Table 1. Morchella yield and soil physicochemical parameters under different treatments
	Groups
	Morchella
	Soil

	
	Yield (kg/666.67m2)
	Organic matter (g/kg)
	Hydrolyzable nitrogen (mg/kg)
	Available phosphorus (mg/kg)
	Available potassium (mg/kg)
	pH
	Catalase (ml/g/h)
	Urease (ug/g/h)   

	CK
	162.96 ±12.38 a
	32.69 ± 0.51 a
	144.43 ± 7.73 a
	149.73 ± 1.10 a
	172.89 ± 4.96 b
	7.98 ± 0.02 a
	7.59 ± 0.09 a
	169.75 ± 8.19 a

	B
	102.73 ± 5.56 c
	38.33 ± 4.42 a
	139.53 ± 8.11 a
	156.07 ± 4.02 a
	195.56 ± 5.26 a
	7.87 ± 0.07 a
	7.47 ± 0.04 a
	170.68 ± 6.27 a

	P
	124.33 ± 11.23 b
	35.92 ± 2.47 a
	132.07 ±8.86 a
	150.70 ± 6.18 a
	197.43 ± 7.26 a
	7.91 ± 0.03 a
	7.39 ± 0.11 a
	171.89 ± 3.17 a



Table S1. Soil Microbial Sequencing Primers
	Method
	Primer name
	Primer sequence

	ITS
	ITS3_KYO2
ITS4
	GATGAAGAACGYAGYRAA
TCCTCCGCTTATTGATATGC

	16S
	341F
806R
	CCTACGGGNGGCWGCAG
GGACTACHVGGGTATCTAAT


 
Table S2. Real-time quantitative PCR selection of genes and their primers on Morchella 
	Gene Name
	Upstream primer (5'→3')
	Downstream primer (5'→3')
	Amplification Efficiency (E)
	Correlation Coefficient (R²)
	Slope
	Intercept

	bdc1
	GTTACCACTACGCCCAAATAATC
	AGAGGCATGTAGCTCTCTTTCTG
	96.9%
	0.995
	-3.40
	31.88

	ABCD1
	CTCATAAAGTCCCTCACCTTCAC
	ATGTAGAATATGTCCTCGCTTGG
	96.7%
	0.988
	-3.52
	33.12

	suv3
	AAGTTGGTCATCAGGCGATATAC
	TCTTCCCCGTAGTAGACTCAATC
	97.6%
	0.994
	-3.38
	31.97

	GDT1
	TCGTCATGTCCATCCTGTCC
	CTCGACCTCTTTCATCTCTTCC
	99.5%
	0.995
	-3.41
	32.89

	pop1
	AGTGGAAACACCAACTGAGAAGT
	GATACTCCCCTGCCTTGTAAATC
	97.6%
	0.994
	-3.38
	31.97

	GPI13
	GCGACTCTTTGTCTTAGTGTTGA
	GGTTTCTGGAGGAGTATCAGAGA
	100.8%
	0.998
	-3.31
	32.58

	OXR1
	GAAGAATGCGTGGAATATGACTAC
	CAATGACGACTACACTCGAAGAA
	99.5%
	0.999
	-3.34
	32.11

	CFL1
	ACGGTATTGGGTATGTGAAACAC
	CTCTACGACCTGCCTAACATTG
	95.1%
	0.993
	-3.44
	31.70

	dennd11
	CTCTATTCTCAGTGGGCGTCT
	GACGTTGTAGACTGGTGGTAGG
	99.7%
	0.997
	-3.33
	32.19

	btb3
	GTTCCGTCATCTACCTAGTCCAC
	AAGAGAGCATCGAGAGCTATGTC
	96.3%
	0.994
	-3.41
	31.83

	SEN1
	AGGGATGGCAGAAGACTACATTA
	CTCAGACATATTGGCTCTCAGTG
	98.9%
	0.996
	-3.35
	32.08

	TYW3
	AGTTGAGATTGCCTCTACAGCTC
	ATTGGTTCTGTGCTCTTCTTCAC
	94.6%
	0.992
	-3.45
	31.62

	smc5
	GAGACCCTTCATTGCCTATACTG
	TTGTCCAGCAAATCTCTGTAACG
	100.3%
	0.997
	-3.32
	32.53

	Rdh12
	ATATCCTGGCCTTCTGTGATAAG
	GTCTTGGAGTAGGGGAGACAAA
	99.1%
	0.998
	-3.34
	32.21

	plyD
	ACTACAGTCTCTGCTCCGATCTC
	CCGATAATGACGTTCTTGAGAGT
	101.3%
	0.993
	-3.39
	32.08

	Actin
	TCCTCCATCCTCCGAACACA
	TCTCAGGCGGTTCTAGGGACA
	98.2%
	0.991
	-3.45
	32.56


 

