Distinguishing closely linked association signals and combing mammalian phenotype data can help to identify candidate genes in dairy cattle
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[bookmark: _GoBack]Figure 1S. The locuszoom [1] figure of previous report causative mutation of DGAT1 of the genome-wide association result milk fat yield in Nordic Holstein cattle.
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Figure 2S. The locuszoom figure of previous report causative mutation of DGAT1 of the genome-wide association result in milk protein yield in Nordic Holstein cattle.BOP1 was not include in USCS refFlat file [2].
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