—
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101.02Mb 101.03Mb 101.04Mb 101.05Mb 101.06Mb 101.07Mb 120.99Klpsmb 101.09Mb 101.10Mb 101.11Mb 101.12Mb 101.13Mb Forward strand 103
Contigs AP001533.4 >
Gones | ) R R e —
< PGR-001
(Comprehensive ... protein coding
I R B L RS eSS —{— 0
1
< PGR-002
protein coding
[~ =~ A ]
< PGR-008
retained intron
- 4 4 1 (|
< PGR-004
nonsense mediated decay
_ 4 4 OO} | —
1
< PGR-005
nonsense mediated decay
i - - @@ . — - L . . e
< PGR-007
nonsense mediated decay
| S S A i —
1
< PGR-006
protein coding
T T~
< PGR-009
retained intron
b d— i ——
<PGR-201
protein coding
egfpprnoo— I
<PGR-202
protein coding
-
101.02Mb 101.03Mb 101.04Mb 101.05Mb 101.06Mb 101.07Mb 101.08Mb 101.09Mb 101.10Mb 101.11Mb 101.12Mb 101.13Mb 101
|
Reverse strand 120.90 kb
Protein Coding Non-Protein Coding
Gene Legend
Il Ensembl protein coding I

[ merged Ensembl/Havana processed transcript H uman n P R g ene
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8.89Mb 8.90Mb 8.91Mb 8.92Mb 8.93Mb 88.78 kb 8.94Mb 8.95Mb 8.96Mb 8.97Mb Forward strand
o™ - —+H 0+ ————
Genes
) Pgr-201 >
(Comprehensive ... protein coding
 — =I— —l— —L__ |
Pgr-003 >
retained intron
- +r+r —*———+t+——+t+—— %+
Pgr-002 >
protein coding
e e — - e e & § E—
Pgr-001 > Gm16485-201 >
protein coding protein coding
Contigs AC113506.12 > < AC160964.1
I I I I I I I I I I I I I I I I I I I I I I |
8.89Mb 8.90Mb 8.91Mb 8.92Mb 8.93Mb 8.94Mb 8.95Mb 8.96Mb 8.97Mb
|

Reverse strand 88.78 kb

Protein Coding Non-Protein Coding

Gene Legend
Il Ensembl protein coding B
[ merged Ensembl/Havana processed transcript M ousen P R g ene
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41.82Mb 41.83Mb 41.84Mb 41.85Mb
Genes (Merged

pgr-001 >
Ensembl/Havana) protein coding 38.38 kb Forward strand
Contigs CU459064.10 > < CABZ01027967.1
\ ===
Genes (Merged
(Merg < ARHGAP42 (1 of 2)-201

Ensembl/Havana) protein coding

I I I I I I I I I I I I I I I I I I I L]

41.82Mb 41.83Mb 41.84Mb 41.85Mb

|

Protein Codin
Reverse strand 38.38 kb

= Ensembl protein coding Zeb I’afl S h n PR g ene

Gene Legend
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52.36Mb 52.37Mb 52.38Mb 52.39Mb 52.40Mb 52.41Mb
Genes 0 66.36 kb | Forward strand
PAQR8-003 >
(Comprehensive ... protein coding
—— S S e —— .
PAQR8-001 >
protein coding
- —
PAQRS8-002 >
protein coding
|
52.36Mb 52.37Mb 52.38Mb 52.39Mb 52.40Mb 52.41Mb
el
Reverse strand 66.36 kb

Protein Coding

Gene Legend

= Ensembl protein coding H uman m PRb eta g ene
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(Comprehensive ...

Contigs

Genes

(Comprehensive ...

