALKMDDDYKEYGVNCDKMASEIEDHIFQELKGTDMKYR
NRVRSRISNLKDPRNPNLRRNVLCGAISTSLIARMTAEEMASDELKELRNAMTLEAIREH
OMAKTGGTTTDLFQCISVKRRIVPITRCRQEVLMSP

>Taeniopygia guttata TCEA3 (ENSTGUP_953)
MGPAEELVRIAKKLDKMVARKSTEGALDLLKSLTGYTMTIQLLOTTRIGVAVNSVRKHCS
DEEVVASAKILIKNWKRLLGDPNAFWGDREKDTDGDKEKKGLDVSSCPTTSGTAPGQFLK
EGEPLTGRASADSRSSTLSSSSSSQKRLANSSNVKTEVPRSPTSPSFSPSPCFLAPCYLT
GDSVRDKCIEMLTAALRMDDDYKEFGVNCEKMASETIEDHILGLGSTDMKYRNRVRSRISN
LKDPKNPALRRNVLCGAIEPSLIARMTAEEMASDELKKLRNAMTQEATREHQOMAKTGGTV
TDLFQCGKCKKKNCTYNQVQTRSADEPMTTEFVLCNECGNRWKVC

>Takifugu rubripes TCEA3a (ENSTRUP 34730)
MTREEELVRIAKQLDKMVSRNNTDGAMDLLRELKSEFNMTLRLLOETRIGVSVNSIRKHCT
DEEVIALAKVLIKDWKRLLETGHQTKNRLRFREKAVHQKRRESSDSKPGPPLKRNSTESK
PERRESQGSRSSQPGPPQRKPSTDGNERKAKPDTPKSPTTPTSPMSPGGALPPHLNTGDS
VRDKCIEMLAAALRTDIYTDDYKEFGTNCDSMAAEIEDHHIYQEIKATDMKYKNRVRSRI
SNLKDPKNPGLRKNVLAGTLALSRIASMSAEEMASDELKQLRNTLTQEATREHQMAKTGG
TSTDLLQCGKCKKKNCTYNQVQTRSADEPMTTEVLCNECGNRWKEC

>Takifugu rubripes TCEA3Db (ENSTRUP 34735)
MTREEELVRIAKQLDKMVSRNNTDGAMDLLRELKSFNMTLRLLOQETRIGVSVNSIRKHCT
DEEVIALAKVLIKDWKRLLASPSSSKFFSRRESQGSRSSQPGPPQRKPSTDGNERKAKPD
TPKSPTTPTSPMSPGGALPPHLNTGDSVRDKCIEMLAAALRTDIYTDDYKEFGTNCDSMA
AETEDHIYQEIKATDMKYKNRVRSRISNLKDPKNPGLRKNVLAGTLALSRIASMSAEEMA
SDELKQLRNTLTQEATIREHQOMAKTGGTSTDLLQCGKCKKKNCTYNQVQTRSADEPMTTEV
LCNECGNRWKEC

>Tetraodon nigroviridis TCEA3 (ENSTNIP 12540)
MTREEELVRIAKKLDKMVSRNTTDGAMDLLRELKSENMTLKLLOQETRIGVSVNSIRKHCA
DEEVIALAKVLIKDWKRLLGSGRRPYAEKPAGLKNGLDPARAAAASPGSSPPDTQONRRDE
KDSSSHPHPHAPPPSSPPPAKRPSLEARKERRDSSSGRGSAKPSDDAQKRDRRESVDSKA
GPPPKRNSTGSKPERRESSDSKKSSSSPAKKLTAERRPKADTPKTPTTPTSPTSPGGLLP
PHLSTGESVRDKCIEMLAAALRTDNDYKEFGTNCDSMAAEIEDHILLEIKATDMKYKNRV
RSRISNLKDPKNPGLRKNVLAGTIALSRIASMSAEEMASDELKQLRNTLTQEATIREHQMA
KTGGTTTDLLQCGKCKKKNCTYNQQVQTRSADEPMTTEFVLCNECGNRWKEC

>Gasterosteus aculeatus TCEA3a (ENSGACP 9658)
MTREEDLTRIAKKLDKMVSRNNTEGALDLLRELKSFNMTLKLLOQETRIGMSVNGIRKNST
DEEVIALAKLLIKDWKRLLDLEKAAERNNGLDSSKTAVSPKGPPSETHSRKDSCDSKPGQ
PVRHKSTDSKPGRRESTDSKKSSSPPAKKLTVERESQGLKTSQPGPPQRKPSTDIMERKG
KADTPKTPTSPTSPMSPSGSSSGGPVPPHLATGDSVRDKCIYMLAAALRTDDHYKDFGTN
CDSMAAEIEDYIYQETKATDMKYKNRVRSRISNLKDPKNPGLRRNVLAGSIDLSRIASMS
AQEMASDELKQLRNVLTQEATIREHOMAKTGGTSTDLLOQCGKCKKRNCTYNQVQTRSADEP
MTTEFVLCNECGNRWKFC

>Gasterosteus aculeatus TCEA3b (ENSGACP_ 9668)
MTREEDLTRIAKKLDKMVSRNNTEGALDLLRELKSFNMTLKLLQETRIGMSVNGIRKNST
DEEVIALAKLLIKDWKRLLVSHRRLHVKLKHDSSPEKKQPDKSGKEKHNEERRARRADDP
SDDEKHLEEPGRTESSDSKPPPQKKMPDPVKIKQMEPEFVRKDSSDSKPPLLKKPSLGVKK
EKHRCNETKATDMKYKNRVRSRISNLKDPKNPGLRRNVLAGSIDLSRIASMSAQEMASDE
LKQLRNVLTQEATIREHQMAKTGGTSTDLLOQCGKCKKRNCTYNQVQTRSADEPMTTEVLCN
ECGNRWKE'S

>Homo sapiens TCEAL (ENSP 428426)
MEDEVVRFAKKMDKMVQKKNAAGALDLLKELKNIPMTLELLQSTRIGMSVNAIRKQSTDE
EVTSLAKSLIKSWKKLLDGPSTEKDLDEKKKEPAITSONSPEAREESTSSGNVSNRKDET



NARDTYVSSFPRAPSTSDSVRLKCREMLAAALRTGDDYIAIGADEEELGSQIEEAIYQET
RNTDMKYKNRVRSRISNLKDAKNPNLRKNVLCGNIPPDLFARMTAEEMASDELKEMRKNL
TKEAIREHOMAKTGGTQTDLEFTCGKCKKKNCTYTQVQTRSADEPMTTEVVCNECGNRWKE
C

>Macaca mulatta TCEAl (ENSMMUP_50273)
MEDEVVRFAKKMDKMVQKKNAAGALDLLKELKNIPMTLELLQSTRIGMSVNAIRKQSTDE
EVTSLAKSLIKSWKKLLDGPSTEKDLDEKKKEPAITSONSPEAREESTSSGNVSNRKDET
NARDTYVSSFPRAPSTSDSVRLKCREMLAAALRTGDDYIAIGADEEELGSQIEEAIYQET
RNTDMKYKNRVRSRISNLKDAKNPNLRKNVLCGNIPPDLFARMTAEEMASDELKEMRKNL
TKEAIREHQMAKTGGTQTDLFTCGKCKKKNCTYTQVQTRSADEPMTTEVVCNECGNRWKE
C

>Mus musculus_TCEAl (ENSMUSP 80266)
MEDEVVRIAKKMDKMVQKKNAAGALDLLKELKNIPMTLELLQSTRIGMSVNALRKQSTDE
EVTSLAKSLIKSWKKLLDGPSTDKDPEEKKKEPAISSONSPEAREESSSSSNVSSRKDET
NARDTYVSSFPRAPSTSDSVRLKCREMLAAALRTGDDYVAIGADEEELGSQIEEAIYQET
RNTDMKYKNRVRSRISNLKDAKNPNLRKNVLCGNIPPDLFARMTAEEMASDELKEMRKNL
TKEAIREHQOMAKTGGTQTDLEFTCGKCKKKNCTYTQVQTRSADEPMTTEVVCNECGNRWKE
C

>Rattus norvegicus TCEAIL (ENSRNOP 10893)
MEDEVVRIAKKMDKMVQOKKNAAGALDLLKELKNIPMTLELLOSTRIGMSVNAIRKQSTDE
EVTSLAKSLIKSWKKLLDGPSTDKDSEEKKKEPAISSONSPEAREESSSSSHVSSRKDET
NARDTYVSSFPRAPSTSDSVRLKCREMLAAALRTGDDYVAIGADEEELGSQIEEATYQET
RNTDMKYKNRVRSRISNLKDAKNPNLRKNVLCGNIPPDLFARMTAEEMASDELKEMRKNL
TKEAIREHQOMAKTGGTQTDLEFTCGKCKKKNCTYTQVQTRSADEPMTTFVVCNECGNRWKE
c

>Felis catus TCEAL (ENSFCAP 13388)
GALDLLKELKNIPMTLELLQSTRIGMSVNAIRKQSTDEEVTSLAKSLIKSWKKLLDGPST
DKDPEEKKKDTAVTSONSPEAREERQNKKQODSSIRLTKLSLDAKGSKNKSPLKPRRNSSG
NISSRKEEANARDTYVSSEFPRAPSTSDSVRLKCREMLAAALRTGDDYVAIGADEEELGSQ
IEEDILSVYIHDLVPIYQEIRNTDMKYKNRVRSRISNLKDAKNPNLRKNVLCGNIPPDLF
ARMTAEEMASDELKEMRKNLTKEAIREHQMAKTGGTQTDLETCGKCKKKNCTYTQVQTRS
ADEPMTTFEFVVCNECGNRWKSVEC

>Bos taurus_ TCEALl (ENSBTAP 4499)
AGALDLLKELKNIPMTLELLQSTRIGMSVNAIRKQSTDEEVTSLAKSLIKSWKKLLDGPS
TDKDSEEKKKDTAVTSONSPEAREESSSSGNMSSRKDETNARDTYVSSEFPRAPSTSDSVR
LKCREMLAAALRTGDDYIAIGADEEELGSQIEEAIYQEIRNTDMKYKNRVRSRISNLKDA
KNPNLRKNVLCGNIPPDLFARMTAEEMASDELKEMRKNLTKEAIREHQMAKTGGTQTDLE
TCGKCKKKNCTYTQVQTRSADEPMTTEVVCNECGNRWKEC

>Monodelphis domestica TCEAI (ENSMODP 17400)
MEDEIIRIAKKMDKMVQKKNAAGALDLLKELKNIPMTLELLQSTRIGMSVNAIRKQSTDE
EVTSLAKSLIKSWKKLLDGPSTDKDSDEKKKEPAISSONSPEAKEESSSSSNASNRKEET
NASDSFIPSFPRAPSTSDSVRMKCREMLAAALRTGDDYIAIGADEEELGSQIEEAIYQEL
RNTDMKYKNRVRSRIANLKDAKNPNLRKNVLCGNIPPDLFARLTAEEMASDELKEMRKNL
TKEAIREHQMAKTGGTQTDLEFTCGKCKKKNCTYTQVQTRSADEPMTTEVVCNECGNRWKE
C

>Gallus gallus TCEAL (ENSGALP_ 44127)
MTTEDEIIRIAKKMDKMVQKKNAAGALDLLKELKNIPMTLELLQTTRIGMSVNAIRKQST
DEEVTSLAKSLIKSWKKLLDGPSTDKDSEEKKKEPASSSONSPEAREESSSSSNSSSRKE
EGSAPSNSFIPSFPRAPSTSDSVRVKCREMLSAALRTGDDYIAIGADEEELGSQIEEAIFR
QELKNTDMKYKNRVRSRIANLKDAKNPNLRKNVLCGNIPPDKFAKMTAEEMASDELKEMR
KNLTKEAIREHQMAKTGGTQTDLETCGKCKKKNCTYTQVQTRSADEPMTTEFVVCNECGNR
WKFC

>Anolis carolinensis TCEAl (ENSACAP 17696)



MSAEDETIIRIAKKMDKMVOKKNAAGALDLLKELKNMPMTLELLOSTRIGMSVNAIRKQST
DEEVTSLAKSLIKSWKKLLDGPSNDKDSEDKKKEAASSSQONSPEAREESSSSSNSSNRKE
ESNTGSDAFISSFPRAPITSDSVRMKCREMLAAALKTGDDYIAIGADEEELGSQIEEAPT
FOELKNTDMKYKNRVRSRIANLKDTKNPNLRKNVLCGNIAPDRFAKMTAEEMASDELKEM
RKNLTKEAIREHQMAKTGGTQTDLFSCGKCKKKNCTYTQVQTRSADEPMTTEVVCNECGN
RWKEC

>Xenopus tropicalis TCEAL (ENSXETP 58861)
MSSAAGDETIIHIAKKMERMVQKKNTAGALDLLKELKNLPMTLELLOSTRIGMSVNAIRKQ
SGEEEVTSLAKSLIKSWKKLLDGPSADMEEKRKDQPAPAQNSPEAREESSSSTNISARKE
ECPAPSDGFITSFPRAPSTSDSVRIKCRELLATALKTGDDHIAIGADVDELGAQIEEAVE
QEFKNTEAKYKNRIRSRIANLKDAKNPNLRRNVLCGNIAPDLFARMSAEEMASDELKEMR
KNLTKEAIREHQMARTGGTETDLEFTCGKCKKKNCTYTQVQTRSADEPMTTEFVEFCNECGNR
WKEC

>Danio rerio TCEAla (ENSDARP 92636)
MGKKEEEEIIRIAKKMDKMAQKKNGVGALDLLKELKNIPMTLELLQSTRIGMSVNAIRKQ
STDDEVTSLAKSLIKSWKKLLDEPAADKNSEEKKKERTTPVVSPSETSPEPREESSSSNS
SSKSESVDVTPNTLIATFPRAPGTSDSVRIKCREMLSNALQTGDDYITIGSDCDELGAQI
EECIFLEFKNTDMKYKNRVRSRISNLKDAKNPNLRRNVLCGNVSPDRIAKMTAEEMASDE
LKEMRKNLTKEAIRDHQVATSGGTQTDLEFTCGKCKKKKCTYTQVQTRSADEPMTTEVEFCN
ECGNRWKFEC

>Danio rerio TCEAlb (ENSDARP 134502)
MGKKEEEEIIRIAKKMDKMAQKKNGVGALDLLKELKNIPMTLELLOSTRIGMSVNAIRKQ
STDDEVTSLAKSLIKSWKKLLDEPAADKNSEEKKKERTTPVVSPSETSPEPREESSSSNS
SSKSESVDVTPNTLIATFPRAPGTSDSVRIKCREMLSNALQTGDYITIGSDCDELGAQIE
EYILFIFMPNEFKNTDMKYKNRVRSRISNLKDAKNPNLRRNVLCGNVSPDRIAKMTAEEMA
SDELKEMRKNLTKEAIRDHQVATSGGTQTDLFTCGKCKKKKCTYTQVQTRSADEPMTTEV
FCNECGNRWKEC

>Takifugu rubripes TCEAla (ENSTRUP 296409)
MGKKEEEDITIRIAKKIDKMAQKKNGAGALDLLKELRSIPMTLELLQSTRIGMSVNAIRKQ
STDEEVTSLAKSLIKSWKKLLDEPGGGEKTSEEKRKEQSTPVISSSQESPEAREESSCSS
SNNNSRSEPSDDTPSSEVNTFPRAASTSDPIRVKCREMLANALQTGDDYIAIGADCDELG
AQIEDYILSMFKNTDMKYKNRVRSRISNLKDVKNPNLRRTVLCGSITPERMAKMTAEEMA
SDELKEIRKNLTKEAVRDHOMATTGGTQTDLEFTCGKCKGKNCTYTQVQTRSADEPMTTEV
FCSGCGNRWKVC

>Takifugu rubripes TCEAlb (ENSTRUP 29648)

VKMGKKEEEDIIRIAKKIDKMAQKKNGAGALDLLKELRSIPMTLELLQSTRIGMSVNAIR
KQOSTDEEVTSLAKSLIKSWKKLLVIKKERSECPRSDFSASPSFRSCSSSNNNSRSEPSDD
TPSSEVNTFPRAASTSDPIRVKCREMLANALQTGDDYIAIGADCDELGAQIEDYILSMFK
NTDMKYKNRVRSRISNLKDVKNPNLRRTVLCGSITPERMAKMTAEEMASDELKEIRKNLT
KEAVRDHOMATTGGTQTDLFTCGKCKGKNCTYTQVQTRSADEPMTTFVECSGCGNRWKVC

>Tetraodon nigroviridis TCEAl (ENSTNIP 21813)
MGKKEEEEIIRIAKKIDKMAQKKNGSGALDLLKELRSVPMTLELLQSTRIGMSVNAIRKQ
STDEEVTSLAKSLIKSWKKLLDEPGSGEKTSEEKRKEQSTPIISSSQESPDAREESCSSS
NTNSRSEPLDDTPGSFVNAFPRAASTSDPIRVKCREMLANALQTGDDYIAIGADCDELGA
QIEDFIFQEFKNTDMKYKNRVRSRISNLKDVKNPNLRRTVLCGSITPERMAKMTAEEMAS
DELKEIRKNLTKEAVRDHOQMATTGGTQTDLFTCGKCKGKNCTYTQVQTRSADEPMTTFEVE
CNGCGNRWKIC

>Gasterosteus aculeatus TCEAl (ENSGACP 22642)
MGKKEEDEIIRIAKKMDKMAQKKNGAGALDLLKELRSIPMTLELLQSTRIGMSVNAIRKQ
STDDEVTSLAKALIKSWKKLLDEPGSGEKPSDEKRKEPTTPVSPSQGSPEAKEESSSSSN
SSSKSEPAEVSTNSLINTFPRAPRTSDSIRIKCRELLAAALQAGDDHIAIGADCDELGAQ
IEEVIFQEFKNTDPKYKSRVRSRISNLKDMKNPNLRRTVLCGSVTPERMAKMTAEEMASD
ELKEMRKNLTKEAVRDHOQMATTGGTQTDLEFTCGKCKGKCCTYTQVQTRSADEPMTTEVEC
NDCGNRWKEC



>Oryzias latipes TCEAL (ENSORLP 22301)
MSKKEEEEITIRIAKKMDKMAQKKNGAGALDLLKELRNIPMSLELLOSTRIGMSVNAIRKQ
STDEEVTSLAKSLIKSWKKLLGSPCPDIKKKAQKHQEQKPVCSLSIHSLKNRTTSSSSNE
SSRSDTTEVAPNSLIHNFPRAPSTSDSIRLKCREMLANALQTGEDYIAIGADCEELGAQT
EEYILHEFKNTDMKYKNRVRSRISNLKDMKNPNLRRTVLCGSVSPERMAKMTAEEMASDE
LKEMRKNLTKEAVRDHOMATTGGTQTDLFTCGKCKGKCCTYTQVQTRSADEPMTTEVECN
QCGNRWKVC

>Homo sapiens TCEA2 (ENSP_343515)
MMGKEEEIARTIARRLDKMVTKKSAEGAMDLLRELKAMPITLHLLQSTRVGMSVNALRKQS
SDEEVIALAKSLIKSWKKLLDASDAKARERGRGMPLPTSSRDASEAPDPSRKRPELPRAP
STPRITTFPPVPVTCDAVRNKCREMLTAALQTDHDHVAIGADCERLSAQIEECIFRDVGN
TDMKYKNRVRSRISNLKDAKNPDLRRNVLCGAITPQQIAVMTSEEMASDELKEIRKAMTK
EATREHQMARTGGTQTDLEFTCGKCRKKNCTYTQVQTRSSDEPMTTEVVCNECGNRWKEC

>Gorilla gorilla TCEAZ (ENSGGOP_3790)
MMGKEEEIARTIARRLDKMVTKKSAEGAMDLLRELKAMPITLHLLQSTRVGMSVNALRKQS
SDEEVIALAKSLIKSWKKLLDASDAKARERGRGTPLPTSSRDASEAPDPSRKRPELPRAP
STPRITTFPPVPVTCDAVRNKCREMLTAALQTDHDHVAIGADCERLSAQIEECIFRDVGN
TDMKYKNRVRSRISNLKDAKNPDLRRNVLCGAITPQQIAVMTSEEMASDELKEIRKAMTK
EATREHQMARTGGTQTDLEFTCGKCRKKNCTYTQVQTRSSDEPMTTEVVCNECGNRWKEC

>Mus musculus_ TCEAZ (ENSMUSP_ 99331)
MGKEEETARIARRLDKMVTRKNAEGAMDLLRELKNMPITLHLLQSTRVGMSVNALRKQSS
DEELIALAKSLIKSWKKLLDVSDGKSRNQGRGTPLPTSSSKDASRTTDLSCKKPDPPRTP
STPRITTFPQVPITCDAVRNKCREMLTLALQTDHDHVAVGVNCEHLSSQIEECIFLDVGN
TDMKYKNRVRSRISNLKDAKNPGLRRNVLCGAITPQQIAVMTSEEMASDELKEIRKAMTK
EAIREHOQMARTGGTQTDLEFTCNKCRKKNCTYTQVQTRSSDEPMTTYVVCNECGNRWKEC

>Canis familiaris TCEA2 (ENSCAFP_22394)
EGAMDLLRELKAMPVTLHLLQSTRVGMSVNALRKQSSDEEVIALAKSLIKSWKKLLDASD
AKAREQRRAGPPPTSSSKEAPEAKDPSRKRPELPRVPSAPRITTEFPPVPVTCDAVRNKCR
EMLTAALQTDHDHMAVGADCEGLSAQIEECIFRDVGNTDMKYKNRVRSRISNLKDAKNPD
LRRNVLCGVITPQQIAVMTSEEMASDELKEIRKAMTKEATIREHQMARTGGTQTDLFTCGR
CRRKNCTYTQVQTRSSDEPMTTEFVVCNECGNRWK

>Monodelphis domestica TCEAZ2 (ENSMODP 21286)
GGAGAGTTRPKMORGGAAEPEARPERAAHGTMMGKEEEIVRIAKRLDKMVTKKSTDGAMD
LLKELKSMPITLDLLOQSTRIGMSVNALRKQSTDDEVISLAKSLIKSWKKLLDASEDKNDE
KKRNSSLATSSSKDASDTKDQSSNKKQDPPRTISTPKITTFPPIPITCDAVRNKCREMLT
AALQTDNDHVAIGADCEHLSAQIEEYILKEGLPENTDMKYKNRVRSRISNLKDSKNPDLR
KNVLCGAITPEQIAVMTSEEMASNELKEIRKAMTKEATREHOMAKTGGTQTDLETCGKCK
KKNCTYTQVQTRSSDEPMTTEVVCNECGNRWKVG

>Gallus gallus TCEAZ (ENSGALP 49511)
MGGEEEIVRIAKRLDKMVAKKSADGAMDLLKELKSMPMTLDLLQSTRIGMSVNALRKQSS
DEEVIALAKSLIKSWKKLLDASEEKSEEKKKNLSLPTSSSKETGNSRDQSSNKRQEPPKT
PTTPKITTFPPAPVTCDAVRNKCREMLTTALQADDDYIAIGADCEHIAAQIEECIYQDIK
NTDMKYKNRVRSRISNLKDSKNPELKKNVLCGAITPEQIAVMTSEEMASNELKEIRKAMT
KEATREHOMAKTGGTQTDLFTCGKCKKKNCTYTQVQTRSSDEPMTTEFVVCNECGNRWKVA
HQOGYYWH

>Anolis carolinensis TCEAZ2 (ENSACAP 6264)
AMGGEQEIVRIAKRLDKMVAKKSAEGAMDLLKELKSMPITLHLLQSTRIGMSVNALRKQS
TDEDVIALAKSLIKAWKKLLDASEDKGNEKKRNSLPTSSSRESGDSKDQSSIKRQDLPKT
PTTPKITTFPPVPITCDTVRSKCREMLTSALQTDNDYVAIGVDCEEMAAQIEAFELIYQD
VEKNTDLKYKNRVRSRISNLKDSKNPDLRKNVLCGVITPEQIAVMTSEEMASNELKEIRKA
MTKEATREHQMAKTGGTQTDLFTCGKCRKKNCTYTQVQTRSSDEPMTTEFVVCNECGNRWK
FC



>Danio rerio TCEAZ2Z (ENSDARP_ 2994)
MVKDQEVERIAKKLDKMVHKKNTDGAIDLLOQELKNMKMSLETLQSTRIGMSVNAVRKQSS
DEEVQTLAKSLIKAWKKLLDGSEGKPEEKKGESPLOSSSSKDCPGSSDTSNKPETPKTPT
TPVTPKFTMFPPAPVTTDSVRTKCRELLVAALQTDGDHQTIGADCEHMAAQIEDYIYQEF
KSTDMKYKTRLRSRISNLKDQKNPDLRRNVLCGNISPERIASMTAEEMASPELKEIRKAL
TKESIREHQLSKVGGTETDMEVCGKCKGKNCTYTQVQTRSADEPMTTEVLCNECGNRWKE
C

>Oryzias latipes TCEAZ (ENSORLP 20995)
TAMAKNQEVERIAKKLDKMVQKENTEGALDLLKELONIKMSLETLQSTRVGMSVNAVRKQ
SSDEEVQTLAKSLIKSWKRLLDGSEGKSEKKEKKKEGSPLRSSSTSSDSGSSGKRHCSAK
SGDTPTTPNTPSTPTLPPLITSFPPAPVTSDSVRNKCRELLVAALQTDDDYKTIGVDCDH
LAAQIEHHIFQEFKSTDMKYKARLRSRISNLKDQKNPDLRRNVLCGNISAQRIACMTAEE
MASAELKQIREALTKESIREHQLSKVGGTETDMEFICSKCHGKNCTYTQVQTRSADEPMTT
FVLCNGCGNRWKEC

>Homo sapiens TCEANC (ENSP_ 440038)
MISAHRKLCLPGSSNSPASAFRVAGTTAVKMSDKNQIAARASLIEQLMSKRNFEDLGNHL
TELETIYVTKEHLQETDVVRAVYRVLKNCPSVALKKKAKCLLSKWKAVYKQTHSKARNSP
KLFPVRGNKEENSGPSHDPSQNETLGICSSNSLSSQDVAKLSEMIVPENRAIQLKPKEEH
FGDGDPESTGKRSSELLDPTTPMRTKCIELLYAALTSSSTDQPKADLWONFAREIEEHVE
TLYSKNIKKYKTCIRSKVANLKNPRNSHLOONLLSGTTSPREFAEMTVMEMANKELKQLR
ASYTESCIQEHYLPQVIDGTQTNKIKCRRCEKYNCKVTVIDRGTLFLPSWVRNSNPDEQM
MTYVICNECGEQWYHSKWVCW

>Gorilla gorilla TCEANC (ENSGGOP_4804)
MISAHRKLCLPGSSNSPASAFRVAGTTAVKMSDKNQIAARASLIEQLMSKRNFEDLGNHL
TELETIYVTKEHLQETDVVRAVYRVLKNCPSVALKKKAKCLLSKWKAVYKQTHSKERNSP
KLFPVRGNKEENSGPSHDPSONETLGICSSNSLSSQDVAKLSEMIVPENRAIQLKPKEEH
FGDGDPESTGKRSSELLDPTTPMRTKCIELLYAALTSSSTDQPKADLWONFAREIEEHVE
TLYSKNIKKYKTCIRSKVANLKNPKNCHLOONLLSGTTSPREFAEMTVMEMANKELKQLR
ASYTESCIQEHYLPQVIDGTQTNKIKCRRCEKYNCKVTVIDRGTLFLPSWVRNSNPDEQM
MTYVICNECGEQWYHSKWVCL

>Mus musculus TCEANC (ENSMUSP 136691)
MSDKNQIIARASLIEQLVSKRYFEDIGKQLTELEMIYVSKEHLOQETDVVRAVYRVLKNCP
SVTLKKKAKCLLAKWRGEFYKSTHCKPRQSPKVLHTNANKEESAAVSQDVSQDETSGSSHS
EIMGLCSSLSRLLPQDAAKPAAAIGSESSTAQMEINEGYLKGDDSECTRKSSGVEFQGTLV
SVRSKCVELLYTALASSCTDHTEVHIWONLAREIEEHIFTLHSNNIKKYKTSIRSKVANL
KNPRNFHLOONFLSGTMSAREFAEMSVLDMASQELKQLRASYTESSIQEHCLPQSVDGTW
TNKIKCRRCDKYNCKVTVIARGTLFLPSWVONSNPDEOMTYVICNECGEQWYHNNWVCL

>Canis familiaris TCEANC (ENSCAFP 35135)
AVKMSDKNQIAASASLIEQLLSKRNFEDLGNHLTDLETLCVTKEDLQETIVVRAVYRVLK
HCPSVALKKKAKHLLSEWKALYKKDLHFKPRDKSFPTGRNEENSRLSHDPSQDELSGGSS
SNSSSHSVAEAFEMIVPENSTSQTEPKEEHFRSGDPKSTAQRSSELLDPMVPVRAKCTEL
LYEALTSPFTEQPKADLWRNFAREIEEHIFTLHSKNLKKYKTCVRSKVANLRNPKNSHLQ
ONLLSGTMSPREFAKMTVMEMANKELKQLRASYTESCIQEHHLPQAIEGTHTRKIKCRRC
EKFNCKVTVIARGTLFLPSWVRNSNPDEEMMTYVICNECGEQWYHSKWVCL

>Gallus gallus TCEANC (ENSGALP 26714)
MSDQKNIIYRIHCIEKLLSENNFQDIEDHLKELEDVSMTVEYLQGTEVAKVVYRILKSCP
SAELKKKAKQLLSRWKALYKNNRLQSVQVKKSVSVCVSEATEHLEIPGEQLLSEGPCQQE
VLDAVPSKILVPPRTVKKVASNNADGSRDOQLSPFEEGHTDNEGSKPLVNEAGSQQODHMRA
LRCKCTDLLYKALTGSAKDKEETDKWLELSKEIEEHVFALHCKNDKKYKNCIRSKISNLK
NPKSCNLKHNLFSGTLSPKAFAEMTVMEMASDELKQLRALYTESSIQEHQLPQVINGTQT
NKIKCRRCEKSDCTVTMIARGTLFLPGWVRSTNPDEQMLTFVICNECGEQWYHSRWICL

>Anolis carolinensis TCEANC (ENSACAP 1595)
MSNTKVLTSRADCIEKLLSERKYQDIVIHLTYLETADITIDDLOQETDVAKAVFRVSQNCP
SVVLKKKAKHLLSKWKAIYKKHCSPSVQLHLGLSENANEDSGHIQVVSEDVNSIGKLNQQ



DKLCSASPSLASESPSSNPSSCVQKDNTTQPDLGNGSSISETGQQHGPIMAVRGKCTQLL
FEALTDSSTSNEEIAKHHQTAEEIEQHIFALHAGNDRKYKNSIRSKVSNLKNPKNYHLKH
SLHIGVLSPQTFAGMSAVEMAHDELKQLRASYTKSAVQEHQLPOQRISGTLTNKIKYGEPT
VLFLILDSS

>Xenopus tropicalis TCEANC (ENSXETP 56763)
MLHKDINKELVSRALEVENLLAERKYEDLAFHLTYFEKAEVTSGILQGTDIVRVVYRVLK
TCPRGALKLKAKVLLSKWKKLYRKCCHETSCICEHCSKICENKEGPEKLAVDIQDQVHNS
EQKILINKSTSSPSSYKFNLNKSDSSAQDCYGNHEESVTDHEVPKKVNAEDLALRTKCTE
LLYQALREDSECQEKLONLAKAIEENIYKTHAGNTKKYRNCIRSKISNLKNPKNSHLKMQ
ILSRALSPKVFAEMGVMEMACDELRNLRANYTETCVQEHQLPQGVDGVHTNKIRCRRCDK
FNCTVTMISRGTLFLPGWVRTGNPDEEMMTEFVICNECGEQWYHNRWVCL

