Table S6. Selection criteria for SNPs within the targeted re-sequenced region of 52kb at position CFA27: 19,088,686-19,140,837
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chr27

chr27

chr27
chr27
chr27

chr27

chr27

chr27
chr27
chr27

chr27
chr27
chr27

chr27
chr27
chr27

chr27
chr27

chromosome position

perfect pattern genotyped in
(ref=ctrl, finemapping
ref alt T7/8=het) (120SNPs)

conclusion after pattern check cons in human Conclusion after comparing

Allele freq in wolf Allele freq in LRCADbreeds pool 2 and pool info to human (mouse/rat)

human = A = cases

exclude - ref=case
exclude - ref=case
exclude - ref=case
exclude - ref=case
exclude - ref=case

exclude - ref=case
exclude - ref=case

not mapped in
human not mapped in human

exclude - ref=case
exclude - ref=case
exclude - variation in
pools

exclude - ref=case
exclude - ref=case
exclude - variation in
pools

exclude - ref=case
exclude - ref=case

Not conserved (no
corresponding base
in human, Ain

mouse/rat) not conserved in human



chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

Human=-,rat=T  not conserved in human
exclude - ref=case
exclude - ref=case
exclude - variation in
pools

Human/mouse = G = Human/mouse equals GSD
cases... CAD cases
Human/mouse/rat = Human/mouse/rat equals
G = cases... GSD CAD cases

No base in
Human/mouse/rat = - human/mouse/rat
Human=C=

controls, Mouse/rat

=T=cases Mouse/rat = GSD CAD cases

Human/mouse/rat = - In SINE, no base in
in a SINE human/mouse/rat

Human/mouse/rat = - In SINE, no base in
in a SINE human/mouse/rat

Human/mouse = - in In SINE, no base in
a SINE (rat=A) human/mouse

Human/mouse/rat = - In SINE, no base in
ina SINE human/mouse/rat
exclude - variation in
pools
exclude - variation in
pools

Human/mouse/rat = Human/mouse/rat = GSD
T=cases CAD case

Human=C=

controls, Mouse/rat  Human = C = controls but
= T=cases Mouse/rat = T=cases

exclude - common in
other breeds...




chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27
chr27

chr27

chr27

chr27

chr27

exclude - common in

other breeds... and in LTR-|
repeat

Human/mouse/rat =
A =cases and in an
LTR-repeat

exclude - variation in
pools

Human=C= controls,
Mouse/rat=-, but T =
dog, cat, ferret,
panda, walrus, seal.
Con=0.013

exclude - variation in
pools

in a SINE

ina LINE
Human =G (not in
a LINE

exclude - common in
other breeds...

S

exclude - ref=case

Human=-,

Human=G=Controls,

species, cat and
GSDcases
Human/mouse=T=co
ntrols rat=-, but not
possible to lift to
human, T-repeat
seq....

exclude - ref=case &

variation in pools

Human=G=cases,
Mouse/rat=-

Human/mouse/rat = -

Mouse/rat=A=control

Mouse/rat=C, A = bat-

Human/mouse/rat = A
=cases and in an LTR-repeat

Case allele common in other
species

In SINE, no base in
human/mouse/rat

Human/mouse/rat = - In LINE, no base in

human/mouse/rat
In LINE, no base in

dog), mouse/rat=-, In mouse/rat (human =G, not

in dog)

No base in human

Case allele in bat species
and cat

T repeat not mapped in
human

Human = GSD CAD case
allele



chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

Human=-, in LTR- In LTR repeat, no base in
repeat human

Human/mouse/rat=-, In SINE, no base in
in a SINE human/mouse/rat

Human/mouse/rat=-, In LINE, no base in
in a LINE human/mouse/rat

exclude - not perfect
19114674 T no pattern...

exclude - not perfect
19115580 G no pattern...

exclude - not perfect
19116149 T no pattern...

exclude - ref=case &
variation in pools
exclude - not perfect
pattern...

19117083 T no

19117678 A

Human =T = cases,

19118236 Mouse/rat=- Human = GSD CAD case

19118521 Human=-,in a SINE  In SINE, no base in human
exclude - rvariation in
19119028 pools
Human=-, in a simple In simple repeat, no base in

19119166 repeat human

exclude - common in
19119963 other breeds...
Human/Mouse/Rat=
19120627 A=cases Human/Mouse/Rat=A=cases
exclude - variation in

19121029 pools

19121159 yes but excl in QC
exclude - common in
other breeds...

19121205 T no yes




interesting- not variable
in pools and perfect

chr27 19121767 A no pattern

exclude - not perfect

pattern & variation in
chr27 19122037 T no pools

exclude - not perfect

pattern & variation in
chr27 19122087 A no pools

exclude - not perfect
chr27 19122222 T no pattern...

exclude - not perfect

pattern & variation in
chr27 19122404 G no pools

exclude - not perfect
pattern & variation in
chr27 19122579 G no pools

exclude - not perfect
pattern & variation in

chr27 19122692 C no pools
exclude - variation in
chr27 19122817 pools
exclude - not perfect
pattern & variation in
chr27 19123268 A G no pools
chr27 19124099 Human/mouse/rat=- Human/mouse/rat=-
chr27 19124103 Human/mouse/rat=- Human/mouse/rat=-
chr27 19124996 other breeds...
T=human=case. T is
common! In LTR- T=human=case. T is
chr27 19126533 repeat! common! In LTR-repeat!
chr27 19126638
chr27 19127061
chr27 19127315 Human/mouse/rat=-. Human/mouse/rat=-.

Human =T,

mouse/rat=-. Tand C

in most species. Only Human =T, mouse/rat=-. T
dog with A. Cons=-  and C in most species. Only
chr27 i 0.1 dog with A. Cons=-0.1



chr27

chr27
chr27
chr27
chr27
chr27
chr27
chr27

chr27
chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

chr27

19128370

19128376
19128442
19128578
19130125

19130510

19130654
19131113

19131298
19131614

19131849

19131855

19132336

19132339

19133220

19133235

19135677

19135824

AT

no

yes but excl in QC

Human=G=cases,

,in a DNArepeat

,in a DNArepeat

,in a DNArepeat

,in a DNArepeat

,in a DNArepeat

,in a DNArepeat

In a 1.9kb gap (300bp
from one end) with
SINEs and LINEs only
present in dog. Risk
allele - Not in other
species. Confirmed in
IGV

,inaLINE

Human=G=cases,

Mouse/rat=- Mouse/rat=-
Human/mouse/rat = - Human/mouse/rat=-, in a
,ina LINE LINE

Human/mouse/rat = - Human/mouse/rat = -

Human/mouse/rat = - Human/mouse/rat = -, in a

DNArepeat

Human/mouse/rat = - Human/mouse/rat = -, in a

DNArepeat

Human/mouse/rat = - Human/mouse/rat = -, in a

DNArepeat

Human/mouse/rat = - Human/mouse/rat = -, in a

DNArepeat

Human/mouse/rat = - Human/mouse/rat = -, in a

DNArepeat

Human/mouse/rat = - Human/mouse/rat = -, in a

DNArepeat

In a 1.9kb gap (300bp from
one end) with SINEs and LINEs
only present in dog. Risk allele -
Not in other species.
Confirmed in IGV

Human/mouse/rat = - Human/mouse/rat = -, in a

LINE



Human/mouse/rat = - Human/mouse/rat=-, in a
,ina SINE SINE

chr27 19138377
chr27 19138783

Human/mouse/rat = - Human/mouse/rat = -, in a
,in a SINE SINE

chr27 19139179