Gene Legend

[—
—
20.89Mb 20.90Mb 20.91Mb 69.05 kb 20.92Mb 20.93Mb 20.94Mb Forward strand
Paqr8-001 >
protein coding
-— 00—
Paqr8-002 >
protein coding
— 1 = |
Paqr8-201 >
protein coding
L U o
Paqr8-003 > Gm28064-001 >
protein coding processed pseudogene
(IR RVIVE 0
< 6720483E21Rik-001 <Gm24171-201
lincRNA SnoRNA
—
20.89Mb 20.90Mb 20.91Mb 20.92Mb 20.93Mb 20.94Mb
|
Reverse strand 69.05 kb

Protein Coding

Il Ensembl protein coding
[ merged Ensembl/Havana

Non-Protein Coding

RNA gene

pseudogene

Mouse mPRbeta gene
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34.854Mb 34.856Mb 34.858Mb 34.860Mb 34.862Mb 34.88MGHP 34.866Mb 34.868Mb 34.870M 34.872Mb 34,874y ward strand
Genes (Merged
mcm3-001 >
Ensembl/Havana) protein coding
Contigs < BX279523.5
C I [ Ha i e e S
Genes (Merged
< paqgr8-001 < stmn4-001
Ensembl/Havana) protein coding protein coding
I I I I I I I I I I I
34.854Mb 34.856Mb 34.858Mb 34.860Mb 34.862Mb 34.864Mb 34.866Mb 34.868Mb 34.870Mb 34.872Mb 34.874Mb
|
Reverse strand 22.12 kb
Protein Coding Zebrafish mPRbeta gene
Gene Legend

merged Ensembl/Havana
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(Comprehensive ...

Contigs

Genes

(Comprehensive ...

Gene Legend
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69.29Mb 69.30Mb 69.31Mb 69.32Mb 69.33Mb 69.34Mb 69.35Mi#8-83 kb 69.36Mb 69.37Mb 69.38Mb 69.39Mb 69.40Mb 69.41fpsward strand
-+
KIF23-201 >
protein coding
— e e —— e S e e S B I N
PAQR5-001 > KIF23-001 >
protein coding protein coding
— —1— —t— -+
PAQR5-003 > KIF23-006 >
protein coding protein coding
- - A A = A 4 4 4 -t
PAQR5-002 > KIF23-005 >
protein coding nonsense mediated decay
| — S S S e S "+
PAQR5-201 > KIF23-003 >
protein coding protein coding
e e s | e | 1
PAQR5-004 > KIF23-004 >
processed transcript nonsense mediated decay
e B i i |
PAQR5-005 > KIF23-011 >
retained intron retained intron
******* a0 [ il 0
RP11-352D13.5-002 > RNA5SP398-201 > RP11-253M7.6-001 > Y_RNA.554-201 >
lincRNA rRNA sense intronic misc RNA
fffffffffff 0 0 I e o R e ——— e, I
< RP11-352D13.6-002 < SNORA77.2-201 < RP11-253M7.1-001
antisense snoRNA antisense
11 [ e s ——————, I
< RP11-352D13.6-005 < RP11-253M7.1-003
antisense antisense
[ e S SR Iy |
< RP11-253M7.1-002
antisense
69.29Mb 69.30Mb 69.31Mb 69.32Mb 69.33Mb 69.34Mb 69.35Mb 69.36Mb 69.37Mb 69.38Mb 69.39Mb 69.40Mb 69.41Mb
|
Reverse strand 128.83 kb

Protein Coding

Il Ensembl protein coding
[ merged Ensembl/Havana

Non-Protein Coding

[ |
rocessed transcript
mm ° P

RNA gene

Human mPRgamma gene
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61.95Mb 61.96Mb 61.97Mb 61.98Mb 93.33 Komb 62.00Mb 62.01Mb 62.02Mb 62.03Mp Forward strand
l
Genes
Gm23221-201 >
(Comprehensive ... misc RNA
Contigs AC151969.3 >
— 4 A —{— —
Genes l\/l\/D
< Kif23-201 < Paqr5-003
(Comprehensive .. protein coding processed transcript
-—— ¢+ 4+ 4+ 4+ - A4 00— e —— - E _— S —— =
< Paqr5-001
protein coding
—_— A~ — A~}
< Pagr5-002
protein coding
I I I I I I I
61.95Mb 61.96Mb 61.97Mb 61.98Mb 61.99Mb 62.00Mb 62.01Mb 62.02Mb 62.03Mb
el
Reverse strand 93.38 kb
Protein Coding Non-Protein Coding
Gene Legend
Il Ensembl protein coding I
‘ ranscri M MPRgamm n
B merged Ensembl/Havana - processed transcript ouse g a a g ene