>Tetraodon nigroviridis TCEANC (ENSTNIP 214)
AAMDVVHSVLEIERASRERNYRNILALLGDLDKAAITAEQLEMTDVVKVLYRLLKTCPEV
GVRRAAKALLSRWKKEHSQDGDKQENNPELPCRSADVGAEKVHEDASTSGDKCGLRAASG
ASGGFSSVRSKCVQLLLSSLRPEPPEQAQAAELAAATERHIHERHRSNPLKYKACVRSKV
ANLRNPONQHLREGLLSASLSPLTFAGMSAEEMAGAALRRLREEYSSRGLSERQLPQAAE
GTPTRKIRCKRCGGRECRVSQVARGALFLPAWVRRGIPGEDAMTFEFVTCSGCGEQWYHS

>Branchiostoma floridae (XP 002593577)
MENALDILKSLKELPMTLDILQKTRIGMSVNNLRKSSNSEEVNSLAKSLIKSWKKLLNQNGAPKRSDSTS
SEPSEKSPPEGTKLQRODSSSTAGSSEFSSSQDSFPAVTKTHDSVREKCREMLANALKTDEFKNTEMKYKT
RVRSRIANLKDAKNPGLREKVLHGDVSAEKMAKMTAEEMASPEMKELRQSLTKEAIRDAQMATTGGTQTD
LLKCGKCKKRNVTYNQVQTRSADEPMTTFCYCNECGNRWKENALDILKSLKELPMTLDILOKTRIGMSVN
NLRKSSNSEEVNSLAKSLIKSWKKLLNONGAPKRSDSTSSEPSEKSPPEGTKLQRQODSSSTAGSSFSSSQ
DSFPAVTKTHDSVREKCREMLANALKTDEFKNTEMKYKTRVRSRIANLKDAKNPGLREKVLHGDVSAEKM
AKMTAEEMASPEMKELRQSLTKEAIRDAQMATTGGTQTDLLKCGKCKKRNVTYNQVQTRSADEPMTTECY
CNECGNRWKATKTLRCRCIRIITPPCMIYHNAVIISSRTVVATAPEGSIRPKSSLSSDATASADRLSGAE
IRRDAGGIACLAQVPRAQTAGVATATGG

>Saccoglossus kowalevskii (XP 006818876)
MPGTEEEVIRIGKQLEKMVSKNASDLGNAFDLLKSLKELPMTLEVLOKTRIGMSVNSLRKQSSNEEVISL
AKSLIKSWKKLLPAPSSSKSSNKDNQDSSRDSPTDLSQDGNSINSNNDNSSSSQSKSSSKFQVPKTNDAV
REKCREMLTNALKTPLGDIESVGTEELGEPEETIAATIEDCIFTEFTNTEAKYKTRVRSRVANLKDVRNPT
LROQVLCGSIPPEKIANMTAEEMASDRLKELRRELTKEAIREAQMSTTGGTKTSLLKCGKCKKRNCTYNQ
VQTRSADEPMTTEVEFCNECGNRWKEC

>Hydra magnipapillata (XP _002166168)
MMITSIKWIFFLYTLITILIGPCDSKKKSVSVALRRNARNVKGGNONTENLKGRPGOGYYIALEIGTPPOR
INVLVDTGSSNFAVAATPHPYLPVYFHPDRSSTFTDLNRAVAVPYTQGNWEGKLGSDLIRFIDAPNATVR
VNIAATHSSENFFINGSNWEGILGLGYARLSKPDSSVTPLEDQEFVISDVVEDTESMQLCSTSELDPSSEP
TVAGTMVFGEMDDDLYKGDMLYTPIVKKWYYEVVITDMSVNGISLGVHCKKYNYDKTIVDSGTTNLRVPE
EIFNLILTQLKKYDKLGVPDEFWIGROQMMCWNYDKTPWEEFPHMSISLLSSLSSSKEFVLKIPPQLYLRE
TIERGPLPGQHCYKFAITKAEKGTVIGAVVMEGEYVVEFDRENIRVGFAATTCGAEGRLNPRSEVSGPEFIR
ADPTDCEYIESELADTALLTVAYVMAGVCGLCLLPVEFVLLGQASCKKSVEKAGVPRDY

UBX Domain-Containing Protein-UBXN

>Homo sapiens_ UBXN2A (ENSP 312107)
MKDVDNLKSIKEEWVCETGSDNQPLGNNQQSNCEYFVDSLFEEAQKVSSKCVSPAEQKKQ
VDVNIKLWKNGEFTVNDDFRSYSDGASQQFLNSIKKGELPSELQGIFDKEEVDVKVEDKKN
EICLSTKPVFQPFSGQGHRLGSATPKIVSKAKNIEVENKNNLSAVPLNNLEPITNIQIWL
ANGKRIVQKEFNITHRVSHIKDFIEKYQGSQRSPPFSLATALPVLRLLDETLTLEEADLQON
AVITIQRLOKTASFRELSEH

>Pan troglodytes UBXN2A (ENSPTRP_20106)

MKDVDNLKSIKEEWVCETGSDNQPLGNNQQSNCEYFVDSLFEEAQKVSSKCVSPAEQKKQ
VDVNIKLWKNGETVNNDEFRSYSDGASQQFLNSIKKGELPSELQGIFDKEEVDVKVEDKKN
EICLSTKPVFQPEFSGQOGHRLGSATPKIVSKAKNIEIENKNNLSAVPLNNLEPITNIQIWL
ANGKRIVOQKFNISHRVSHIKDEFIEKYQGSQRSPPFSLATALPVLRLLDETLTLEEADLON



AVIIQRLOKTASFRELSEH

>Mus musculus UBXN2A (ENSMUSP 118834)
MKEVDNLDSIKEEWACETGPPDSQPLNDNQQKDCEYFVDSLFEEAGKAGAKCLSPTEQKK
QVDVNIKLWKNGEFTVNDDFRSYSDGASQQFLNSIKKGELPSELWGIFDKEEVDVKVEDKK
NEVCMSTKPVFQPFSGQGHRLGSATPRIVSKAKSVEVDNKSTLSAVSLNNLEPITRIQIW
LANGERTVQREFNVSHRVSHIKDFIEKYQGSQRSPPFALATALPFLRFLDETLTLEEADLK
NAVIIQRLOKTAEPFRKL

>Rattus norvegicus UBXN2A (ENSRNOP 6668)
MKEVDNLDSIKEEWVCETGPPDNQPLNDNPOQKDCEYFVDSLFEEAEKAGAKCLSPTEQKK
QVDVNIKLWKNGFTVNDDEFRSYSDGASQQFLNSIKKGELPSELQGVEFDKDEVDVKVEDKK
NEVCMSTKPVFQPFSGQGHRLGSATPRIVSKAKSIEVDNKSTLSAVSLNNLEPITRIQIW
LANGERTVQRENISHRVSHIKDFIEKYQGTQRSPPFALATALPFLRFLDETLTLEEADLQ
NAVIIQRLOKTAEPFRKL

>Bos taurus UBXNZ2A (ENSBTAP 2634)
MKEVDNLESIKEEWVCETGSDHQPLSDSQQKNCEYFVDSLFEEAQKVGAKCLSPTEQKKQ
VDVSIKLWKNGEFTVNDDEFRSYSDGASQQFLNSIKKGELPLELQGVEFDKEEVDVKVEDKKN
EVCMSTKPVFQPEFSGQGHRLGSATPKIVSKAKNIEVENKNKLSAVPLNNLEPITNIQIWL
ANGKRIVOKFNISHRISHIKDEFIEKYQGSQRSPPEFSLATALPFLKLLDETLTLEEADLON
AVIIQRLKKTAEPFKELS

>Monodelphis domestica UBXN2A (ENSMODP 2593)
MAFGPVDCVPNDRTRKENAGDCFLWSCSFSFHFAAGAGRMKEVEKLESLREDWLCESGAE
GQSHRGSQAGSCELFFDSLLEEAQRGGSEHLPSAAAVTQADVSIKLWONGEFTVNGEFRSY
GDGASQQFLNAIRKGELPSELRGRFSQEEVAVRVEDKKEQVEFVPRKPAFAPEFSGRGHRLG
SATPRIVSKASGEAGPPKPLAAPAVPLNPWEPVTSIQIWLADGRRLVQREFNVSHRVSHVR
DFIRSCEGSPRSAPFSLVTALPGLRPLDDALTLEEAGLRNAVVIQRRPAPRAPAV

>Xenopus tropicalis UBXN2A (ENSXETP 39482)
MREADKLDNMKSQDRGFRSGGRGSERKRCDSFVNSLFEEAENAGALIASPEDEDSNADVI
IKMWKNGEFTINDGYLRDYSGAENRQFMDSVRKGELPEELOKTFDKEEIAVNVEDRKNEEY
LLRKPNIDAFSGLGHRLGSAAPKVITKDMETCNEQSLPSVDLNELEPLTNIKVWLADGKR
IVOKFNTSHRISDVRDFLERIPCKPGNAPFTLATSFPLHDLLDESLTIQEAELONSVLVQ
KLORTTEPFRNS

>Danio rerio UBXNZ2A (ENSDARP 124898)
MMKNIDSRERHEDDTWCEGAQNEEEEEEEDEEASPIRSSESVEDLLDEVEKISSVASSGK
KVEIVVRLWKNGFTLNDEDLRSYTQEENQEFLEATIKKGELPLELEGRAEDEELEVNVEDM
KDEVYVPKKKIFHPFTGRGYRLGSVAPRVVARSRSIHEDCSGPPVPAVELNEDLPVTSLQ
IWLADGRRLVQRENLCHRISDVQREFVEQAQITDTPFILTTSLPFRELTDEAQSLEEADLA
NAVIVQRPVNTHAPFGHS

>Takifugu rubripes UBXN2A (ENSTRUP 13296)
FSVEDLLDEVEKICYEASGAKQQVEMVVRLWKDGEFTVNDEEFRSYSVPENQDFLDAIKRG
ELPGEWESRAEKEELEISVEDLTEENYLPKKKVFHPFSGRGYRLGSVAPRVVARSPSVHE
DGESPPIPMVTLDHALPVTSLOIWLADGRRLVORENLSHRIIDVQDEVARSQRSCPPFIL
TTSLPFRELSDKDLSLEEADLANAVIVQRPLNTEAPFE

>Tetraodon nigroviridis UBXN2A (ENSTNIP 6186)
MSRSFSVEDLLDEVEKICYDASGAKVEMVVRLWKDGFTVNDEEFLKIYRSRGGKRESWRS
IGRGYRLGSVAPRVVARSPSVHEDGESPPIPMVTLDHALPVTSLOIWLADGRRLVQRENL
SHRIVDVQDEFVARSQRSCPPFILTTSLPCRELSDKDLSLEEADLANAVIVQRPLNTEAPF
GHS

>Gasterosteus aculeatus UBXN2A (ENSGACP 16377)

MKEFDSVGGERDDNCEESEECEEQAPIRRSFSVEDLLHEVEKICYDASGTSKVEMVVRLW
KDGFTVNDQEFRSYSVPENQDFLDSIKRGELPKEWESRAEEEELEISVEDLTEENYVPRR
KAFHPFSGQGYRLGSVAPRVVARSPSVHEDGESPPIPMVTLDHALPVTSLOIWLADGRRL
VOREFNLSHRIADVQDEFVARCQRSCPPFVLTTSVPFRELNDKELSLGEADLANAVIVQRPL



DTPAPFGHS

>Homo sapiens UBXN2B (ENSP 382507)
MAEGGGPEPGEQERRSSGPRPPSARDLQLALAELYEDEVKCKSSKSNRPKATVEFKSPRTP
PORFYSSEHEYSGLNIVRPSTGKIVNELFKEAREHGAVPLNEATRASGDDKSKSFTGGGY
RLGSSFCKRSEYIYGENQLQODVQILLKLWSNGFSLDDGELRPYNEPTNAQFLESVKRGEI
PLELOQRLVHGGQVNLDMEDHQDQEYIKPRLRFKAFSGEGQKLGSLTPEIVSTPSSPEEED
KSILNAVVLIDDSVPTTKIQIRLADGSRLIQRFNSTHRILDVRNFIVQSRPEFAALDFIL
VTSFPNKELTDESLTLLEADILNTVLLQQLK

>Gorilla gorilla UBXN2B (ENSGGOP_15686)
MAEGGRPEPGEQERRSSGPRPPSARDLQLALAELYEDEVKCKSSKSNRPKATVFKSPRTP
PORFYSSEHEYSGLNIVRPSTGKIVNELFKEAREHGAVPLNEATRASGDDKSKSFTGGGY
RLGSSFCKRSEYIYGENQLODVQILLKLWSNGFSLDDGELRPYNEPTNAQFLESVKRGET
PLELQRLVHGGQVNLDMEDHQDQEYIKPRLRFKAFSGEGQKLGSLTPEIVSTPSSPEEED
KSILNAVVLIDDSVPTTKIQIRLADGSRLIQRFNSTHRILDVRNFIVQSRPEFAALDFIL
VTSFPNKELTDESLTLLEADILNTVLLQQLK

>Mus musculus_ UBXNZ2B (ENSMUSP_29907)
MAEGGRAEPEEQERGSSRPRPPSARDLQLALAELYEDEMKCKSSKPDRSTPATCRSPRTP
PHRLYSGDHKYDGLHIVQPPTGKIVNELFKEAREHGAVPLNEATRSSREDKTKSFTGGGY
RLGNSFYKRSEYIYGENQLQDVQVLLKLWRNGFSLDDGELRPYSDPTNAQFLESVKRGET
PLELORLVHGAQVNLDMEDHQDQEYIKPRLRFKAFSGEGQKLGSLTPEIVSTPSSPEEED
KSILNAAVLIDDSMPTTKIQIRLADGSRLVQRFNSTHRILDVRDFIVRSRPEFATTDFIL
VTSFPSKELTDETVTLQEADILNTVILQQLK

>Rattus norvegicus UBXN2B (ENSRNOP 12551)
MAEGGGAEPEEQERRSSRPRPPSARDLQLALAELYEDEMKCKSSKPDRSTATAFKSPRTP
PLRLYSGDQEYGGLHIAQPPTGKIVNELFKEAREHGAVPLNEATRSSSDDKAKSEFTGGGY
RLGSSFYKRSEYIYGENQLODVQILLRLWSNGFSLDDGELRPYSDPTNAQFLESVKRGET
PLELQRLVHGSQVSLDMEDHQDQEYIKPRLRFKAFSGEGQKLGSLTPEIVSTPSSPEEED
KSILNAAVLIDDSVPTTKIQIRLADGSRLIQRENSTHRILDVRDFIVQSRPEFATTDEFIL
VISFPSKELTDESVTLODADILNTVILOQLK

>Canis familiaris UBXN2B (ENSCAFP 10519)
MAEGGGADPGEQERSSGPRPPSARDLQLALAELYEDEVKCKSSKSDRPKATVEKSPRTPP
QRFYSSEHEYSGLHIVRPSTGKIVNELFKEAREHGAVPLNEATRASGDNKSKSFTGGGYR
LGNSFCKRSEYIYGENQLODVQILLKLWSNGEFSLDDGELRPYNDPPNAQFLESVKRGEIP
LELQRLVHGGHVNLDMEDHQDQEYIKPRLRFKAFSGEGQKLGSLTPEIVSTPSSPEEEDK
SIFNAVVLIDDSVPTTKIQIRLADGSRLIQRFNSTHRILDVRNFITIQSRPEFATLDFILV
TSEFPNKELTDESLTLQEADILNTVILQQLK

>Bos taurus_ UBXN2B (ENSBTAP 12043)
MAEGGGGEAGEEEPRAAGPRPPSARDLOQLALAELYEDEVKCKASKSDRPKATAFKSPQTA
PORFYSSEHECSGLHIVQPSTGKIVNELFREARQHGAVPLNEATRASGDDKSKSFTGGGY
RLGNSFCKQSEYIYGENQLODVQILLKLWSNGESLDDGELRPYSDPTNAQFLESVKRGET
PLELQRLVHGGHLNLDMEDHQDQEYVKPRLRFKAFSGEGQKLGSLTPEIVSTPSSPEEEE
KSLENAVVLIDDSMPTTKIQIRLADGSRLIQRENSTHRILDVRDFIVQSRPEFATLDFIL
VITSFPNKVLTDESLTLQEADILNTVILQQLK

>Myotis lucifugus UBXN2B (ENSMLUP 22383)
MAEGGEAGPGEQDRPSGPRPPSARDLOQLALAELYKDEVKCKSSKTDRPKASVEKSPRTPP
QORFYSSEHEYSGLHLVRPSPGKIVNELFKEAKEHGAVPLHEATRASGDDKTKSEFTGGGYR
LGNSICKQSEYIYGENQMODVQILLKLWSNGEFSLDDGELRPYNDPVNAQFLESVKRGEIP
PELQRLVHGGQVNLDMEDHQDQEYIKPRLRFKAFSGDGOQKLGSLTPEIVSTPSSPEEEEK
SILNAAVLIDDSVPTTKIQIRLADGSRLIQRENSTHRILDVRDFIVQSRPEFANLDEFILIT
TSFPSKELTDESLTLQEAGIINTVILOQLK

>Gallus gallus UBXNZB (ENSGALP 24843)
MADGGASPAQQOEGEMSAAGPGLRRERQHRGSGRPPSARDLOLALAELYEDEAKRQSLRSD
KPTTTKMSNSKGLKIDSFRSLRKPERSMSDDKENQREFYSGDSEYRGLQISGASNNPSKIV



AELFKEAKEHGAVPLDEASRTSGDEFSKAKSEFSGGGYRLGDSSQKHSEYIYGNQDVQILLK
LWRNGFSLDDGELRSYSDPINAQFLESVKRGEIPVELQRLVHGGQVNLDMEDHQEQEYVK
PRLRFKAFSGEGQKLGSLTPEIVSTPSSPEEEDKSILNAPVLIDDSVPATKIQIRLADGS
RLIQRFNQTHRIKDIRDFIIQSRPAFATTDEFVLVTTEFPNKELTDESLTLREADILNTVIL
QOLK

>Anolis carolinensis UBXN2B (ENSACAP 5211)
VGQGVRATTKGREKESPPSLPPSFSNCTLALAGLYEDEMKRQPLHSEKSTTRVASHPRLP
VORLASSEYLFGVINIITPLLNKIVDELFKEAREHGAVPLNEVSRASGDCYKAKSEFSGGG
YRLGDSTWKRSEYIYGENQFGQDVQILLKLWRNGFSLDDGELRSYTDPVNADFLESVKRG
EIPAELQRLVHGGQINLDMEDHQEQEYVRPRLRFKAFSGEGQKLGSLTPEIVSTPSSPEE
EEKSFADGAVLVDDSVPTTKIQIRLADGSRLIQRFNRTHRIVDIRNFIIQSRPLFANTDF
VLLTTFPHKELTDESMTLOESDILNTVILQQLK

>Homo sapiens NSFLIC (ENSP 216879)
MAAERQEALREFVAVTGAEEDRARFFLESAGWDLOQIALASFYEDGGDEDIVTISQATPSS
VSRGTAPSDNRVTSFRDLIHDQDEDEEEEEGQRFYAGGSERSGQQIVGPPRKKSPNELVD
DLFKGAKEHGAVAVERVTKSPGETSKPRPFAGGGYRLGAAPEEESAYVAGEKRQHSSQDV
HVVLKLWKSGESLDNGELRSYQDPSNAQFLESIRRGEVPAELRRLAHGGQVNLDMEDHRD
EDFVKPKGAFKAFTGEGQKLGSTAPQVLSTSSPAQQAENEAKASSSILIDESEPTTNIQT
RLADGGRLVQKEFNHSHRISDIRLFIVDARPAMAATSEFILMTTFPNKELADESQTLKEANL
LNAVIVQRLT

>Pongo abelii NSFL1C(ENSPPYP 12121)
MAAERQEALREFVAVTGAEEDRARFFLESAGWDLQIALASFYEDGGDEDIVTISQATPSS
VSRGTAPSDNRVTSFRDLIHDQDEDEEEEEGQREYAGGSERSGQQIVGPPRKKSPNELVD
DLFKGAKEHGAVAVERVTKSPGETSKPRPFAGGGYRLGAAPEEESAYVAGEKRQHSSQDV
HVVLKLWKSGESLDNGELRSYQDPSNAQFLESIRRGEVPAELRRLAHGGQVNLDMEDHRD
EDFVKPKGAFKAFTGEGQKLGSTAPQVLSTSSPAQQAENEAKASSSILIDESEPTTNIQT
RLADGGRLVQKFNHSHRISDIRLEFIVDARPAMAATSEFILMTTEFPNKELADESQTLKEANL
LNAVIVQRLT

>Macaca mulatta NSFLI1C (ENSMMUP 21035)
MAAERQEALREFVAVTGAEEERARFFLESAGWDLQIALASEFYEDGGDEDIVTISQATPSS
VSRGTAPSDNRVTSFRDLIHDQDEDEEEEEGQSSGFYAGGSERSGQQIVGPPRKKSPNEL
VDDLFKGAKEHGAVAVERVTKSPGETSKPRPFAGGGYRLGAAPEEESAYVAGEKRQHSSQ
DVHVVLKLWKSGFSLDNGELRSYQDPSNAQFLESIRRGEVPAELRRLAHGGQVNLDMEDH
RDEDEFVKPKGAFKAFTGEGQKLGSTAPQVLSTSSPAQOAENEAKASSSILIDESEPTTNI
QIRLADGGRLVQKFNHSHRISDIRLFIVDARPAMAATSFILMTTFPNKELADESQTLKEA
NLLNAVIVQRLT

>Mus musculus NSFL1C (ENSMUSP 289409)
MAEERQDALREFVAVTGTEEDRARFFLESAGWDLQIALASFYEDGGDEDIVTISQATPSS
VSRGTAPSDNRVTSFRDLIHDODEEEEEEEGOREFYAGGSERSGQQIVGPPRKKSPNELVD
DLFKGAKEHGAVAVERVTKSPGETSKPRPFAGGGYRLGAAPEEESAYVAGERRRHSGQDV
HVVLKLWKTGFSLDNGDLRSYQDPSNAQFLESTRRGEVPAELRRLAHGGQVNLDMEDHRD
EDFVKPKGAFKAFTGEGQKLGSTAPQVLNTSSPAQQAENEAKASSSILINEAEPTTNIQT
RLADGGRLVQKEFNHSHRISDIRLFIVDARPAMAATSEVLMTTFPNKELADENQTLKEANL
LNAVIVQRLT

>Rattus norvegicus_ NSFL1C (ENSRNOP 11654)
MAEERQDALREFVAVTGAEEDRARFFLESAGWDLQIALASFYEDGGDEDIVTISQATPSS
VSRGTAPSDNRVTSFRDLIHDQDEEEEEEEGOQREFYAGGSERSGQQIVGPPRKKSPNELVD
DLFKGAKEHGAVAVERVTKSPGETSKPRPFAGGGYRLGAAPEEESAYVAGERRRHSGQDV
HVVLKLWKTGEFSLDNGDLRSYQDPSNAQFLESIRRGEVPAELRRLAHGGQVNLDMEDHRD
EDFVKPKGAFKAFTGEGQKLGSTAPQVLNTSSPAQQAENEAKASSSILINEAEPTTNIQT
RLADGGRLVQKFNHSHRISDIRLEFIVDARPAMAATSEVLMTTEFPNKELADENQTLKEANL
LNAVIVQRLT

>Felis catus NSFL1C (ENSFCAP 11914)
FOIALASFYEDGGDEDIVTISQATPSSVSRGTAPSDNRVTSFRDLIHDQDEEEEEEEGQR



HREFYAGGSERSGQQIVGPPRKKSPNELVDDLEKGAKEHGAVAVERVTKSPGETSKPRPFA
GGGYRLGAAPEEESAYVAGERRRHSGODVHVVLKLWKSGFSLDNGELRSYQDPSNAQFLE
SIRRGEVPAELRRLAHGGQVNLDMEDHRDEDEFVKPKGAFKAFTGEGOQKLGSTAPQVLNTS
SPAQOAENEAKASSSVSIDESQPTTNIQIRLADGGRLVOKFNHSHRISDIRLEFIVDARPA
MAATSEFVLMTTFPNKELADESQTLKEANLLNAVIVQRLT

>Myotis lucifugus NSFL1C (ENSMLUP 5784)
KMAERQEALREFVAVTGTEDDRARFFLESAGWDLQIALASFYEDGGDEDIVTISQATPSS
VSRGTVSSISSDNRVTSFKDLIHDODEDEEEEEGORFYAGGSERSGQQIVGPPRKRSPNE
LVDDLFKGAKEHGAVAVEQMTRSPGETSKPKPFAGGGYRLGAAPEEESAYVAGERRRHSS
QDVHIVLKLWKSGFSLDNGELRSYQDPSNAQFLESIRRGEVPAELRRLAHGGQVNLDMED
HRDEDFVKPKGAFKAFTGEGQKLGSTAPQVLNTVFPAQQAENEAKASSSISIDESQPTTN
IQIRLADGGRLVQKEFNHSHRISDIRLFIVDARPAMAATSEFVLMTTEFPNKELADENQTLKE
ANLLNAVIVQRLT

>Gallus gallus NSFL1C (ENSGALP_9964)
MADREEALREFVAVTGAEEERARFFLESAGWDLQIALASFYEDGGDEDILTLPQPTPSSV
SRGTAASDHRVTSFRDLVHAQEDDDEEEEGQRFYAGGSERSGQQIVGPPRKKSPNELVED
LFKGAKEHGAVAVDRTAKSSGESSKPKPFAGGGYRLGATPEEESAYVAGERRHNSVQDVH
VVLKLWKTGFSLDSGELRSYQDPSNAQFLDDIRRGEVPAELRRLARGGQVNLDMEDHRDE
EYVKPKSVFKAFTGEGQKLGSTAPQVLSTSSPAQQAENEAKASSATIAIDESEPVTNIQIR
LADGGRLVQKENHNHRIRDIRLFIVDARPAMAATSFVLMTTFPNKELTDENQTLKEANLL
NAVIVQRLT

>Anolis carolinensis NSFL1C (ENSACAP 8142)
MADREEALREFVAVTGAEEERARFFLESAGGDLQIALASFYEDGGDEDIITLPQPAPSSV
TRGTTPSDHRVTSFRDLVHAQEEEEEEEEGQRFYAGGSERSGQQIVGPPRKKSPNELVED
LFRGAKEHGAVAVERTAKSPGEGSRPRPFAGGGYRLGAAPEEESAYVAGESRQNAAQDVH
VVLKLWKSGEFSLDGGELRSYQDPSNSQFLESIRRGEVPAELRRLARGGQVNLDLEDHRDE
DFVKPRGTFRAFTGEGQKLGSTAPQVMGSGSLAQQAENEAKASSSITIDESEPTTNIQIR
LADGGRLVQKEFNHSHRIRDVRLFIADARPAMAATSEVLMTTEFPNKELSDEDLTLKEANLL
NAVIVQRLI

>Ciona intestinalis (ENSCINP_2958)
VMSSQODEMVTEFRGITDASEERARFFLESSGWQLQVALSSFFDSGIAENPTAMSEVEPKR
TTRSSKFASVHDYKNNKNDDSSEEEGQRYYAGGSEHSGELIVGPPRKKNTNQQIKDLEFKE
AKEHGAEVVDEPRKHGKEKEKKKYFTGAGYKLGDGGEDSPSVFVPGEVEQQRPGPVNVVL
KLWSNGFTVDDGPLRDENDPONQEFLQSVKKGQIPQELIRNAKGGEVHVDMEDHREEDYK
POKKKLKPEFSGQOGOMLGSPTPQVETSPAPSISSSVDPPISIDQOSKPSTNIQIRLLDGTRI
ROQOFNHDHRVSDIRSFILNSQPNMGSRPEFVLMTTEFPNKELTNENETIAGAQLLNSQVVQK
LK

>Branchiostoma floridae (XP 002609968)
MADKDELQSQFVAVTGVDQGRAKFFLESAQWDLQVAIAHFYDTAGDDDMEETSPQAAGTSAAPPGDSAKG
GRQESESDEEEGQAYYAGGSEHGGGQQILGPPKKKPNPSTDDVVDKLFQSAKDHGAETVEPEEAAARPKP
LAFKGTGYRLGATEEDTQVVQGERDASRRQEKTIVLRMWKNGETVDDGELRAYDDPANQEFLNSINKGEV
PLELIRMCRGLEVALNLEDHRHEEWAPPKVAVKAFSGEGHKLGSPTPNVVSAPAAAAGSGDRKTNEAKAQ
SNVGMKDSEPTTSIQIRLADGSRLVAKENHTNRVSDVRQFIATARPETAVTPEVLMTTEFPNKELTDESQT
LKEANLLNAVIVQKMK

>Saccoglossus kowalevskii (XP_006822016)
MVTEFTNITGSDLERAQFFLESSGWQLOVATIASFYDEAEMDDTPDTLPSGVGGRVSEPEGVAPPPYSATG
GSRFATLSDMMPVGDEDDSSEDEGETFYAGGAERGGSGQQIVGPAKKKKASKIVEEMFQSAKEHGAQEVS
AATPVPSGSSAGASFGGAGYRLGDTEGGDVRPVPGTSRSKQDQPKDMHVVLKLWKNGEFTVNDTELRAFSD
PKNAEFLNSVTKGEIPKELHNKAKGGEVNLDMEDHRDEEYVPAKQALKPFTGEGFKLGNPTPKVVTQSTP
SVPANVLNTNPIEVDKNKPITQLOQLRLADGSRLSGQFNNTHTVGDIRRFIIYSRPQYSSTVEFVLQTTEFPN
RELTDDSKTLIEADVWNSLIVQRLK

X Kell Blood Group Precursor-related Family-XKR

>Homo sapiens_ XKR4 (ENSP_480076)



MAAKSDGRLKMKKSSDVAFTPLONSDHSGSVQGLAPGLPSGSGAEDEEAAGGGCCPDGGG
CSRCCCCCAGSGGSAGSGGSGGVAGPGGGGAGSAALCLRLGREQRRYSLWDCLWILAAVA
VYFADVGTDVWLAVDYYLRGORWWEGLTLEEFVVLGSLSVQVESFRWEVHDESTEDSATAA
AASSCPQPGADCKTVVGGGSAAGEGEARPSTPQROASNASKSNIAAANSGSNSSGATRAS
GKHRSASCSFCIWLLOSLIHILQLGQIWRYFHTIYLGIRSRQSGENDRWREYWKMVYEYA
DVSMLHLLATFLESAPQLVLQLCIIVQTHSLOALQGFTAAASLVSLAWALASYQKALRDS
RDDKKPISYMAVIIQFCWHFFTIAARVITFALFASVFQLYFGIFIVLHWCIMTFWIVHCE
TEFCITKWEEIVEDMVVGIIYIFSWENVKEGRTRCRLEFIYYFVILLENTALSALWYLYKA
POQIADAFAIPALCVVESSFLTGVVEMLMYYAFFHPNGPRFGOQSPSCACEDPAAAFTLPPD
VATSTLRSISNNRSVVSDRDQKFAERDGCVPVFQVRPTAPSTPSSRPPRIEESVIKIDLE
RNRYPAWERHVLDRSLRKAILAFECSPSPPRLOYKDDALIQERLEYETTL

>Pan troglodytes XKR4 (ENSPTRP_34691)
RYFHTIYLGIRSROSGENDRWREFYWKMVYEYADVSMLHLLATFLESAPQLVLQLCIIVQT
HSLOALQGFTAAASLVSLAWALASYQKALRDSRDDKKPISYMAVIIQFCWHFFTIAARVI
TFALFASVFQLYFGIFIVLHWCIMTFWIVHCETEFCITKWEEIVEDMVVGIIYIFSWENV
KEGRTRCRLFIYYFVILLENTALSALWYLYKAPQIADAFAIPALCVVESSFLTGVVEFMLM
YYAFFHPNGPRFGOSPSCACEDPAAAFPLPPDVATSTLRSISNNRSVVSDRDOQKFAERDG
CVPVFQVRPTAPSTPSSRPPRIEESVIKIDLFRNRYPAWERHVLDRSLRKAILAFECSPS
PPRLOYKDDALIQERLEYETTL

