[bookmark: _GoBack]Table S1. Pairwise difference % in the D2D3 sequence (730 bp) between 15 samples of Rhigonematoidea spp. 
	
	1
	2
	3
	4
	5
	6
	7
	8
	9
	10
	11
	12
	13
	14
	15

	1. KX844643.1 Rhigonema naylae
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	2. MT988354 Rhigonema naylae
	0
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	3. MT988356 Rhigonema naylae
	0
	0
	
	
	
	
	
	
	
	
	
	
	
	
	

	4. MT988361 Rhigonema naylae
	0
	0
	0
	
	
	
	
	
	
	
	
	
	
	
	

	5. MT988364 Rhigonema naylae
	0
	0
	0
	0
	
	
	
	
	
	
	
	
	
	
	

	6. MT988366 Rhigonema naylae
	0
	0
	0
	0
	0
	
	
	
	
	
	
	
	
	
	

	7. MT988368 Rhigonema naylae
	0
	0
	0
	0
	0
	0
	
	
	
	
	
	
	
	
	

	8. MT988371 Rhigonema naylae
	0
	0
	0
	0
	0
	0
	0
	
	
	
	
	
	
	
	

	9. JX131616.1 Rhigonema ingens
	2.7
	2.7
	2.7
	2.7
	2.7
	2.7
	2.7
	2.7
	
	
	
	
	
	
	

	10. JX155274.1 Xystrognathus phrissus
	10
	10
	10
	10
	10
	10
	10
	10
	11
	
	
	
	
	
	

	11. MT988372 Rhigonematoidea sp. 1
	11.1
	11
	11.1
	11.1
	11.1
	11
	11.1
	11
	12
	15
	
	
	
	
	

	12. MT988374 Rhigonematoidea sp. 1
	11.1
	11
	11.1
	11.1
	11.1
	11
	11.1
	11
	12
	15
	0.5
	
	
	
	

	13. MT988375 Rhigonematoidea sp. 1
	11
	11
	11
	11
	11
	11
	11
	11
	12
	15
	0.7
	0.1
	
	
	

	14. MT988377 Rhigonematoidea sp. 1
	11.1
	11
	11.1
	11.1
	11.1
	11
	11.1
	11
	12
	15
	0.5
	0
	0.1
	
	

	15. JX155273.1 Ichthyocephaloides sumbatus
	11.2
	11
	11.2
	11.2
	11.2
	11
	11.2
	11
	12
	16
	13
	12
	12
	12
	