RNA gene



Genes (Merged

Ensembl/Havana)

Contigs

Genes (Merged

Ensembl/Havana)

Gene Legend

20.462Mb

20.464Mb

20.466Mb

20.468Mb

20.470Mb

20.472Mb 26.17 5§ 474Mb

20.476Mb

20.478Mb

—
.| .| .| .|
20.480Mb 20.482Mb 20.484Mb Forwsscisapd
owssrs. ™ —— v ——mn
ddb2-201 >

protein coding

B N L e — |
ddb2-002 >

protein coding

ddb2-001 >

protein coding

) N —— ¥ e Y S
< kif23-001

protein coding

A mEERR——— 0 RF
< kif23-201

prote

in coding

|

20.462Mb

Reverse strand

Protein Coding

Ensembl protein coding

merged Ensembl/Havana

20.464Mb

20.466Mb

20.468Mb

20.470Mb

< paqr5a-001
protein coding

20.472Mb 20.474Mb

26.17 kb

Zebrafish mPRgammal gene

20.476Mb

20.478Mb

20.480Mb 20.482Mb 20.484Mb 20.486Mb
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33.18Mb 33.19Mb 35.94 kb 33.20Mb 337Pfygrd strand
I e S S g e —
Genes (Merged paqrsb-002 >
Ensembl/Havana) protein coding
re— ™ % —+trEr
paqgr5b-001 >
protein coding
] e e e — G —
paqr5b-201 >
protein coding
I I I I I I I I I I I I I I I I I I
33.18Mb 33.19Mb 33.20Mb 33.21Mb
|
Reverse strand 35.94 kb

Protein Coding
Gene Legend

Ensembl protein codin
- g Y

Zebrafish mPRgamma2 gene

merged Ensembl/Havana
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(Comprehensive ...

Contigs

Genes

(Comprehensive ...

Gene Legend

.| .| .| .| .| .| .| .|
156.234Mb 156.236Mb 156.238Mb 156.240Mb 156.242Mb 156.244Mb 24.80 kb 156 246Mb 156.248Mb
- ——
PMF1-002 >

protein coding
— =1

PMF1-008 >

nonsense mediated decay

PMF1-005 >

protein coding

PMF1-001 >

protein coding

- ] I e g g B
PMF1-010 > BGLAP-001 >
retained intron protein coding
r--—0 0t | 71 7
PMF1-004 > BGLAP-002 >
nonsense mediated decay retained intron
- —— e e . 1 o

PMF1-BGLAP-003 >
protein coding

PMF1-BGLAP-201 >
protein coding

- & [+

PMF1-BGLAP-001 >
protein coding

PMF1-BGLAP-002 >
protein coding

156.250Mb

156.252Mb

156.254Mb

156.256Mb Forward strand

—
-
156

AL135927.14 >

I I I I I I I I
156.234Mb 156.236Mb 156.238Mb 156.240Mb 156.242Mb 156.244Mb 156.246Mb 156.248Mb
el
Reverse strand 24.80 kb