>Mus musculus_ XKR4 (ENSMUSP_70648)
MAAKSDGRLKMKKSSDVAFTPLONSDNSGSVQGLAPGLPSGSGAEDTEAAGGGCCPDGGG
CSRCCCCCAGSGGSAGSGGSGGGGRGSGAGSAALCLRLGREQRRYSLWDCLWILAAVAVY
FADVGTDIWLAVDYYLRGORWWFGLTLFFVVLGSLSVQVEFSFRWEVHDFSTEDSSTTTTS
SCOQPGADCKTVVSSGSAAGEGEVRPSTPQROQASNASKSNIAATNSGSNSNGATRTSGKH
RSASCSFCIWLLOSLIHILOLGQIWRYLHTIYLGIRSRQSGESGRWREFYWKMVYEYADVS
MLHLLATFLESAPQLVLQLCIIVQTHSLQALQGFTAAASLVSLAWALASYQKALRDSRDD
KKPISYMAVIIQFCWHEFFTIAARVITFALFASVEQLYFGIFIVLHWCIMTFWIVHCETEF
CITKWEEIVFDMVVGIIYIFSWEFNVKEGRTRCRLFIYYFVILLENTALSALWYLYKAPQT
ADAFAIPALCVVESSFLTGVVEMLMYYAFFHPNGPRFGQSPSCACDDPATAFSLPPEVAT
STLRSISNNRSVASDRDQKFAERDGCVPVFQVRPTAPPTPSSRPPRIEESVIKIDLERNR
YPAWERHVLDRSLRKAILAFECSPSPPRLOYKDDALIQERLEYETTL

>Canis familiaris XKR4 (ENSCAFP 10384)
CCAGSAGSGGGSAGGSGGGSGVSGGPGAPDGGGAGSAALCMRLGRERRRY SLWDCLWILA
AVAVYFADVGTDIWLAVDYYLRGORWWFGLTLFEFVVLGSLSVQVFSFRWEVHDFSTEDSA
PAAAASSCPQPGADCKTAAGGGSAAAEGEARPSTPOQRQASNASKSNIAAANSGSNSSGST
NIMKKVRSSSCSFCKILYSLISILSYSPCFLSRYFHTIYLGIRSRQSGENDRWREYWKMV
YEYADVSMLHLLATFLESAPQLVLQLCITIVQTHRLQALQGFTAAASLVSLAWALASYQKA
LRDSRDDKKPISYMAVVIQFCWHFFTIAARVITFALFASVFQLYFGIFIVLHWCIMTEFWI
VHCETEFCITKWEEIVEDMVVGIIYIFSWEFNVKEGRTRCRLFIYYFVILLENTALSALWY
LYKAPPFADAFAIPALCVVFSSFLTGVVFMLMYYAFFHPNGPRFGQSPSCACEDPVAAFT
LPPEVATSTLRSISNNRSVASDRDQKFVERDGCVPVFQVRPTAPSTPSSRLPRIEESVIK
IDLFRNRYPAWERHVLDRSLRKAILAFECSPSPPRLOQYKDDALIQERLEYETTL

>Myotis lucifugus XKR4 (ENSMLUP 9777)
MAAKSDGRLKMKKSSDVAFTPLONSDHSGSVQGLAPGLPSGSGAEDEEAAGGGCCPDGGG
CSHCCCCCSGSGGSGGGSGGSGGPGGSVGGPGGGASSAALCLRLGGEQRRYSLWDCLWIL
AAVAVYFADVGTDIWLAVDYYLRGQRWWEFGLTLFFVVLGSLSVQVESFRWEFVHDFSTEDS
ATAAAAASSCSQPGADCKTLVRSGSAAAEGEVRPSTPQROASNASKSNIAAPNTGSNSSG
ASGKHRSASCSFCIWLLOQSLITHILQLGQIWRYFHTIYLGIRSRQSGENDRWREYWKMVYE
YADVSMLHLLATFLESAPQLVLQLCIIVQTHSLOALQGFTAAASLVSLAWALASYQKALR
DSRDDKKPISYMAVVIQFCWHEFFTIAARVITFALFASVFQLYFGIFIVLHWCIMTFWIVH
CETEFCITKWEEIVFDMVVGIIYIFSWEFNVKEGRTRCRLFIYYFVILLENTALSALWYLY
KAPQIADAFAIPALCVVESSFLTGVVFMLMYYAFFHPNGPRFGQSPSCACEDPVAAFTLP
PEVATSTLRSISNNRSVVSDRDQKFAERDGCVPVFQVRPTAPSTPSSRPPRIEESVIKID
LFRNRYPAWERHVLDRSLRKAILAFECSPSPPRLOYKDDALIQERLEYETTL

>Anolis carolinensis XKR4 (ENSACAP 17702)
IFPOKSFFRYFHTIYLGIRSRRSGDNDRWREYWKMVYEYADVSMLHLLATFLESAPQLVL



QLCIVVQTRTLOALQGLTAAASLVSLAWALASYQKALRDSRDDKKPISYMAVIIQFCWHE
FTIAARVITFALFASVFQLYFGIFIVLHWCIMTFWIVHCETEFCITKWEEIVEFDMVVGII
YIFSWENVKEGRTRCRLEFIYYFVILLENTALSALWYLYKAPMISDAFAIPALCVVESSEL
TGIVEFMLMYYAFFHPNGPRFGQOSPSCACEDSVAAFTLPPEVASSTLRSISNNRSVTSDRD
OKFAERDGCVPVEFQVRPTAPSTPSSRPPRIEESVIKIDLFRNRYPAWERHVLDRSLRKAT
LAFECSPAPPRLOYKDDALIQERLEYETTL

>Xenopus tropicalis XKR4 (ENSXETP 55756)
MAAKSDGMLKMKKSDVAFTPLONSDHSGSVQGLATGSQPGSATGDGGCSDGSSRCCCSGG
SSSGRVAGGGGGVGGASPSLCLRLGREQQRYSVWDCLWILAAVAVYFADVGSDIWLSVDY
YLRGOQRWWEGLTLEFFVVLGSLSVQVEFSFRWEVHDESTENSSQCNPMESKAAAGSAAACEG
DARPSTPQROASTASSKPATTGTNRANSRDSSSSCSFCIWIMOSLIHILOLGQIWRYFHL
NRLGFRERASGEXERWSFTENYTHEEFTDRLVLHTLYIYLYTQPQLILQVCHKVKVYHIT
CNIAGLTAAASLVSLAWALASYQKALRDSRDDKKPISYMAVIIQFCWHFFTIAARVITFEA
LFASVFQLYFGIFIVLHWCIMTFWIVHCETEFCITKWEEIVEDMVVGIIYIFSWENVKEG
RTRCRLFIYYFVILLENTALSTLWYLNKAPQILDAFATPALCVVFSSFLTGIVEMLMYYA
FFHPNGPRFGQSPSCACEDTVTAFPLPPEGASNTLRSMSNNRSVASDRDQKEFTERDGCMP
VFQVRPIAPSTPSSRPPRIEESVIKIDLEFRNRYPAWERHVLDRSLRKAILAFECSPSPPR
LOYKDDALIQERLEYETTL

>Takifugu rubripes XKR4 (ENSTRUP_24449)
MAAKSDGVLKMKKSDVAFTPLONSEHSGSVQGLHPGAQLDSAGTGDADFANGESRCCGGG
GSNSTCLRLGREQOKYTVWDCLWILAAVAVYVADVGSDVWLSVDYYLHNDYWWEGLTLEF
VVLGSFSVQLFSFRWFVHDFSTEDGAVSAADCTHMDGNKLLSGSASHGDVTAQQHPATPQ
ROASTASKNTTTNSTASTAVGRSEKRSAYYTFCVWISQSITIHILQLGQIWRYIHTIYLGI
QSHQSVETERWRYYWRMVYEFADVSMLHLLATFLESAPQLVLQLCITIIQTHKLOAVQENA
GMTAAASLVSLAWALASYQKALRDSRDDKKPISYLAVITIQFCWHFFTIAARVITFALFAS
VFQLYFGIFIVLHWCIMTFWIVHCETDFCISKWEEIVEFDMVVGIIYIFSWENVKEGRTRC
RLFIYYLLILVENAALSALWYLYRSPLATDAFAVPALCVIFSSFFTGVVFMLMYYAFFHP
NGPRFGRSLSGHGLNLDPTAQFSTLPSEVATNSLRSNRGATATLERDMGKYSERDGCMPV
FQVRPTVPSTPSSRAPRPEETVIKIDLCRNRYPAWERHVLDRSIRKAILAVDSSQTPPRL
QYKDDALVQERLEYETTL

>Tetraodon nigroviridis XKR4 (ENSTNIP 21301)
GGGSHSTCLRLSREQQKYTVWDCLWIVAAVAVYVADVGSDVWLSVDYYLEEDYWWEFGLTL
FEFVVLGSFSVQLFSFRWEFVHDESTEDSAEAAADGSHMDGNKLLSGSASHHGQHRAGPQGP
KRPAYYTFCVWGSQSVIHILQLGQIWRYIHTIYLGVQSRQSAETERWRYYWRMVYEFADV
SMLHLLATFLESAPQLVLQLCITIQTHKLLAVQGMTAAASLVSLAWALASYQKALRDSRD
DKKPISYLAVIIQFCWHFFTIAARVITFALFASVFQLYFGIFIVLHWCIMTFWIVHCETD
FCISKWEEIVEDMVVGIIYIFSWEFNVKEGRTRCRLFIYYLLILAENAALSALWYLYRSPL
ATDAFAVPALCVIFSSFLTGVVEFMLMYYAFFHPNGPRFGRSMSGHGLNLDPTAQFSTLPS
EVATNSLRSNRGATATLERDAGKYSERDGCMPVFQVRPTVPSTPSSRAPRLEETVIKIDL
CRNRYPAWERHVLDRSIRKAILAVDCSLTPPRLQYKDDALVQERLEYETTL

>Gasterosteus aculeatus XKR4 (ENSGACP 19427)
RSAYYSFCVWEFGQSVIHILOMGQIWRYFHTIYLGVRSHOQSAETERWRYYWRMVYEFADVS
MLHLLATFLESAPQLVLQLCIIIQTHKLQAVQGMTAAASLVSLAWALASYQKALRESRDD
KKPISYLAVVIQFCWHFFTIAARVITFALFASVFQLYFGIFIVLHWCIMTFWIVHCETDE
CISKWEEIVFDMVVGIIYIFTWEFNVKEGRTRCRLFIYYLVILVENAALSALWYLYRSPHT
TDAFAVPALCVIFSSFLTGVVEVLMYYAFFHPNGPRFGRSPSGQGLDLDPSAQFSTLPYE
GTTNSLRSNRGATATLERDGGKYSERDGCMPVFQVRSTVPSTPSSRAPRLEETVIKIDLC
RNRYPAWERHVLDRSIRKAILAVDSSLTPPRLQYKDDALVQERLEYETTL

>Oryzias latipes XKR4 (ENSORLP_ 5348)

MAAKSDGVLKMKKSDVAFTPLONSEHSGSVQGLHPGEQPDSACADGDFINGESRCCGGVG
SNSTCLRLGAELQQYSLWDCLWILAAVAVYVADVGTDVWLSVDYFLHGDYWWESLTLEFEV
MLGSFSVQLFSFRWEVHDEFSTEDSAESAADCFHVDGKKLLSGSASHGDVTAQQHPGAPQOR
QOASTASKNTASNSTASAALGGRGTRRSRHYTFCIWEFGQSVIHILOQLGQIWRYLRTIYLGV
RSROSAESERWRWHWKMVYEFADVSMLHLLATFLESAPQLVLQLCITIIQTHKLQAVQGMT
AAASLVSLAWALASYQKSLRDSRDDKKPVSYLAVIIQFCWHEFFTIAARVITFALFASVFEL
YFGIFIVLHWCIMTFWIVHCETDFCISKWEEIVEFDMVVGIIYIFSWENVKEGRTRCRLEFT



YYFVILVENAALSALWYLYRIPKTTDAFAVPALCVIFSSFLTGVVEFLLMYYAFFHPNGPR
FGRSPSGQGLNLDPTAQFATLPSEGATNSLRSSRGASSTLERDAGKYSERDGCMPVEQVR
PTVPSTPSSRAPRLEETVIKIDLCRNRYPAWERHVLDRGIRKAILAVECSVTPPRLOYKD
DALVQERLEYETTL

>Homo sapiens_ XKR5 (ENSP_483879)
MHARLLGLSALLQAAEQSARLYTVAYYFTTGRLLWGWLALAVLLPGFLVQALSYLWFRAD
GHPGHCSLMMLHLLQLGVWKRHWDAALTSLOKELEAPHRGWLQLQEADLSALRLLEALLQ
TGPHLLLQTYVFLASDFTDIVPGVSTLESWSSLSWALVSYTRFMGFMKPGHLAMPWAALF
CQOLWRMGMLGTRVLSLVLFYKAYHFWVEFVVAGAHWLVMTFWLVAQQSDIIDSTCHWRLF
NLLVGAVYILCYLSEFWDSPSRNRMVTEFYMVMLLENIILLLLATDFLQGASWTSLQTIAGV
LSGFLIGSVSLVIYYSLLHPKSTDIWQGCLRKSCGIAGGDKTERRDSPRATDLAGKRTES
SGSCQGASYEPTILGKPPTPEQVPPEAGLGTQVAVEDSFLSHHHWLWVKLALKTGNVSKI
NAAFGDNSPAYCPPAWGLSQQODYLQRKALSAQQELPSSSRDPSTLENSSAFEGVPKAEAD
PLETSSYVSFASDQQDEAPTONPAATQGEGTPKEGADAVSGTQGKGTGGQQORGGEGQQSS
TLYFSATAEVATSSQQEGSPATLQTAHSGRRLGKSSPAQPASPHPVGLAPFPDTMADISP
ILGTGPCRGFCPSAGFPGRTLSISELEEPLEPKRELSHHAAVGVWVSLPQLRTAHEPCLT
STPKSESIQTDCSCREQMKQEPSFFI

>Pan troglodytes XKR5 (ENSPTRP 54982)
MHAGLLGLSALLQAAEQSARLYTVAYYFTTGRLLWGWLALAVLLPGFLVOQALSYLWEFRAD
GHPGHCSLVMLHLLQLGVWKRHWDAALTALQKEPEAPHRGWLQLQEADLSALRLLEALLQ
TGPHLLLQTYVFLASDFTDIVPGVSTLFSWSSLSWALVSYTREFMGFMKPGHLAMPWAALFE
CQOLWRMGMLGTRVMSLVLEYKAYHFWVEVVAGAHWLVMTEFWLVAQQSDIIDSTCHWRLE
NLLVGAVYILCYLSFWDSPSRNRMVTFYMVMLLENTILLLLATDFLQGASWTSLQTIAGV
LSGFLIGSVSLVIYYSLLHPKSTDIWQGCLRKSCGIAGGDKTERRASPRATDLAGKRTES
SGSCQGASYELTILGKPPTPEQVPPEAGLGTQVAVEDSFLSHHHWLWVKLALKTGNMSKI
NAAFGDDNPVYCPPAWGLSQQODDLORKALSAQRELPSSSRHPSTLENSSAFEGVSKAEAD
PLETSSYVSFASDQQODEAPTONPAATQGEGTPKEGADAVSGTQGKGTGGQQRGGEGQQSS
TLYFSATAEVATSSQQEGSPATLQTAHSGRRLGKSSPAQPASPHPVGLAPFPATMADISP
ILGTGPCRGFCPSAGFPGRTLSISELEEPLEPTRELSHHAAVGVWMSLPQLRTAHEPCLT
STPKSESIQTDCSCREQMKQEPSFFT

>Gorilla gorilla XKRS5 (ENSGGOP_11430)
MHAGLLGLSALLQAAEQSARLYTVAYYFTTGRLLWGWLALAVLLPGFLVQALSYLWERAD
GYPGHCSLVMLHLLOQLGVWKRHWDAALTALQKEPEAPHRGWLQLOQEADLSALRLLEALLQ
TGPHLLLQTYVFLASDFTDIVPGVSTLFSWSSLSWALVSYTRFMGFMKPGHLAMPWAALF
COQOLWRMGMLGTRVMSLVLFYKAYHFWVEVVAGAHWLVMTEFWLVAQQSDIMDSTCHWRLE
NLLVGAVYILCYLSEFWDSPSRNRMVTEFYMVMLLENIILLLLATDFLQGASWTSLQTIAGV
LSGFLIGSVSLVIYYSLLHPKSTDIWQGCLRKSCGIAGGDKTERRASPRATDLVGKRTES
SGSCQGASYELTILGKPPTPEQVPPEAGLGTQVAVEDSFLSHHHWLWVKLALKTGNVSKI
NAAFGDDSPVYCPPAWGLSQODYLQRKALSAQRELPSSSRHPSTLENSSAFEGIPKAEAD
PLETSSYVSFASDQQODEAPTONPAATQGEGTPKEGADTVSGTQGKGTGGQQRGGEGQQSS
TLYFSATAEVATSSQQEGSPATLOQTAHSGRRLGKSSPAQPASPHPVGLAPFPATMADISP
ILGTGPCGGFCPSAGFPGRTLSISELEEPLQPTRELSHHAAVGVWMSLPOQMRTAHEPCLT
STPKSESIQTDCSCSEQMKQEPSFFI

>Mus musculus_ XKRS5 (ENSMUSP_ 93089)
MHAGLLGLSALLQAAEQSARLCSIVFYFATGRLLWGWLALSVLLPGFLVQALSFLWFRAD
GHQGOWWLAVLHLLQLGVWKRHWDSVATALWKGKEAPSWGQLHLQEADLSALRLLEALLQ
TGPHLLLQAYVFLASDFTDIVPGISALLSWSSLSWALVSYNRFLGIMKPGHHTMLWAALL
CQOLWRMGMLGARVLSLVLFCRVYRVWVLVVGGAHWLVMTFWLVAQQSDIVESTCHWRLE
NLLVGAVFILCYINFWDSPSRSRVASFYLVMLLENSILLLLATDFLQGVPGTSLWTVVGV
LSGFLIGCASLVIYYSLLHPKSSDIQQSFMRKCCGPIEDNKPESEPPPRAVDPTGEMPDS
SSWCQEESYELTSLDKAPSPEQNTAEVGLGEQRSGESSFEFSHHHWLLLKLALKTGSVSRI
NAALGGDSPGCSCPPLLGSSQHCDLQRKPLEFSHQDLPSSPCDPLTLEKGSEYVGAPKAEM
ESLETSSYLSFASELEDNATTQKPPATQEDSPKLAGSKADLAAQGKETEGPLQGKEGQES
TTLYFSAAMDRTTSHQRGSPVVLRISHSETLVESRPGQPALPQAVTKPFPVTIVANISPIP
GRNFRPSAELPGRAPDSSECEEWKDAARDPSMQSSLPKMRLKAAEEPCEFTSTPKSESIQR
DYSCRDRVRQEMSFFI



>Rattus norvegicus_ XKR5 (ENSRNOP_ 32580)
MKPGHRTMLWAALLCQQLWRMGMLGARVLTLVLEFCRVYRVWVLVVGGAHWLVMTFWLVAQ
QOSDIVESTCHWRLFNLLVGAVFILCYINFWDSPSRSRMASFYLVMLLENSILLLLATDFL
OGAPWTSLWTVVGVLSGFLIGCASLVVYYSLLHPKSSDIQENFMRKCCGPIENNKSDSEP
PPRAMVPTGERPDSSSWCQEKSYELTSLDKAPSPGKSTAELRLEEQRSGEDSFFSHHHWL
LLKLALKTGSISKINAALGGDSPGCSCPPRLGSSQHCDLOQRKPLFSQQDLPSSPRDPLTL
EKGPEYVGAPKAEMESLETSSYISFASDLEDNATTQKPPATQEDSPKAGTKADLAAQGKD
TDGPLKGKEGQESTTLYFSATMDRTTCHQKGSPVALRTSHLGTLGESRPVQPALPQAVTK
PFPVALANISPIPGRNFCPDAGLPGRAPESSEWEEWEDPAKNPSTQSSLPKVRLRAAEEP
CVTSTPKSESIQRDYNCRDRVKQEVSFFI

>Canis familiaris XKR5 (ENSCAFP_36968)
QRGGLVFLNARTRCQSRPAGLCCVVHYFTTGOQLLWGWLALALLLPGCLVQVLSYLWFRAD
GOOGHGLLVVLHLLOLGVWKRHWDAASSALSKEGEASRRDQLLLOEADLSALRLLEALMQ
TGPHLLLQTHVFLASDFTELVPGVSALCSWAALSWALVCYARLAGLLKPGRLPVPWAALF
COOLWRMGMLGARVLSLALFSRAYHAWVLVVGGAHWLVMTFWLVAQQSDVVDSTCHWRLE
NLLVGAVYILCYLNFWDSPSRHRMAMEFYTIMLLENIVLLLLATDFLQGASQTSLWTIAGV
SSGFLIGSVSLVTSYGLLRPPSAGGRRGRGVAAGDGADAESCPRGPAPARGSPGAGQEDG
GEFTALGRAPGPOWGPPEAGLESLTAREDPFFSHHHWLLLKLALKTGNMSKINAAFGEDS
PGRFGPPARGVGQHSAQQGTPLFPQOELPPSPPGPQASEKGSGIPGVLSAEADLLEASSFE
ASLAGDKHDQAPGQKRPPAPTQGRPGEGAGAASPLOGRAAGARTGAQGLEGSTRDFSATA
EGGPSPQQEGGQATPHTCAPGRRPRSPPRPAPRPFPAAVADISPILRPGLSRSEVGTAPG
SSERGEQREPTTDRNLPELLSLPKRSLWPADQPCLTSTPKCE

>Felis catus XKRS5 (ENSFCAP 12849)
RHQKTQCRRAWLAAREEPARLCSVVYYFITGQPLWGWLALSVLLPGFLVQGLSYLWFRAD
GHQGHCLLVMLHLLOLGVWKRHWDAASTALQKEREASSRGQLLLOEADLSALRLLEALLQ
TGPHLLLOTHVFLASDFTDVVPGVSALCSWSALSWALVCYACFMGFVKPGHVETPWAALL
CQQLWRMGMVGARVLSLVLFFGAHRVWVLVFGGAHWLVMTFWLVAQQSDI IDSTCHWRLF
NLLVGAAYILCYLNFWDSPSRNRMAMFYTIMLLENIVLLLLATDFLQGASRTSLWTIAGY
LSGFLIGSISLVVYYSLLHPKSTDIWRGFVTEVRGTAVGDRAERGSSPRASAAAGERPGS
PGDSCELTHLGRAPSPQWGPPEAGLESQIVQEDSFLGHHHWLLVKLALKTGNVSKINAAF
RKDGPGFFGPPEWGLSQHRNHOMTPRFSQKELASSPHDPLSSDKGCESQVVRKAEADLLD
TSSYVSLAGDNPDEAPGRRWSAAPREGSPREGAEAVSPLOGRGAGDRRGRAGQESATLYF
SATAEGATSPQREAGQATSQTPLSGRSSEPSPRPATRPFPATMASISPILGPGRTGSFRP
STGLPGRALGGSERGGQQEPMGDPNLPTIAGTRMALPEVSLRPADEPCLTSTPKCEPAHG
DCGGRARPRTMPSFSM

>Monodelphis domestica XKR5 (ENSMODP 28839)
MHAGYLVICALLLAAEQGARLCTVVYYFHTKQYLWAWLTLSTLLPGCLIQGLSYLWELAD
GHOGSCSLVIVHLLOQLGTWKRHWDTFLTTMTKEEESPDMRKVLLHOQGDLEVLRLLEALLQ
IGPHLLLOAYAFISADFQDPVPGVSAVLSWLSLSWSLVSYTRIMSLIKPGHLAMPWAALL
CQLLWRLAMLGTRIITLVLESQAYHCWVLVVGGAHWLVMTFWLVAQQSDIIDSTCCWRLE
NLLVGALYVFCYINFWDSPSRNRMTTEFYTIMLMENIILLLLATDFLOGASWGTMWMTIGI
VSGFIIGCASLVIYYSLLHPKSTEIWQGFIRKFCGSVDSDKTEKEPSSFQCTKPVEEKSE
SLGLYPVEDPKDPKYQGNSLSMDWGASTGSQVVRDEATAKCHHHWLLVKLALKTGNMSKI
NAAFGNGGLDCFCPPIYITSKCEFGPOMKLSFLEKEFPLPOQKHCGPPCQTSWQKDSQAEDT
PETKEDPLETSSEFITLSSHQHVHAPTHKTIQTKVPWRPEKSISESPIGOGGGKGRRQENS
TEFYFSATMEGATPSHHEARTAPPVSCRKVDIEKDQQTNSDPNHLVPKPFPISVANISPIL
GTSTAHRLRHNTGLYNGSQCSLPGVSSAGSRRPLELWTAPGNSFLSVGTWVSMIRSKLKP
SGEPYCTSTPKSEPRKDGDSLRERLRQESNLFEF

>Xenopus tropicalis XKR5 (ENSXETP 63692)

LTVGKREFSPGRCGMEASGSSVGCAAVSLLLYLMERGAELAVLVHYFLTGQYTWASCTLAL
LIPGCLVQALSFAWFRKEGPAGGFTVTLIHVLQLGILKRQADCLOQVALREGKRQKPGNER
ELLMQOQGDAALLRLVEALLQALPHLLLOTYIYLALEYTNAYAVASALLSLLSLSWALVSY
SREFLCLLKPGHLSMPWASLLCQLLWRMGMIGTRAMALAVFARVYHFWVEFAVAGAHWLVMS
FWLVAQQTDLISRPCYWKLEFNALVGAVYVEFCFLNVRDGPSRYRVAIFYTVMLLENAILLL
LATDFLQGVLWSNVRLTVVVMCGFLIGENGGLMDLQVNMSSFHISVANVILYCTRSNCLS
IAFSLPPPPATCNMIKGLGEVMRKDMASQPWLAFPTAVRTTAPICVCEFCSQYLPYELSFES
IYPTLTDWRHYYIVYSGGILILELLCRIYTVASLPTDYKETYGDOHSKYGNTNLCRKHRA



MGLIQSNKETPIQLMIRLLHSANVEPEKPGAASVEPIQTPTKEIPAQEGARTEVYPAICV
SPILSLATNSNFQRSIAPDVGSLCDDSSMSNDEADVTEAEELPGEKARLLLAPGLLAPSL
RGRLIPEEKPCEFTSTPKPQTASAEPGLREDSKTKRKLLEP

>Danio rerio XKRb5a (ENSDARP 134463)
MWMLLTLCLSSSSVVCCVAFYLWOQEQLCFAGWTFALLLPGSLVQVLSFRWYRADGDTHTC
HNFITHTLHLGIFKREWDCAVCEWTSPGSAGSHAQEVMQQADVSALRLLEVLLMTVPQTL
LOTYALTVTDYGLSSPVALCSGVCLLSLSWALVLYSRACCLIRPGHLOMPPAALLSQLLW
RTGMLAARFTSLALFTRTFGCWLIGVIASHWLMAALWLVSQQTDIYVGQWSWRVENFILG
GVHVFLFLNVKDGPSRFRMAGEFYTVMLLENATLLLAASEILIDASWDSLTIPTAVLCSFL
LGLTSLILYYRFLHPKSTEISQGLHQRAHMGRECLQQADSSFSLGDKHLPPAALPVLEFRS
SHPSFSLSGIPGSLLEHPGSCGVKPDGECRHHHWLLIRLALKTGDPVKINSAYGAGGVSG
ILAVDQKAEMIDDGCISASESRDDTMAPLSDCREEFESMSEAKDDDDEDDSLEMESPLES
PVTLSDCKRSSPEGKSVEFGDSPEPNYCPTESSSTLYFSADPQSPSSSSNPRLDRETPESE
GSGTGLETLDELSPISTDGGLHRDXXXXGQRASGPGGSLLHFRTRVKWRGFGITPQGPSQ
AGGFVP

>Danio rerio XKR5b (ENSDARP_ 129253)
MONRKGSEITWSHVCLYSFSGLIVLLEKAALVLCFTHYLITGQELLAWLTAALCLPISAV
OMLSLKWYITDEERPKPSVILLHCLHLGVYHRLWSCMKSQAEQVQFGAVLIQQADVSVLC
LIEALTLSLPOSLLQTYSLFTLHPGLLSPVVVCIGLSLLNVSWEFVVLYSRSCFLLRPAHL
HMTPAALLCQFIWRAGMLSARVTSLMLFCSTFHWWTCGVLGFHWLIMMFWQVSQQTDICI
NRGSWRLEFNFILGALYIFIFVNVKDGPSRYRMTGFYLLMLLENTFLLLLASDSESGPSWD
SMSVPLTVSCSFLIGVIFLILYYRFLHPKSTEILQSLRLOMSLTTIDKTDTDCKDTTLES
STHKHGTFSLTGFPPAQHLHPLEGDGHHHHMLIKLALKTGNHDKINSMYGNRGLSVILGK
NDAKDEDLGESGCKRSSVEAGKASENYQIESTSAAEVKQVSLEKIEYNSCPVDCSSTVYF
SAEAQSYSVSDSILEKDKMAAISPIVNGDEVHLIGKQLLNRNPCYTSTPIADFKTMQTVG
DRLGGVRRQVQF

>Tetraodon nigroviridis XKR5a (ENSTNIP 15267)
LPVIYCIGFYLWNEEMOWAGLTLGLFLPGTAVQLLSMKWYRDDGDDRRCYLSVIHILHLG
IFKRLWDCMRVVLRRQDSVAELGASIMQQADVAALWLLEALVLTLPQSLLQAYVMVSTDV
GFVSPVGCSCGLCVLSISWALVLYNRACCLIRPGHLAMPPAAMLCQLVWRAGMLGARVAC
LMFFARVENWWVCGVAGFHWLTASFWLISQQPDICTGPWCWRAFNGIMGLVHVEFLEFLNVK
DGPSRFRMASFYAFMLVENATLLLAASDFLSEASWDNMTLPTTVLCSEVLSATSLILYYR
FLHPKSTEICQGTDHNHVGSTCIEGGESSFSLGDKSLPVPSIQNHGSFSYSGVAGSLLDH
PGTCGGQPNNSCPCYHHHWLLIRLAMKTGDLGKINRAYGAGGAAAILDMEEYAQDIKGQD
SNTLTVGGSCGGISNSVSQEKGLAPLSDCKDEFQTISEPTSIEHPEEDDSLEMESPLESP
MSDFKRSSPEGKSVEGDSPEPYFCPTESSSTLYEFSADPQSPSSASNTRLDRDIGGLEQGV
RLNSLPSDPALHRDVRGLMGRVGPRCTSTPRLDSGALDNPPNIPHLTGPRRQLIMSQRDE
DEIF

>Tetraodon nigroviridis XKR5b (ENSTNIP 20846)
SPAVIYCEFVYYLWVGHNYCYAYLAGFTALFLLPGWGPOWLSYLWYLSDGRIRRRSLTWTH
LLHLGLFKRLWECTCQAEEDVYGYIMQQADVSALRLLEALVVTLPETLLHTYVLICTDIG
IKSPASVCFAVCLLSLAWALVLYARACSLIRPGHLOMTPAAVLCRLLWRVGLRMLGSRFA
VLMLFTRVFKOWVLGVVGVHWLGATFWMVSQQSDIIRSTSRWRLEFNLVLGATHIFFFLNV
KYGQSRCRMAGEFYLVMEFVENAFLLLASSWLESMVSWDTVGIPAAVLCSFLIAGVISLVLY
YRFLHPKSFEIFQSIRRRGLGGACTERGSTLSLEEKVTPTFHRQASGGTLMDLPLQWEGW
KHHHWLLIRLALKTGAVTRIWSAYGEGGLAGLMGLSEEFHSPDDFRVPQGSPTPPSPQQP
GSLCHIDSNAGTLTEASSSAGSLDIKTPGWSPERRSPFLIGSPEKKPGASGESSTTLYFS
ADAQSPSSGS

