Additional file 4: Table S4. Integrative view of the Rubisco L-subunit variable sites under positive selection, coevolving and resolved with DT model as a function of external variables (δ13C and habitat preference). Functional interfaces in Rubisco structure are indicated according to [1056–10910]: RA: Rubisco Activase, DD: dimer-dimer, S: Small Subunit, ID: Intra-dimer, AS: Active Site. Observed amino acid replacements are shown for each site. 
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