Protein Coding

Il Ensembl protein coding
[ merged Ensembl/Havana

Non-Protein Coding

processed transcript

C s N -
< PAQR6-205

protein coding

s I S S —————— S S
< PAQR6-204

protein coding

[ e i § B +— @17
< PAQR6-203

protein coding

. = & BEmBR I {7
< PAQR6-201

protein coding

— R S I S — |\ S —
< PAQR6-202

protein coding
I NS R N NS I I S S
< PAQR6-011
processed transcript

C " I =B B EEmn _ _1— 1
< PAQR6-001

protein coding

s 2N W U St S

< PAQRG6-006

protein coding

C - =B B =B 1
< PAQRG6-003

protein coding

B~ A+t A T A~ A —A]
< PAQR6-005

processed transcript

C . B B Emwy—— 2
< PAQR6-002

protein coding
-~ A A~ A ]
< PAQR6-007
processed transcript
(e Ao T N~ AF—
< PAQR6-008
processed transcript
(e AN N A 1]
< PAQR6-010
processed transcript
T~ A A — |
< PAQR6-009
processed transcript

Human mPRdelta gene

| N |
< SMG5-001
protein coding
\ NS {1
< SMG5-005 < SMG5-003
retained intron retained intron
C
< SMG5-004

156.250Mb

retained intron

156.252Mb

156.254Mb

156.256Mb

156
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88.356Mb 88.358Mb 88.360Mb 88.362Mb 88.364Mb 88.366p6 kb 88.368Mb 88.370Mb 88.372Mb 88.374Mb 88.376Mb Forward strggd7gmp
% & &1k
Genes
Paqr6-002 >
(Comprehensive ... protein coding
- - mn = i e I R EE—
Smg5-001 > Paqr6-001 >
protein coding protein coding
[ e et N s I e s e I i I | I g N o N 6 I 6 N e B i |
Smg5-004 > Paqr6-003 >
processed transcript processed transcript
O L b+ { (I | e I [ i I e I 1 11
Smg5-009 > Smg5-005 > Smg5-003 > Paqr6-004 > Paqr6-005 > Gm21956-001 >
retained intron retained intron retained intron retained intron retained intron unprocessed pseudogene
Contigs AC044864.6 > < AC102388.7
Il N VI i N B | || —
Genes i
< Bglap3-005 < Bglap2-001
(Comprehensive ... protein coding protein coding
4
< Bglap3-003
retained intron
. NALC
< Bglap3-004
retained intron
NS N .
< Bglap3-002
protein coding
[l N U\ — {1
< Bglap3-001
protein coding
I I I I I I I I I I I I
88.356Mb 88.358Mb 88.360Mb 88.362Mb 88.364Mb 88.366Mb 88.368Mb 88.370Mb 88.372Mb 88.374Mb 88.376Mb 88.378Mb

|

Reverse strand

Protein Coding

Gene Legend
Il Ensembl protein coding
[ merged Ensembl/Havana

23.96 kb

Non-Protein Coding

processed transcript

Mouse mPRdelta gene



Genes (Merged

Ensembl/Havana)

Contigs

Gene Legend

—

45.77Mb

smg5-001 >

protein coding

CR848669.8 > CR933818.11 >

45.77Mb
|
Reverse strand

Protein Coding

Ensembl protein coding

merged Ensembl/Havana

45.78Mb 45.79Mb 63.33 kb 45.80Mb 45.81Mb 45.82Mb Forward strand
—— — = {0 = 0
paqr6-002 >
protein coding
e e o e ——— e | —
paqr6-001 >

protein coding

45.78Mb 45.79Mb 45.80Mb 45.81Mb 45.82Mb

63.33 kb

Zebrafish mPRdelta gene
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(Comprehensive ...

Contigs

Genes

(Comprehensive ...

Gene Legend

142.94Mb

RP11-372E1.4-001 >
antisense

RP11-372E1.4-002 >
antisense

142.95Mb

34.52 kb

——— ——— —— ——— ——
142.96Mb
C ' —1 [ 17

PAQR9-AS1-014 >
antisense
C+—— {11
PAQR9-AS1-015 >
antisense
— {1
PAQR9-AS1-005 >
antisense
[ |—{M
PAQR9-AS1-012 >
antisense

PAQR9-AS1-001 >
antisense
{1
PAQR9-AS1-011 >
antisense
I
PAQR9-AS1-013 >
antisense
]
PAQR9-AS1-003 >
antisense
CIN 1
PAQR9-AS1-004 >
antisense