>Gasterosteus aculeatus XKR5 (ENSGACP 12330)

VRVLVIYCIGEFYLWNEETQWAGITLGLFLPGTAVQLLSMKWYHDDGDDRRCYLSVIHILH
LGIFKRLWDCMRSVLRMQDSVAELGAAVMQQADVAALWLLEALVLTLPQSLLQAHVVVST
DVGIMSPVAYCCGLCVLSISWALVLYSRACCLIRPGHLAMPPAALLCQLVWRAGMLGARV
TCLMFFARVENWWVCGVAGFHWLTASFWLVSQQOPDICTGPWCWRAFNGVMGLVHVFLEFLN
VKDGPSRFRMASFYAFMLVENATLLLAASDFLSEASWDSMTLPATVLCSFLLGATSLVLY
YREFLHPKSTEISQGTNRDHMGSTCIERGESSEFSFGDKSLPAASVQONHGSFSLSGVAGSLL
EHPGTCRGRANGSCPCYHHHWLLIRLALKTGDLGKINAAILDMEEYRQEFKSNEGMTITA



GGSCDGVSTSESQGKGLAPLSDCKDEFQSVSEPTSTDNQEDEEDSLEMESPMESPASDEK
RSSPEGKSVFGDSPEPYFCPTESSSTLYFSADPQSPSSASTTRLDRDTGGLEPGVRLSST
PSDPALHRDVRGLIGRVGPRCTSTPKLDSGVLHSPPTVPHLTGPRRQLIMSRRDEEDNFE

>Oryzias latipes XKR5a (ENSORLP_16231)
LCESVIYCIGEFYLWNEETQWAGLTLGLFLPGTAVQLLSVKWYYDDGDDRRCYLSVIHILH
LGIFKRLWDCMKSVLRRQGSVSELGVVVMQOADVAALWVLEALVLTLPQSLLOAYVVVST
DVGITSPVAYCCGLCVLSVSWALVLYSRACCLIRPGHLAMPPAALLCQLVWRAGMLGARV
TCLMFFARVEFHWWVCGVAGFHWLTASFWLVSQQPDICTGPWCWRAFNGVLGLVHVFLEFLN
VKDGPSRYRMASFYAFMLVENATLLLTASDFLSEASWDNMTLPTSVLCCFLLGATSLVLY
YRFLHPKSTEISQGTSRHHMGSTCIEQGESSFSLGDKSLPPPSSQTHGSFSLSGVAGSLL
EHPGNCEGRSNSSCPCYHHHWLLIRLALKTGDLGKINRAYGAGGAAATILDMDDNNQEFKS
NEGITITAGGSCEAVSTSESQGKGLAPLSDCKDEFQSISEPTSTEHPDEEEDSLEMESPM
ESPVSDFKRSSPEGKSVEFGDSPEPYFCPTESSSTLYFSADPQSPSSASNPRLDRETGSLE
LGGRLNSIPSDPALHRDVRGLMGRVGQRCISTPKLDLGVLDSASSTIPHLTGPRRQLIMSR
RDEDDHF

>Oryzias latipes XKRO5Sb (ENSORLP 13915)
CMSPVIYCEVYYLWVGHNYCYAHLAGFTALFLLPGWGPQWLSYQWYLSDGRIARKSLRWT
HILHLGIFKRLWECMHLPDEDLYVEIMOQQOADASALRLFEALVVTLPETLFQTYVLICTDI
GIKSPTSVCEFVVCLLSLAWALVLYARACSLIRPGHLHMTPAATILCRLLWRVAMLGSRFAV
LMLFTRVFROWILGVLGVHWLGATEFWMVSQQTDITRSTSRWRIFNLVLGAIYVFLFLNVK
YGQOSRYRMAAFYLVMFVENALLLLASSWLFTMVSWDTVGIPAAVFCSFLIGLIALVLYYR
FLHPKSFEIFQSIRHRGIGGACTDRGSALSLEEKVSPTLHRHATLSVFCSGGGTLMDLPT
OWEGWKHHHWLLIRLALKTGDVVRIWTAYGEGGLAGLMGLPEYSTQTYKTFRETSNRSLT
ASKDSSFQHHSPTQKKRSSNSYPGFKRIPRDYPRPGEKVSLDIKTPGWSPERRSPLLAGS
PEKKSGIPGESSTTLYFSADPQSPSTGS

>Homo sapiens_ XKR6 (ENSP_416707)
MAAKSDGGGVGVGFAQLHNLDEAVGSGGEEDGEPGGGGCGGGGDGSEPGESSSMHICHCC
NTSSCYWGCRSACLRSLLGRKPRRSAAADGGDQPLQPPAAPGAGRQPPTPSAARPEPPPP
QVERPWLDCLWIVLALLVFFGDVGTDLWLALDYYRKGDYVYFGLTLFFVLVPSLLVQSLS
FRWEVQDYTGGGLGAVEGLTSRGPPMMGAGYVHGAARGGPGVRVSPTPGAQRLCRLSVIWI
WQSVIHLLOMGOQVWRYIRTMYLGIQSQRRKEHQRRFYWAMMYEYADVNMLRLLETFLESA
POLVLQLYIMLQKNSAETLPCVSSVTSLMSLAWVLASYHKLLRDSRDDKKSMSYRGATIIQ
VEWRLFTISSRVISFALFASIFQLYFGIFVVVHWCAMAFWIIHGGTDFCMSKWEEILEFNM
VVGIVYIFCWFNVKEGRTRYRMFAYYTIVLTENAALTFLWYFYRDPETTDSYAVPALCCV
FISFVAGIAMMLLYYGVLHPTGPRAKILASSCCAELLWGIPLPPDVEPMAPEIPGYRGTQ
VTPTRAVTEQQEDLTADTCLPVFQVRPMGPPTPLGRPYLPEGPLIKIDMPRKRYPAWDAH
FVDRRLRRTINILQYVTPTAVGIRYRDGPLLYELLQYESSL

>Gorilla gorilla XKR6 (ENSGGOP_9164)
LLLPWRHSSREFQYIRTMYLGIQSQRRKEHQRRFYWAMMYEYADVNMLRLLETFLESAPQ
LVLOLYIMLOKNSAETLPCAGVSSVTSLMSLAWVLASYHKLLRDSRDDKKSMSYRGAIIQ
VEWRLFTISSRVISFALFASIFQLYFGIFVVVHWCAMAFWIIHGGTDFCMSKWEEILEFNM
VVGIVYIFCWENVKEGRTRYRMFAYYTIVLTENAALTFLWYFYRDPETTDSYAVPALCCV
FISFVAGIALMLLYYGVLHPTGPRAKILASSCCAELLWGIPLPPDVEPMAPETPGYRGTQ
VTPTRAVTEQQEDLTADTCLPVFQVRPMGPPTPLGRPYLPEGPLIKIDMPRKRYPAWDAH
FVDRRLRRTINILQYVTPTAVGIRYRDGPLLYELLQYESSL

>Mus musculus_XKR6 (ENSMUSP_113708)

MAAKSDGGGVGVGFAQLHNLDEAVGSGEEDGEPGGGGCGGGDGSEPGESSSLHICHCCNT
SSCYWGCRSACLRSLLGKKPRRSAAAADGGDQPLQPPGAAGRHPPTPSAGRPQPASPQVE
RPWLDCLWIVLALLVFFGDVGTDLWLALDYYRKGDYGCFGLTLFFVLVPSLLVQSLSFRW
FVODYTGGGLGAVEGLSSRGPPMMGAGYGHGAARGGPGAGGSATPGAQRLCRLSVIWIWQS
VIHLLOMGQVWRYIRTMYLGIQSQROKEHQRREFYWAMMYEYADVNMLRLLETFLESAPQL
VLOQLCIMIQKNSAETLPCVSSVTSLMSLAWVLASYHKLLRDSRDDKKSMSYRGALIHLEW
RLFTISSRVISFALFASIFQLYFGIFVVVHWCAMAFWIIHGGTDFCMSKWEEILENMVVG
IVYIFCWEFNVKEGRTRYRMFAYYTIVLTENAALTFLWYFYRNPESTDSYAVPALCCVFEVS
FVAGITLMLLYYGVLHPMGPRAKVFASSCCAELLWGIPLPPDVEPMAPQTPGYRGTQVTP
TRAVTEQQEDLTADTCLPVFQVRPMGPSTPSGRPYHPEGPLIKIDMPRKRYPAWDAHEVD



RRLRRTINILQYVTPTAVGIRYRDGPLLYELLQYESSL

>Canis familiaris XKR6 (ENSCAFP 11914)
RYIRTMYLGIQSQROQKEHQRRFYWAMMYEYADVNMLRLLETFLESAPQLVLQLCIMIQKN
SAETLPCVSSVTSLMSLAWVLASYHKLLRDSRDDKKSMSYRGALIHLFWRLFTISSRVIS
FALFASIFQLYFGIFVVVHWCAMAFWITHGGTDFCMSKWEEILFNMVVGIVYIFCWENVK
EGRTRYRMFAYYTIVLTENAALTFLWYFYRNPETTDSYAVPALCCVFISFVAGIALMLLY
YGVLHPMGPRAKIFASSCCAELLWGIPLPPDVEPMAPQTPGYRGTQVTPTRAVTEQQEDL
TADTCLPVFQVRPMVPSTPSGRPYPPEGPLIKIDMPRKRYPAWDAHEVDRRLRRTINILQ
YVTPTAVGIRYRDGPLLYELLQYESSL

>Myotis lucifugus XKR6 (ENSMLUP 22004)
LGRYIRTMYLGIQSQRQKEHQRRFYWAMMYEYADVNMLRLLETFLESAPQLVLOLCIMIQ
ENSAETLPCVSSVTSLMSLAWVLASYHKLLRDSRDDKKSMSYRGALIHLFWRLETISSRV
ISFALFASIFQLYFGIFVVVHWCAMAFWITHGGTDFCMSKWEEILFNMVVGIVYIFCWEN
VKEGRTRYRMFAYYTIVLTENAALTFLWYFYRNPETTDFYAVPALCCVFISFVAGIALML
LYYGVLHPMGPRAKIFASSCCAELLWGIPLPPDVEPMAPQTPGYRGTQVTPTRAVTEQQE
DLTADTCLPVFQVRPMGPSTPSGRPYHPEGPLIKIDMPRKRYPAWDAHFVDRRLRRTINI
LOYVTPTAVGIRYRDGPLLYELLQYESSL

>Monodelphis domestica XKR6 (ENSMODP 11108)
MYLGIQSQROKEHQRREFYWAMMYEYADVNMLRLLETFLESAPQLVLOQLCIMIQKNSAETL
PCVSSVTSLMSLAWVLASYHKLLRDSRDDKKSMSYRGALIHLFWRLFTISSRVISFALFA
SIFQLYFGIFVVVHWCAMAFWITHGGTDFCMSKWEEILFNMVVGIVYIFCWENVKEGRTR
YRMFAYYTVVLTENAALTFLWYFYRNPETTDSYAVPALCCVFLSFVAGIALMLLYYGVLH
PMGPRAKIFASSCCAELLWGIPLPPDVEPMAPQTPGYRGTQVTPTRAVTEQQEDLTADTC
LPVFQVRPMGPSTPSGRPYHPEGPLIKIDMPRKRYPAWDAHEVDRRLRRTINILQYVTPT
AVGIRYRDGPLLYELLQYESSL

>Gallus gallus XKR6 (ENSGALP 26821)
RVSRFAFPPVSCRYIRTMYLGIQSQRRKEHQRRFYWAMMYEYADVNMLRLLETFLESAPQ
LVLQLCIMIQKNRAETLPCVSSVASLMSLAWVLASYHKLLRDSRDDKKSMSYRGALIHLF
WRLFTISSRVISFALFASIFQLYFGIFVVVHWCAMAFWITIHGGTDFCMSKWEEILEFNMVV
GIVYIFCWENVKEGRTRYRMFAYYTVVLTENAALTLLWYFYRDPDTTDSYAVPALCCVFEFL
SFAAGIALMLLYYGVLHPMGPRAKIFASSCCAELLWGIPLPPDVEPMAPQTPGYRGAQAT
PTRAVTEQQEELTADTCLPVFQVRAMVPSTPSGRPYPPEGPLIKIDIPRKRYPAWDAHEV
DRRLRRTINILQYVTPTAVGIRYRDGPLLYELLQYESSL

>Anolis carolinensis XKR6 (ENSACAP 7485)
RYIRTMYLGIQSQRQKEHQRRFYWAMMYEYADVNMLRLLETFLESAPQLVLQLCIMIQKN
RAETLPCLSSMASLMSLAWVLASYHKLLRDSRDDKKSMSYRGALIHLFWRLFTISSRVIS
FALFASIFQLYFGIFVVVHWCAMAFWIIHGGTDFCMSKWEEILFNMVVGIVYIFCWFNVK
EGRTRYRMFAYYTVVLTENAALTLLWYWYRDPDTTDSYAVPALCCVFLSFAAGIALMLLY
YGVLHPMGPRAKIFSSSCCAELLWGIPLPPDIEPMAPQTPGYRAAQATPTRAATEQQEEP
TADTCLPVFQVRAMVPSTPSGRPYHPEGPLIKIDIPRKRYPAWDAHEVDRRLRRTINILQ
YVTPTAVGIRYRDGPLLYELLQYESSL

>Xenopus tropicalis XKR6 (ENSXETP 1509)

MAAKSDGMLGVGSGFAQLHNLDEAVAAAAAGERGGGGEDGEPGESSSTIHICHCCNTSSCY
WGCRSACLRSLLGKGKGAGMLGGQAGGKGDRAWLDCLWIVLALMVEFWDVGTDLWLAADY
YSKRDYLCSSLTLGEVLVPSLLVQILSFRWFAQDYTGGGLGAVEGLSSRGPPMMGSIHHH
YORHHPSYTAERFCRISVWLWQSVIHILOMGQVWRYLRTMYLGIQSQROKEHQRREYWAM
MYEYADVNMLRLLETFLESAPQLVLOLCIMIQKNRAETLPCVSSVASLMSLAWVLASYHK
LLRDSRDDKKSMSYRGALIHIFWRLEFTISSRVISFALFASIFQLYFGIFVVVHWCIMAFEFW
ITHGGTDFCMSKWEEILFNMVVGIVYIFCWENVKEGRTRYRMFAYYTVILTENAVLTELW
YFYRDPTTDSFAVPALCCVFLCFAAGVAFILLYYGVLHPTGPRAKIFASSCCAELLWGIP
LPPDVEPMAPQTPGYRGAEATPTRATTEQODDLTADTCLPVFQVRPMVPTTPSGRPYYPE
GPLIKIDMPRKRYPAWDAHEFVDRRLRRTINILQYITPSAVGIRYRDGPLLYELLQYESSL

>Danio rerio XKR6a (ENSDARP 63724)
MAAKSDGRGVATGFAQLHNLDEAVGSCEDDPROQGSSFHICHCCNTSSCYWGCRSACLHYL



LDKGRDVRRPPHEERLWLDCLWIVLALLVFFWDVGTDLWLALDYYAKQDYLWEGLTLFEEV
LVPSVLVQILSFRWEVQDYTGGGLGSVEGLSSTRRSTSAVVYNRARCCRVSVWVWQTLIH
ILOMGQVWRYIRTMYLGIQSRRQKENQRREFYWAMMYEYADVNMLRLLETFLESAPQLVLQ
LCIMIQKNRAETLQCVSAVTSLLSLSWVLASYHKLLRDSRDDQKSMSYRGALVHLLWREF
TISSRALSFALFASVFHLYFGIFVVLHWCAMAFWVIHGGTDFCMSKWEEVLENMVVGVVY
VECWENVKEGRTRYRMVEYYSLVLVENTILTALWYAYRDPVSTDSYAASALCGVFLCFAS
GVACMVLYYGVLHPMGPRLRVLASSCCAELLWGLPLPPEAEPMAPTPGPRGSQATPTRGM
ASGDYSEPEEAATDTCLPVFQVRSTEPTDASGRPIPPKGPLIKIDMPRKRYPAWDAHEVD
RRLRRTINILQFISPNAVGIRYRDGPLLYELLQYESSL

>Danio rerio XKR6b (ENSDARP 22407)

MAAKSDGVGVVTGFAQLHNLDEATGDEEPLDSAATHICHCCNSSSCYWGCRSACLQPLLG
ERDRPQHOOQHQPEERLWLDCLWIIVALLVFFWDVGTDLLLALDYYSKRDYLWEFGLTLFF
VLVPSVLVQILSFRWEVQDYTGGGLGAVEGLSRKATADLSSRIYGRDRCCVISIWIWHAC
VHVLOMGQVWRYIRTMYLGIQSRRQKEHRRRFYWAMMYEYADVNMLRLLETFLESAPQLV
LOLCIMIQKNRAETLQCVSSVASLLSLAWVLASYHKLLRDSRDDKKSMSYRGALIHIFWR
LFTISSRVLSFALFASIFHIYFGIFVVVHWCAMAFWIVHGGTDFCMSKWEEVLENMVVGI
VYIFCWEFNVKEGRTRYRMVIYYFVVLAENTVLTCLWYAYRDPITTDSYAVPVLCGVYLTF
ASGVVFMGVYYGFLHPMGPKIRVLASSCCAELLWGLPLPPEAEPMAPTPGPRASQPTPSR
ASMVDDTTMDTCLPVFQVRSPEPTTPLGRYRPEGPLIKIDMPRKRYPAWDAHEFVDRRLRR
TINILQFITPATVGIRYRDGPLLYELLQYESS

>Takifugu rubripes XKR6 (ENSTRUP_13182)

MAAKSDGRGVVTGFAQLHNLDEVVGTGEDDTRNGSSFHICHCCNTSSCYWGCRSACLHYL
RTKGKEKGKDTARPTLEERLWLDCLWIILALLVFFWDVGTDLWLAVDYYHKQDFLWSGLT
LEFVLVPSVLVQILSFRWEVODYTGGGLGSVEGLSSRRAAACLORDKCCRLSVWIWQTVI
HIFQLGQVWRYIRTMYLGIQSHRQKENQRRFYWAMMYEYADVNMLRLLETFLESAPQLVL
QLCIMIQSNKAEWLQCVSALSSLLSLAWVLASYHKLLRDSRDDKKSMSYRGALVHLFWRL
FTISSRVLSLALFASVFHIYFGIFVVLHWCAMAFWVIHGGTDFCMSKWEEVLENMVVGVV
YVFCWENVREGRTRYRMVAYYIVVLLENVILSSLWYAYRDPATTDAYASFALCGVFLCFA
SGVACMVLYYGVLHPMGPRLRVLASSCCAELLWGLPLPPEAEPMAPTPGPRGSQATPTRG
LTGEYAESDETATDTCLPVFQVRSTEPVDAAGRPIQPEGPFIKIDMPRKRYPAWDAHEVD
RRLRRTINVLQYISPNAAGIRYRDGPLLYELLQYESSF

>Tetraodon nigroviridis XKR6a (ENSTNIP 17283)
MAAQSDGGKAAVGGGGFAQLYDVDAEEPMDSAATHICQCCRTSACYWGCRSACLGSLLGG
GQPAGGVGIRETHCPPREQLWLDCLWIILALLVFFWDVGTDLCLAVDYYKRONYLWFGLT
LEFFVLVPSVLVQILSFRWEVQDYTGGGLGEVEGLTKRGAVALGCLYPGRDRLQLATIWMW
QOATIHILOLGQVWRYIRTLYLGVMSRROKEHQRRWYWAMMFEYADVNMLRLLETFLESAP
QOLVLQLSIMIQENRAETLQCISSLGSLLSLAWVLASYHKLLRDSRDDQRSMSYRGALLHT
FWRLFTISSRVLSLALFASLFHIYFGIFVVVHWCAMAFWVVHGGTDEFCMSKWEEVLENMV
VGIVYIFCWENVKEGRTRHRMVTYYMVVLAENSILTGLWYAYRDPVLTDSYAVPALCGVY
LTFAGGVLVMLLYYGFLHPATAHLQPSPASSCCAQLLWGLPLPPSAPPTAPPTPAHMTKS
QTEEDVAETCLPVFQVRSAPPISKPEGPLIKIDMPRKRYPAWDHYVDRRLRRTINILQYT
TPAAVGIRYRDGLLYELLQYESSL

>Tetraodon nigroviridis XKR6b (ENSTNIP 19426)
MAAKSDGRGVVTGFAQLHNLDEVVGTGEDDARNGSSFHICHCCNTSSCYWGCRSACLHYL
RAKGKGEGKETARPTPEERLWLDCLWIVLALLVFFWDVGTDLWLAVDYYHKQDFLWSGLT
LFFVLVPSVLVQILSFRWFVQDYTGGGLGSVEGLSSRRAAASLQRDKCCRLSVWIWQTVI
HIFQLGQVWRYIRTMYLGIQSHRQKENQRREFYWAMMYEYADVNMLRLLETFLESAPQLVL
QLCIMIQSNKAEWLQCVSALSSLLSLAWVLASYHKLLRDSRDDKKSMSYRGALVHLFWRL
FTISSRVLSLALFASVFHIYFGIFVVLHWCAMAFWVIHGGTDFCMSKWEEVLENMVVGVV
YVFCWENVREGRTRYRMVAYYVVVLLENVILTSLWYAYRDPATTDAYASLALC

>Gasterosteus aculeatus XKR6a (ENSGACP 14390)

MAAKSDGRGVVTGFAQLHNLDEVVGAGEDDTRNSSSFHICHCCNTSSCYWGCRSACLHYL
RGKGKGKGGDAARPPQEERLWLDCLWIILALLVEFFWDVGTDLWLAVDYYHKQDEFLWSGLT
LFFVLVPSVLVQILSFRWEVODYTGGGLGSVEGLSRRATATLOQRDSCCRLSVWVWQTVIH
IFQLGOQVWRYIRTMYLGIQSHRQKENQRRFYWAMMYEYADVNMLRLLETFLESAPQLVLO
LCIMIQSNKAEWLQCVSAISSLLSLAWVLASYHKLLRDSRDDKKSMSYRGALVHLEFWRLE



TISSRVLSLALFASVFHIYFGIFVVLHWCAMAFWVIHGGTDEFCMSKWEEVLENMVVAVVY
VFCWENVRAGRTRCRMVAYYALVLLENAILSLLWYAYRDPVTTDAYASFALCGVFLCFAS
GVACMVLYYGVLHPMGPRLRVLASSCCAELLWGLPLPPEAEPMAPTPGHRGSQATPTRGL
AGEYEESDETPTDTCLPVFQVRSTEPVDAAGRPIQPEGPLIKIDMPRKRYPAWDAHEFVDR
RLRRTINVLQYISPNAVGIRYRDGPLLYELLQYESSL

>Gasterosteus aculeatus XKR6b (ENSGACP 19719)
MAAQSDGGKAPGGVGAAAPLPATGAAAQPASAPCSAGGQPLGGVGIRETHCPPREQLWLD
CLWIILALIVFFWDVGTDLCLANEYYRRODYLWFGLTLFFVLVPSVLVQILSFRWEVQDY
TGGGLGEVEGLTKRGAVALGCLYPGRDRLOLATIWLWQATIHILOQLGQVWRYIRTLYLGT
MSRROKEHQRRWYWAMMFEYADVNMLRLLETFLESAPQLVLOLCIMIQENRAETLQCISS
LGSLLSLAWVLASYHKLLRDSRDDQRSMSYRGALLHLFWRLFTISSRVLSLALFASLFHI
YFGIFVVVHWCAMAFWVVHGGTDFCMSKWEEVLENMVVGIVY IFCWEFNVKEGRTRHRMVV
YYIVVLAENTILTGLWYTYRDPALTDSYAVPALCGVYLTFAGGVLVMLLYYGFLHPASAH
LOPSPASSCCAQLLWGLPLPPSAPPTAPPTPAHMSKSQTDEDVAETCLPVFQVRSAPITS
KPEGPLIKIDMPRKRYPAWDAHYVDRRLRRTINILQYITPAAVGIRYRDGPLLYELLQYE
SSF

>Oryzias latipes XKR6a (ENSORLP 20541)

MAAKSDGRGVVTGFAQLHNLDEVVGTGEDDARNGSSFHICHCCNTSSCYWGCRSACLHYL
RRKGKERDAARPPOEERLWLDCLWIVLALLVFFWDVGTDLWLAVDYYHNONFLWSSLTLFE
FVLVPSVLVQILSFRWEVQDYTGGGLGSVEGLSSSRAVATFQRDRCCRLSVWVWQTIVHI
FOMGOVWRYIRTMYLGIQSHRQKENQRRFYWAMMYEYADVNMLRLLETFLESAPQLVLQL
CIMIQSNKVERLQCLSALSSLLSLAWVLASYHKLLRDSRDDKKSMSYRGALLHLFWRLET
ISSRVLSFALFASVFHIYFGIFVVLHWCAMAFWVIHGGTDFCMSKWEEVLENMVVGVVYV
FCWEFNVREGRTRYRMVTYYTVVLLENALLTSLWYAYRDPATTDAYASFALCGVEFLCFASG
VACMVIYYGVLHPMGPRLRVLASSCCAELLWGLPLPPEAEPMAPTPGPRGSQATPTRGLV
GEHMESDETATDTCLPVFQVRSTEPVDAAGRPIHPEGPLIKIDMPRKRYPAWDAHEFVDRR
LRRTINVLQYISPNAVGIRYRDGPLLYELLQYESSL

>Oryzias latipes XKR6b (ENSORLP 5516)
MAAQSDGGKAAGCGGFAQLYDVDAEEPLDSAATHICQCCRTSACYWGCRSACLGSLLGGG
QPVGGIGVRETHCPPREQLWLDCLWIILALLVEFWDIGTDLCLAVDYYQRODYLWEGLTL
FEVLVPSVLVQILSFRWEVODYTGGGLGDVEGLTKRGTVTLGCLYPGKDRLOLASIWLWQ
ATIHILQLGOVWRYIRTLYLGLMSRROKEHQRRWYWAMMFEYADVNMLRLLEAFLESAPQ
LVLOLCIMIQENRAETLOQCISSLASLLSLAWVLASYHKLLRDSRDDOQRSMSYRGALLHLF
WRLLTISSRVLSLALFASLFHIYFGIFVVLHWCAMAFWVVHGGTDEFCMSKWEEVLEFNMVV
GIVYIFCWENVKEGRTRYRMVVYYIIVLAENTILTGLWYAYRDPVLTDSYAVPALCGVYF
TFIGGVLIMLLYYGFLHPATAHLOQPSPASSCCAQLLWGLPLPPSAPPTAPPTPAHMVKSQ
TDEDVAETCLPVEFQVRSTPTTSKPEGPLIKIDMPRKRYPAWDAHYVDRRLRRTINILQYT
TPGAVGIRYRDGPLLYELLQYESSL

>Homo sapiens_ XKR7 (ENSP_477059)
MAAKSDGAAASASPDPEGAAGGARGSAGGRGEAAAAAGPPGVVGAGGPGPRYELRDCCWV
LCALLVFFSDGATDLWLAASYYLONQHTYFSLTLLFVLLPSLVVQLLSFRWEVYDYSEPA
GSPGPAVSTKDSVAGGAAISTKDSAGAFRTKEGSPEPGPQPAPSSASAYRRRCCRLCIWL
LOTLVHLLQLGQVWRYLRALYLGLQSRWRGERLRRHFYWOMLFESADVSMLRLLETFLRS
APQLVLQOLSLLVHRGGAPDLLPALSTSASLVSLAWTLASYQKVLRDSRDDKRPLSYKGAV
AQVLWHLFSIAARGLAFALFASVYKLYFGIFIVAHWCVMTFWVIQGETDFCMSKWEETIIY
NMVVGIIYIFCWENVKEGRSRRRMTLYHCIVLLENAALTGFWYSSRNFSTDEFYSLIMVCV
VASSFALGIFFMCVYYCLLHPNGPMLGPQAPGCIFRKASEPCGPPADAITSPPRSLPRTT
GAERDGASAGERAGTPTPPVFQVRPGLPPTPVARTLRTEGPVIRIDLPRKKYPAWDAHFT
DRRLRKTILALEYSSPATPRLQYRSVGTSQELLEYETTV

>Gorilla gorilla XKR7 (ENSGGOP_5134)

WLAASYYLONQHTYFSLTLLEVLLPSLVVQLLSFRWEVYDYSEPPGSPGPAVSTKDSVAG
GAATISTKDSAGAFRTKEGSPEPGPQPAPSSASAYRRRCCRLCIWLLQTLVHLLQLGQVWR
YLRALYLGLOQSRWRGERLRRHFYWOMLFESADVSMLRLLETFLRSAPQLVLQLSLLVHRG
GAPDLLPALSTSASLVSLAWTLASYQKVLRDSRDDKRPLSYKGAVAQVLWHLFSIAARGL
AFALFASVYKLYFGIFIVAHWCVMTEWVIQGETDFCMSKWEEIIYNMVVGIIYIFCWENV
KEGRSRRRMTLYHCIVLLENAALTGFWYSSRNFSTDFYSLIMVCVVASSFALGIFFMCVY



YCLLHPNGPMLGPQAPGCIFRKASEPCGPPADAITSPPRSLPRTTGAERDGASAGERAGT
PTPPVFQVRPGLPPTPVARTLRTEGPVIRIDLPRKKYPAWDAHFIDRRLRKTILALEYSS
PATPRLOYRSVGTPQELLEYETTV

>Pongo abelii XKR7 (ENSPPYP 12174)
MAAKSDGAAVVLLPSLVVQLLSFRWEVYDNSEPAGSPGPAVSTKDSVAGGAAISTKDSAG
AFRTKEGSPEPGPQPAPSSASAYRRRCCRLCIWLLOQTLVHLLQLGQVWRYLRALYLGLQS
RWRGERLRRHFYWRMLFESADVSMLRLLETFLRSAPQLVLOLSLLVORGGAPDLLPALST
SASLVSLAWTLASYQKVLRDSRDDKRPLSYKGAVAQVLWHLFSTIAARGLAFALFASVYKL
YFEGIFIVAHWCVMTFWVIQGETDFCMSKWEEITIYNMVVGIIYIFCWENVKEGRSRRRMTL
YHCIVLLENAALTGFWYSSRNFSTDFYSLIMVCVVASSFALGIFFMCVYYCLLHPNGPML
GPQAPGCIFRKASEPCGPPADAITSPPRSLPRTTGAERDGASAGERAGTPTPPVEFQVRPG
LPPTPVARTLRTEGPVIRIDLPRKKYPAWDAHFIDRRLRKTILALEYSSPATPRLOYRSV
GTSQELLEYETTV

>Mus musculus_XKR7 (ENSMUSP_ 49346)
MAAKSDGAAAVAGPGPEGPAGADRGGAGGRGEAAAGIAGPGPVEAGCPGPRYELRDCCWV
LCALLVFFSDGATDLWLAASYYLQOGQSTYFGLTLLFVLLPSLVVQLLSFRWEVYDYSEPA
GTPGPAVSTKDSDIVGAAISTKDSAVAFRTKEGSAELVPRPAPSSAGTYRRRCCRLCVWL
LOTLVHLLOQLGQVWRYLRALYLGLQSRWRGERLRRHFYWOMLFESADVSMLRLLETFLRS
APQLVLQLSLLVHRGREPELLTALSISASLVSLAWTLASYQKVLRDSRDDKRPLSYKGAV
VOQVLWHLFTIAARTLAFALFASVYKLYFGIFIVAHWCIMTFWVIQGETDFCMSKWEETIIY
NMVVGIIYIFCWENVKEGRSRRRVTLYYCIVLLENAALTGEFWYSSRNFSTDEFYSLILVCV
VASSFALGIFFMCVYYCLLHPNGPMLGPQAPGCIFPEAPGPCGPPADAITSPPRSLPRTT
GTERDGVAVGGERAGTPTLPVFQVRPGLPPTPVARPLRTEGPVIRIDLPRKKYPAWDAHFE
IDRRLRKTILALEYSSPATPRLQYRSMGTSQELLEYETTV

