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Hexe-TLRα 3,165 0,000 0,000 8,589 8,071 8,335 1,421 9,685 25,103 0,000 0,000 0,000 27,095 0,000 0,000 0,000 0,000 0,000 0,000

kallisto
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Hexe-TLRα 0,000 0,000 0,000 27,214 0,000 9,697 0,000 0,000 33,087 0,000 0,000 0,000 77,060 0,000 0,000 0,000 0,000 0,000 0,000

TEM ≥0,150
TEM <0,150

Additional file 6: Table S3 - Hypsibius exemplaris  stage specific transcriptome analyses (RSEM and Kallisto methods)

HYPSIBIUS EXEMPLARIS