PAQR9-AS1-010 >
antisense

PAQR9-AS1-009 >
antisense

PAQR9-AS1-008 >
antisense

PAQR9-AS1-007 >

antisense

— [ 11

PAQR9-AS1-006 >

antisense
—— [ 17— T
PAQR9-AS1-016 >
antisense

142.97Mb

Forward strand

—

O e e i

RP11-372E1.7-001 > U2SURP-008 >
processed pseudogene protein coding

< AC021074.15

142.94Mb
el

Reverse strand

Protein Coding

Il Ensembl protein coding
[ merged Ensembl/Havana

[ S

< PAQR9-002
protein coding

142.95Mb

Non-Protein Coding

|
- processed transcript

pseudogene

—

< PAQR9-003
protein coding

—

34.52 kb

Human mPRepsilon gene

4|

I
< PAQR9-001
protein coding

142.96Mb

142.97Mb
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95.550Mb 95.552Mb 95.554Mb 95.556Mb 95.558Mb 95.560Mb 95.562Mb 28.37 kb5 564Mb 95.566Mb 95.568Mb 95.570Mb 95.572Mb 95.574Mb 95.576Mb ~ Forward strand o
I \
Genes
Paqr9-001 >

(Comprehensive ... protein coding

Contigs < AC159895.2
I I I I I I I I I I I I I I ]
95.550Mb 95.552Mb 95.554Mb 95.556Mb 95.558Mb 95.560Mb 95.562Mb 95.564Mb 95.566Mb 95.568Mb 95.570Mb 95.572Mb 95.574Mb 95.576Mb 9f
|
Reverse strand 28.37 kb

Protein Coding
Gene Legend
[ :
merged Ensembl/Havana MOUSG mPRepS|IOn gene



Genes (Merged
Ensembl/Havana)

Contigs

Genes (Merged

Ensembl/Havana)

Gene Legend

50.598Mb

50.602Mb

50.604Mb

50.606MBL-19 kb

50.608Mb

50.600Mb
- EE

pcolceb-201 >
protein coding

< CR318600.13

v |

< PAQR9-201

protein coding
I
< PAQR9-202
protein coding

50.608Mb

50.598Mb 50.600Mb 50.602Mb 50.604Mb
|

50.606Mb

Reverse strand 21.19 kb

Protein Coding

Ensembl protein coding

Zebrafish mPRepsilon gene

50.610Mb

50.610Mb

50.612Mb

50.612Mb

50.614Mb

50.614Mb

—
50.6iprd strand

50.616Mb



Genes

(Comprehensive ...

Contigs

Genes

(Comprehensive ...

Gene Legend

119.230Mb

119.235Mb

119.245Mb

—

119.250Mb

Forward strand

AC004835.2 >

|

Reverse strand

Protein Coding

Il Ensembl protein coding
[ merged Ensembl/Havana

119.230Mb

Non-Protein Coding

pseudogene

119.235Mb

128:34dflo
(-
PGRMC1-201 >
protein coding
I e S ——
PGRMC1-001 >
protein coding
119.240Mb
28.22 kb

Human PGRMC1 gene

119.245Mb

< AKAP17BP-001
unprocessed pseudogene

119.250Mb



Genes

(Comprehensive ...

Contigs

Genes

(Comprehensive ...