>Rattus norvegicus_ XKR7 (ENSRNOP_ 12156)
MAAKSDGAAAVAGPGPEGPAGADRGGAGGRGEVAAGIAGPGPVEAGCPGPRYELRDCCWV
LCALLVFFSDGATDLWLAASYYLOGQSTYFGLTLLFVLLPSLVVQLLSFRWEVYDYSEPT
GTPGPAVSTKDSDIVGAAISTKDSAVAFRTKEGSPELVPRPAPSSAGAYRRRCCRLCVWL
LOTLVHLLOQLGQVWRYLRALYLGLQSRWRGERLRRHFYWRMLFESADVSMLRLLETFLRS
APQLVLQLSLLVHRGREPELLTALSISASLVSLAWTLASYQKVLRDSRDDKRPLSYKGAV
VOVLWHLFTIAARTLAFALFASVYRLYFGIFIVAHWCIMTEFWVIQGETDFCMSKWEEITIY
NMVVGIIYIFCWENVKEGRSRRRVTLYYCIVLLENAALTGFWYSSRNFSTDEFYSLILVCV
VASSFALGIFFMCVYYCLLHPNGPMLGPQAPGCIFPEAPGPCGPPADAITSPPRSLPRTT
GAERDGAAVGGERAGTPTPPVFQVRPGLPPTPVARPLRTEGPVIRIDLPRKKYPAWDAHF
IDRRLRKTILALEYSSPATPRLQYRSMGTSQELLEYETTV

>Canis familiaris XKR7 (ENSCAFP 10553)
MAAKSDGAAAAAGPGPEGAAGGARSEAGGRGEAAAAAAGGPGVTGAGGPGPRYELRDCCW
VLCALLVFFSDGATDLWLAASYYLQGQRTYFGLTLLFVLLPSLVVQLLSFRWEVYDYSEP
AGAPGPAVSTKDSGAGGPSISTKDSAAAFRTKEGGPQLGPGPAPSSASAYRRRCCRLCVW
LLOTLVHLLOLGQVWRYLRAMYLGLOSRWRGERLRRHFYWRMLFESADVSMLRLLETFLR
SAPQLVLQLSLLVHRGGQPDLLPALSTSASLVSLAWTLASYQKVLRDSRDDKRPLSYKGA
VAQVLWHLFTIAARSLAFALFASVYKLYFGIFIVAHWCVMTEWVIQGETDFCMSKWEETI T
YNMVVGIIYIFCWEFNVKEGRSRRRMTLYYCIVLLENAALTGEFWYSSRNESTDFHSLILVC
VVASSFALGIFFMCVYYCLLHPNGPMLGPQAAGCICPEAPGPCGPPADAVTSPPRSLPRT
TGAEREGPSVGGERAGTPTPPVFQVRPGLPPTPVARPLRTEGPVIRIDLPRKKYPAWDAH
FIDRRLRKTILALEYSSPATPRLQYRSVGTPQELLEYETTV

>Felis catus XKR7 (ENSFCAP 17682)
MAAKSDGAAAAAGPGPEGAAGGARGGAGGRGEXGQRTYFGLTLLFVLLPSLVVQLLSEFRW
FVYDYSEPAGAPGPAVSTKDSGTGGPSISTKDSAAAFRTKEGSPQLGPGPAPSSASAYRR
RCCRLCVWLLQTLVHLLQLGQVWSRYKRANYFHLNPRWGSEEEVRSFHFTTIPSSASISE
FRLIKQTSNTKTNKTLQLCMLMSAHSGSPDDSLGTLSTSASLVSLAWTLASYQKVLRDSR
DDKRPLSYKGAVAQVLWHLFTIAARSLAFALFASVYKLYFGIFIVAHWCVMTEWVIQGET
DFCMSKWEEIIYNMVVGIIYIFCWENVKEGRSRRRMTLYYCIVLLENAALTGEWYSSRNF
STDFHSLILVCVVASSFALGIFFMCVYYCLLHPNGPMLGPOQMPGCICPEAPGPCGPPADA
VTSPPRSLPRTTGTERDGASAGGERAGTPTPPVFQVRPGLPPTPVPRTLRTEGPVIRIDL
PRKKYPAWDAHFIDRRLRKTILALEYSSPATPRLQYRSVGTSQEVLEYETSV



>Myotis lucifugus XKR7 (ENSMLUP 19149)
GAAERWGGERLRRHEFYWRILFESADVSMLRLLETFLRSASPQLLIVLSWELHALTVPPSQ
PLSTSASLVSLAWTLASYQKVLRDSRDDKRPLSYKGAVAQVLWHLFTIAARSLAFALFAS
VYKLYFGIFIVAHWCIMTFWVIQGETDFCMSKWEEIIYNMVVGIIYIFCWENVKEGRSRR
RMTLYYCIILLENAALTGFWYSSRNFSTDFHSLILVCVVASSFALGIFFMCVYYCLLHPN
GPMLGPQAPGCICPEAPEPCGPPADAVTSPPRSLPRTTGAERDGVSVGGERAGTPTPPVFE
QVRPGLPPTPVARTSRTEGPVIRIDLPRKKYPAWDAHFIDRRLRKTILALEYSSPVTPRL
QYRSTRTSQELLEYETTV

>Monodelphis domestica XKR7 (ENSMODP 24298)
GGRRPRYSLWDCCWALCALLVFFSDGATDLWLAADYYLQGRRIWFGLTLLFALLPSLVVQ
LLSFRWEVYDYSSAGAGPGAATTAFSTKDSTSASVSASAAFSTKDSGPGPGPAVSAPPAL
SGAPRPHRRCCRLCVWLLOSLVHVLOLGQVWRYLRAMYLGLOSRWHGEQLRRHEFYWRMMFE
ESADISMLRLLEAFLKSAPQLVLQLSIMVLOGOMEALQGLSASASLVSLAWIIASYQKVL
RDSRDDKRAMSYKGAIVQILWHLFTIAARALAFALFASVFRLYFGIFIVAHWCVMTEWVI
QGETDFCMSKWEEIIYNMVVGIIYIFCCENVKKRSRCRMATYYCIVLVENVALTGEFWYYN
HNFPTDFSALIMVCVVAASYALGIFFMLVYYCLLHPNGPMFGPQAPGGIFPEAVGPGPSG
PPADAVTSPPRSLPRTTGGERDGIPGDRDSGAPAVFQVRPSLPATPVARTPRTEGPVIRI
DLPRKKYPAWDAHFIDRRLRKTILALEYSSPATPRLOYRSMGASRELLEYETTV

>Gallus gallus XKR7 (ENSGALP 428)
GAPASGDAGGGARAAGSGIQPAAGLPGVRAGLRDGCWVLCALLVCFADGASDLWLAADYY
LEGORWWEGLTLLFVLLPSLVVQLLSFRWEVYDFAVGTKDSAGSTKDSARGRRGCCRLCV
WLLOGCIHLLQLGOVWRYLRTLYLGLOQSRWQAEHRRRHFYWRMMFENADISMLRLLETFL
KSAPQLVLQLSIMVQONNIKALQGFSASASLVSLAWMIASYQKVLRDSREDKMPMSYKGA
VVQILWHLFTIAARATAFALFASVFQLYFGIFIVTHWCIMTFWIIQGETDFCMSKWEETT
YNMVVGIIYIFCWENVKEGRSRYRMCIYYIITLSENAALTILWFHYYNRKTMSDEFNALIL
VCVVSSSFALGIFFMFIYYCLLHPNGPMEGPSSGGCIFRQRPPPAPSSPADAVTSPPRSL
PRTTGGEREGAPGERDSCVPVFQVRPCAPTPPAARAPRTEGPVIRIDLPRKKYPAWDAHFE
IDRRLRKTILALEYASPSTPRLQYRTAGVSQELLEYETTV

>Anolis carolinensis XKR7 (ENSACAP 16774)
IFHLPVLCRYLRTMYLGLQSRWOSENRRRHEYWRMMFESADISMLRLLETFLKSAPQLVL
QLSIMVHONYIEPLQGLSASASLVSLAWTLASYQKVLRDSREDKLPMSYKGAMVQILWHL
FTIAARAIAFALFASVEFQLYFGIFIVTHWCIMTEFWIIQGETDFCMSKWEEITIYNMVVGII
YIFCWFNVKEGRSRCRMSIYYIITLSENAAMTGLWYWHRSESISESNALIIVCVVTSSFA
LGVFFMFIYYCLLHPNGTIFATQSTGCMCREEATAVPGGAGDVVTSPPRSLPRTTGAERE
GVPGDRDSCVPVFQVRPSVPPTPVPRAPRTEGPVIRIDLPRKKYPAWDAHFIDRRLRKTI
LALEYSSPTTPRLQYRSVGTSQELLEYETTV

>Danio rerio XKR7a (ENSDARP 53660)
MAAKSDGTAVSLONDIPPTCLPGLEKRSPEWRPVGKEYSLLDCCWTLCALLVFEFSDGASD
LWLAADYYLRRDYWWFALTLVFIIIPSVVVQVLSFRWFAYDYSDANGSGSAAAAMVAASN
AESHFSTKDSDQRGAGRSAAVTGSRSSAQSCCRVCVWLFQSAVHVLQLAQVWRYVHALYL
GVQSRWRGEHEHKHYYWRTMFENADISMLRLLETFLKSAPQLVLOQLSIMVQTGQILPLQG
LSASASLVSLGWMMASYQKALRDSRDDKLPMSYKAVVVHMLWHLFTVGARAMAFALFVSL
FOLYFGIFIVAHWCAMTFWIIQGETDFCMSKWEEI IYNMMVGIVYIFCWFSVREGPTRGR
LLLYSLIILAENVALTAVWYIYRSPRTSDFYAVVVVCVVACSYALGTFFMEVYYCLLHPD
GPVPGAYLGCCGVQVGAVSDPCVSSPTSAPPLDVVSSPPRTLOQRTKGIDSVPMGDIGEVE
KMRTLKASRNAAPRVTPRTEGPVIRIDLPRKQYPAWDAHFIDRRLRKTILVLEGAAPVTP
RIQYRCLGTPKEVMEYETTV

>Danio rerio XKR7b (ENSDARP 34312)
MVILWKYYQRSIRYVHTLYLGVQSRWHGGPGQRHFYWRLMFESADINMLRLLEAFLKSAP
QLVLQLSIMIHSNHILPLQGLSASASLVSLAWMIASYQKVLRDSRDDKLPMSYKAVIVQOM
LWHLFTIGARTIAFALFASVFQLYFGIFIVAHWCAMTFWIIQGETDFCMSKWEE I IYNMV
VGIIYIFCWENVKEGRARFRLGVYYCVTLFENVALTAAWYIHRGPHTSDFYALIIVCVVV
CSYALGTFFMEFVYYCLLHPDGPILGTQWSCVEEGMGVIGLGGIGDLGTPLPQPDVVTSPP
RTLPRTTGGDRENGAGDRDSCMPVFQVRPPSVPPPSSPRPPRTEGPVIRIDLPRKRYPAW
DAHFIDRRLRKTILVLENTSPVTPRIQYQTFSNPKEVMEYETTV



>Takifugu rubripes XKR7 (ENSTRUP_15851)
MAAKSDGAPLSQRNEIPAECPPGPDPRAPRHRPAEQRYSLPDCCWTLCALLVFFSDGASD
LWLAADYYLRTYYWCFALTLVEVIVPSLVVQVLSFRWFAYDFAESVESGSAAAAVVAASG
EEDFSTKDSGERGAGRAAAAEVLPGPGTVGGARGCCRVFVWLFQAIVHIFQLAQVWRYVH
ALYLGVQSRWHRDPERRHFYWRMMFESADISMLRLLESFLKSAPQLVLQLSIMIYTKQVL
PLOGLSASASLISLAWMIASYQKVLRDSRDDKLPMTYKAVVVQILWHLFTIGARTLAFAL
FASVFQLYFGIFIVAHWCIMTEWIIQGETDFCMSKWEEIIYNMMVGVVYIFCWESVREGR
TRCRMLIYSLTVEVENVALTTIWYLYRGSRTSESYAVIMVCVVASSYALGTFFMEFVYYCL
LHPDGPVSGWGYIVEKEVPVESLGSPASSHPPDVVSSPPRTLOQRTKGSEREQGAGIDGDV
FOQVRPPRGAHAPVNHPTPRTEGPVIRIDLPRKKYPAWDAHFIDRRLRKTILVLESAAPVT
PRIQYRCLGNPKEVMEYETTV

>Tetraodon nigroviridis XKR7a (ENSTNIP 15450)
QYVHALYLGVQSRWHGDPERRHFYWRMTFASADISMLRLLESFLKSAPQLVLQLSIMVHT
QQVLPLQGLSASASLLSLAWMVASYQKVLRDSRDDKLPMSYKAVAVQILWHLFAIGARTL
AFALFASAFQLYFGIFVVAHWCVMTEWIIQGETDFCMSKWEEIVYNMMVGVVYIFCWESV
REGRTRCRMLLYSLTVLVENVALTAVWYLYRGAGASESYAVVMVCVVASSYALGTFEFMEV
YYCLLHPDGPVSGWGYVVEKELPAEPLASPASSHPPDVVSSPPRTLORTKGSEREPGAGV
DGDVFQVRPPRGARAPVNPPTPRTEGPVIRIDLPRKKYPAWDAHFVDRRLRKTILVLESA
APATPRIQYRCLGTPKEVMEYETTV

>Tetraodon nigroviridis XKR7b (ENSTNIP 14283)
KFLNWKYDLRYFHALYLGAQSHLHGSSPGRHFHWRLMFESADITMLRLLEAFLKSAPQLV
LOLSIMIHGNAVLPLQGLSASASLVSLAWMIASYQKVLRDSRDDKLPMSYKAMITQOMLWH
FFTIGARTVAFALFASVEFQLYFGIFIVSHWCVMTFWISKETDFCMSKWEEITIYNMVVGII
YIFCWEFNVKEGPSRFRMIIYYSVTLAENVALTAAWYTYRGPQTSDSSALVVVCLVACSFA
LGTFFMLVYYCWLHPDGPVLGLHWAGCVDEGMVSAGGVVGVIDACLTPSQGSQTDMVITS
PPRTLPRTKDMGEAIPGERDRDSCLPVFQVRPSPSSSAALLQKASSSSRAPEGPVIRIDL
PRKRYPAWDAHFIDRRLRKTILLVEATSTISPRIQYRSSMMGSKEVLEYETTV

>Gasterosteus aculeatus XKR7a (ENSGACP 15752)
MAAKSDGAAVSLRNEIPAECPSGSDPRPSRHRAAEQRYSVPDCCWTLCALLVEEFSDGASD
LWLAADYYLRGSYWCFALTLVEVVIPSVVVQVLSFRWEFAYDFTETVESGAAAAAAVVGGG
ASTAGQSDEFSTTDSGERGAGRSAEAGSLPGPGTGGGVRGCCRAFVWLFQATTHIFQLAQV
WRYVHALYLGVQSRWHRDPERRHYYWRMMFESADISMLRLLESFLKSAPQLVLQLSIMNQ
ATQVLPLQOGLSASASLISLAWMVASYQKALRDSRDDKLPMTYKAVIVQILWHLETIGART
LAFALFASVFQLYFGIFIVAHWCIMTFWIIQGETDFCMSKWEEITYNMMVGIVYVECWES
VREGRTRCRMLIYSLTVFIENVALTTAWYLYRDPRTSDFYAVIMVCAVASSYALGTEFEME
VYYCLLHPDGPISGWGYIVAKEVPVETLASPAASLPPDVVSSPPRTLQRTKGSEGERGSG
VDADVEFQVRALRGAQAPAPNLTPRTEGPVIRIDLPRKKYPAWDAHFIDRRLRKTVLVLES
AAPVTPRIQYRCLGTPKEVMEYETTV

>Gasterosteus aculeatus XKR7b (ENSGACP 13894)
ALRYIHALYLGAQSRWHGDGPRRHFHWRLMFESADITMLRLLEAFLKSAPQLVLQLSIMI
HGNIVLPLOGLSASASLVSLAWMIASYQKVLRDSRDDKLPMSYKAVITOMLWHEFEFTIGAR
TVAFALFASVFQLYFGIFIVSHWCVMTEWIIQGETDFCMSKWEEITYNMVVGIIYIFCWE
NVKEGPSRLRMTVYYSVTLAENVALTAAWYTYRGPHTSDSYALVVVCLVACSFALGTFFEM
LVYYCWLHPDGPVLGSQWGGCVDDGGVSAGGVAGVIDACLTPSQGSQTDMVITSPPRTLP
RTKDTGEPVPGERDKDRDRDSCLPIFQVRPSPSSSPALLHRTSSSSRALDGPVIRIDLPR
KRYPAWDAHFIDRRLRKTILLLETTSAASPRIQYRSSMMGSKEVLEYETTV

>Oryzias latipes XKR7a (ENSORLP 18662)
RAFQLLSRMPALTRKMKTNRYVHALYLGVQSRWHGDPERRHYYWRMMFETADISMLRLLE
SFLKSAPQLVLOLSIMIHTSQVLPLOGLSASASLMSLAWMISSYQKVLRDSRDDKVPMTY
KAVIVQILWHLFTIAARTLAFALFASVEFQLYFGIFIVAHWCIMTFWIIQGETDFCMSKWE
EITYNMMVGIIYVEFCWESVREGRTHCRLLIYSVTVEVENVALTTIWYMYRGGTDRHGNSD
FYAVMMVCMVASSYALGTFFMEFVYYCLLHPEGAVSGWSYTVEKEVPVELLASPASSLPPD
LVSSPPRTLORTKGSDREQDGDVFKVRPLRGAKPPVPNLKPRTEGPVIRIDLPRKRYPAW
DAHFIDRRLRKTILVLEKAAPVTPRIQYRCLVTPKEVMEYETTV



>Oryzias latipes XKR7b (ENSORLP 20930)
RYTHALYLGAQSRWHSNGPRRHFHWRLMFESADITMLRLLEAFLKSAPQLVLQLSIMIHG
NGVLPLQGLSASASLVSLAWMIASYQKVLRDSRDDKLPMSYKAVIAQMLWHEFFTIGARTV
AFALFASVFQLYFGIFIVSHWCVMTFWIIQGETDFCMSKWEEITIYNMVVGIIYIFCWENV
KEGPSRFRMALYYSVTLAENVALTAAWYTYRGPQTTDSSALVVVCLVACSFALGTFFMLV
YYCWLHPDGPVLGSQWGGCVDEGVVGAGGVVGVIDACLTPSQGSQTDMVITSPPRTLPRT
KDTGEPVPGERERDRDSCLPVFQVRPSPSASPALLHRNSSLSRAQEGPVIRIDLPRKRYP
AWDAHFIDRRLRKTILLLENTSAVSPRIQYRSSMMGSKEVLEYETTV

>Homo sapiens XKR8 (ENSP_362991)
MPWSSRGALLRDLVLGVLGTAAFLLDLGTDLWAAVQYALGGRYLWAALVLALLGLASVAL
QLFSWLWLRADPAGLHGSQPPRRCLALLHLLOQLGYLYRCVQELRQGLLVWQQEEPSEFDL
AYADFLALDISMLRLFETFLETAPQLTLVLAIMLOSGRAEYYQWVGICTSFLGISWALLD
YHRALRTCLPSKPLLGLGSSVIYFLWNLLLLWPRVLAVALFSALFPSYVALHFLGLWLVL
LLWVWLQGTDFMPDPSSEWLYRVTVATILYFSWENVAEGRTRGRAITHFAFLLSDSILLV
ATWVTHSSWLPSGIPLOLWLPVGCGCFFLGLALRLVYYHWLHPSCCWKPDPDQVDGARSL
LSPEGYQLPONRRMTHLAQKFFPKAKDEAASPVKG

>Pan troglodytes XKR8 (ENSPTRP 737)

MPWSSRGALLRDLVLGVLGTAAFLLDLGTDLWAAVQYALGGRYLWAALVLALLGLASVAL
QLFSWLWLRADPAGLHGSQPPRRCLALLHLLOLGYLYRCVQELROQGLLVWQQEEPSEFDL
AYADFLALDISMLRLFETFLETAPQLTLVLAIMLQSGRAEYYQWVGICTSFLGISALLDY
HALRTCLPSKPLLGLGSSVIYFLWNLLLLWPRVLAVALFSALFPSYVALHFLGLWLVLLL
WVWLQGTDFMPDPSSEWLYQVTVATILYFSWENVAEGRTRGRAITHFAFLLSDSILLVAT
WVTHSSWLPSGIPLOLWLPVGCGCFFLGLALRLVYYHWLHPSCCWKPDPDQVDGARSLLS
PEGYQLPONRRMTHLAQNFFPKAKDEAALPVKG

>Gorilla gorilla XKR8 (ENSGGOP_14554)

MPWSSRGALLRDLVLGVLGTAAFLLDLGTDLWAAVQYALGGRYLWAALVLALLGLASVAL
QOLFSWLWLRADPAGLHGSQPPRRCLALLHLLOLGYLYRCVQELROQGLLVWQQEEPSEFDL
AYADFLALDISMLRLFETFLETAPQLTLVLAIMLQSGRAEYYQWVGICTSFLGISWALLD
YHRALRTCLPSKPLLGLGSSVIYFLWNLLLLWPRVLAVALFSALFPSYVALHFLGLWLVL
LLWVWLQGTDEFMPDPSSEWLYRVTVATILYFSWENVAEGRTRGRAIIHFAFLLSDSILLV
ATWVTHSSWLPSGIPLQLWLPVGCGCFFLGLALRLVYYHWLHPSCCWKPDPDQVDGARSL
LSPEGYQLPONRRMTHLAQKFFPKAKDEAASPVKG

>Mus musculus_ XKR8 (ENSMUSP 41205)
MPLSVHHHVALDVVVGLVSILSFLLDLVADLWAVVQYVLLGRYLWAALVLVLLGQASVLL
QLFSWLWLTADPTELHHSQLSRPFLALLHLLOLGYLYRCLHGMHQGLSMCYQEMPSECDL
AYADFLSLDISMLKLFESFLEATPQLTLVLAIVLONGQAEYYQWFGISSSFLGISWALLD
YHRSLRTCLPSKPRLGRSSSAIYFLWNLLLLGPRICAIALFSAVEPYYVALHFFSLWLVL
LEWIWLQGTNFMPDSKGEWLYRVTMALILYFSWENVSGGRTRGRAVIHLIFIFSDSVLLV
TTSWVTHGTWLPSGISLLMWVTIGGACFFLGLALRVIYYLWLHPSCSWDPDLVDGTLGLL
SPHRPPKLIYNRRATLLAENFFAKAKARAVLTEEVQLNGVL

>Rattus norvegicus_ XKR8 (ENSRNOP_17619)
MPLSVHPQVALDVVIGLVSTLSFLLDLVADLWAVVQYVLVGRYLWAALVVVLLGQASVLL
QLFSWLWLTADPTELHQLQPSRRFLALLHLLQLGYLYRCLHGMRQGLSMCCQEVPSECDL
AYADFLSLDISMLRLFESFLEATPQLTLVLAIVLQSGNAEYYQWFGISSSFLGISWALLD
YHRSLRTCLPSKPRLGWCSSAVYFLWNLLLLGPRICAIATFSVVFPYCLALHFLSLWLVL
LYWVWLODTKEMPNSNGEWLYRVTVALILYFSWEFNVSGGRTRGRATIHLGFILSDSVLLV
TTSWVTDSTWLPGGVLLWAALGGACFSLGLVLRMIYYLRLHPSCSWEPDFVDGTLRLLPP
ERPPKLIYNRRATRLAQONFFAKLKTQAALPQAVQLNGVL

>Canis familiaris XKR8 (ENSCAFP 17596)

MPWLPRAALLWDVVLGFGGTAAFLIDLGADLWAAGQYVVSGRYLWAALVLALLGLASVAL
QLFSWLWLRADPAGLHAPQPPGRCLALLHLLOLGYLYRCVQGLOOGLLVWRQEAPSEFDL
AYADFLTLDISMLRLFETFLETTPOQLTLLLAIVLQSGRAESYQWVGICTSEFVGISWALLD
YHRALRTCLPSKSLLGLGSSVVYFLWNLLLLWPRVLAVALFSALFPHYVALHFLGLWLVL
LEWVWLQGTDEFMPDSCSEWLYRATVATILYFSWENVAEGRTRGRATIHLVFLLSDSVLLV
VIWVTHIAWLPGGIPLOMLLPVSGICFLLGLALRLVYYRWLHPRCRQEPDRVDGAWGLRS



LEWRRLPONRRMAQLAQSFFPRVRDEAALPQKGEANGVL

>Felis catus XKR8 (ENSFCAP 16867)
MPWLPRAALLWDLVLGFLGTAAFLVDLGADLWAAVQYVLSGXHLWQOMLSTSCFDEAALSL
QPLGSLLTLPWTPCPSLWASPODPKKFLCLLTFENYHLRQFHSMPRCVQGLQQGLLVWQQ
EAPSDFDLAYADFLTLDISMLRLFETFLETTPQLTLVLAIVLOSGRAESYQWVGICTSEV
GISWALLDYHRALRTCLPSKPPLGPGSSVVYFLWNLLLLWPRVFVVALFSALFPHYVALH
FLGLWLVLLEWVWLQGTDFMPDSCSEWLYRATVATILYFSWENVAEGRTRGRAATIHLVEL
LSDSVLMAVTWLTHIAWLPSGIPLQTLLPVGGVCVLLGLALRLVYYRWLHPSCRWEPDRV
DGTRGLGSLEWRRLPONRRMAQLAQNFFPRVRDEAALPQKGEVNGVL

>Myotis lucifugus XKR8 (ENSMLUP_ 140)
MPCSLRAILLRDLILGVLGISAFLIHLGSDLWAVSQYVLSGRYLWAALVLSLLGVASVAL
QVEFSWVWLRADPADLHSSQLSARCLALLHLLOLGYLYRCMQGLQOGLLVWQQEVPSPEFDL
AYADFLSLDISMLRLFETFLEKTPQLTLVLAIVLQSGQAEYYQWFGICTSFMGISWALLD
YHRALRTCLPSKPVLGLGSSVIYFLWNLLLLWPRVLAVALFSALFPRYVALHFLGLWLVL
LEWVWCQGTNEFMPDPRSEWLYRATVATILYFSWENVAEGHTRGRATIHLVFLLSDSVLMV
VIWVTQSAWLPSGIPLOMLLPVGGTSFLLGLGLRLVYYRWLHPSYPWEPDQVDGTTAFRS
LEHYQLPONRRMDHLAQNFFSKARDEAALPWPGEVNGVL

>Monodelphis domestica XKR8 (ENSMODP 13478)
MEWKGRHRRGGVSQGIGGDGMEGAGTPFSDGVPRAGVAPEEAGGSGAMPGYPRVCRLRDL
LLTALGTGAFVLDLGADLWAAGQYALQGHLLWTALQLASLGLASAVLQLFSWAWYRGDPA
GLHPGPSSGRWLAFLHFLHLGYLHRCVRALKVGFSLWRQDEPAEVDLDYANFISMDISML
RLFETFLEATPQLILVLHITLCMGRVEYYOWLGIGTSFLCTAWALLDYHRALRSCLPTKP
PLGYLSSAVYFLWNLLLLCPRILALALFTTVFPWYTIAVHFLTLWLVLLLWVWLONTDFMP
GPTSEWLFRGTVALILYFSWENVSEGRTRNRSITHFSFLLMDSALLGGTWLAHNVPFLGS
SLLPWLLPGAALCFLLGLGLRGAYYQWLHPSROMAALDEGDGRGLTLODWHONRRIAKLA
QSFFPRAVPAKRRGVNGAV

>Danio rerio XKR8 (ENSDARP 58512)
MECANISKYSWLDLAFTVIGVCTYLEFDVGSDLWVAKEFYVHGEFIWFGVLVGFMLVSSVT
VOLFSWEWLQYDRKLENFECQESAGNAVLFSGAKRVTFSLLLHVFQLGLFIRHISAICQG
FRVWCHGGEGSEYAVYQTHDLSMLRLIETFCESAPQLTLMMY IMLRNNHARIVQCVSVVA
STTSMAWMVVDYHQSLRSFLPDKDKQGCLSSVVYFFWNLEFLIAPRVVAVALFASVLPCFEI
AVHFLLLWSVEVLWAWRQGTDEFMDSPPGEWLYRATIGLIWYFSWENVSEGHTRDRGFIYH
IFMMADTSIFLTTWWMYRDVEATQSYAVSLITAIPLCYILGLMIKVLYYCCFHPKLWRPP
DLRVAADASDGLEPEFSIVKTVGASFQSINNRMCKHAANEFYVTNTSRALKTHECEARM

>Takifugu rubripes XKR8 (ENSTRUP 29820)
DEVEFSVIGVEFTFFVDWGADVWVATEFYSRGDFFWEFGLLVSLMVLSSVLVOMESWEWLKYD
RVGHHRNQPKRSFLGTLHLLLCHLHLRRHISAIRQGFRVWWRQQOEGSEYAVYLTHDLSML
RLIETFSESAPQLTLMVHVMLCTNRARTVQEFVSVAASTTSIAWMVVDYHRSLRAFLPDKA
KOGWGSSLIYFLWNFLLIAPRVAALALFASVVGGEFVAVHFLLLWCVEVMWAWLQGTEFMD
SVCGEGLYRATVGIIWYFSWENVAEGQTRGRSIIYHSFITTDGGILLLTWWCYRDPVQTE
PYGLALLVTLLFSYLLGLLFKTVYYCCFHPT

>Tetraodon nigroviridis XKR8 (ENSTNIP_ 6409)
MEQPSIYNYSWVDFVFSVIGVFTFFVDWGADVWVATEFYRRGDFFWFGVLVGLMVLSSVL
VOMEFSWFWLQYDRGLPDLQTGGGTVLFGDRLRLSCLLHVLQLGFLCRHISATRQGFRVWW
RKEEGSEYAFYLSHDLSMLRLIETFSESAPQLTLMIYVMLRTQRARAVQEFVSVAASTTSTI
AWMVVDYHRCLRSFLPDKARQGWASSLIYFLWNLLLIAPRVAALALFASVVGGYLGLHLL
LLWLVEVTWAWLOQRTHFMDSPGGEWLYRATVGIIWYFSWEFNVAEGRTRGRSAIYHAFITA
DGAILLVTWWCCREPVQAEPYALALLLTLLLSYLLGLLFKSLYYCCFHPTLWRPPAREPG
LPDDLPDADVTFRHLSIQDGAPASRPLNRRMALHAADFYSARTS

>Gasterosteus aculeatus XKR8 (ENSGACP 3110)

MEGATFSKYSWIDEFVEFSVIGACTFLVDWGSDVWLAAEFYRRGDVTWEWVLVGLMALSSEV
VOQTEFSWFWEFQYDRELPGFRAQTEAAAVLLGDRAKLSCAVHVLQLGFLCRHISAIRQGFRV
WWRKEKGSEYAIYQTHDLSMLRLIETFSESAPQLTLMIYVMLHTHKARAVQEFVSIAASTT
STIAWMVVDYHRSLRSFLPDKAKQGWGSSLIYFLWNLLLIAPRVAALALCASVLSGYMAAH



