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Fig. S2. 3D structure of RBCS showing the exposed and embedded amino acids of helices A and B. 
Orange-colored amino acid sites in helices A and B were considered to be embedded. Only exposed amino acid sites in the helices (blue) were considered in the present hydrophobicity analysis of the RBCS helices. 3D structure was constructed based on Chlamydomonas reinhardtii RBCS 3D structure [1]. The 3D structure was visualized by PyMOL [2].
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