Gene Legend

AL450397.19 >

|

36.590Mb

36.590Mb

Reverse strand

Protein Coding

Ensembl protein coding

merged Ensembl/Havana

36.592Mb

36.592Mb

36.594Mb

36.594Mb

36.596Mb

36.596Mb

36.598Mb

Pgrmc1-001 >
protein coding

36.598Mb

36.600Mb 258 6kovb 36.604Mb

36.600Mb 36.602Mb

27.87 kb

Mouse Pgrmcl gene

36.604Mb

36.606Mb

o I

36.606Mb

36.608Mb

36.610Mb

< Akap17b-001

protein coding

36.608Mb

36.610Mb

< Akap17b-002
protein coding

36.612Mb

36.612Mb

36.614Mb

36.614Mb

—

I
Forward strand 36.
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37.742Mb 37.744Mb 37.746Mb 37.748Mb 37.750Mb 37.752Mb 23.87kb 37 754Mb 37.756Mb 37.758Mb 37.760Mb 37.762Mb 37.764fyward strand
Genes (Merged B — . Rl
pgk1-001 >
Ensembl/Havana) protein coding
(—— 1 ]
pgk1-002 >
retained intron
pgrmc1-001 > cox7b-201 > pgk1-003 >
protein coding protein coding protein coding
fffffffffffffffffffff | ¥ U SRR Ve R e —— | ]
Genes (Merged
< fam114a2-001
Ensembl/Havana) protein coding
I I I I I I I I
37.742Mb 37.744Mb 37.746Mb 37.748Mb 37.750Mb 37.752Mb 37.754Mb 37.756Mb 37.758Mb 37.760Mb 37.762Mb 37.764Mb
el
Reverse strand 23.87 kb
Protein Coding Non-Protein Coding
Gene Legend
Il Ensembl protein coding I .
processed transcript Zebl’afISh pg I‘mCl gene

[ merged Ensembl/Havana
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128.26Mb 128.27Mb £B1E) 40 128.28Mb 128.29Mb FERTERE ST
Genes T e
RP11-420A23.1-005 >
(Comprehensive ... lincRNA
D 777777777777777777777
RP11-420A23.1-004 >
lincRNA
\ - B — )
Genes < PGRMC2-201
(Comprehensive ... protein coding
\ B —
< PGRMC2-007
protein coding
\ [~ —— — S
< PGRMC2-001
protein coding
\ | S |
< PGRMC2-002
protein coding
B 1 —]
< PGRMC2-003
protein coding
C b dr+— —]
< PGRMC2-004
protein coding
Ch— B —1
< PGRMC2-005
protein coding
— 1+ —a—1
< PGRMC2-006
nonsense mediated decay
— — — — — — — — — — — — — — — — — — — —
128.26Mb 128.27Mb 128.28Mb 128.29Mb
|
Reverse strand 39.59 kb
Protein Coding Non-Protein Coding
Gene Legend
Ensembl protein codin
= merged EzsembI/Havar?a = processed transcript H uman PG R M C2 g ene

RNA agene
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41.060Mb 41.065Mb 41.070Mb 36.72kbg; o75Mb 41.080Mb 41.085Mb 41.090Mb Forward strand
Contigs AC100511.12 >
‘ I R— o S S - - o —
Genes < Pgrmc2-001 : .
(Comprehensive ... protein coding
(T  —T
< Pgrmc2-002
retained intron
I
41.060Mb 41.065Mb 41.070Mb 41.075Mb 41.080Mb 41.085Mb 41.090Mb
|
Reverse strand 36.72 kb
Protein Coding Non-Protein Coding
Gene Legend
[ merged Ensembl/Havana [ |

processed transcript M 0 us e Pg 'm C 2 g en e



Genes (Merged
Ensembl/Havana)

Contigs

Genes (Merged
Ensembl/Havana)

Gene Legend

26.780Mb

- I ]

larp1b-001 >
protein coding

Y  //// ////7/7V/0/0/090— % ]

larp1lb-201 >
protein coding

'