FLMLWSAFALWAWRQGTHFMDSVAGEWLYRATVGLIWYEFSWENVKDGOTRSRSAIYHSFEI
STDGAILLATWWCHRDPVQTQSYALALLIALPLFHFLGLLFKALYYCCFHPKLWRPPARD
PGLPNDLPDAQVSMRDFPIQDGGLSPKLLNKRMAGQVARFEFYSDE

>Oryzias latipes XKR8 (ENSORLP 11799)
MORGCFPRYSWIDFAFSVIGVCTFLMDWGSDLWVAAEFYCRGDLSWEFGVLVGLMILSSVV
VOMEFSWEWEVYDRKLSGFGSKVGTNSVLCGDRVKIFCLLHVLOQLGFFCRHISATIRQGFRV
WWRKEEGSEYATIYLTHDLSMLRLFETFCESAPQLILMMYVMLRTNRARVVQFVSVAASTT
SIAWMVLDYHRSLRSFLPDKAQQGWGSSVVYFLWNLLLIGPRVAALALFSSVLPLLIVPH
FLLLWLAFLLWAWQQQTNFMDSAVGEWLYRATVGLIWYFSWENVAEGHTRVRSLIYHSFM
TADCCLLLVTWWYLRDAAQTEAYGLALIIALPLSYLLGLLFKAIYYCCFHPKLWRPPPTE
GRLPNDLQIEVTSDLSIQDDSVSAPIFNKRMEHHAARFY

>Homo sapiens_ XKR9 (ENSP_431088)
MKYTKQNFMMSVLGIIIYVTDLIVDIWVSVRFFHEGQYVFSALALSFMLFGTLVAQCFEFSY
SWEKADLKKAGQESQHCFLLLHCLOQGGVFTRYWFALKRGYHAAFKYDSNTSNEVEEQIDL
HKEVIDRVTDLSMLRLFETYLEGCPQLILOQLYILLEHGQANFSQYAATIMVSCCAISWSTV
DYQVALRKSLPDKKLLNGLCPKITYLFYKLFTLLSWMLSVVLLLFLNVKIALFLLLFLWL
LGIIWAFKNNTQFCTCISMEFLYRIVVGFILIFTFENIKGONTKCPMSCYYIVRVLGTLG
ILTVFWVCPLTIFNPDYFIPISITIVLTLLLGILFLIVYYGSFHPNRSAETKCDEIDGKP
VLRECRMRYFLME

>Pan troglodytes XKRY (ENSPTRP_53139)
MKYTKONFMMSVLGIIIYVTDLIVDIWVSVRFFHEGQYVFSALALSFMLEFGTLVAQCFESY
SWEKADLKKAGQESQHCFLLLHCLOQGGVFTRYWFALKRGYHAAFKYDSNTSNFVEEQIDL
HKEVIDRVTDLSMLRLFETYLEGCPQLILOQLYILLEHGQANFSQYAAIMVSCCAISWSTV
DYQVALRKSLPDKKLLNGLCPKITYLFYKLFTLLSWMLSVVLLLFLNVKIALFLLLFLWL
LGIIWAFKNNTQFCTCISMEFLYRIVVGFILIFTFEFNIKGONTKCPMSCYYIVRVLGTLG
ILTVFWVCPLNIEFNPDYFIPISITIVLTLLLGILFLIVYYGSFHPNRSAETKCDEIDGKP
VLRECRMRYFLME

>Gorilla gorilla XKRO9 (ENSGGOP 19148)
MKYTKONFMMSVLGIIIYVTDLIVDIWVSVREFFHEGQYVESALALSFMLFGTLVAQCESY
SWEKADLKKAGQESQHCFLLLHCLOQGGVFTRYWFALKRGYHAAFKYDSNTSNEVEEQIDL
HKEVIDRVTDLSMLRLFETYLEGCPQLILOLYILLEHGOANFSQFTFFNIKGONTKCPMS
CYYIVRVLGTLGILTVEWVCPLTIFNPDYFIPISITIVLTLLLGILFLIVYYGTEFHPNRS
AETKCDEIDGKPVLRECRMRYFLME

>Mus musculus_ XKR9 (ENSMUSP_ 85900)
MKYTKCNEFMMSVLGIIIYVTDLVADIVLSVRYFHDGQYVLGVLTLSFVLCGTLIVHCFESY
SWLKADLEKAGQENERYFLLLHCLOGGVFTRYWFALRTGYHVVFKHSDRKSNEMEEQTDP
HKEAIDMATDLSMLRLFETYLEGCPQLILQLYAFLECGQANLSQCMVIMVSCCAISWSTV
DYQIALRKSLPDKNLLRGLWPKLMYLFYKLLTLLSWMLSVVLLLFVDVRVALLLLLFLWI
TGEFIWAFINHTQFCNSVSMEFLYRIVVGFILVEFTFENIKGONTKCPMSCYYTVRVLGTLG
ILTVEWIYPLSIFNSDYFIPISATIVLALLLGIIFLGVYYGNEFHPNRNVEPQLDETDGKA
PORDCRIRYFLMD

>Rattus norvegicus_ XKR9 (ENSRNOP_ 58714)
MKYTICNFMMSVLGIIIYVTDLVADIVLTVRYFYDGQYVFGVLTLSFVLCGTLIVHCFEFSY
SWLKDDLKKAGGENEHYFLLLHCLQGGVFTRYWEVLRTGYHVVFKHSHRTSNEMEEQTDP
HKEAIDMATDLSMLRLFETYLEGCPQLILQLYAFLERGOQANEFSQYMVIMVSCCAISWSTV
DYQIALRKSLPDKNLLRGFWPKLTYLFYKLFTLLSWMLSVVLLLFVDVRTVLLLLLFLWT
VGFIWAFINHTQFCNSLSMEFLYRLVVGFILVEFTFENIKGONTKCPMSCYYTVRVLGTLG
ILTVEWIYPLSIFNSDYFIPISATIVLSLLFGIIFLGVYYGTYHPNINAGTQHDEPDGKA
PORDCRIRYFLMD

>Canis familiaris XKRO (ENSCAFP 34643)

MKYTKLTFMLSVLGIVIYITDLIVDIWVSVRFEFYEGONVEGILTVSEFMLFGTLVVQCFESY
SWEKADLKKAGQESQCCFLLLHCLQGGVFTRYWFALKNGYHVAFKNSKTANFTEEQIDSH
KEVIDRMTDLSMLRLFETYLEGCPQLVLOLYTFLELGQANFSQYAAILVSCCAISWSTVA
YOVALRKSLPDKNLLNGFCPKFTYLFYKLFTLLSWKLSIVLLLFLDVKIALFLLLFLWFL



GILWAFKKQTQFCASVSMEFLYRVVVGFILTFTFEFNIKGONTKCPMFCYYIVRVLATVGI
LVVEWVSPVSIEFNSDYFMSISITIALTLVLGIIFLIVYYGTFHPNRNEETKPDEIDGKTT
KRDCRMKYFLME

>Felis catus XKR9 (ENSFCAP 16605)
MKYTKLNFMMSVLGIVIYITDLIVDIWVSVRFFHEGQYVEFGILTVSFMFFGTLVVQCESY
SWEFKADLKKAGQESQHCFLLLHCLQGGVEFTRYWFALKKGYHVAFKYSSKTDNEFMEEQIDQ
HKEVIDRMTDLSMLRLFETYLEGCPQLVLOLYTLLEHGOANFTQYAATIMVSCCAISWSTV
DYQVALRKSLPDKNLLNGFCPKLTYLFYKLFTLLSWMLSVVLLLFINVKIALFLLLFLWE
LGILWAFKKQTQFCASISMEFLYRVVVGFILTFTFENIKGONTKYPMFCYYIGRVLVTVG
ILIVFWVCPVSIFNSDYFIPISITIALSLVLGIIFLIVYYGTLHPNRNEETKPDEIDGIA
AERDCRMKYFLME

>Myotis lucifugus XKR9 (ENSMLUP 15612)
MKYTKSNFMMSVVGIIIYITDLIVDIWVSVREFFHEGQYVFGVLTVSEMLVGTLVVQCESY
SWYKSDLKKAGQESQHRFLLLHCLQGGIFTRYWFALKKGYHVAFKYSSKTDNFIEKQIDP
HKEVIDGVTDLSMLRLFETYLEGCPQLVLOQLYTCLEHGQANISQYAALMVSCCAISWSTV
DYQISLRKSLPDKNVLTGPCPKLTYLFYKFFTLLSWMLSVVLLLFLNVKIALCLLSFLWE
LGILWAFKNQTKFCASISMEFLYRIVVGEFVLIFTFENIQGONTKCPMSCYYIVRVLATLG
ILIVLWFCPLSIFNSDYFIPISITIALALILGIIFLIVYYGTLHPNKSKERKPDEIDGKP
VQIECRMKYFLME

>Monodelphis domestica XKR9 (ENSMODP 36453)
MGFTKLNFFILVLGILIYITDLIMDIWVSVNFFCKGQHIFGILTMSFMLIAAGIVQCFESFEF
MWYKEDYQKMGQKGPSCSLLIHCFOGGIFIRYWFALRRGYHLAFQCSSSDGLSGRPALTQ
DPTDLSTPSREEGADAHQTVINEVTDLSMLRLFEIYLEASPQLMIQLYSLMESDQADCIQ
VAAIVTSCCAISSATVDYHIALRKSLPDKKLLSGYFPREFIYFLYKLLTFTSWILTVGLLT
VISINLSLILLITLWILGIMWACKQKTTEFCTSKCMEILYRGVVGFILIFTFFNVKGENTK
FPMSAYYVMRALATLGILVVFWSCIPPDEYQEFFRDFTITIVAAVAFLLGILFLIAYYTS
FHPNRREEKKIFDEVDGRIPPRACRIRNEFLMP

>Gallus gallus XKR9 (ENSGALP 35892)
MMKEFTKWNFIFLLGGIIVYIADIGVDFWVASKYFYQGQYFWAVLILCFRGLSSLVTQIFS
YHWEKNDWNGTHPGKLDWIFLVHFFHCGIFIRYWFALKYGCQAAFRQDSSGDVSETDPPN
ITQKQAIDVLTDINMLRVFKTFLETTPQLEFVQIYVLMEYNNHNFYQYAATITIISFCGISFES
MVDYQISLRKSLPDKEELEALPKLVYLFYKLLTITSWILSISLITLLSVRSSVIVLILLW
SCGFAWTLKQHTTFCKSKEMEYLYRTVVGIILLFTFFNIKGRKTKAYISIYYATHTLVTV
GILLVCLFWKPAVIEKVHLTIVSGLAVISLVLGLIFLAVYYKYFHPTTYCKQRTFFDEVD
RRGGDNMEVGREQNFIMQ

>Anolis carolinensis XKR9 (ENSACAP 14517)
MIDHESKTMRFTKQDLGMMCFGIVVYVADVGADFWIARTYWCKEQYLWCGLILATGFEFSS
VVIQLFSYIWFKEDRAEKLNWKLILLHLFHGGIFTRYWLALNQGFQAACKPKSSENILID
GPTSFIHRKAIYAMADISMLRLFKTYLESTPQLILQVYILMTSDNSTEFTQYISITVSFIS
ISCATVDYQIALRKSLPDKKTFVKISSKMMYFSYKLLTLTSWILSIALLAVLSIKTSIIL
VAILWMGGVGWAWKQHTTFCKSKTPEIVYRVTVGIILVFTFEFNIKGENTKIPMSVYYVIR
VLIISAISSASLFWKSSEFNGKIYLSFMIAAIATALILGIIFLVIYYAFFHPNIYYPQDVV
DGPGSERNENCRMRAFLMQ

>Xenopus tropicalis XKRO (ENSXETP 58401)
MKESKWNEFLMTIFGIFTLVCDYGVDLWIAVKYFQQOGLYIFSLLTILFIVISNAIVNVESY
AWIKDDCTEGNTRKLRWVWVIHVLMAGTFLRYWHAVKCGYRAAMSTHSEGDEFTKTNKKAV
DAMTDLSMLRCFKTFLESTPQLILQIYILMEHGQITLLOQYATIIISVEFSISWSTVDYHMS
LRSSLENKKEISLGLPAVTYVLYKLLTLTSWILSLVFLLACNVYIFVALLGILWILGLCW
AWKONTEFCTNMRMEILYRIVVAVILVLTFFNVKGQRTRVPMSVYYTFRIVATIGILILC
FLFKESLTRKLFFAVFSIALVLALGLGLMSLILYYCLFHPTLHSKDONQDAADGCVDRSK
SHYFLSQ

>Takifugu rubripes XKR9 (ENSTRUP_ 30989)
MSYFTKLRWFLTIAGLFMYMADICTDAVLVFTYFKEKHFAFAALTLLFVVVGLLVTQLFES
SAWYLDDLNLGLIKAEAETPLPGVSTCGLAALHLLGMGIFVRYYHLLSQGFRLVWRTAEL



PGETLKHQHHLLEFSLTADLSMLRLMEAFLESVPQLLLOLYITLGRQECSLIQSVGMTISE
LNAAWALVDYRRCLRKSLPDVNEMPFGFPTVIYLLYKLGTITSHIFGYALFLIFCTYSTV
ALAFIWLVGTIWTHSLHTDFCSSRSLEFLYRAIVGVILTFTFENVKGOQGTRDVMIIYYFF
HSLINILGPLLLFILRPELLAFSVLLCVSVLMASGSVLGLVCLVIYYLKLHPKEACREAD
EVDGLGTKKQPKQRLKNEFIHP

>Tetraodon nigroviridis XKRY (ENSTNIP 11017)
APLRMTEFTKLRWLLSAAGLVMYVADVCTDAALVLTYFKEKHVVCAALTLLFIVVGLLVT
QVESTAWYWDDMDCDEKREDMKTTLPVVSKRGLATLHLFGVGIFIRYYOMLKRGEFGVANWG
TVEPVEEIKNQOHFLFGLAADLSMLRLLEAFLESVPQLLLOLYIVLGQQECSLVQLVGMS
FSFMNAAWALVDYRRCLRRSLPDVROMPRGLPTAIYLLYKLFTITSRVLGYALLLIFSIY
STVGLAIVWLLGTAWTHRLHTDFCSSQSLEFLYRAIVGVILTFTFENVKGQGTRDAMITY
YFLHSLINVLSLLLLFVLRPDLLTLAALLCVSTLMAACSVLGLVCLVLYYLLLHPTEACR
EADEVDGLEIKTRSKGRLRDFLYP

>Gasterosteus aculeatus XKRY (ENSGACP_3687)
IQYTKLRWCLTIAGLLLYVGDIGTDIGLAVRYFQKGDSVWAGLTLAFALAGLLVTQIFSY
AWYEDDRNDPVMSAVGKPTVSGLSKGRLAVLHLSGMGIFSRYYLLLKKGFKVLWTSPHSN
AAAERNDADHCLEFCMATDLSMLKLFETFLESVPQLLLOLYILLAHGGSSVLQYLSMAFSE
FNIAWSLVDYRRCLRRSLPRIAAMPSGLPTAIYLLYKFCTITSHILSYTLLLALSPYSST
GLTVLWLLGTTWTHVLQTDFCSSPKLEPLYRAVIGVILTFTFFNVKGODAMVPMTIYYLFE
YFFVNVTAPLLLGLLKPEWQTDPFLLTVSGVIFGGSVLGLCFLVLYYGFLHPKETQRQAD
EVDGVDVVVKPTRATRRRNNEFLOP

>Oryzias latipes XKR9 (ENSORLP 10106)
LOKMNIPWSTVLYFFGFCLYIMDIVTDISLEVNYIKNGQYLWGGMTMMEFVVTGTLSTQPF
SYVWYRDDDEEPKTLKAGLAVHLFGLGTIFRYYHLLKESCRVHRTTANSPTAERTGTEHN
LLFGMATDLCMLKMFEAFLESVPQILLOQLYIIHDONEGFFHQWLSVAFSVSNVAYTLMDEFE
RVCLRRSLPHARQKPSIPSRLVYLEFYKLFTITSHILSYSLLLTLSVYSMVALTVLWLLMT
VWVHFLKTDFCTSKGLEFFYRLIVGFILVFTFENVKGODTGLAMTVYYMLYATINITIAPT
LSMFLVPELQTRVFLCITCVIGGTTILGFMCLILYYYYLHPRGMOREPDEVDGLDTKAKA
TRRMRRFLQP

>Ciona savignyi (ENSCSAVP 4599)
MLSSSHHKESLKTLOHKLLSPMSSHDSDTEIDLQTAMPLLPVHYSPQPKSAGYILAHGIS
AATIEHSNDLSPVELTPENICNKNIQSGDNRKDVVDSAPSREGRILDKENVYDNDCKNSQ
ISNSENNSECSQLSEVNENPKNVTCYSTVCILISCKNICTRESIVDLVLILGSIGLYIFED
TATDILNGLSYYNKREENKDNLEFYFILTMVVIVLPSEFIMOAFSIWWEWEDDSKRNEKRKE
NGKMVKNTCCKHFFLCIVHVLQVGPIYRYIRATHHGVKSRRRELOGNKKREFDEYDKMWKY
QLSDVSFLRVMESYLESAPQVVLQIYIMIKTMOQTPFITVLSCCVSIIGMSSMLVSWQRNL
RDTLPKELNKKQISICGTIMLFLYRTCTITARCLLWHYF

>Strongylocentrotus purpuratus_ (XP _011680834)
MSALKWITHICQAGPLHRYVNLEVTGMEARRTRDALDFERLENQQSDVCMLRLFESFMESAPQVVLQLYT
MVATNDENEWTGTSAAVSLESLCWALGAYSRAHRKVRRDKKVVSWPGLVLQTLWRIGMISSRVMALVLFA
SVFKAYIFLAVGIHWIGMMVWVHLQKTDFCTHPLEERLENCVVAVIYIFCFFNLKEGKSRKRVLVEYSIM
FVENTVLLLVWYSYRTIGEWYNVAGFTIVFGGYGIGVVSMILYYRYLHPRNDFTLCGPKPEKEPSRSLNT
TPSMSPASSPAALFSPELYRHGHSPSPKQQRRSDVNHNDNAASPLARPLSQTSIHLDDDFDKEHGVPQRS
GKVKGQGHKVGRGDSIVRKSKSESCVSENENETISPKVHLDKSTAGNSSVLMNASLMASFRCEISGFGTD
LVQKFDDWRDHSRLTNHSVMSAGGKSGNLTRSLGSMLDQSHVPSPAAAHCIDSADAARTPEFSPDLOQOMPE
TIADSPNQIMTAYEAQQIYDSILGIHHPRRNSKRKLKFDDDPGKASGRTRSKSGNAVVHGKPAQKETGNRS
GDGGFGNGGPQRVVVTRKYVKDGCCVGRIGTSGQLLDQSKQSHHPVPNLGTKNRDKCSEGSHKILTHPAN
NAVVETKTKEIYPDNGKKIETETTNFQAVKVDMPIDLEGAKPLOGSKDNHDLGHVINEKQKGIQNQNKPS
ILIVDVNSARAEHETQIGIAAPRLRAALSRDLFKAKERVISRSSHITNKADVHNEGCDKAASVLGCKSDN
VKGIVAYHDEFPIVVGRPAEHNEETAIDASKSEPNAHAQSTKDLQCATTVLNSNDKTKQGHNIYVKHSGK
LASGLEDSRITEREEEDNRDPCENSNAKAQRNSPTKAGKLLGSLSPKAATFSTSQGRFNGSHSPLIGGER
EPGGSRHKYHGRSPAGKTALKRVRSLKGSVPLDSLSLPQGSSPARDDSGKGHSEHERTPIANLKGKIKRA
LSIKAKIPYEGEVHVDSSPSIKSHLDHDPRRNDNHKTEKALNTISSPQVNVDKASELVMRERPVLVENQQ
SAPKSAFSPOKFEAISQSNKINPPOQKTGVEPYSLPTTTLSSPRGEENRGFAPVSGNMIMNTSPQKNTENT
KKYSGSPQKTGKEHLSLSKGTRVRTPGKENRGFQPGTVKGTVSRQTNNKLGSPTGKKPPRRSLNRIPTNL
VADNVARFDSPSK



>Drosophila melanogaster (FBpp0074004)
MASAEQRTEVDALMMGPISKLSMLLTVVSILWREVSICINWSLAYVYWMEESYGYCAWTI
GSILVPMVVTSVIYIHTLKSAHAGEKRILERGVYSNAVISYLFRDVYVLNYAFKYSLAKE
RDDKQAEIEYYQKLMTEECNVSEFVRLEDSFLESAPQKILOQLATILLOSTLEFTYYRHIALT
VYFGNIAWCIQAYNHSNRLAQLDKHDIAAKGRFLOQFLFLLCLTVSRTLCIAYVASIFPIE
TLIICATLACFYGTIVFEFVDSPMIAKSRPMNYSYCLCEFGVVYLFIFTPVKDAPTKYKYAF
YLTFCLLONITIACALYIPLYLATAITALYIVGIVLLIIYYTYCHPNTVRTYF

>Capitella teleta (ELU18097)
VFDLLGNIVGIGSYLSDVVTDCWVAYTHFVRYNWWWESLTLGEVIIPSLVMTFFSTVWYIQEHRDPHHOH
IKYSLDDHPSESKKKKVSTRRWVSRFILLFFQVAPVLRYLDSIIFCCRSWMANKKGNHRVKRHWYERMLY
EDTDATLLRLMECFMEAAPQLVLOLYIISINGLHDEWYNAAAQVLSCVTSLEFSLSWAIAAYHKALRLSLA
DKSNLNWKGFALLILWRVEFTIGARISAMALFASEVSPWIFAAATATHWLVMFIWCLTKKTEFCHHSWQEP
FFKAVMSVVYIFGFLNLLEGYTRFRYIFFYSLVYLENLAMMMVWEWMGGTDMRWEFHKGAVVCIVLGEFLVG
VIFOMVYYKFYHPN

>Nematostella vectensis (XP 001631494)
RYWNVFRTGWRTRRSTASSSEYHSFLSQWRDICMLRLLEAYLESAPQLVLOLYILSYRRREDMNSDLITA
TAAACSLVSLAWAIVAYQKSLRDVEFCDNVSWTGFFLQVMWRLFMVASRVVAMVLFASYFNLWLGVAIALH
WLLMFIFLVTQSTKFCMDNDGRDHPLREMLEDGTIAFIYIFSFENITEGMTRIRVGIFYSLMEIENSVEV
LLWYPHRSLFGDVAIAAITIVIGGFFLGLLSMFMYYH

>Amphimedon queenslandica (XP_011409635)
MATIIDSNFTLOLVLSPLLIVFASVVSSAVSLLLTLLVYILSDRLHAERRRVVIPAYIVTFLWHLEVIPSR
IFAMVLFAVAYGPYVAVVVGVHWGAAIIWTLAERTNFCGDLSTTPPKKRYLLELPFVGVVSFIFLEFIYEN
VRDGSTMVRIIVYHLLTAVETLLLSALFYVAYPNLSLSPWVFALSVSSYGLGVAFMEFLYYAAWHPSRTED
CFLCIGCPKSCECCPCEFSDKGELHLGNVDLPLDGERRRDNPRDEERSSGGDIEGEERPVTGRRTPNONGE
YPSTPHRAGSSSMNNINRSTGGTPTHVRPSLOLNNHESSAVEIPRNTSLYGGSGGGEENPYSLPFHHVGV
PHTGALSLENIKRVSPYRAPSRGSLREGEEKRWPVKTKTENLPRRMLPLVTNASDPRSTPLPRRGSDSQL
LPGASLNKSKYSNFNGKQRHSMIVHPDLOLSSNINLPSPIGEEPGALDGGRKWSSPLPILHVSSADSPGR
GRGERGRGRGRIAKERRGSGSLLPSPYSSEFMYVTPPTPTVNTSMAASSSSLNPSYPVRSSSQLETREYLE
PGAGIGVKRYRHRSLSPDVHSSEGSGCGYPAYSRSANATPKQSPYSSCRSSSGCAPRKRRSGSSNPLHSG
DPMVEFTQLYTSGASPTHMRRPSSRSSARVSTTCDESSDCGAGRRGRTSACSSGVESSDKSDTGESVPPT
GSEVNEPRPVLGVESNDGCGRGEERGRKDKRWQPSVNSDVGVMGGDTLV

YTH Domain-Containing Family Protein-YTHDF

>Homo sapiens_ YTHDFEF1 (ENSP 359364)
MSATSVDTQRTKGQDNKVONGSLHQKDTVHDNDFEPYLTGQSNQSNSYPSMSDPYLSSYY
PPSIGFPYSLNEAPWSTAGDPPIPYLTTYGQLSNGDHHFMHDAVEGQPGGLGNNIYQHRF
NFFPENPAFSAWGTSGSQGQOQTQOSSAYGSSYTYPPSSLGGTVVDGQPGFHSDTLSKAPGM
NSLEQGMVGLKIGDVSSSAVKTVGSVVSSVALTGVLSGNGGTNVNMPVSKPTSWAATIASK
PAKPQPKMKTKSGPVMGGGLPPPPIKHNMDIGTWDNKGPVPKAPVPQQAPSPQAAPQPQQ
VAQPLPAQPPALAQPQYQSPQOPPQTRWVAPRNRNAAFGQSGGAGSDSNSPGNVQPNSAP
SVESHPVLEKLKAAHSYNPKEFEWNLKSGRVFIIKSYSEDDIHRSIKYSIWCSTEHGNKR
LDSAFRCMSSKGPVYLLEFSVNGSGHFCGVAEMKSPVDYGTSAGVWSQDKWKGKEDVQWIEFE
VKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPLEKAKQVLKIISSYKHTTSIFDDFAHYE
KROEEEEVVRKERQSRNKQ

>Macaca mulatta YTHDF1 (ENSMMUP 38261)
MSATSVDTQRTKGODNKVONGSLHQKDTVHDNDFEPYLTGQSNQSNSYPSMSDPYLSSYY
PPSIGFPYSLNEAPWSTAGDPPIPYLTTYGQLSNGDHHFMHDAVEFGQPGGLGNNIYQHRF
NFFPENPAFSAWGTSGSQGQOQTQOSSAYGSSYTYPPSSLGGTVVDGQPGFHSDTLSKAPGM
NSLEQGMVGLKIGDVSSSAVKTVGSVVSSVALTGVLSGNGGTNVNMPVSKPTSWAATASK
PAKPQPKMKTKSGPVLGGALPPPPIKHNMDIGTWDNKGPVPKAPVPQQOAPSPQAAPQPQQ
VAQPLPAQPPPVAQLQYQSPQOQPPQTRWVAPRNRNAAFGQSGGAGSDSNSPGNVQPNSTP
SVESHPVLEKLKAAHSYNPKEFDWNLKSGRVFIIKSYSEDDIHRSIKYSIWCSTEHGNKR
LDSAFRCMSSKGPVYLLEFSVNGSGHFCGVAEMKSPVDYGTSAGVWSQDKWKGKEDVKWIE
VKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPLEKAKQVLKIISSYKHTTSIFDDFAHYE
KROQEEEEVVRKERQNRNKQ



>Callithrix jacchus YTHDF1 (ENSCJAP 18479)
MSATSVDAQRTKGQDNKVQONGSLHQKDTVHDGDFEPYLTGQSNQSNSYPSMSDPYLSSYY
PPSIGFPYSLNEAPWSTAGDPPIPYLTTYGQLSNGDHHFMHDAVEFGQPGGLGNNIYQHRE
NFFPENPAFSAWGTSGSQGQOQTQOSSAYGSSYTYPPSSLGGTVVDGQPGFHSDTLSKAPGM
NSLEQGMVGLKIGDVSSSAVKTVGSVVSSVALTGVLSGNGGANVNMPVSKPTSWAATIASK
PAKPQPKMKTKSGPVMGGALPPPPIKHNMDIGTWDNKGPVPKAPVPQQAPSPQAATQPQQ
VAPPVPTQPPPLAQPQYQSPQOPPQTRWVAPRNRNTAFGQSGGAGSDSNSPGNVQPNAAP
SVESHPVLEKLKAAHSYNPKEFDWNLRSGRVFIIKSYSEDDIHRSIKYSIWCSTEHGNKR
LDSAFRCMSSKGPVYLLFSVNGSGHFCGVAEMKSPVDYGTSAGVWSQDKWKGKEDVKWIF
VKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPLEKAKQVLKIISSYKHTTSIFDDFAHYE
KROQEEEEVVRKERQNRNKQ

>Mus musculus_YTHDF1 (ENSMUSP 37808)
MSATSVDPQRTKGQDNKVQONGSLHQKDAVHDNDFEPYLSGQSNPSNSYPSMSDPYLSSYY
PPSIGFPYSLSEAPWSTAGDPPIPYLTTYGQLSNGDHHFMHDAVFGQPGGLGNNIYQHREF
NFFPENPAFSAWGTSGSQGQOQTQOSSAYGSSYTYPPSSLGGTVVDGQTGFHSDSLNKAPGM
NSLEQGMVGLKIGDVTTSAVKTVGSVVNSVALTGVLSGNGGTNVNMPVSKPTSWAATIASK
PAKPQPKMKTKSGPIVGGALPPPPIKHNMDIGTWDNKGPAPKASAPQQTPSPQAAPQPQQ
VAQPLPVQPPPLVQPQYQSPQOPLOPRWVAPRNRNAAFGQSGGANSDSNSVGNAQPTSAP
SVESHPVLEKLKAAHSYNPKEFDWNLKSGRVFIIKSYSEDDIHRSIKYSIWCSTEHGNKR
LDGAFRSMSSKGPVYLLFSVNGSGHFCGVAEMKSPVDYGTSAGVWSQDKWKGKEDVKWIF
VKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPLEKAKQVLKIIASYKHTTSIFDDFSHYE
KROEEEEVVRKERQNRNKQ

>Rattus norvegicus_ YTHDF1 (ENSRNOP 37700)
MSATSVDPQRTKGQENKVQONGSLHQKDAVHDNDFEPYLSGQSNPSNSYPSMSDPYLSSYY
PPSIGFPYSLSEAPWSTAGDPPIPYLTTYGQLSNGDHHFMHDAVEFGQPGGLGNNIYQHRFE
NEFFPENPAFSAWGTSGSQGQQTQOSSAYGSSYTYPPSSLGGTVVDGQTGFHSDTLNKAPGM
NSLEQGMVGLKIGDVTTSAVKTVGSVVNSVALTGVLSGNGGTNVNMPVSKPTSWAATIASK
PAKPQPKMKTKSGPIVGGTLPPPPIKHNMDIGTWDNKGPAPKASAPQQTPSPQAAPQPQQ
VAQPLPVQPPPLVQPQYQSPQOPLOPRWVAPRNRNAAFGQSGGANSDSNSVGSAQPTSAP
SVESHPVLEKLKAAHSYNPKEFDWNLKSGRVFIIKSYSEDDIHRSIKYSIWCSTEHGNKR
LDGAFRSMSSKGPVYLLEFSVNGSGHFCGVAEMKSPVDYGTSAGVWSQDKWKGKEDVKWIE
VKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPLEKAKQVLKIIASYKHTTSIFDDFSHYE
KROQEEEEVVRKERQNRNKQ

>Canis familiaris YTHDF1 (ENSCAFP 18790)
MADPYLSSYYPPSIGFPYSLNEAPWSTGGDPPIPYLTTYGQLSNGDHHFMHDAVFGQPGG
LGNNIYQHRENFFPENPAFSAWGTSGSQGQQAQSSAYGSSYTYPPSSLGGTIVDGQTGEH
SETLNKAPGMNSLEQGMVGLKIGDVTTSAVKTVGSVVSSVAMTGVLSGNGGTNVNMPVSK
PTSWAATASKPAKPQPKMKAKSGPVIGAALPPPPIKHNMDIGTWDNQGPVPKAPAPQQAP
APQSAPQPQPVVQPLPTQPPPLAQPQYPSPQOPPQTRWVAPRNRNAAFGQSGGTSSDGNS
PGNTQPSSAPTVESHPVLEKLKAAHSYNPKEFDWNLKSGRVFIIKSYSEDDIHRSIKYSI
WCSTEHGNKRLDGAFRAASSKGPVYLLFSVNGSGHFCGVAEMKSPVDYGTSAGVWSQDKW
KGKFDVKWIFVKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPLEKAKQVLKIIASYKHTT
SIFDDFSHYEKRQEEEEVVRKERQNRNKP

