Supplementary Figure legend
Figure S1. Tibiotarsal bones of two specimens (A) SF50 and (B) SF373 of the spectacled cormorant that were used for historical DNA extraction
Figure S2. Supplementary Figure 2. Postmortem DNA damage patterns in the DNA-libraries (A) SF373 and (B) SF50 spectacled cormorant specimens. Damage patterns of DNA library generated by MapDamage 2.0 present C to T (and complementary G to A) misincorporations at the 5’ and 3’ termini of the last 25 nucleotides. The Y-axis shows frequency of misincorporations. The X-axis shows terminal 25 nucleotides of DNA library
Supplementary Table legends
Table S1: Mitogenome sequences (CDS) used for the phylogenetic analysis of the cormorant species
Table S2: СOI gene sequences used for the phylogenetic analysis of the cormorant species
Table S3: Sequencing, mapping statistics and historical DNA preservation
Table S4: Estimates of Evolutionary Divergence between Phalacrocoracidae species. The number of base substitutions per site from between CDS sequences are shown. Analyses were conducted using the Maximum Composite Likelihood model