larp1b-002 >
protein coding

26.785Mb

-.-—
pgrmc2-001 >

protein coding

30:86758Mb

26.795Mb

protein coding

protein coding

26.800Mb

—
Forward strand g g

AL928908.16 >

< si:dkey-22114.9-001
antisense

|

Reverse strand

Protein Coding

Il Ensembl protein coding
[ merged Ensembl/Havana

26.780Mb

Non-Protein Coding

processed transcript

26.785Mb

26.790Mb

30.16 kb

Zebrafish pgrmc2 gene

26.795Mb

26.800Mb

26.8(



212.425Mb 212.430Mb
Genes

212.435Mb

(-
NENF-001 >
(Comprehensive ... protein coding

O
NENF-002 >
processed transcript
Di
NENF-003 >

processed transcript

33.49 kb 212 440Mb

—
212.445M 212.450Mb Forypsd siigpd

({1

NENF-004 >

processed transcript

AC092803.2 >
212.425Mb 212.430Mb 212.435Mb
|
Reverse strand

N 1 I
212.440Mb 212.445Mb 212.450Mb 212.455Mb
33.49 kb
Protein Coding

Non-Protein Coding
Gene Legend

Contigs

[ merged Ensembl/Havana I

processed transcript

Human NEUDESIN gene
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191.298Mb 191.300Mb 191.302Mb 191.304Mb 191.306Mb 191.308Mb 191.310Mb 191343#kb 191.314Mb 191.316Mb 191.318Mb 191.320Mb 191.322Mb 191.324Mb 191.326Mp Forward strand 49 ;
Genes “F B
Tmem?206-001 >
(Comprehensive ... protein coding
Contigs < AC115896.9
Genes E.<Nenf001II e U
(Comprehensive ... protein coding
I I I I I I I I I I I I I I I
191.298Mb 191.300Mb 191.302Mb 191.304Mb 191.306Mb 191.308Mb 191.310Mb 191.312Mb 191.314Mb 191.316Mb 191.318Mb 191.320Mb 191.322Mb 191.324Mb 191.326Mb 191.
|
31.41 kb

Reverse strand

Protein Coding

Gene Legend

e merged Ensembl/Havana MO use Neu d es | n g ene



Genes (Merged

Ensembl/Havana)

Contigs

Genes (Merged

Ensembl/Havana)

Gene Legend

45.404Mb

45.406Mb

45.408Mb

45.410Mb

I I
45.412Mb 45.414Mb 27482KBMb 45.418Mb 45.420Mb
.Y/ ¥Whkhk
nenf-002 >
protein coding
e s | N I

nenf-001 >

nonsense mediated decay

45.422Mb

tagapa-001 >

protein coding

45.424Mb

45.426Mb

45.42dnmsward strand

—

< BX322589.16

i B S
< tmem206-001
protein coding
S ¥ =
< tmem206-201
protein coding

45.404Mb

I
45.406Mb
el

Reverse strand

Protein Coding

Ensembl protein coding

merged Ensembl/Havana

45.408Mb

45.410Mb

45.412Mb

45.414Mb

45.416Mb

27.12 kb

45.418Mb

Zebrafish neudesin gene

45.420Mb

45.422Mb

45.424Mb

45.426Mb

45.428Mb



Genes

(Comprehensive ...

Contigs

Genes

(Comprehensive ...

Gene Legend

[—
4.14Mb 4.15Mb 4.16Mb 64.14 kb 4.17Mb 4.18Mb 4.19Mb Forward strand
4 1
CYB5D2-003 >
protein coding
— [
CYB5D2-002 >
protein coding
CYB5D2-001 >
protein coding
| — !
CYB5D2-004 >
protein coding
i | e I 0
CYB5D2-005 > RP11-810M2.2-001 > Y_RNA.665-201 >
processed transcript antisense misc RNA
————————————————————— | 4+ +— + 5 &+ + +~ M 1+ @@ M
< ZZEF1-001 < ANKFY1-008
protein coding protein coding
777777777777777777777 —— I — 4t R -~ M 3y 0000 mF----
< ZZEF1-002 < ANKFY1-001
processed transcript protein coding
—1 | — + 11— 1 i1 1 1 ' I S S R R S S
< ANKFY1-003
protein coding
-~ s~ s~ A I~ A i~ qb~r— 0000000 A= — -
< ANKFY1-002
nonsense mediated decay
NN S | Y I M ] C M- —-=—-
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