>Felis catus YTHDF1 (ENSFCAP 8264)
MADPYLSSYYPPSIGFPYSLNEAPWSTGGDPPIPYLTTYGQLSNGDHHFMHDAVEFGQPGG
LGNSIYQHRENFFPENPAFSAWGTSGSQGOQOAQSSAYGSSYTYPPSSLGGTIVDGQTGEH
SDTLNKAPGMNSLEQGMVGLKIGDVTTSAVKTVGSVVSSVAMAGVLSGSGGTSVNMPVSK
PTSWAATASKPAKPQPKMKAKSGPVIGAALPPPPIKHNMDIGTWDNKGPVPKPPAPQQAP
APQPAPQPOPVVQPLPAQPPPLAQPQYPSPQQPPOTRWVAPRNRNAAFGQSGGAGGDGNS
PGSAQPHSAPSVESHPVLEKLKAAHSYNPKEFDWNLKSGRVFITIKSYSEDDIHRSTIKYST
WCSTEHGNKRLDGAFRAAGSKGPVYLLEFSVNGSGHFCGVAEMKSPVDYGTSAGVWSQDKW
KGKFDVKWIFVKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPLEKAKQVLRITASYKHTT
SIFDDFSHYEKRQEEEEEVRKERQNRNKOQ

>Myotis lucifugus YTHDF1 (ENSMLUP 2032)
FPYLKVIFKNANTIFVSAILVONGSLHQKDTVHDNDFEPYLSGQSNQSNSYPSMADPYLS



SYYPPSIGFPYSLNEAPWSTGGDPPIPYLTTYGQLSNGDHHFMHDAVEFGQPGGLGNNIYQ
HRENFFPENPAFSAWGTSGSQGQQAQSSAYGSSYTYPPSSLGGTIVDGQTGFHSDTLNKA
PGMNSLEQGMVGLKIGDVTTSAVKTVGSVVSSVAMTGVLSGNGGTNVNMPVSKPTSWAATL
ASKPAKPQPKMKAKGGPVIGAALPPPPIKHNMDIGTWDNKGPVPKALAPQQVPAPQSAPQ
POPVVQPLSVQPPPLAQPQYQSSQPLPQTRWVAPRNRNAAFGQSSGTGGNSHSPGSTQSG
SALSAESHPVLEKLKAAHSYNPKEFDWNLRSGRVEFIIKSYSEDDVHRSIKYSIWCSTEHG
NKRLDGAFRSVGSKGPVYLLFSVNGSGHEFCGVAEMKSPVDYGTSAGVWSQDKWKGKEDVK
WIFVKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPLEKAKQVLKITIASYKHTTSIFDDES
HYEKRQEEEEVVRKERQNRNKQ

>Gallus gallus YTHDF1 (ENSGALP_9213)
MSATSVDPQRPKGODNKVONGSLHQKDTVHDNDFEPYLSGQSNQONSSYPSMTDPYLSSYY
PPSIGFPYSLSEAPWSTGGDPPIPYLTTYGQLSNGDHHFMHDAVFGQPGGLGNNIYQHRE
NFFPENPAFSAWGTSGSQGQQTQSSAYGSSYSYPPSSLGGTIVDGQTGEFHNDTLNKAPGM
NSIEQGMVGLKIGGDVTTSAVKTVGSVVNSAGMTGALSGNGGSNVNLPVSKPTSWAATAS
KPAKPQPKMKTKTGPVIGGALPPPPIKHNMDIGTWDNKGPVAKVPAPQQIPSPQSVPQOPQ
QQIVQPVPAQPPPLTOQPQYQSPQOPPONRWIAPRNRNAAFGQSGGTGNDSNSAGSTQPNP
VPSGESHPVLEKLKAAHSYNPKDFEWNLKNGRVFIIKSYSEDDIHRSIKYSIWCSTEHGN
KRLDSAFRSMNSKGPVYLLEFSVNGSGHFCGVAEMKSPVDYGTSAGVWSQDKWKGKEDVKW
IFVKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPLEKAKQVLKITATYKHTTSIFDDESH
YEKRQEEEEVVRKERQNRNKQ

>Anolis carolinensis_ YTHDF1 (ENSACAP 5432)
MSATSVDPOQRPKGQODNKVONGSLHQOQKDTVHDNDFEPYLSGQSNONNSYPSMTDPYLSSYY
PHSISFPYSLSEAPWSTGGDPPIPYLTTYGQLSNGDHHFMHDAVEGQPGGLGNNIYPHRF
NFFPENPPESAWGTSGSQGOQTONSAYGSSYSYPPSSLGGTIVDGQTGFHNDTLNKAPGM
NSIEQGMVGLKIGGDVTASAVKTVGSVVNSTGLACALSGNGGSSINLPVSKPTSWAAIAS
KPAKPQPKMKAKSGPVVGGALPPPPIKHNMDIGTWDNKGPVAKVPAPQOQIPSPOSLPQPQ
IIQPIPTQPPPLTQLPYONPQPPPPONRWVAPRNRNAAFGOSGGTGNESNSLGSAPANST
PGGESHPVLEKLKAAHSYNPKDFEWNLKNGRVFIIKSYSEDDIHRSIKYSIWCSTEHGNK
RLDSAFRSMNSKGPVYLLFSVNGSGHFCGVAEMKSSVDYGTSAGVWSQDKWKGKEDVKWI
FVKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPLEKAKQVLKIIATYKHTTSIFDDFSHY
EKRQEEEEVVRKERQNRNKQ

>Xenopus tropicalis YTHDF1 (ENSXETP 56774)
FSPKVFPLGRSNNDLISVONGSLHQKDSVHDNDFEQYLSGQSNQSNSYPSMTDPYLSSYY
PPSIGFPYSLSEAPWSTGGDPPIPYLTPYGQLSNGDHHFMHDAVFGQPGGLGNNIYQHRF
NFFPENPAFSAWGTSGSQGQOQTONSAYGGSYSYPPSSLGGTIVDGQTGFHNETLNKAPGM
NSTEQGMVGLKIGSNVTASAVKTVGSVVNSVGMPSALSGNGGTSISMPPSKPTSWAAIAS
KPAKPQPKAKTKPVTIIGGALPPPPIKHNMDIGTWDNKGPVAKPPMPQQIPSPQSMPPPQ
POLLQPIPAQPPPMSQTPYQONPPPPOOQPOAPONRWVAPRNRNAAYGQGGGPDGNPLGGA
OSHSAPGNESHPVLEKLKAAHSYNPKDFDWNLKNGRVFIIKSYSEDDIHRSIKYSIWCST
EHGNKRLDSAFRSMNGKGPVYLLESVNGSGHEFCGVAEMKSPVDYGTSAGVWSQDKWKGKE
DVKWLFVKDVPNNOQLRHIRLENNDNKPVTNSRDTQEVPLEKAKLVLKIIATYKHTTSIFED
DFSHYEKRQEEEEVVRKVMAKPDSC

>Danio rerio YTHDF1 (ENSDARP 5746)
MSTTSIDPQTSKGODAKVONGSLHQKETVHDNDFEPYLTGQSNPNNSYQSMTDPYLSSYY
APSIGFPYPLSEAPWSTGGDPPIPYLTPYAPLSNGDHHEFMHDTVFGQPGGLGSSIYPHRE
NEFPENPAFSAWGTSGSQGQOQTOSSAYGGSYSYPPSSLGGTLVPDGQTGFPSDTLNKAPG
MNSLEQGMVGLKIGGDVTGGGSGVKTVGSVIGGGPVAAAVATGNGGTPIGLPPPKPTSWA
ATASKPAKPQQLKVKSKPGMPMAGGTLPPPPIKHNMDIGTWDNKGPVTKVASSLPPHHHH
QQOPPLHSQGHLPPHPHGLPPPPQPPMPSAQSLAQOMAMOGPPPPOPYONHAPAPPPQTR
WVAPRNRNPGYGGGGSVDSSGSSSGGGVGNGGGGGPPGSGAIESHPVLEKLRAAHSYNPK
EFDWNLKNGRVEFIIKSYSEDDIHRSIKYSIWCSTEHGNKRLDSAFRAINGKGPVYLLESV
NGSGHFCGVAEMRSPVDYGTSAGVWAQDKWKGKFDVDWLEVKDVPNSQLRHIRLENNDNK
PVINSRDTQEVPLEKAKQVLKITATYKHTTSIFDDESHYEKRQEEEEVVRKNLEPAPTIQON
RSRLDQERQONRNKQ

>Takifugu rubripes YTHDFla (ENSTRUP 12114)
MSATSIEPQRSKGQASKVONGSLHOQKETVHDSDFEPYLSGQSTONNSYQSITDPYLSSYY



APSIGFPYPLSEAPWSTGGDPPIPYLTPYGPLSNGDHHEMPDTVEFGQPGGLGSSIYPHRE
NFFPENPAFSAWGTSGSQGOQOTQSSAYGGSYSYPPSSLGGTLVPDGQTGFHSETLNKAPG
MNSLEQGMVGLKIGGDVAGQGSGVKAVGSVIGGPAVPTAGNGATPIGMPPPKPTSWAATIA
SKPAKPQQLKTKVKPGMPGSLGGALPPPPIKHNMNIGTWDKGPVTKGPMQOGHMQPPPPQ
SLVQPOMQOPMALQPPHHOHHQHHQPPPOPYQONHGOQPPOQPOQTRWIAPRNRNQGYGQGGPGQ
DCNCTMGLISGNGGPPSSISQGPGAESHPVLDKLRASHSYNPKDEFDWNLKNGRVEIIKSY
SEDDIHRSIKYSIWCSTEHGNKRLDSAYRAMNAKGPVYLLFSVNGSGHFCGVAEMRSPVD
YGTSAGVWAQDKWKGKEDVDWLEVKDVPNSQLRHIRLENNDNKPVTNSRDTQEVPLEKAK
QVLKIIATYKHTTSIFDDEFSHYEKRQEEEEEVRKVRPPPQYC

>Takifugu rubripes YTHDF1lb (ENSTRUP 12113)
MSATSIEPQRSKGQASKVONGSLHQKETVHDSDFEPYLSGQSTONNSYQSITDPYLSSYY
APSIGFPYPLSEAPWSTGGDPPIPYLTPYGPLSNGDHHFMPDTVFGQPGGLGSSIYPHRFE
NEFFPENPAFSAWGTSGSQGOQTQSSAYGGSYSYPPSSLGGTLVPDGQTGFHSETLNKAPG
MNSLEQGMVGLKIGGDVAGQGSGVKAVGSVIGGPAVPTAGNGATPIGMPPPKPTSWAATA
SKPAKPOQQLKTKVKPGMPGSLGGALPPPPIKHNMNIGTWDKGPVTKGPMQQGHMQPPPPQ
SLVQPOMOPMALQPPHHOHHQHHQPPPOPYQONHGOPPOQPOQTRWIAPRNRNQGYGQGGPGQ
DCNCTMGLISGNGGPPSSISQGPGAESHPVLDKLRASHSYNPKDEDWNLKNGRVEFITIKSY
SEDDIHRSIKYSIWCSTEHGNKRLDSAYRAMNAKGPVYLLEFSVNGSGHFCGVAEMRSPVD
YGTSAGVWAQDKWKGKEDVDWLEFVKDVPNSQLRHIRLENNDNKPVTNSRDTQEVPLEKAK
QVLKITIATYKHTTSIFDDFSHYEKRQEEEEEVRKKKSSLNKL

>Tetraodon nigroviridis YTHDFla (ENSTNIP 6584)

MSATSIEPQRSKGQASKVONGSLHOQKETVHDNDFEPYLSGQSTONNSYQSITDPYMSSYY
APSIGFPYPLSEAPWSTGGDPPIPYLTPYGPLSNGDHHFMPDTVFGQPGGLGSSIYPHREF
NFFPENPAFSAWGTSGSQGOQTQOSSAYGGSYSYPPSSLGGTLVPDGQTGFHSETLNKAPG
MNSLQOQGMVGLKIGGDVTGQGSGVKAVGSVIGGPTVPTAGNGATPIGMPAPKPTSWAATA
SKPAKPQQLKTKVKPIKHNMNIGTWDKGPVTKVATVPPPOQPLGLPHGLPPQGPMTQGPMQ
TRWIAPRNRNQGYGQGGLGQDCNCTMGLISGNGGPPTSVSQGPGAESHPVLDKLRACHSY
NPKDFDWNLKNGRVFIIKYSEDDIHRSIYSIWCSTEHGNKRLDSAYRAMNAKGPVYLLFS
VNGSGHFCGVAEMRSPVDYGTSAGVWAQDKWKGKEFDVDWLEVKDVPNSQLRHIRLENNDN
KPVTNSRDTQEVPLEKAKQVLKITIATYKHTTSIFDDFSHYEKRQEEEEEVRKERQNRHKQ

>Tetraodon nigroviridis YTHDF1b (ENSTNIP 15460)
MSAASIDPQETSKGQODASKVSVONGSLHQKDTVHDTDFEPYLSNQSNQONNSYQSMTDPYL
SSYYAPSIGFPYPLSEAPWSTGGDPPVPYLTPYAPLSNGDHHFMHDTVFGQPGGLSSSIY
PHRENFFPENPAFSAWGTSGSQGOQTQSSAYGGSYSYPPSSLGGTLVPDGQTGFHSDTLS
KAPGMNTIEQGMLGLKLGGDVAGTGSAVKSPGSVIGGGGSVAAAVATPIGMPTPKPTSWA
ATASKPAKLQQOKNKNKPGASIAGGPLPPPPIKHSMDIDTWDNKGTVAKMAAPLPQSLQS
AQSLVQOMTMPGPPPPPPSYQNHSSAPTPQTRWVAPRSRNFCFTPEPGAESHPVLEKLRA
AHSYNPREFDWNLKNGRVFIIKSYSEDDIHRSIKYSIWCSTEHGNKRLDSAFRAMNSKGP
VYLLFSVNGSGHFCGVEMRSPVDYGTSAGVWAQDKWKGKEDVSWLEVKDVPNSQRHIRLE
NNDNKPVTNSRDTQEVPLEKAKQVLKIITQYKHTTSIFDDFSHYEKKQEEEEVVKKERQK
RIKV

>Gasterosteus aculeatus YTHDFla (ENSGACP_3428)
MSATSIDPQORSKGQASKVONGSLHQKEAVHDNDFEPYLTGQSTONNSYQSITDPYLSSYY
APSIGFPYPLSEAPWSTGGDPPIPYLTPYGPLSNGDHHFMPDTVFGQPGGLGSSIYPHREF
NFFPENPTEFSAWGTSGSQGQOQTQOSSAYGGSYSYPPSSLGGTLVPDGQTGFHSDTLNKAPG
MNSLEQGMVGLKIGGDVGGQCSGVKAVGSVIGGPVVAATGNGATPIGMPPPKPTSWAATIA
SKPAKPOQQLKAKLKPGMSNLGGALPPPPIKHNMNIGTWDKGPVTKVATAPMOHQQOPMGLP
PHGMPPQGHMQQGPMHPPPSQSMVQPQPYQNHNQPPQPQTRWVAPRNRNQGYGQGGYGQG
GPGHDGGGGVMGMMGSGNCGPPPCAGQGPGGESHPVLDKLRAAHAYNPKDFEWNLKNGRV
FITKSYSEDDIHRSIKYSIWCSTEHGNKRLDSAFRAMSAKGPVYLLESVNGSGHFCGVAE
MRSPVDYGTSAGVWAQDKWKGKFDVDWLFVKDVPNSQLRHIRLENNDNKPVTNSRDTQEV
PLEKAKQVLKIIATYKHTTSIFDDFSHYEKRQEEEEEVLKERQNRSKQ

>Gasterosteus aculeatus_ YTHDF1lb (ENSGACP_15892)

MSAASIDPQTTKGQDASKVSVONGSLHQKDTVHDNDFEPYLTNQSNQONNSYQSMTDPYLS
SYYAPSIGFPYPLSEAPWSTGGDPPIPYLTPYAPLSNGDHHFMHDTVFGQPGGLSSSIYP
HRENFFPENPAFSAWGTSGSQGQQTQSSAYGGSYSYPPSSLGGTLVPDGQTGFHSDTLSK



APGMNSLEHGMLGLKIGGDLTGSGLGVKSAGSLGGGSVAAAVATGNGGAPIGMPPPKPTS
WAATIAGKPAKLPQOKAKNKLGAPIVGGGLPPPPVKHNMDIDTWENKGALNKMAPPLPQQP
QLHSHAPSLLPPLQOOSLOSAQSLVOOMTMQOGPPLPPPOSYONHNSAPTPOTRWIAPRNRN
LCYGGGSLDSSGSSNGGGVGNGGGGGAPPDPGSESHPVLEKLRAVHSYNPKEEFDWNLKNG
RVFIIKSYSEDDIHRSIKYSIWCSTEHGNKRLDSAFRAMNSKGPVYLLESVNGSGHEFCGV
AEMRSPVDYGTSAGVWAQDKWKGKEDVNWLEVKDVPNSQLRHIRLENNDNKPVTNSRDTQ
EVPLEKAKQVLKITAQYKHTTSLFDDFSHYEKKQEEEEVVKKSYEPAPIQSRSRIDQEKL
SRDOM

>Oryzias latipes YTHDFla (ENSORLP 12218)
MSATSIDPQRSKGOASKVONGSLHOQKESVHDNDFEPYLTSQSTONNSYQSITDPYLSSYY
APSIGFPYPLSEAPWSTGGDPPIPYLTPYGPLSNGDHHFMPDTVFGQPGGLGSSIYPHRE
NFFPENPAFSAWGTSGSQGQQTONSAYGGSYSYPPSSLGGTLVPDGQTGFHSDTLNKAPG
MNSLEQGMVGLKIGGDVPGONSGVKAVGSVIGGPVAAAGNGATPIGMPPPKATSWAAIAS
KPAKPQQLKVKMKPGMPNPGGALPPPPIKHNMNIGTWDKGPVTKVAAAPLQOQQQPLGLP
HGMPPQGPMQPPSHQSLVQPOMOPIALOPOPPHHQHHHPPPQAYONHTQPQOPLTRWVAP
RNRNQGYGONGPCHDGGGVMGVVGVGHNGPPACGSQGTGGDSHPVLEKLRASHSYNPKDF
DWNLKNGRVFIIKSYSEDDIHRSIKYSIWCSTEHGNKRLDSAFRAMNGKGPVYLLESVNG
SGHFCGVAEMRSPVDYGTSAGVWAQDKWKGKEDVDWLEFVKDVPNSQLRHIRLENNDNKPV
TNSRDTQEVPLEKAKQVLKITATYKHTTSIFDDFSHYEKRQEEEEEVRKTFEPPQIQNRS
RLDQERQNRNKOQ

>Oryzias latipes YTHDFlb (ENSORLP 12216)

MSATSIDPQRSKGQASKVONGSLHQKESVHDNDFEPYLTSQSTONNSYQSITDPYLSSYY
APSIGFPYPLSEAPWSTGGDPPIPYLTPYGPLSNGDHHFMPDTVFGQPGGLGSSIYPHREF
NFFPENPAFSAWGTSGSQGOQTONSAYGGSYSYPPSSLGGTLVPDGQTGFHSDTLNKAPG
MNSLEQGMVGLKIGGDVPGONSGVKAVGSVIGGPVAAAGNGATPIGMPPPKATSWAATAS
KPAKPQOLKVKMKPGMPNPGGALPPPPIKHNMNIGTWDKGPVTKVAAAPLQQQQQPLGLP
HGMPPQGPMQPPSHQSLVQPOMOPIALQPOQPPHHOQHHHPPPQAYONHTQPQOPLTRWVAP
RNRNQGYGQONGPCHDGGGVMGVVGVGHNGPPACGSQGTGGDSHPVLEKLRASHSYNPKDEF
DWNLKNGRVFIIKSYSEDDIHRSIKYSIWCSTEHGNKRLDSAFRAMNGKGPVYLLFSVNG
SGHFCGVAEMRSPVDYGTSAGVWAQDKWKGKFDVDWLFVKDVPNSQLRHIRLENNDNKPV
TNSRDTQEVPLEKAKQVLKITATYKHTTSIFDDESHYEKRQEEEEEVRKISCNPWTPVKI

>Homo sapiens YTHDF2 (ENSP 444660)
MSASSLLEQRPKGQGNKVONGSVHQOKDGLNDDDFEPYLSPQARPNNAYTAMSDSYLPSYY
SPSIGFSYSLGEAAWSTGGDTAMPYLTSYGQLSNGEPHFLPDAMFGQPGALGSTPFLGQH
GFNFEFPSGIDEFSAWGNNSSQGOSTQSSGYSSNYAYAPSSLGGAMIDGQSAFANETLNKAP
GMNTIDQGMAALKLGSTEVASNVPKVVGSAVGSGSITSNIVASNSLPPATIAPPKPASWA
DIASKPAKQQPKLKTKNGIAGSSLPPPPIKHNMDIGTWDNKGPVAKAPSQALVONIGQPT
OGSPQPVGQOQANNSPPVAQASVGQQTQOPLPPPPPOQPAQLSVQQQAAQPTRWVAPRNRGSG
FGHNGVDGNGVGQSQAGSGSTPSEPHPVLEKLRSINNYNPKDFDWNLKHGRVEFIIKSYSE
DDIHRSIKYNIWCSTEHGNKRLDAAYRSMNGKGPVYLLEFSVNGSGHFCGVAEMKSAVDYN
TCAGVWSQDKWKGREDVRWIFVKDVPNSQLRHIRLENNENKPVTNSRDTQEVPLEKAKQV
LKITASYKHTTSIFDDFSHYEKRQEEEESVKKERQGRGK

>Callithrix jacchus YTHDF2 (ENSCJAP 18004)
MSASSLLEQRPKGOGNKVONGSVHQKDGLNDDDFEPYLSPOARPNNAYTAMSDSYLPSYY
SPSIGFSYSLGEAAWSTGGDTAMPYLTSYGQLSNGEPHFLPDAMFGQPGALGSTPFLGQH
GENFFPSGIDEFSAWGNSSSQGOSTOSSGYSSNYAYAPSSLGGAMIDGQSAFANETLNKAP
GMNTIDQGMAALKLGSTEVASNVPKVVGSAVGSGSITSNIVASNSLPPATIAPPKPASWA
DIASKPAKQQPKLKTKNGIAGSSLPPPPIKHNMDIGTWDNKGPVAKAPSQALVQONIGQPT
QOGSPOPVGOQOANNSPPVAQASVGQOTQPLPPPPPOQPAQLSVOOQAAQPTRWVAPRNRGSG
FGHNGVDGNGVGQSQAGSGSAPSEPHPVLEKLRSINNYNPKDEDWNLKHGRVEFIIKSYSE
DDIHRSIKYNIWCSTEHGNKRLDAAYRSMNGKGPVYLLESVNGSGHEFCGVAEMKSAVDYN
TCAGVWSQDKWKGREDVRWIFVKDVPNSQLRHIRLENNENKPVTNSRDTQEVPLEKAKQV
LKITASYKHTTSIFDDEFSHYEKRQEEEESVKKERQGRGK

>Mus musculus_ YTHDF2 (ENSMUSP 120414)
MSASSLLEQRPKGQGNKVONGSVHQOKDGLNDDDFEPYLSPOARPNNAYTAMSDSYLPSYY
SPSIGFSYSLGEAAWSTGGDTAMPYLTSYGQLSNGEPHFLPDAMFGQPGALGSTPFLGQH



GENFFPSGIDESAWGNNSSQGQSTQSSGYSSNYAYAPSSLGGAMIDGQSAFANETLNKAP
GMNTIDQGMAALKLGSTEVASSVPKVVGSAVGSGSITSNIVASSSLPPATIAPPKPASWA
DIASKPAKQQPKLKTKNGIAGSSLPPPPIKHNMDIGTWDNKGPVAKAPSQALVQONIGQPT
QGSPQPVGQOANNSPPVAQASVGQQTQPLPPPPPQPAQLSVQOQAAQPTRWVAPRNRGSG
FGHNGVDGNGVGQSQAGSGSTPSEPHPVLEKLRSINNYNPKDFDWNLKHGRVEFITIKSYSE
DDIHRSIKYNIWCSTEHGNKRLDAAYRSMNGKGPVYLLESVNGSGHFCGVAEMKSAVDYN
TCAGVWSQDKWKGREFDVRWIFVKDVPNSQLRHIRLENNENKPVTNSRDTQEVPLEKAKQV
LKIIASYKHTTSIFDDEFSHYEKRQEEEESVKKERQGRGK

>Equus caballus YTHDF2 (ENSECAP 20585)
MSASSLLEQRPKGOGNKVONGSVHQKDGLNDDDFEPYLSPOARPNNAYTAMSDSYLPSYY
SPSIGFPYSLGEAAWSTGGDTAMPYLTSYGQLSNGEPHFLPDAMFGQPGALGSTPFLGQH
GENFFPSGIDESAWGNNSSQGOSTQSSGYSSNYAYAPSSLGGAMIDGQSAFASETLNKAP
GMNTIDQGMAALKLGSTEVASNVPKVVGSAVGSGSITSNIVASNSLPPATIAPPKPASWA
DIASKPAKQQPKLKTKNGIAGSSLPPPPIKHNMDIGTWDNKGPVAKAPSQALVONIGQQS
TOGSPQPVGOOANNSPPVAQASVGQQTQPLPPPPPOPAQLSVQOQOAAQPTRWVAPRNRGS
GFGHNGVDGNGVGQSQAGSGSTPSEPHPVLEKLRSINNYNPKDEFDWNLKHGRVEFIIKSYS
EDDIHRSIKYNIWCSTEHGNKRLDAAYRSMNGKGPVYLLFSVNGSGHFCGVAEMKSAVDY
NTCAGVWSQDKWKGRFDVRWIFVKDVPNSQLRHIRLENNENKPVTNSRDTQEVPLEKAKQ
VLKIIASYKHTTSIFDDFSHYEKRQEEEESVKKERQGRGK

>Dasypus novemcinctus YTHDF2 (ENSDNOP 29952)
MSASSLLEQRPKGOGNKVONGSVHQOKDGLNDDDFEPYLNPQARPNNAYTAMSDSYLPSYY
SPSIGFSYSLGEAAWSTGGDTAMPYLTSYGQLGNGEPHFLPDAMEFGQPGALGSTPFLGQH
GEFNFFPSGIDEFSAWGNNSSQGOSTQSSGYSSNYAYAPSSLGGAMIDGQSAFANETLNKAP
GMNTIDQGMAALKLGSTEVASSVPKVVGSAVGSGSITSNIVASSSLPPATIAPPKPASWA
DIASKPAKQQPKLKTKNGIAGSSLPPPPIKHNMDIGTWDNKGPVTKAPSQALVONIGQQP
TOSSPQPVGOOANNSPPVAQASVGQQOTOPLPPPPPOPAQLSVQOQOAAQPTRWVAPRNRGS
GFGHNGVDGNGVGQSQAGSGSSSSEPHPVLEKLRSINNYNPKDFDWNLKHGRVEIIKSYS
EDDIHRSIKYNIWCSTEHGNKRLDAAYRSMNGKGPVYLLFSVNGSGHFCGVAEMKSAVDY
NTCAGVWSQDKWKGRFDVRWIFVKDVPNSQLRHIRLENNENKPVTNSRDTQEVPLEKAKQ
VLKIIASYKHTTSIFDDFSHYEKRQEEEESVKKVISIPLRFFREGGGL

>Myotis lucifugus YTHDF2 (ENSMLUP 11473)
MSASSLLEQRPKGQOGNKVONGSVHQKDGLNDDDFEPYLSPOARPNNAYTAMSDSYLPSYY
SPSIGFSYSLGEAAWSTGGDTAMPYLTSYGQLSNGEPHFLPDAMFGQPGALGSTPFLGQH
GFNFFPSGIDFSAWGNNSSQGQOSTQSSGYSSNYAYAPSSLGGAMIDGQSAFASETLNKAP
GMNTIDQGMAALKLSSTEVASNVPKVVGSAVGSGSITSNIVASNSLPPATIAPPKPASWA
DIASKPAKQQOPKLKTKNGIAGSSLPPPPIKHNMDIGTWDNKGPVAKAPSQALVONIGQQP
TOGSPOPVGQOANNSPPVAQASVGQOTQPLPPPPPOSAQLSVOQQOAAQPTRWVAPRNRGS
GFGHNGVDGNGVGQSQAGSGSTPSEPHPVLEKLRSINNYNPKDEDWNLKHGRVEFIIKSYS
EDDIHRSIKYNIWCSTEHGNKRLDAAYRSMNGKGPVYLLEFSVNGSGHFCGVAEMKSAVDY
NTCAGVWSQDKWKGREFDVRWIFVKDVPNSQLRHIRLENNENKPVTINSRDTQEVPLEKAKQ
VLKITIASYKHTTSIFDDEFSHYEKRQEEEESVKKNNKSENKSSGNN

>Monodelphis domestica YTHDF2 (ENSMODP 13732)
MSASSLLEQRPKGQOGNKVONGSVHQKDGLNDDDFEPYLSPOARPNNAYTAMSDSYLPSYY
SPSIGFSYSLGEAAWSTGGDPPMPYLTSYGQLSNGEPHFLPDAMFGQPGALGSTPEFLGQH
GFNFFPSGIDFSAWGNNSSQGQOSTQSSGYSSNYAYAPSSLGGAMIDGQSAFANETLNKAP
GMNTIDQGMAALKLGSTDVTSNVPKVVGSAVGSGSITSNIVASNSLPPATIAPPKPTSWA
DIASKPAKQQOPKLKTKNGMAGSSLPPPPIKHNMDIGTWDNKGPVAKAPSQALVONIGQQP
TOQVSPOQPVGQQINNSPPVVQAAAGQOPOPLPPPPPPQPTQLSVQQOQAAQPTRWVAPRNRG
NGFGHNGVDGNGVGQOSONNSGSAPSEPHPVLEKLRSINNYNPKDEDWNLKHGRVFIIKSY
SEDDIHRSIKYNIWCSTEHGNKRLDAAYRSMNGKGPVYLLESVNGSGHFCGVAEMKSAVD
YNTCAGVWSQDKWKGREDVRWIFVKDVPNSQLRHIRLENNENKPVTNSRDTQEVPLEKAK
QVLKIIASYKHTTSIFDDFSHYEKRQEEEENVKKERQGRVK

>Gallus gallus YTHDF2 (ENSGALP 1412)

MSDSYLPNYYSPSIGFSYSLGEAAWSTGGDPPMPYLTSYGQLSNGEPHFLPDAMFGQPGA
LGSTPFLGOHGFNFFPSGIDFSAWGNNSSQGQSTQSSGYSSNYAYAPSSLGGAMIDGQSA
FASETLNKAPGMNTIDQGMAALKLGSTDVASNVPKVVGSAVGSGSITSNIVASNSLPPAT



IAPPKPTSWADIASKPAKQQOPKLKTKNGIAGSSLPPPPIKHNMDIGTWDNKGPVAKAPSQ
TLVONMAQQOPPQASPQOPVAQQOMNSSPPVAQAPGGOOSQPLPPPPPOQPTPLPVPQPAAQPT
RWVAPRNRGSGEFGONGTEGGGVGAAQPSTGTAPSEPHPVLEKLRSINNYNPKDEFDWNPKH
GRVFIIKSYSEDDIHRSIKYNIWCSTEHGNKRLDAAYRSMNGKGPVYLLESVNGSGHEFCG
VAEMKSAVDYNTCAGVWSQDKWKGREFDVRWIFVKDVPNSQLRHIRLENNENKPVTNSRDT
QEVPLEKAKQVLKIIATYKHTTSIFDDEFSHYEKRQEEEETVKKEPHGGFGMQOGGSEEDVI
AGGFEY

