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Figure S1: MDS plot of the 20 breeds. Each breed is represented by its breed code and a different color. 
 [image: C:\Users\Aditi\Desktop\BMC\njtree-radial.bmp]
[bookmark: _GoBack]Figure S2: Provesti’s genetic distances based Neighbor-Joining  tree of 20 cattle breeds . Tree is clearly divided into three  groups - one group consists of the Zebu  and composite cattle, one consists of European taurine and one group is formed entirely of Asian breeds, mostly Korean. 
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Figure S3. DAPC plot of  Korean cattle breeds. This includes Chosun cattle (CS) breed which was later removed  from the study.
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Figure S4: Optimum value of K for the admixture analysis
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Neighbor-Joining tree of populations
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