>Anolis carolinensis_ YTHDF2 (ENSACAP 10650)

MSASSLLEQRPKGQGTKVQONGSVHQKDGLNDDDIEPYLSPQARPSNAYTAMSDSYLPNYY
SPSIGFSYSLGEAAWSTGSDPPMPYLTSYGQLSNGEHHFLPEGMFGQPGALGSTPFLGQH
GFNFFPSGIDFSAWGNNSSQGQOSTQSSGYSSNYAYAPSSLGGAMIDGQSAFSSETLNKAP
GMNTIDQGMAALKLGSTDVASNVPKVVGSAVGSGSMAGNIVASNSLPPATIAPPKPASWA
DIASKPAKQQPKLKTKNGIAGSSLPPPPIKHNMDIGTWDNKGPVAKNPSQGLVQNIGQPP
TQISPQPLGQOMSNSPPAVQPSTGQPPQPLPPPPTPQPTQLPVQQQAAQPARWVAPRNRG
NGFGONGVDGTAVGQSPAASGSAPLEPHPVLEKLRSINNYNPKDFDWNPKHGRVEFIIKSY
SEDDIHRSIKYNIWCSTEHGNKRLDAAYRSMNGKGPVYLLFSVNGSGHFCGVAEMKSAVD
YNTCAGVWSQDKWKGREDVRWIFVKDVPNSQLRHIRLENNENKPVTNSRDTQEVPLEKAK
QVLKIIATYKHTTSIFDDFSHYEKROQEEEENVKKERQGRVK

>Danio rerio YTHDF2 (ENSDARP 107692)
MSASSLLEQRPKGQANKVONGAVTQKDTLNDDEFEPYLNAQPRQSNAYTAMSDSYMPSYY
SPSIGFTYSLNEAAWSTGGDPPMPYLASYGQLSNGEHHFLPDAMEFGQSGALGNNPFLGQH
GFNFFPSGIDFPAWGNSSSQGOSTQSSGYSSSYAYAPSTLGGAMIDGQSPFAANEPLNKA
VGMNSLDQGMAGLKIGAGDMAPKVVGSGLPGGPLSQVSTAPTMPPASMAPAKTASWADIA
SKPAKPQPKLKTKGGLGGTNLPPPPIKHNMDIGTWDNKGNMPKPAAPQQTSLPTNGQPPN
QSSPQPGATAGGVPQLPLSNGQLVPPTGQLVQHPLPPGGQPGAVPPQLSQGPPASQPSQP
TRWVPPRNRANGFGDAAGGPGQSPPNSGMGGITVPAEPHPVLEKLRMVNNYNPKDEDWNP
KHGRVFIIKSYSEDDIHRSIKYNIWCSTEHGNKRLDAAYRSLANKGPLYLLFSVNGSGHEFE
CGVAEMRSPVDYNTCAGVWSQDKWKGRFDVRWIFVKDVPNSQLRHIRLENNENKPVTNSR
DTQEVPLDKARQVLKIIASYKHTTSIFDDFSHYEKROQEEEESVKKVEVQGSDPYSNNSSR
SHYRMQDRQGRVK

>Takifugu rubripes YTHDF2a (ENSTRUP_ 30170)
MSASSLLEQRPKGQANKVQONGAVTQKDTLNDDEFEPYLSTQARQSNAYTAMSDSYMPSYY
SPSVGFSYSLNEAAWSTGGDPPMPYLASYGQLSNGEPHYLPDAMFGQPGPLGSNPFLNQH
GFNFFPGGIDFSAWGNSSSQGOSGTPQSSGYSSSYAYAPSSLGGAMIDGQSPFAPGANEP
LNKAPGMNSLDQGMAGLKLGGAAPGGNGDMAPKVVGSGLPGAGPLGPVSSVGTPSMPPVS
TIATAKPASWADIASKPAKPQPKLKTKGGMAGANLPPPPIKHNMDIGTWDNKGTMPKAAAP
OQVPLNPSNGQPPIQVSPQPGATALGPHQLPPGQPGMVQIPQVPLSQGPPPPSQQQAPQP
SRWVAPRNRANGFGDPSGNGAGQSPPTSSGVAVLPGVPSEPHPVLEKLRMVNNYNPKDED
WNPKQGRVFIIKSYSEDDIHRSIKYNIWCSTEHGNKRLDAAYRSLGAKGPLYLLFSVNGS
GHFCGVAEMRSPVDYNTSAGVWSQDKWKGRFDVRWIFVKDVPNSQLRHIRLENNENKPVT
NSRDTQEVPLDKARQVLKITIAGYKHTTSIFDDFSHYEKRQEEEECVKKEPRICAWRLEFG
RS

>Takifugu rubripes YTHDF2b (ENSTRUP 30168)
MSASSLLEQRPKGOANKVONGAVTQKDTLNDDEFEPYLSTQARQSNAYTAMSDSYMPSYY
SPSVGFSYSLNEAAWSTGGDPPMPYLASYGQLSNGEPHYLPDAMFGQPGPLGSNPFLNQH
GENFFPGGIDFSAWGNSSSQGQOSGTPQSSGYSSSYAYAPSSLGGAMIDGOQSPFAPGANEP
LNKAPGMNSLDQGMAGLKLGGAAPGGNGDMAPKVVGSGLPGAGPLGPVSSVGTPSMPPVS
IATAKPASWADIASKPAKPQPKLKTKGGMAGANLPPPPIKHNMDIGTWDNKGTMPKAAAP
QQVPLNPSNGQPPIQVSPQPGATALGPHQLPPGOPGMVQIPQVPLSQGPPPPSQOQAPQP
SRWVAPRNRANGEGDPSGNGAGQSPPTSSGVAVLPGVPSEPHPVLEKLRMVNNYNPKDED
WNPKQGRVFIIKSYSEDDIHRSIKYNIWCSTEHGNKRLDAAYRSLGAKGPLYLLESVNGS
GHFCGVAEMRSPVDYNTSAGVWSQDKWKGRFDVRWIFVKDVPNSQLRHIRLENNENKPVT
NSRDTQEVPLDKARQVLKITAGYKHTTSIFDDEFSHYEKRQEEEECVKKYFKGGKYRYSHD
CRADVSSVS

>Gasterosteus aculeatus YTHDF2 (ENSGACP_12672)
MSASSLLDQRPKGQANKVONGAVTQKDTLNDDEFEPYLNTQARQSNAYTAMSDSYMPSYY



SPSIGFSYSLNEAAWSTGGDPPMPYLASYGQLSNGEPHYLPDAMFGQPGPLGNNPEFMGQH
GEFNFFPSGIDEFSAWGNNTSQGQSGTPQSSGYSSSYAYAPSSLGGAMIDGPSPFAPAANEP
LNKAPGMNSLDQGMAGLKIGGAAPGGNGDMAPKVVGSGLPGGGPHGPVTSVGPPSMPSVS
IAPPKPASWADIASKPAKPOQPKLKTKGGMAGANLPPPPIKHNMDIGTWDNKGTMPKAATP
QQVPPIPSNGQPPNQASPQLASTAVGNPOMPLSNGQLGTPVSQMGQHQLLPGGQPGMGOM
PPLSQGPPPSQQQOPSQPTRWVAPRNRANGFGDGSGSGTGQSPLTSSGVGVVPGVPSEPHP
VLEKLRMVNNYNPKDFDWNPKQGRVFIIKSYSEDDIHRSIKYNIWCSTEHGNKRLDAAYR
SLGAKGPLYLLFSVNGSGHFCGVAEMRSPVDYNTSAGVWSQDKWKGREDVRWIFVKDVPN
SQLRHIRLENNENKPVTNSRDTQEVPLDKARQVLKIIAGYKHTTSIFDDFSHYEKRQEEE
ECVKKVTKSQLNKVNGI

>Oryzias latipes YTHDF2 (ENSORLP 17958)
MSASSLLEQRPKGOANKVONGPVTQKDTLNDDEFEPYLNSQARLQSNAYTAMSDSYMPSY
YSPSIGFSYSLNEAAWSTGGDPPMPYLASYGQLSNGEPHYLPDAMFGQPGPLGSNPFLSQ
HGFNFFPSGIDFSAWGNSSSQGQSGSSGYSSSYAYPPSSLGGAMIDGQSPFAPAANEPIN
KAPGMNSLDQGMAGLKIGGATPGGNGEMAPKVVGSGLPGGGPLGPVSSVGPTSMPPVSIA
PVKPASWADIASKPAKPQPKLKTKGGMVGVNLPPPPIKHNMDIGTWDNKGTMPKAATPQQ
VPSVPTNGQPPSQASPQPGATAAGNPOMPLSNGOMVPPVSQMGOHQLPPTVQPGVAPMHQ
PPLSQGPPPPPPSQQQQOPSQPNRWVPPRNRTNGEFGDAGGSGTGHSPPSSGVGVVPGVPSE
PHPVLEKLRMVNNYNPKDFDWNLKHGRVFIIKSYSEDDIHRSIKYNIWCSTEHGNKRLDG
AYRSLGGKGPLYLLEFSVNGSGHFCGVAEMRSPVDYNTSAGVWSQDKWKGREDVRWIEFVKD
VPNSQLRHIRLENNENKPVTNSRDTQEVPLDKARQVLKITIAGYKHTTSIFDDFTHYEKRQ
EEEECVKKVKTFCHQVEVQGS

>Homo sapiens YTHDE3 (ENSP 473496)
MSATSVDQRPKGQGNKVSVONGSTIHQKDAVNDDDFEPYLSSQTNQSNSYPPMSDPYMPSY
YAPSIGFPYSLGEAAWSTAGDQPMPYLTTYGQMSNGEHHYIPDGVEFSQPGALGNTPPFLG
QHGFNFFPGNADEFSTWGTSGSQGQSTQSSAYSSSYGYPPSSLGRAITDGQAGEFGNDTLSK
VPGISSIEQGMTGLKIGGDLTAAVTKTVGTALSSSGMTSIATNSVPPVSSAAPKPTSWAA
TARKPAKPQPKLKPKGNVGIGGSAVPPPPIKHNMNIGTWDEKGSVVKAPPTQPVLPPQTI
TIQOPOPLIQPPPLVQSQLPQOQOPOPPQPOOOQOGPOPOAQPHOVOPQOOQLONRWVAPRNR
GAGFNQNNGAGSENFGLGVVPVSASPSSVEVHPVLEKLKAINNYNPKDFDWNLKNGRVE I
IKSYSEDDIHRSIKYSIWCSTEHGNKRLDAAYRSLNGKGPLYLLFSVNGSGHFCGVAEMK
SVVDYNAYAGVWSQDKWKGKFEVKWIFVKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPL
EKAKQVLKITATFKHTTSIFDDFAHYEKRQEEEEAMRRERNRNKQ

>Gorilla gorilla YTHDF3 (ENSGGOP 27387)
QSNSYPPMSDPYMPSYYAPSIGFPYSLGEAAWSTAGDOQPMPYLTTYGOMSNGEHHYIPDG
VFSQPGALGNTPPFLGQHGENFEFPGNADESTWGTSGSQGQSTQSSAYSSSYGYPPSSLGR
ATITDGQAGEFGNDTLSKVPGISSIEQGMTGLKIGGDLTAAVTKTVGTALSSSGMTSTIATNS
VPPVSSAAPKPTSWAAIARKPAKPQPKLKPKGNVGIGGSAVPPPPIKHNMNIGTWDEKGS
VVKAPPTQPVLPPQTITIQQOPQPLIQPPPLVQSQLPOOQPQPPOPOOQQGPOPOAQPHQVO
POOOQLONRWVAPRNRGAGFNONNGAGSENFGLGVVPVSASPSSVEVHPVLEKLKAINNY
NPKDEDWNLKNGRVEIIKSYSEDDIHRSIKYSIWCSTEHGNKRLDAAYRSLNGKGPLYLL
FSVNGSGHFCGVAEMKSVVDYNAYAGVWSQDKWKGKFEVKWI FVKDVPNNQLRHIRLENN
DNKPVTNSRDTQEVPLEKAKQVLKITATFKHTTSIFDDFAHYEKRQEEEEAMRRETNYLR
NNS

>Pongo abelii YTHDF3 (ENSPPYP 20890)

MSATSVDQRPKGQGNKVSVONGS THQKDAVNDDDFEPYLSSQTNQSNSYPPMSDPYMPSY
YAPSIGFPYSLGEAAWSTAGDOQPMPYLTTYGOMSLSKVPGISSIEQGMTGLKIGGDLTAA
VITKTVGTALSSSGMTSIATNSVPPVSSAAPKPTSWAATARKPAKPQPKLKPKGNVGIGGS
AVPPPPIKHNMNIGTWDEKGSVVKAPPTQPVLPPQTITIEQPQPLIQPPPLVQSQLPQQOQP
QPPOPOOQQGPOPOAQPHQVOPOOQQLONRWVAPRNRGAGFNQNNGAGSENFGLGVVPVS
ASPSSVEVHPVLEKLKAINNYNPKDFDWNLKNGRVFITIKSYSEDDIHRSIKYSIWCSTEH
GNKRLDAAYRSLNGKGPLYLLFSVNGSGHFCGVAEMKSVVDYNAYAGVWSQDKWKGKEFEV
KWIFVKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPLEKAKQVLKIIATFKHTTSIFDDFE
AHYEKRQEEEEAMRRERNRNKQ

>Mus musculus_ YTHDF3 (ENSMUSP 103983)
MSATSVDQRPKGQGNKVSVONGSIHQKDAVNDDDFEPYLSSQTNQKYRRAKQLEFHCNNSY



PPMSDPYMPSYYAPSIGEFPYSLGEAAWSTAGDQPMPYLTTYGOMSNGEHHYIPDGVESQP
GALGNTPPFLGOQHGENEFEFPGNADFSTWGTSGSQGOSTONSAYSSSYGYPPSSLGRAITDG
QAGEFGNDTLSKVPGISSIEQGMTGLKIGGDLTAAVTKTVGTALSSSGMTSIATNNVPPVS
SAAPKPTSWAAIARKPAKPQPKLKPKGNVGIGGSAVPPPPIKHNMNIGTWDEKGSVVKAP
PTOQPVLPPQTIIQQPOPLIQPPPLVQSQLPQOOPOPPOPOOOQOGPQPOAQPHQOVQOSQQOPQ
LONRWVAPRNRGTGENQNNGTGSENFGLGVVPVSASPSSVEVHPVLEKLKAINNYNPKDFE
DWNLKNGRVFIIKSYSEDDIHRSIKYSIWCSTEHGNKRLDAAYRSLNGKGPLYLLEFSVNG
SGHFCGVAEMKSVVDYNAYAGVWSQDKWKGKFEVKWIEFVKDVPNNQLRHIRLENNDNKPV
TNSRDTQEVPLEKAKQVLKIIATFKHTTSIFDDFAHYEKRQEEEEAMRRERNRNKQ

>Rattus norvegicus_ YTHDE3 (ENSRNOP 60081)
MSATSVDQRPKGQGNKVSVQONGSIHQKDAVNDDDFEPYLSSQTNQNNSYPPMSDPYMPSY
YAPSIGFPYSLGEAAWSTAGDQPMPYLTTYGOMSNGEHHYIPDGVFSQPGALGNTPPFLG
QHGFNFFPGNADEFSTWGTSGSQGQSTONSAYSSSYGYPPSSLGRAITDGQAGEFGNDTLSK
VPGISSIEQGMTGLKIGGDLTAAVTKTVGTALSSSGMTSIATNNVPPVSSAAPKPTSWAA
TIARKPAKPQPKLKPKGSVGIGGSAVPPPPIKHNMNIGTWDEKGSVVKAPPTQPVLPPQTI
TQQPQPLIQPPPLVQSQLPQQQOPQPPQPQQOQOQOGPQPQAQPHOVQSQQOPQLONRWVAPRNR
GTGEFNQNNGTGSENFGLGVVPVSASPSSVEVHPVLEKLKAINNYNPKDEDWNLKNGRVE T
IKSYSEDDIHRSIKYSIWCSTEHGNKRLDAAYRSLNGKGPLYLLESVNGSGHFCGVAEMK
SVVDYNAYAGVWSQDKWKGKFEVKWIFVKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPL
EKAKQVLKITATFKHTTSIFDDFAHYEKRQEEEEAMRRERNRNKQ

>Canis familiaris YTHDF3 (ENSCAFP 10721)
MSATSVDQRPKGQGNKVSVONGSIHQKDAVNDDDFEPYLSSQTNQSNSYPPMSDPYMPSY
YAPSIGFPYSLGEAAWSTAGDQPMPYLTTYGOMSNGEHHYIPDGVFSQPGALGNTPPFLG
QHGFNFFPGNADEFSTWGTSGSQGQSTQSSAYSSSYGYPPSSLGRAITDGQAGEFGNDTLSK
VPGISSIEQGMTGLKIGGDLTAAVTKTVGTALSSSGMTSIATNSVPPVSSAAPKPTSWAA
TIARKPAKPQPKLKPKGNVGIGGSAVPPPPIKHNMNIGTWDEKGSVVKAPPTQPVLPPQTI
TIQOPOPLIQPPPLVQSQLPQOQOPOPPQPOOOQOGPOPOAQPHQOVQOPQOOQLONRWVAPRNR
GAGFNQNNGVGGENFGLGVVPVSASPSNVEVHPVLEKLKAINNYNPKDEDWNLKNGRVFE T
IKSYSEDDIHRSIKYSIWCSTEHGNKRLDAAYRSLNGKGPLYLLESVNGSGHFCGVAEMK
SVVDYNAYAGVWSQDKWKGKFEVKWIFVKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPL
EKAKQVLKITATFKHTTSIFDDFAHYEKRQEEEEAMRRESETNSFE

>Monodelphis domestica YTHDF3 (ENSMODP 10254)
MSATSVDQRPKGQGNKVSVONGSIHQKDAVNDDDFEPYLSSQTNQSNSYPPMSDPYMPSY
YAPSIGFPYSLGEAAWSTAGDPPMPYLTTYGQMSNGEHHYIPDGVEFSQPGALGNTPPFLG
QHGFNFFPGNADEFSTWGTSGSQGQSTQSSAYSSSYGYPPSSLGRAITDGQAGEFGNDTLSK
VPGINSIEQGMTGLKIGGDMTAAVTKTVGSALSSTGMTSIAANSVPPVSSSAPKPTSWAA
TIARKPAKPQPKLKPKGNVGIGGPAVPPPPIKHNMNIGTWDDKGSVVKAPPTQPVLPPQTI
TIQOPOPLIQPPPLVQSQLPQQOPOPPQPOOOQGPOPOAQPHOVOQOQOPOQOLONRWVAPRN
RGVGENQNNGAGSENFGLGVVPVSSSPSGVEVHPVLEKLKAINNYNPKDEFDWNLKNGRVE
IIKSYSEDDIHRSIKYSIWCSTEHGNKRLDAAYRSLNGKGPLYLLEFSVNGSGHFCGVAEM
KSVVDYNAYAGVWSQDKWKGKEFDVKWIFVKDVPNNQLRHIRLENNDNKPVTNSRDTQEVP
LEKAKQVLKIIATFKHTTSIFDDFAHYEKRQEEEEAMRRERNRNKQ

>Gallus gallus YTHDF3 (ENSGALP 24954)
FSLLSYVQRPKGQGNKVSVQONGSITHQKDAVNDDDFEPYLSSQTNQSNSYPPMSDPYMPSY
YAPSIGFPYSLGEAAWSTAGDPPMPYLTTYGOMSNGEHHYIPDGVFSQPGALGNTPPFLG
QHGENFFPGNADEFSTWGTSGSQGQSTQSSAYSSSYGYPPSSLGRAIADGQAGEFGSDTLSK
VPGISSIEQGMTGLKIGGDMTAAVTKTVGSALSSTGMTSIAANSVPPVSSSAPKPTSWAA
IARKPAKPQPKLKPKGNVGIGGPAVPPPPIKHNMNIGTWDDKGSVVKAPPAQPVLPPQTI
IQQPOPLIQPPTLVOSQLPOQOOPOPOOPOOOOGPOOOAQPHOLOOQQLONRWVAPRNRGV
GEFSONNGAGSENFGLGVVSVSSSPSGVEVHPVLEKLKAINNYNPDEDWNLKNGRVFEIIKS
YSEDDIHRSIKYSIWCSTEHGNKRLDAAYRSLNGKGPLLLEFSVNGSGHFCGVAEMKSVVD
YNAYAGVWSQDKWKGKEDVKWIFVKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPLEKAK
QVLKIIATFKHTTSIFDDFAHYEKRQEEEEAMRRVRNQYYS

>Pelodiscus sinensis YTHDF3 (ENSPSIP 17846)
MSATSVDQRPKGQGNKVSVONGSTIHQKDAVNDDDFEPYLSSQTNQSNSYPPMSDPYMPSY
YAPSIGFPYSLSEAAWSTAGDPPMPYLTTYGOMSNGEHHYIPDGVFSQPGALGNTPPFLG



QHGENFFPGNADESTWGTSGSQGQSTQSSAYSSSYGYPPSSLGRAIADGQAGEGNDTLSK
VPGINSIEQGMTGLKIGGDMTAAVTKTVGSALSSTGMTSIAANSVPPVSSSAPKPTSWAA
IARKPAKPQPKLKPKGNVGIGGPAIPPPPIKHNMNIGTWDDKGSVVKAPPSQPILPPQTI
IOQPOPLIQPPPLVOSQLPOQOOPOPPOOOOGPOOOAQNHOLOOOOQOQLONRWVAPRNRGV
GFSONNGGSGSENFGLGVVPVSSSPSGVEVHPVLEKLKAINNYNPKDEFDWNLKNGRVEI I
KSYSEDDIHRSIKYSIWCSTEHGNKRLDAAYRSLNGKGPLYLLESVNGSGHEFCGVAEMKS
VVDYNAYAGVWSQDKWKGKEDVKWIFVKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPLE
KAKQVLKITIATFKHTTSIFDDFAHYEKRQEEEEAMRRERNRNKQ

>Xenopus tropicalis YTHDE3 (ENSXETP 46817)
MSATSVDOQRPKGQGNKVAVONGSMHQKDAVNDDDFEPYLNSQTNQSNSYPPMSDPYMPSY
YAPSIGFPYSLGEAAWSTAGDPPMPYLYGQMSNGEHHYIPDGVESQPGALGNTPPFLSQH
GENFFPGNADEFSTWGTSGSQGOSTQSSAYSSSYGYPPSSLGRATADGQAGEFGSDALSKVP
GINSIEQGMTGLKIGGDMTAAVTKTVGSALSSAGMTSIAANSVPPVSSSAPKPTSWAATIA
RKPAKPQPKLKPKNNVGIGSSAVPPPPIKHNINIGTWDDKGAIVKTPPIQSVLPPQPVIQ
QPOPLTQPLPMVONQLPQQOLOOOGPQOPPHOIQQQLONRWVAPRNRGAGENQNNVSGNE
NEFSLGVVPVSSSPSGVEVHPVLEKLKAINNYNPKDFDWSLKNGRVFITKSYSEDDIHRST
KYTIWCSTEHGNKRLDAAYRSLNGKGPLYLLFSVNGSGHFCGVAEMKSVVDYNAYAGVWS
ODKWKGKFDVKWVEVKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPLEKAKQVLKIIATFE
KHTTSIFDDFAHYEKRQEEEEAMRRERNRNKQ

>Takifugu rubripes YTHDF3 (ENSTRUP 19572)
MSATTVDOQRPKGQGNKAPVONGSMHQKDGVNDDDFEPYISGQTNQNNSYPPMSDPYMPSY
YAPSIGFPYSLGEAAWSTAGDPPMPYLTTYGOMSNGEPHFIPDGLESQPGALGNTPPFLG
QHGFNFFPGNADEFSTWGTSVSQGOSTQSSVYSNSYGYAPSSLGRATADGQAGFGSDTQLS
KVPVLNSIEQGMTGLKLGTEMVSAVTKTVGSPIGGTAGMSSLATNSLPPSVSSSTPKPAS
WAATAKKPAKLQPKVKPKANMGMVGGATIPPPPTIKHNENIGTWDDKGSLNKPPLAQTMLP
POPLVQQPLLAQHQPLLONPLPHQPOHOHOHQHQPOPPGPPLHHOHPQQPGPPPNRWVAP
RNRGEGFCLGGGVPLSASLCSGELHPMLEKLOALNNYNPKDFDWSLKNGRIFIIKSYSED
DIHRSIKYSIWCSTEHGNKRLDGAYRSLGNKGPLYLLFSVNGSGHFCGVAEMRSPVDYNA
YAGVWSQDKWKGKFEVKWIFIKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPLEKAKQVL
KITIATYKHTTSIFDDFAHYEKRQEEEEILRKERNRNKOQ

>Tetraodon nigroviridis YTHDE3 (ENSTNIP 15673)
MSATTVDQRPKGQGNKAPVONGSMHQKDGVNDDDFEPYISGQTNQONSSYPPMSDPYMPSY
YAPSIGFPYSLGEAAWSTAGDPPMPYLTTYGOMSNGEPHFIPDGVFGQPGTLGNTPPFLG
QHGFNFFPGNADEFSTWGTSVSQGQSTQSSVYSNSYGYAPSSLGRATIADGQAGFGSDSQLS
KVPVLNSIEQGMAGLKLGTEMVSAVTKTVGSPVGGTAGMSSLAASGLPPSISSSAPKPAS
WAAIAKKPAKLQPKVKPKANMVGGAAIPPPPIKHNLNIGTWDDKGSLNKPPLAQTMLPPQ
PLVQQOPLLAQHQPLLONPLPHHHSLPPGPPHLQLSSQAGPPLHQQHPQQAGPPPNRWVAP
RNRGEGFCLGGGVPLSASPCSGEVHPVLEKLQALNNYNPKDEFDWSLKNGRVFIIKSYSED
DIHRSIKYSIWCSTEHGNKRLDGAYHSLGSKGPLYLLFSVNGSGHFCGVAEMRSPVDYNA
FAGVWSQDKWKGKFEVKWIFIKDVPNNQLRHIRLENNDNKPVTNSRDTQEVPLEKAKQVL
RITATYKHTTSIFDDFAHYEKRQEEEEVLRKERNRNKQ

>Gasterosteus aculeatus YTHDF3 (ENSGACP 3924)
MSATTVDQRPKGQGNKVQONGSMHQKDGVNDDDFEPYLSGQOTNQGNSYPPMSDPYMPSYYA
PSIGFPYSLGEAAWSTAGDPPMPYLTTYGOMSNGEPHFIPDGVFSQAGALGNTPPFLGQH
GFNFEFPGNADYSTWGTSVSQGOSTQSSVYSNSYGYAPSSLGRAITDGQAGEFGSDTQLSKV
PVLNSTIEQGMTGLKLGTDMVAAVTKTVGSPLGGTAGMSSMAANSLPPSVNSSAPKPASWA
ATAKKPAKPQPKVKPKANMGLGGGAIPPPPIKHNMNIGTWDEKGSLNKPPLAQNMMPPQP
MVQQPLLAQPPALTAKPHCLLRLHQPFQLHSLOSPQHPQPMPPGHPHMHLSSQPGPPQHL
HOQOPPQOPGPPPNRWVAPRNRGEGFGLGGGLPLSASPCSGEVHPVLEKLRALNNYNPKDEF
DWSLKNGRVFIIKSYSEDDIHRSIKYSIWCSTEHGNKRLDGAYRSLGNKGPLYLLFSVNG
SGHFCGVAEMRSPVDYNAYAGVWSQDKWKGKFEVKWAFIKDVPNNQLRHIRLENNDNKPV
TNSRDTQEVPLEKAKQVLKITATYKHTTSIFDDFAHYEKRQEEEEALRKERNRNKP

>Drosophila melanogaster (FBpp0084170)

MREFSLETMPHNAAKSVEERNIPWSQQVDEASYENLSSPTHDEVSGNDNSMOFQYPPENEFK
ENCNTPWNNMNKGRKANANHDSYRRHGHSIPNNTRRDEHQVNPWNSRKPAAQSEFRNENDQ
PSTKLDNRTSDEAQNQEVVAAPKKTTWASIASQPAKLTSRAASTTSNSKKKGPGMPPPPM



VPGKHNLDVNVWDLPNNKPPPVPSPPSPIDLGYSDLSSDESISSNTAPPLGARAEKVHKD
TENFLKYEHKGLGNNNNFEFSRAKVSPTGPVRRNLGPOQQPVHHAAPRPATNAGPFGPPNARR
HDGGPHPSRNSERSGNYSSFRGSEFESASKFEYRDENQSRPVEATSATEELPVDSQLVLD
ELKDKNNYNPKVLDLKKAGSARFFVIKSYSEDDIHRSIKYEIWCSTDHGNKRLDDAFKER
HEEGGNIMLFFSVNGSGHFCGMAQMMTPVDYNSTSSVWSQDKWRGKFKVKWIYVKDVPNG
TLRHIRLENNENKSVTNSRDTQEVPNDKGIEVLOILHSYNHSTSIFDDFFHYEKKQEEEV
SSKRPPMHGPDGNNHAPAPLARSFNRQADDKDRDRDGRGGMSQKHEFNSGGGAGFRNPGHR
GGAGSGGSHNNYSEYRRGFDIHKSSSDYQFKDRDGPDEDRENDFGSHYGSNNRKNEYKHN
NTNKARLKTRDRDEFSTEQIKIGVREFKDTDKDKMRSNEYS

>Anopheles gambiae (XP_ 310378)

MPGNGDYNSWSAQVNHGPGGVGHQKKSDDGYYRNHGAYQSHDSVRNVERGMOGLGLGSASRSGNSEGNSG
VSKYYQOQOQOQKEAPKKMTWATIASQPAKPQVNTTSTTVKKKGPGMPPPPMIPGKHNMDIGTWDSPSKNG
PSVIVPTPPPIIPPPVIEPSPLADPVPSKSGGGRESVGGASSQHHGSNSQGMGPAGIQSSRWPTPGQAQT
QOOOPSGTPSSSDRNNGPSAGTNSGSGGSGSNAASGGSMPSGSQHHNQHHQHQQOGSHTRNHSSPYQPPQO
QOPHHADRPGSNYDRAPHHQHQOGGLOHGNSYNQSRNONAAYSPSGPGGLAATGPSSAMADRONSGGSGG
DNYRPPHDGRSGPQQOHNSMHHHQQTERAPFHHQORPSNHHGDRVSGGSSYQPADRGHYGSNSSSDAVSHN
SSSTVPPVTTAPAAVKARSPSPTISESEMALKLAESQKILDQLKTKNNYNPASLDLLKTVDLARFEFVIKS
YSEDDIHRSIKYEIWCSTEHGNQRLDQAFREREEKGGTVYLEFFSVNGSGHFCGVAQMMTAVDYNSNSSVW
SODKWKGTFKVRWIYVKDVPNSHLRHIRLENNENKSMTNSRDTQEVPNAKGIQVLOITHSFEHQSSIFEFDD
FOHYEKROQMEEDTRKHEAPPPSNHSYHNQRDRRENQGGGNYYDGPGKYHGGGGGGGGYNNKYNDRGGDDG
YDGGYGSRGGGGGYHGGYNKGGSSGGYGGYNNRNSYNNRDDPGRGYPSFDRRNNNGNSGGSNNNGDDQHD
AAAPGGGGGGGYNSRGGYNNRSRDYYRDERRGPNDYGRARGSDFDNGRDSDGGGIYRSGDRGDRGDRGDR
GERGERGDRGDRGDRGDRGDRGDRGDRGDRDRGSSRDHFRDRNDRMMGPGNNRGGSGSNGSGSNIFRNPN



